Name 

Start 

GI 

Exons 



OJ990827JD4 . 9B24 .C8.o2.gs Method GENSCAN 

8498 End 9060 

none Score .84 
8498.-8882, 9014. .9060 



Seq. No. 


16473.. 








Seq. ID 


OJ990827 04.9B24.C8 


Gene No. 


34711 * 








Strand 




Start 


21883 








End 


22335 


Name 


OJ990827 


_04 . 


9B24.C8.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


69 








End 


371 


GI 


none 








Score 


36 


Exons 


69. .113, 


131 


..199, 133, 


. .204, 


203. .361, 


233. .343, 279. .371 


Seq. No. 


16473 








Seq. ID 


OJ990827_04 . 9B24 .C8 


Gene No. 


34711 








Strand 




Start 


21883 








End 


22335 


Name 


OJ990827 


_04. 


9B24 .C8.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


72 








End 


558 


GI 


none 








Score 


67 


Exons 


72. .110, 


121 


..195, 227. 


. .382, 


233. .322, 


279. .383, 400. .558, 




414. .512 












Seq. No. 


16473 








Seq. ID 


OJ990827_04.9B24.C8 


Gene No. 


34711 








Strand 


— u 


Start 


21883 








End 


22335 


Name 


OJ990827 


__04. 


9B24.C8.ol, 


, tc 


Method 


TBLASTX: Cress 


Start 


78 








End 


488 


GI 


none 








Score 


53 


Exons 


78. .110, 


121 


..201, 200. 


, .361, 


279. .365, 


388. .453, 414. .488 



Seq. No. 16473 

Gene No. 34711 

Start 21883 

Name OJ990827_04 . 9B24 . C8 . ol . tw 

Start 142 

GI none 
Exons 



Seq. ID OJ990827_04.9B24.C8 
Strand 
End 

Method 
End 
Score 



22335 

TBLASTX: Wheat 

516 

93 



142. .201, 227. .382, 234. .383, 391. .516, 414. .512 



Seq. No. 16473 

Gene No. 34711 

Start 21883 

Name OJ990827_04 . 9B24 . C8 . ol . tm 

Start 3957 

GI none 
Exons 



Seq. ID OJ990827JD4 . 9B24 .C8 
Strand 
End 

Method 
End 
Score 



22335 

TBLASTX: Maize 

4418 

231 



3957. .4145, 3958. .4203, 4227. .4331, 4344. .4418 



Seq. No. 16473 Seq. ID 

Gene No. 34711 Strand 

Start 21883 End 

Name OJ990827_04 . 9B24 . C8 . o2 . tw Method 

Start 6658 End 

GI none Score 

Exons 6658..6855, 6968.. 7012 



OJ990827_04 . 9B24 .C8 
22335 

TBLASTX: Wheat 

7012 

177 



Seq. No. 16473 Seq. ID OJ990827_04 . 9B24 . C8 

Gene No. 34711 Strand 

Start 21883 End 22335 

17001 



Name 


OJ990827 04.9B24.C8 


o2.tm 


Method 


TBLASTX: 


Mai ze 




Start 


10171 




End 


10389 






GI 


none 




Score 


286 






Exons 


10171. .10224, 10172 


. 10387, 


10179. . 10388, 10282 


. . 10389 




Seq. No. 


16473 




Seq. ID 


OJ990827 


_04 . 9B24 


.C8 


Gene No. 


34711 




Strand 








Start 


21883 




End 


22335 






Name 


OJ990827 04.9B24.C8. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


10179 




End 


10388 






GI 


none 




Score 


232 






Exons 


10179. .10388, 10179. 


.10343, 


10181. .10387 






Seq. No. 


16473 




Seq. ID 


OJ990827 


_04 . 9B24 


.C8 


Gene No. 


34711 




Strand 








Start 


21883 




End 


22335 






Name 


OJ990827 04.9B24.C8. 


o2. tc 


Method 


TBLASTX : 


Cress 




Start 


13048 




End 


13203 






GI 


none 




Score 


189 






Exons 


13048. .13203, 13071. 


. 13169 










Seq. No. 


16473 




Seq. ID 


OJ990827 


04 . 9B24 


.C8 


Gene No. 


34711 




Strand 








Start 


21883 




End 


22335 






Name 


OJ990827 04.9B24.C8. 


ol.gp 


Method 


AAT/GAP 






Start 


21883 




End 


22335 






GI 


LIB34 32-05 9-P1-K1-D8 


Score 


738 






Exons 


21883. .22335 












GI Descrip. 


1 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza 


sativa genomi 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


16474 




Seq. ID 


OJ990827 


_04. 9B24 


.C9 


Gene No. 


34712 




Strand 


+ 






Start 


466 




End 


4198 






Name 


OJ990827 04.9B24.C9. 


ol . gs 


Method 


GENSCAN 






Start 


466 




End 


4198 






GI 


none 




Score 


.54 






Exons 


466. .475, 769. .856, 


3207. .3416, 3545. . 


3780, 4179.. 4198 




Seq. No. 


16474 




Seq. ID 


OJ990827 


_04.9B24 


C9 


Gene No. 


34713 




Strand 


+ ■ 






Start 


12983 




End 


19384 






Name 


OJ990827 04.9B24.C9. 


o2 . np 


Method 


AAT/NAP 






Start 


12522 




End 


19384' 






GI 


6063557 




Score 


291 






Exons 


12522. .12581, 15619. 


. 15808, 


16057. .16217, 19318 


. . 19384 




GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z9888 


5) [Oryza 


sativa] 




Seq. No. 


16474 




Seq. ID 


OJ990827 


_04.9B24 


C9 


Gene No. 


34713 




Strand 


+ 






Start 


12983 




End 


19384 






Name 


OJ990827 04.9B24.C9. 


o3 . gs 


Method 


GENSCAN 






Start 


12983 




End 


15793 






GI 


none 




Score 


.95 






Exons 


12983. .13124, 13890. 


.14038, 


14375. .14975, 15660 


. . 15793 




Seq. No. 


16474 




Seq. ID 


OJ990827_ 


_04 . 9B24 . 


C9 



17002 




Gene No. 


O A T T A 

34 /14 




Strand 




Start 


4754 




End 


15166 


Name 


OJ990827 04 


.9B24 .C9.o2.gs 


Method 


GENSCAN 


Start 


4754 




End 


9985 


GI 


none 




Score 


.68 


Exons 


4754. .4849, 


8783. .8855, 9191. 


.9241, 9339.. 9985 


Seq. No. 


16474 




Seq. ID 


OJ990827_04.9B24 


Gene No. 


34714 




Strand 




Start 


4754 




End 


15166 


Name 


OJ990827 04 


.9B24.C9.ol.np 


Method . 


AAT/NAP 


Start 


9538 




End 


15166 


GI 


4455154 




Score 


112 


Exons 


9538. .9872, 


14965. . 15166 






GI Descrip. 


(AL033545) 


extensin-like protein [Arabidopsis thaliana] 



Seq. No. 


16474 


Seq. ID 


OJ990827_04.9B24.C9 


Gene No. 


34715 


Strand 




Start 


16738 


End 


19415 


Name 


OJ990827 04.9B24.C9.o4.gs 


Method 


GENSCAN 


Start 


16738 


End 


19415 


GI 


none 


Score 


.88 


Exons 


16738. .16973, 17200 .. 17227 , 


17487,. 17666, 19254. .19415 


Seq. No. 


16475 


Seq. ID 


OJ990827_04.9B24.C11 


Gene No. 


34716 


Strand 




Start 


3790 


End 


3896 


Name 


OJ990827 04.9B24.Cll.ol.gp 


Method 


AAT/GAP 


Start 


3790 


End 


3896 


GI 


LIB3477-003-P1-K1-E9 


Score 


117 


Exons 


3790. .3896 






GI Descrip. 


'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


16476 Seq. ID 


OJ990827_04 


.9B24 


.C12 


Gene No. 


34717 . Strand 


+ 






Start 


332 End 


2416 






Name 


OJ990827 04.9B24.C12.ol.gs Method 


GENSCAN 






Start 


332 End 


2342 






GI 


none Score 


.55 






Exons 


332. .490, 844. .991, 1187. .1369, 1437.. 


1810, 1819.. 


2342 




Seq. No. 


16476 Seq. ID 


OJ990827_04 


. 9B24 , 


.C12 


Gene No. 


34717 Strand 


+ 






Start 


332 End 


2416 






Name 


OJ990827 04 . 9B24 . C12 . ol . np Method 


AAT/NAP 






Start 


1816 End 


2416 






GI 


3645899 Score 


193 






Exons 


1816. .2416 








GI Descrip. 


(U68408) 5' end not determined experimentally [Zea 


mays] 


1 


Seq. No. 


16477 Seq. ID 


OJ990827_04 


. 9B24 . 


■ C15 


Gene No. 


34718 Strand 


+ 






Start 


1 End 


2507 






Name 


0 J9 9 0 8 2 7_0 4 . 9B2 4 . C 1 5 . o 1 . np Method 


AAT/NAP 






Start 


1 End 


2504 







17003 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680179 Score 4076 

1. .2504 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



16477 
34718 
1 

OJ990827_04 .9B24 .C15.ol.gs 
57 

none 

57. .2507 



Seq. ID OJ990827_04.9B24.C15 

Strand + 

End 2507 

Method GENSCAN 

End 2507 

Score .82 



Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24 . C15 . 06 . tw 

Start 23 

GI none 

Exons 23. .151, 27. .197, 54. .170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX : Wheat 

End 197 

Score 251 



16477 
34719 
2740 

OJ990827_04 . 9B24 . C15 . o4 . trn 
3 6 

none 

36. .215, 201. .536, 287. .418 

16477 
34719 
2740 

OJ990827_04 . 9B24 . C15 . ol . ts 
90 

none 

90. .122, 90. .122, 126. .485, 129. .203, 133. .486, 133. .267, 
242. .484 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX : Mai ze 

End 536 

Score 159 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX : Soybean 

End 486 

Score 57 



Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24 . C15 . o4 . tw 

Start 198 

GI none 

Exons 198.. 500, 236.. 499 

Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name ... OJ990827_04 . 9B24 . C15 . o2 . tw 

Start 501 

GI none 

Exons 501.. 1010, 533.. 919 

Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827 04 . 9B24 . C15 . o3 . ts 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX: Wheat 

End 500 

Score 397 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX : W^eat 

End 1010 

Score 643 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX : Soybean 



17004 



Start 
GI 

Exons 



510 
none 

510.. 752, 542.. 637 



End 
Score 



752 
198 



Seq. No. 16477 

Gene No. 34719 

Start 2740 ,; 

Name OJ990827JD4 . 9B24 . CIS . o2 . tm 

Start 573 

GI none 

Exons 573.. 926, 575.. 841, 615.. 911 

Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24 . C15 . o3 . tw 

Start 1014 

GI none 

Exons 1014.. 1493, 1032.. 1487, 1109. 



Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24 . C15 . ol . 

Start 1191 

GI none 

Exons 1191.. 1373, 1374.. 1517, 

Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24 . C15 . o2 . 

Start 1281 

GI none 

Exons 1281.. 1541, 1286.. 1387, 

Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24 . C15 . o3 . 

Start 1339 

GI none 

Exons 1339.. 1530, 1341.. 1631, 



tc 



1439, 



ts 



1473. 



tm 



Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24.C15.ol, 
Start ' 1500 

GI none 

Exons 1500.. 2126, 1556.. 2125 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX: Maize 

End 926 

Score 477 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 
Method TBLASTX : Wheat 
End 14 93 

Score 590 
.1492 

Seq. ID OJ990827_04.9B24.C15 
Strand 

3072 

TBLASTX: Cress 
1517 
90 



End 

Method 
End. 
Score 
.1516 



Seq. ID -OJ990827_04.9B24.C15 
Strand 

3072 

TBLASTX : Soybean 
1541 
299 



End 

Method 
End 
Score 
.1541 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX : Mai ze 

End 1631 

Score 390 
1410. .1625, 1442. .1627, 1585. .1629 

Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

tw Method TBLASTX: Wheat 

End -j -. 2126 

Score 672 



Seq. No. 16477 

Gene No. 34719 

Start 2740 

Name OJ990827_04 . 9B24 . C15 . ol . 

Start 1680 



tm 



Seq. ID OJ990827_04.9B24.C15 
Strand 

End 3072 

Method TBLASTX : Maize 

End 2267 



17005 



GI 

Exons 



none Score 226 

1680. .1841, 1686. .1832, 1688. .1834, 1839. .1937, 1839. .1907, 
1841. .1936, 1998. .2267, 2006. .2266 



Seq. No. 16477 Seq. ID 

Gene No. 34719 ' Strand 

Start 2740 End 

Name OJ990827_04 . 9B24 . C15 . o5 '. tw Method 

Start 2126 End 

GI none Score 

Exons 2126.. 2263, 2127.. 2459 



OJ990827_04.9B24.C15 
3072 

TBLASTX: Wheat 

2459 

365 



Seq. No. 16477 Seq. ID 

Gene No. 34719 Strand 

Start 2740 End 

Name OJ990827_04 . 9B24 . C15 . o5 . tm Method 

Start 2268 End 

GI none Score 

Exons 2268.. 2480 



OJ990827_04.9B24.C15 
3072 

TBLASTX: Maize 

2480 

205 



Seq. No. 16477 Seq. ID 

Gene No. 34719 Strand 

Start 2740 End 

Name OJ990827JD4 . 9B24 . C15 . o2 . gs Method 

Start 2740 End 

GI none Score 

Exons 2740.. 2909, 2928.. 3072 



OJ990827_04 . 9B24 .C15 

3072 
GEN SCAN 
3072 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16478 
34720 
1 

OJ990827_04 . 9B24 . CI 6 . ol . np 
1 

3777527 
1. .473 

(AF053008) gag-pol polyprotein [Glycine max] 



Seq. ID OJ990827_04.9B24.C16 
Strand 

End 473 

Method AAT/NAP 

End 473 

Score 431 



16478 
34720 
1 

OJ990827_04 . 9B24 . CI 6 . ol . tw 
29 

none 

29. .58, 30.. 62, 52. .210, 98. 

16478 
34720 
1 

OJ990827_04 . 9B24 . CI 6 . ol . tm 
52 

none 

52. .270, 98. .253 



Seq. ID OJ990827_04.9B24.C16 
Strand 

End " 473 

Method TBLASTX : Wheat 

End 279 

Score 44 
148, 190. .279, 196. .279 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_04.9B24.C16 
473 

•TBLASTX :Maize 
270 
73 



Seq. No. 16478 

Gene No. 34720 

Start 1 

Name OJ990827 04 . 9B24 .C16. ol . ts 



Seq. ID OJ990827_04.9B24.C16 
Strand 

End 473 

Method TBLASTX : Soybean 



17006 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52 

5509260 

52. .336, 98. .301, 358. 



16479 
34721 
4 6 

OJ990827 
46 

none 
46. .255 



.408 



_04.9B24.C17.ol.gs 



End 408 
Score 157 



Seq. ID OJ990827_04.9B24.C17 

Strand + 

End 255 

Method GEN SCAN 

End 255 

Score .89 



Seq. No. 16480 Seq. ID 

Gene No. 34722 Strand 

Start 746 End 

Name OJ991107_42 . 9C07 . CI . ol . gs Method 

Start 746 End 

GI none Score 
Exons 



OJ991107_42.9C07.C1 
+ 

7025 
GENSCAN 
6785 
.63 



746. .1075, 1088. .1252, 1294. .1583, 4585. .4643, 5568. .5691, 
5869. .6089, 6219. .6328, 6489. .6785 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



16480 Seq. ID 

34722 Strand 
746 End 
OJ991107_42 . 9C07 . CI . ol . gp - Method 
5731 End 
73779_1.R1084 Score 
5731. .6089, 6219. .6328, 6489. .6607, 6695. .7025 

'5669654/gb|AAD46412.1|AF096262_l 5.0e-09 (AF096262) ER6 protein 
[Lycopersicon esculentum] ' 



OJ991107_42.9C07.C1 
+ 

7025 
AAT/GAP 
7025 
1726 



16480 
34722 
746 

OJ991107_42 . 9C07 . CI . o2 . np 

5915 

6714413 



Seq. ID OJ991107 42.9C07.C1 



Strand 
End 

Method 

End 

Score 



+ 

7025 
AAT/NAP 
6767 
418 



5915.. 6089, 6219.. 6328, 6489.. 6607, 6695.. 6767 
(AC012328) unknown protein [Arabidopsis thaliana] 



OJ991107 42.9C07.C1 



16480 
34723 
1 

OJ991107_42. 9C07.Cl.ol.np 

1 

3176686 

1..37, 837. .1087, 1542. .1753 

(AC003671) Similar to high affinity potassium transporter, HAK1 
protein gb|U22945 from Schwanniomyces occidehtalis . [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1753 
AAT/NAP 
1753 
62 



16480 Seq. ID 

34724 Strand 

7176 End 

OJ991107_4 2 . 9C07 . CI . o2 . tm Method 

5902 End 



OJ991107_42.9C07.C1 
9594 

TBLASTX: Maize 
6093 



17007 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 287 

5902. .6087, 5903. .6088, 5990. .6088, 6003. .6092, 6034. .6093 



16480 
34724 
7176 

OJ991107_4 2 . 9C07 . CI . o2 . tc 

5926 

none 



Seq. ID OJ991107_42.9C07.C1 
Strand 

End 9594 

Method TBLASTX : Cress 

End "^67 64 

Score 171 



5926. .6087, 5927. .6088, 6221. .6340, 6477. .6608, 6486. .6611, 
6692.. 6763, 6693.. 6764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16480 
34724 
7176 

OJ991107_42 . 9C07 . CI . o2 . ts 

5927 

none 



Seq. ID OJ991107_42. 9C07.C1 
Strand 

End 9594 

Method TBLASTX : Soybean 

End 6761 

Score 14 6 



5927. .6088, 5932. .6087, 6221. .6340, 6486. .6611, 6693. .6761 



16480 
34724 
7176 

OJ991107_42. 9C07.Cl.o3.tm 

6221 

none 



Seq. ID OJ991107_42. 9C07.C1 
Strand 

End 9594 

Method TBLASTX : Maize 

End 6761 

Score ' 91 



6221. .6340, 6486. .6611, 6684. .6761 



16480 
34724 
7176 

OJ991107_42. 9C07.Cl.o2.gp 
7176 

2047 1.R1084 



Seq. ID OJ991107_42. 9C07.C1 
Strand 

End 9594 

Method AAT/GAP 

End 9270 

Score 1559 



7176. .7576, 7778. .7875, 8119. .8232, 8302. .8359, 8491. .8580, 
9128. .9270 

'5733866/gb|AAD49754.1 |AC007932_2 1.0e-118 (AC007932) Contains 
similarity to gb_M73488 1-aminocyclopropane-l-carboxylate 
deaminase from Pseudomonas sp. ESTs gb_Z18033 and gb_Z34214 
come from this gene. [Arabidopsis thaliana] 1 



16480 
34724 
7176 

OJ991107_42'. 9C07 .CI . o2 . gs 

7312 

none 



Seq. ID OJ991107_42.9C07.C1 
Strand 

End 9594 

Method GENSCAN 

End 9219 

Score .91 



7312. .7334, 7386. .7576, 7778. .7875, 8119. .8232, 8302. .8359, 
849,1. .8580, 9128. .9219 



16480 
34724 
7176 

OJ991107_42. 9C07.Cl.ol.tm 

7358 

none 



Seq. ID OJ991107_42.9C07.C1 
Strand 

End 9594 

Method TBLASTX : Mai ze 

End 9221 

Score 277 



7358. .7579, 7359. .7583, 7360. .7578, 7361. .7582, 7372. .7584, 



17008 



7780. .7872, 7780. .7875, 8118. .8228, 8119. .8232, 8282. .8362, 
8300.. 8362, 8334.. 8363, 8493.. 8582, 8493.. 8579, 9132.. 9221, 
9133. .9219, 9140. .9220 



Seq. No. 16480 
Gene No. 34724 
Start 7176 

Name OJ991107_42 . 9C07 . CI . ol . ts 

Start 7372 
GI none 

Exons 7372.. 7578, 7376.. 7579, 7772. 

8119. .8232, 8121. .8246, 8165. 
8491. .8532, 8491.. 8532, 8538. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 42.9C07.C1 



9594 

TBLASTX : Soybean 
8594 
198 

7876, 7780.. 7875, 8119.. 8229, 
8233, 8282.. 8389, 8303.. 8362, 
8594, 8538.. 8579 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107 42.9C07.C1 



9594 
AAT/NAP 
9594 
656 



Seq. No. 16480 
Gene No. 34724 
Start 7176 

Name OJ991107_42 . 9C07 . CI . o3 . np 

Start 7375 
GI 5733866 

Exons 7375.. 7576, 7778.. 7875, 8119. 

9128. .9219, 9544. .9594 
GI Descrip. (AC007932) Contains similarity to gb|M73488 

1-aminocyclopropane-l-carboxylate deaminase from Pseudomonas sp. 

ESTs gb | 218033 and gb|Z34214 come from this gene. [Arabidopsis 

thaliana] 



,8232, 8302.. 8359, 8491.. 8580, 



Seq. No. 16480 Seq. ID 

Gene No. 34724 Strand 

Start 7176 End 

Name OJ991107_4 2 . 9C07 . CI . ol . tc Method 

Start 7387 End 

GI none Score 
Exons 



OJ991107_42.9C07.C1 
9594 

TBLASTX: Cress 

7839 

100 



7387. .7524, 7390. .7578, 7391. .7579, 7780. .7839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene..,No . 

Start 

Name 

Start 

GI 

Exons 



16481 
34725 
1 

OJ991107_42 . 9C07 . C2 . ol . np 
1 

6587805 



OJ991107 42.9C07.C2 



Seq. ID _ 
Strand. 

End 1865 
Method AAT/NAP 
End 1865 
Score 145 
1..196, 387. .532, 686. .786, 1811. .1865 

(AC010924) Strong similarity to gb|Y17914 ion channel protein 
from Arabidopsis thaliana and is a member of the PF 100914 
transmembrane CNG channel family containing a PF 100027 cyclic 
nucleotide-binding domain. 



16481 
34725 
1 

OJ991107_42 . 9C07 . C2 . ol . tm 

117 

none 



Seq. ID OJ991107_42. 9C07 .C2 
Strand 

End 1865 

Method TBLASTX: Maize 

End 788 

Score 79 



117. .200, 117. .197, 118. .219, 118. .198, 119. .217, 354. .536, 
354. .536, 686. .772, 686. .787, 693. .788 



Seq. No, 



16481 



Seq. ID, OJ991107_42. 9C07 .C2 



17009 




Gene No. 


34725 


Strand 


- 


Start 


1 


End 


18 65 


Name 


OJ991107 42.9C07.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


117 


End 


967 


GI 


none 


Score 


61 


Exons 


.117. .218, 117. .197, 118. .219, 


118. .198, 


369.. 533, 386.. 556 




386.. 535, 686.. 853, 687.. 830, 


869. .967, 


870. .950 


Seq. No. 


16481 


Seq. ID 


OJ991107_42. 9C07.C2 


Gene No. 


34725 


Strand 




Start 


1 


End 


1865 


Name 


OJ991107 42.9C07.C2.ol.gs 


Method 


GENSCAN 


Start 


387 


End 


949 


GI 


none 


Score 


.79 


Exons 


387. .497, 686. .949 






Seq. No. 


16482 


Seq. ID 


OJ991107_42.9C07.C3 


Gene No. 


34726 


Strand 


+ 


Start 


212 


End 


681 


Name 


OJ991107 42.9C07.C3.ol.gs 


Method 


GENSCAN 


Start 


212 


End 


681 


GI 


none 


Score 


.59 


Exons 


212. .265, 481. .681 






Seq. No. 


16482 


Seq. ID 


OJ991107_42.9C07.C3 


Gene No. 


34727 


Strand 




Start 


1 


End 


5177 


Name 


OJ991107 42.9C07.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5177 


GI 


6969231 


Score 


339 


Exons 


1..26, 542. .812, 1941. .2078, 


2674. .2772, 3131. .3268, 5123. 


GI Descrip. 


(AF079872) cyclic nucleotide- 


gated calmodulin-binding ion 




channel [Nicotiana tabacum] 







Seq. No. 


16482 








Seq. ID 


OJ991107_42. 9C07.C3 


Gene No. 


34727 








Strand 




Start 


1 








End 


5177 


Name 


OJ991107 42 


. 9C07. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


555 








End 


761 


GI 


none 








Score 


80 


Exons 


555. .668, 555. .668, 556 


. . 669, 


675. .761 


, 676. .759 


Seq. No. 


16482 








Seq. ID 


OJ991107_42.9C07.C3 


Gene No. 


34727 








Strand 




Start 


1 








End 


5177 


Name 


OJ991107 42 


9C07. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


1047 








End 


4382 


GI 


none 








Score 


.57 


Exons 


1047. .1100, 


1941. 


.2078, 


2674. 


.2772, 3131. .3316, 3948. .4382 
* 


Seq. No. * 


16482 








Seq. ID 


OJ991107_42. 9C07.C3 


Gene No. 


34727 








Strand 




Start 


1 








End 


5177 


Name 


OJ991107 42 


9C07. 


C3.ol. 


gp 


Method 


AAT/GAP 


Start 


4091 








End 


4904 


GI 


426494 








Score 


661 


Exons 


4091. .4391, 


4810. 


.4904 









17010 



Seq. No. 


16483 




Seq. ID 


OJ991107_42. 9C07,. C4 


Gene No. 


34728 




Strand 


+ 


Start 


511 




End 


778 


Name 


OJ991107 42.9C07.C4. 


ol . np 


Method 


AAT/NAP 


Start 


511 




End 


778 


GI 


5733866 




Score 


99 


Exons 


511. .778 








GI Descrip. 


(AC007932) Contains 


similarity to gb|M73488 




1-aminocyclopropane- 


1-carboxylate deaminase from Pseudomonas 




ESTs gb|Z18033 and gb|Z34214 


come from 


this gene. [Arabidops 




thaliana] 








Seq. No. 


16483 




Seq. ID 


OJ991107_42.9C07.C4 


Gene No. 


34728 




Strand 


+ 


Start 


511 




End 


778 


Name 


OJ991107 42.9C07.C4. 


ol.gp 


Method 


AAT/GAP 


Start 


520 




End 


685 


GI 


62844 1.R1084 




Score 


311 


Exons 


520. .685 








GI Descrip. 


, 5733866/gb|AAD49754 


.1IAC007932 2 l.Oe- 


-26 (AC007932) Contain 




similarity to gb M73488 1-aminocyclopropane-l-carboxylate 




deaminase from Pseudomonas sp. ESTs gb Z18033 and gb Z34214 




come from this gene. 


[Arabidopsis thaliana] 1 


Seq. No. 


16483 




Seq. ID 


OJ991107_42.9C07.C4 


Gene No. 


34729 




Strand 




Start 


368 




End 


685 


Name 


OJ991107 42.9C07.C4. 


ol . gs 


Method 


GEN SCAN 


Start " 


368 




End 


685 


GI 


none 




Score 


.73 


Exons 


368. . 685 








Seq. No. 


16484 




Seq. ID 


OJ991107_42.9C07.C5 


Gene No. 


34730 




Strand 


+ 


Start 


3093 




End 


3752 


Name 


OJ991107.-42.9C07.C5. 


o2 . gs 


Method 


GENSCAN. 


Start 


3093 




End 


37 52 


GI 


none 




Score 


.58 


Exons 


3093.. 3102, 3497.. 3536, 3626 


. .3752 




Seq. No. 


16484 




Seq. ID 


OJ991107_42.9C07.C5 


Gene No. 


34731 




Strand 


+ 


Start 


15733 




End 


26244 


Name 


OJ991107 42.9C07.C5. 


o3 . np 


Method 


AAT/NAP 


Start 


15733 




End 


22536 


GI 


5731756 




Score 


2222 


Exons 


15733. . 16060, 17021. 


. 17262, 


17354. .'17497, 17562. .17723, 




17802. .17885, 18201. 


. 18275, 


18356. .18712, 18793. .18912, 




19041. .19138, 19228. 


.19276, 


19366. .1951 


8, 19649. . 19792, 




19869. .19965, 20066. 


..20298, 


20522. .20676, 21378. .21447, 




21574. .21622, 21732. 


.21971, 


22106. .22195, 22287. .22536 


GI Descrip. 


(AL109819) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


16484 




Seq. ID 


OJ991107_42.9C07.C5 


Gene No. 


34731 




Strand 


+ 


Start 


15733 




End 


26244 



17011 






Name 


OJ991107 42.9C07.C5. 


o4 . gs 


Method 


GEN SCAN 








Start 


15733 




End 


26244 








GI 


none 






Score 


.73 








Exons - 


15733 


.16060, 17021. 


.17262, 


17354. .17497, 17562 


. .17723, 








17802. 


.17885, 17995. 


. 18014, 


18077. .18274, 18301 


. . 18712, 








18793. 


.18948, 19041. 


.19138, 


19416. .19518, 19866 


. . 19965, 








20075. 


.20245, 21378. 


.21447, 


21672. .21696, 21732 


. .21966, 








22098. 


.22198, 22287. 


.22466, 


23055. .23149, 23289 


. . 23361, 








23460. 


.23605, 25088. 


.25249, 


25697. .25718, 25735 


. . 25793, 








26163. 


.26244 












Seq. No. 


16484 






Seq. ID 


OJ991107_ 


42. 9C07 


.C5 




Gene No. 


34731 






Strand 


+ 








Start 


15733 






End 


26244 








Name 


OJ991107 42.9C07.C5. 


06 . qp 


Method 


AAT/GAP 








Start 


23046 






End 


23329 








GI 


2310496 




Score 


483 








Exons 


23046. 


.23329 














Seq. No. 


16484 






Seq. ID 


OJ991107_ 


42 . 9C07 


. C5 




Gene No. 


34732 






Strand 


+ 








Start 


26506 






End 


31895 








Name 


OJ991107 42.9C07.C5. 


o4 . np 


Method 


AAT/NAP 








Start 


26506 






End 


31895 








GI 


6714290 




Score 


321 








Exons 


26506. 


.26528, 28625. 


.28759, 


29265. .29367, 29597. 


.29676, 




is 
y 




29790. 


.30119, 30334. 


.30432, 


30649. .30717, 31735. 


. 31895 






GI Descrip. 


(AC013354) F15H18.15 


[Arabidopsis thaliana] 






y 


Seq. No. 


16484 






Seq. ID 


OJ991107 


42.9C07 


.C5 




Gene No. 


34732 






Strand 


+ 






Le 


Start 


26506 






End 


31895 








Name 


OJ991107 42.9C07.C5. 


o6.gs 


Method 


GENSCAN 








Start 


28721 




End 


31198 






-j 


GI 


none 






Score 


.54 








Exons 


28721. 


.28807, 29265. 


.29367, 


29597. .29676, 30295. 


. 30407, 




=£ 




30490. 


.30575, 31080. 


.31198 










Seq. No. 


16484 






Seq. ID 


OJ991107_ 


42 . 9C07 


C5 




Gene No. 


34733 






Strand 










Start 


33339 






End 


41451 








Name 


OJ991107 42.9C07.C5. 


08 . gs 


Method 


GENSCAN 








. Start 


33339 






End 


41451 








GI 


none 






Score 


.58 








Exons 


33339. 


.33885, 34775. 


.34929, 


35142. .35346, 35396. 


. 35477, 








35990. 


.36228, 36323. 


.36491, 


37234. .37420, 37897. 


. 38007, 








38878. 


.39232, 39933. 


.40155, 


41298 . .41451 








Seq. No. 


16484 






Seq. ID 


OJ991107_ 


42.9C07. 


C5 




Gene No. 


34734 






Strand 


+ 








Start 


47157 






End 


50293 








Name 


OJ991107 42.9C07.C5. 


olO . gs 


Method 


GENSCAN 








Start 


47157 






End 


50293 








GI 


none 






Score 


.58 








Exons 


47157. 


.47185, 48298. 


.48441, 


49899. .49976, 49988. 


.50123, 








50210. 


.50293 











17012 




Seq. No. 


16484 


Seq. ID 


OJ991107 42.9C07 


,C5 


Gene No. 


34735 


Strand 


+ ~~ 




Start 


51346 


End 


51435 




Name 


OJ991107 42.9C07.C5.o8.gp 


Method 


AAT/GAP 




Start 


51346 


End 


51435 




GI 


2310359 


Score 


93 




Exons 


51346. .51435 








GI Descrip. 


5777612/emb | AJ24 5900 . 1 | OSA24 5900 2 . Oe- 


31 Oryza sativa chromosoi 




4 BAC q3037-207Fl complete 


genome 






Seq. No. 


16484 


Seq. ID 


OJ991107 42.9C07 


. C5 


Gene No. 


34736 


Strand 


+ 




Start 


56617 


End 


57277 




Name 


OJ991107 42.9C07.C5.ol2.gs 


Method 


GENSCAN 




Start 


56617 


End 


57277 




GI 


none 


Score 


.56 




Exons 


56617. .56663, 56739 56972 , 


57049. .57277 




Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


. C5 


Gene No. 


34737 


Strand 


+ 




Start 


64083 


End 


65694 




Name 


OJ991107 42.9C07.C5.o6.np 


Method 


AAT/NAP 




Start 


63882 


End 


65694 




GI 


6907086 


Score 


1316 




Exons 


63882. .64 650, 64 710. .64 94 5, 


65182. . 65232, 65283. .654 97, 






65549..65694 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


. C5 


Gene No. 


34737 


Strand 


+ 




Start 


64083 


End 


65694 




Name 


OJ991107 42.9C07.C5.ol4.gs 


Method 


GENSCAN 




Start 


64083 


End 


64616 




GI 


none 


Score 


1 




Exons 


64083. .64616 








Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


. C5 


Gene No. 


34738 


Strand 






Start 


1 


End 


1211 




Name 


OJ991107 42.9C07.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1116 




GI 


4097948 


Score 


1207 




Exons 


1..968, 1044. .1116 








GI Descrip. 


(U72255) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


.C5 


Gene No. 


34738 


Strand 






Start 


1 


End 


1211 




Name 


OJ991107 42.9C07.C5.ol.gp 


Method 


AAT/GAP 




Start 


281 


End 


67 7 




GI 


65422 1.R1084 


Score 


714 




Exons 


281. .677 








GI Descrip. 


M097948 1.0e-102 (U72255) 


beta-1, 3-glucanase precursor 


[Oryza 




sativa] 1 








Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


.C5 


Gene No. 


34738 


Strand 







17013 



r 



Start 


1 




End 


1211 




Name 


OJ991107 42.9C07. 


C5.ol .gs 


Method 


GENSCAN 




Start 


286 




End 


1116 




GI 


none 




Score 


.99 




Exons 


286. .1116 










Seq. No. 


16484 




.Seq. ID 


OJ991107 42.9C07 


,C5 


Gene No. 


34738 




' Strand' 






Start 


1 




End 


1211 




Name 


OJ991107 42.9C07. 


C5 . o2 . gp 


Method 


AAT/GAP 




Start 


667 




End 


1211 




GI 


27257 1.R1084 




Score 


729 




Exons 


667. .968, 1044. .1211 








GI Descrip. 


•4097948 2.0e-29 


(U72255) beta-1 , 3-glucanase precursor 


[Orv 




sativa] 1 










Seq. No. 


16484 




Seq. ID 


OJ991107_42. 9C07 


.C5 


Gene No. 


34739 




Strand 






Start 


6126 




End 


14779 




Name 


OJ991107 42.9C07. 


C5 . o3 . gs 


Method 


GENSCAN 




Start 


6126 




End 


14779 




GI 


none 




Score 


. 6 




Exons 


6126. .6182, 7468. 


.7579, 7800. 


.7837, 8023. .8183, 8383. .9351, 




9398.. 9551, 9630. 


.9798, 11352 


. .11425, 


11439'. .11542, 






11955. .12117, 12220. . 12456, 13874 .. 13992, 14611.. 14779 




Seq. No. 


16484 




Seq. ID 


OJ991107_42.9C07 


.C5 


Gene No.' 


34739 




Strand 






Start 


6126 




End 


14779 




Name 


OJ991107 42.9C07. 


C5.o2.np 


Method 


AAT/NAP 




Start 


6644 




End 


9815 




GI 


2702270 




Score 


1153 




Exons 


6644. .6687, 7482. 


.7581, 7871. 


.7942, 8023. .8249, 8383. .9333, 




9410.. 9551, 9630. 


.9815 








GI Descrip. 


(AC003033) unknown protein [Arabidopsis thaliana] 




Seq. No. 


16484 




Seq. ID 


OJ991107_42. 9C07 


.C5 


Gene No. 


34739 




Strand 






Start 


6126 




End 


14779 




Name 


OJ991107 42.9C07. 


C5 . o4 . gp 


Method 


AAT/GAP 




Start 


7906 




End 


9076 




GI 


11144 1.R1084 




Score 


1826 




Exons 


7906. .7942, 8023. 


.8260, 8383. 


.9076 






GI Descrip. 


'2702270 4.0e-91 


(AC003033) unknown protein [Arabidopsis 




thaliana] 1 










Seq. No. 


16484 




Seq. ID 


OJ991107_42. 9C07 


.C5 


Gene No. 


34739 




Strand 






Start 


6126 




End 


14779 




Name 


OJ991107 42.9C07. 


C5 . o5 . gp 


Method 


AAT/GAP 




Start 


. 9848 




End 


11637 




GI 


2442798 




Score 


616 




Exons 


9848.. 9917, 10066 


. .10207, 11352. .11425 


, 11543. .11637 




Seq. No. 


16484 




Seq. ID 


OJ991107_42. 9C07 


.C5 


Gene No. 


34740 




Strand 






Start 


31547 




End 


32014 





17014 




Name 


OJ991107 42.9C07.C5.o7.gs 


Method 


GENSCAN 




Start 


31547 


End 


32014 




GI 


none 


Score 


.66 




Exons 


31547. .32014 








Seq. No. 


16484 


Seq. ID 


OJ991107_42. 9C07 


.C5 


Gene No. 


34741 


Strand 






Start 


42391 


End 


45511 ~ 




Name 


OJ991107 42.9C07.C5.o9.gs 


Method 


GENSCAN 




Start 


42391 


End 


45511 




GI 


none 


Score 


.86 




Exons 


42391. .42526, 42863. . 43130, 4 3753 .. 4 4 139, 44300 .. 44486, 






44989. .45161, 45340. .45511 








Seq. No. 


16484 


Seq. ID 


OJ991107_42. 9C07 


.C5 


Gene No. 


34741 


Strand 






Start 


42391 


End 


45511 




Name 


OJ991107 42.9C07.C5.o7.gp 


Method 


AAT/GAP 




Start 


42597 


End 


43004 




GI 


uC-osflcyp083f04al 


Score 


762 




Exons 


42597. .43004 








GI Descrip. 


, 5777612/emb|AJ24 5900. 1 IOSA24 5900 2 . Oe- 


-31 Oryza sativa 






chromosome 4 BAC q3037-207Fl 


complete genome 1 




Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


.C5 


Gene No. 


34 741 


Strand 






btart 


42391 


End 


45511 




Name 


OJ991107 42. 9C07.C5.o5.np 


Method 


AAT/NAP 




Start 


42862 


End 


43133 




GI 


4406782 


Score 


221 




Exons 


42862. .43133 








GI Descrip. 


(AC006532) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16484 


Seq. ID 


OJ991107_42. 9C07 


.C5 


Gene No . 


34742 


Strand 






Start 


61907 


End 


62412 




Name 


OJ991107 42.9C.07.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


281 


End 


971 




GI 


none 


Score 


301 




Exons 


281. .493, 283. .492, 493. .969, 


494. .970, 


915. . 971 




Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


.C5 


Gene No . 


34742 


Strand 






Start 


61907 


End 


62412 




Name 


OJ991107 42.9C07.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


283 


End 


967 




GI 


none 


Score 


58 




Exons 


283. .582, 374. .580, 667. .966, 


677. .811, 


914. .967 




Seq. No. 


16484 


Seq. ID 


OJ991107_42.9C07 


t . 

.C5 


Gene No. 


34742 


Strand 






Start 


61907 


End 


62412 




Name 


OJ991107 42.9C07.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


283 


End 


972 




GI 


none 


Score 


457 




Exons 


283. .972, 287. .970 









17015 




Seq. No. 


16484 




Gene No. 


*D A T A O 




Start 


61907 




Name 


OJ991107 42.9C07.C5 


ol. 


Start 


568 




GI 


none 




Exons 


568. .654, 569. .649, 


664 


Seq. No. 


16484 




Gene No. 


34742 




Start 


61907 




Name 


OJ991107 42.9C07.C5 


o2. 


Start 


8092 




GI 


none 




Exons 


8092. .8244, 8379. ,8£ 


519, 




Seq. ID OJ991107_42.9C07.C5 
Strand 

End 62412 

tw Method TBLASTX : Wheat 

End 994 

Score 41 
.-.984, 671.. 871, 905.. 994 

Seq. ID OJ991107_42.9C07.C5 
Strand 

End 62412 

ts Method TBLASTX : Soybean 

End 8822 

Score 257 
8384. .8818, 8619. .8822 



Seq. No. 16484 

Gene No. 34742 

Start 61907 

Name OJ991107_42 . 9C07 .C5.ol.tm 

Start 8149 

GI none 

Exons 8149.. 8244, 
8384. .9328, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8150. .8308, 8241. .8282, 8383 
8388.. 9338, 8400.. 9329, 9397 



OJ991107 42.9C07.C5 



62412 

TBLASTX: Maize 

9426 

86 

8586, 8384.. 9106, 
9426 



Seq. No. 16484 Seq. ID 

Gene No. 34742 Strand 

Start 61907 End 

Name OJ991107_42 . 9C07 . C5 . 06 . ts Method 

Start 8835 End 

GI none Score 

Exons 8835.. 9029, 8837.. 9028 



OJ991107_42.9C07.C5 
62412 

TBLASTX : Soybean 

9029 

163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16484 
34742 
61907 

OJ991107_42 . 9C07 . C5 . 06 . tm 
9427 
none 



Seq. ID OJ991107_42.9C07.C5 
Strand 

62412 

TBLASTX: Maize 
9746 
154 



End 

Method 
End 
Score 

9427. .9567, 9427. .9537, 9429. .9551, 9625. .9705, 9629. .9745, 
9630. . 9746, 9630. . 9746 



16484 
34742 
61907 

OJ991107_42 . 9C07 . C5 . o7 . tm 

9777 

none 



Seq. ID OJ991107_42.9C07.C5 
Strand 

End 62412 

Method TBLASTX: Maize 

End 10211 

Score 97 



9777.. 9920, 9778.. 9918, 10054,. . 10209, 10070 .. 10210, 10074.. 10211 

OJ991107 42.9C07.C5 



16484 Seq. ID 

34742 Strand 

61907 End 

OJ991107_4 2. 9C07.C5.o9.ts Method 

17447 End 

none Score 



62412 

TBLASTX : Soybean 

17770 

76 



174 4 7. .174 97, 174 4 7 .. 174 97 , 174 4 9 174 99, 17557 . . 17583 , 



17016 





17595. 


. 17726, 


17597. 


.17770, 


Seq. No. 


16484 








Gene No. 


34742 








Start 


61907 








Name 


OJ991107 42.9C07.C5. 


o3. ts 


Start 


18216 








GI 


n'6ne 








Exons 


18216. 


.18293, 


18398. 


.18673, 


Seq. No. 


16484 








Gene No. 


34742 








Start 


61907 








Name 


OJ991107 42.9C07.C5. 


o8.tm 


Start 


18222 








GI 


none 








Exons 


18222. 


.18293, 


18224 . 


.18274, 




18353. 


. 18520, 


18356. 


.18520 


Seq. No. 


16484 








Gene No. 


34742 








Start 


61907 








Name 


OJ991107 42.9C07.C5. 


o4 . tm 


Start 


18638 








GI 


none 








Exons 


18638. 


.18709, 


18640. 


.18696, 




19033. 


.19128, 


19034. 


.19135, 




19222. 


.19284, 


19222. 


.19290, 




19366. 


.19518, 


19368. 


.19517, 




19647. 


.19793, 


19648. 


.19827, 




19867. 


.19968, 


19867. 


.19974, 




20095. 


.20250, 


20106. 


.20240, 




20461. 


.20508, 


20462. 


.20509, 




20586. 


.20687, 


21376. 


.21450, 




21587. 


.21622, 


21596. 


.21622, 




21731. 


.21856, 


21795. 


.21887, 




21831. 


.21968, 


22095. 


.22175, 




22279. 


.22416, 


22280. 


.22423, 




22446. 


.22538, 


22505. 


.22540 


Seq. No. 


16484 








Gene No. 


34742 








Start 


61907 








Name 


OJ991107 42.9C07.C5. 


08. ts 


Start 


18786 








GI 


none 








Exons 


18786. 


.18947, 


18787. 


.18954 


Seq. No. 


16484 








Gene No. 


34742 








Start 


61907 








Name 


OJ991107 42.9C07.C5. 


o3 . tc 


Start 


19483 








GI 


none 








Exons 


19483. 


. 19518, 


19646. 


.19792, 




20137. 


.20223, 


20154 . 


.20222 



7598. .17726 

Seq. ID OJ991107_42.9C07.C5 
Strand 

End 62412 

Method TBLASTX : Soybean 

End 18678. 

Score 66 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_42.9C07.C5 
62412 

TBLASTX: Maize 

18520 

69 



Seq. ID OJ991107_ 
Strand 

End 62412 
Method TBLASTX 
End 22540 
Score 83 
18786. .18947, 18787 
19037. .19129, 19041 
19229. .19291, 19354 
19646. .19792, 19646 
19865. .19954, 19866 
20070. .20108, 20074 
20125. .20241, 20461 
20581. .20676, 20584 
21377. .21448, 21570 
21729. .21857, 21729 
21824. '.21967, 21831 
22097. .22165, 22097 
22286. .22468, 22287 



42.9C07.G5 



Maize 



. .18954, 
. .19136, 
. .19509, 
. .19792, 
. .19964, 
. .20106, 
. .20508, 
. .20676, 
. .21620, 
. .21824, 
. .21968, 
. .22219, 
. .22472, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107^42.9C07.C5 
62412 

TBLASTX : Soybean 

18954 

214 



OJ991107_42. 9C07.C5 
62412 

TBLASTX: Cress 

20223 

39 

70, 19887. .19937, 



17017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16484 
34742 
61907 

OJ991107_42. 9C07 .C5.o7.ts 

19666 

none 

19666. .19770, 19667. .19780, 
20154. .20249, 20589 20687 , 
21371. .21454, 21377 214 42 , 
21731. .21799, 2174 1 .. 21968 , 
22094. .22186, 22097 .. 22168 , 

16484 
34742 
61907 

OJ991107_42. 9C07.C5.o2.tc 

22299 

none 

22299. .22472, 22301.. 22462 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20086 

20603 

21425 

21810 

22266 



OJ991107 42.9C07.C5 



62412 

TBLASTX : Soybean 
22472 
169 

20244, 20122. .20241, 
20674, 21369. .21428, 
21448, 21729. .21860, 
21956, 21830. .21967, 
22472, 22286.. 22468 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_42.9C07.C5 
62412 

TBLASTX: Cress 

22472 

192 



Seq. No. 16484 

Gene No. 34742 

Start 61907 

Name OJ991107_4 2 . 9C07 . C5 . o4 . ts 

Start 35343 

GI none 

Exons 35343. .35480, 3564 6 35876, 
35853. .35933, 35853. .35915 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_42. 9C07.C5 
62412 

TBLASTX ; Soybean 

35933 

144 



35658. .3584 9, 35669. .35851, 



Seq. No. 16484 
Gene No. 34742 
Start 61907 

Name OJ991107_42 . 9C07 . C5 . o3 . tm 

Start 35757 
GI none 
Exons 35757. 

36010. 
' 36293. 

37061. 

37189. 



.35987, 35767, 

.36222, 36012. 

,36496, 36322. 

,37192, 37064. 
,37428 



.35985,. 
.36236, 
,36492, 
.37180, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_42. 9C07.C5 
62412 

TBLASTX : Maize 

37428 

377 



35956. .36084, 36007 .. 36120 , 

36013. .36249, 36155 .. 3622 9, 

36323. .36496, 36339 36509, 

37163. .374 20, 37164 . , 37421, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16484 
34742 
61907 

OJ991107_42. 9C07.C5.ol0.ts 

37896 

none 



Seq. ID OJ991107_42. 9C07.C5 
Strand 

End 62412 

Method TBLASTX : Soybean 

End 39153 

Score 88 



37896. .37985, 378 97 37 983, 38878.-38964, 38890 38940, 
38925.;. 39152, 38944.. 39153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16484 
34742 
61907 

OJ991107_42. 9C07.C5.o5. tm 

39087 

none 



Seq. ID OJ991107_42. 9C07.C5 
Strand 

End 62412 

Method TBLASTX : Mai ze 

End 40734 

Score 145 



39087. .39236, 39088. .39225, 39937. .40116, 39938. .40156, 



17018 



39962. .40156, 39963 .. 4 0157 , 40505 40729, 40506 .. 40730, 
40506. .40730, 40507 .. 4 0731 , 40693.. 40734 



Seq. No. 


16484 


Seq. ID 


OJ991107 


42 . 9C07 


.C5 


Gene No. 


.34742- 


Strand 








Start 


61907 


End 


62412 






Name 


OJ991107 42-. 9C07.C5.o5.ts 


Method 


TBLASTX: 


Soybean 




Start 


42856 


End 


43138 




GI 


none 


Score 


185 






Exons 


42856. .43059, 42863 .. 43060, 


43034 . .43138, 43063 


. .43113 




Seq. No. 


16484 


Seq. ID 


OJ991107 


_42.9C07 


.C5 


Gene No. 


34742 


Strand 








Start 


61907 


End 


62412 






Name 


OJ991107 42.9C07.C5.o9.gp 


Method 


AAT/GAP 






Start 


61907 


End 


62412 






GI 


38782 1.R1084 


Score 


797 






Exons 


61907. .62412 










GI Descrip. 


? 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 








Seq. No. 


16485 


Seq. ID 


OJ991107 


42. 9C07 


.C6 


Gene No. 


34743 


Strand . 


+ 






Start 


466 


.End 


525 






Name 


OJ991107 42.9C07.C6.ol.gs 


Method 


GEN SCAN 






Start 


466 


End , 


525 






GI 


none 


Score 


. 67 






Exons 


466. .525 










Seq. No. 


16486 


Seq. ID 


OJ991107 


_42.9C07 


.C7 


Gene No. 


34744 


Strand 








Start 


4 97 


End 


634 






Name 


OJ991107 42.9C07.C7.ol.gs 


Method 


GENSCAN 






Start 


497 


End 


634 






GI 


none 


Score 


.63 






Exons 


497. .634 










Seq. No. 


16486 


Seq. ID 


OJ991107 


_42.9C07 


.C7 


Gene No. 


34744 


Strand 








Start 


497 


End 


634 






Name 


OJ991107 42.9C07.C7.ol.np 


Method 


AAT/NAP 






Start 


498 


End 


598 






GI. 


6006359 


Score 


57 






Exons 


498. .598 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16487 


Seq. ID 


OJ991107 


_42. 9C07 


.C8 


Gene No. 


34745 


Strand 


+ 






Start 


1 


End 


1860 






Name 


OJ991107 42. 9C07.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1860 






GI 


3096947 


Score 


302 






Exons 


1..105, 158. .235, 1141. .1251 


, 1413. .1681, 1801. 


. 1860 




GI Descrip. 


(Y16327) putative cyclic nucleotide-regulated ion channel 




[Arabidopsis thaliana] 










Seq. No. 


16487 


Seq. ID 


OJ991107_ 


_42. 9C07 


.C8 



17019 




Gene No. 


34745 


Strand 


+ 




Start 


1 


End 


1860 




Name 


OJ991107 42 . 9C07 ,C8 . ol . tm 


Method 


TBLASTX: Maize 




Start 


135 


End 


1854 




GI 


none 


Score 


61 




Exons 


135. .236, 137. .235, 156. .236, 


157. .237 


, 1116. .1271, 1133.. 




1139.. 1279, 1432.. 1680, 1434. 


.1679, 1767.. 1790, 1767.. 1790 




1773. .1853, 1774. .1854 








Seq. No. 


16487 


Seq. ID 


OJ991107_42. 9C07. 


C8 


Gene No. 


34745 


Strand 


+ 




Start 


1 


End 


1860 




Name 


OJ991107 42. 9C07.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


135 


End 


1584 




GI 


none 


Score 


135 




Exons 


135. .236, 156. .236, 157. .237, 
1139. .1273, 1396.. 1584, 1437. 


1133. .12 
.1583 


82, 1138. .1266, 




Seq. No. 


16488 


Seq. ID 


OJ991107_34.9C07. 


CI 


Gene No. 


34746 


Strand 


+ 




Start 


1 


End 


357 




Name 


OJ991107 34 . 9C07.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


357 




GI 


4584355 


Score 


224 




Exons 


1. .357 








GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


16489 


Seq. ID. 


OJ991107 34.9C07. 


C3 


Gene No. 


34747 


Strand 


-f 




Start 


1 


End 


5330 




Name 


OJ991107 34 . 9C07.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2885 




GI 


3184283 


Score 


1523 




Exons 


1. .256, 732. .980, 1064. .1249, 
1798.. 1966, 2214.. 2291, 2391.' 


1350. .1496, 1579. .1695, 
.2529, 2792.. 2885 




GI Descrip. 


(AC004136) unknown protein [Arabidopsis thaliana] 




Seq. No. 


16489 


Seq. ID 


OJ991107_34 . 9C07-. 


C3 


Gene No. 


34747 


Strand 


+ 




Start 


1 


End 


5330 




Name 


OJ991107 34 . 9C07.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


70 


End 


760 




GI 


none 


Score 


267 




Exons 


70. .282, 71. .286, 721. .759, 731. .760 






Seq. No. 


16489 


Seq. ID 


OJ991107_34 . 9C07. 


C3 


Gene No. 


34747 


Strand 


+ 




Start 


1 


End 


5330 




Name 


OJ991107 34 . 9C07.C3.ol.gp 


Method 


AAT/GAP 




Start 


71 


End 


3305 




GI 


11560 1.R1084 


Score 


3333 




Exons 


71. .256, 732. .980, 1064. .1249 
1798. .1966, 2214. .2291, 2391. 


, 1350. .1496, 1579. .1695, 
.2529, 2792.. 3305 




GI Descrip. 


'3834314 8.0e-36 (AC005679) Similar to 


gene piOlO 





glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 1 



17020 




Seq. No. 


16489 






Seq. ID 


OJ991107_34 . 9C07 


. C3 


Gene No. 


34747 






Strand 


+ 




Start 


1 






End 


5330 




Name 


OJ991107 


34.9C07.C3 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


112 






End 


282 




GI 


none 






Score 


198 




Exons 


112. .282, 


113. .271 










Seq. No. 


16489 






Seq. ID 


OJ991107_34.9C07 


C3 


Gene No. 


34747 






Strand 


+ 




Start 


1 






End 


5330 




Name 


OJ991107 


34.9C07.C3 


ol . gs 


Method 


GENSCAN 




Start 


116 






End 


5330 




GI 


none 






Score 


. 67 




Exons 


116. .256, 


732. .980, 


1064. . 


1249, 1350.. 


1496, 1579.. 1695, 





1798. .1966, 2160. .2291, 2391. .2529, 2792. .2873, 3381. .3517, 
3790. .3903, 5117. .5330 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16489 
34747 
1 

OJ991107_34 . 9C07 .C3 .ol . tm 

142 

none 



Seq. ID OJ991107_34 .9C07.C3 

Strand + 

End 5330 

Method TBLASTX : Mai ze 

End 1872 

Score 189 



142. .282, 143. .286, 718. .981, 723. .800, 731. .982, 732. .983, 
1035. .1184, 1055. .1255, 1063. .1251, 1338. .1517, 1353. .1496, 
1406. .1525, 1455. .1517, 1467. .1496, 1468. .1518, 1576. .1695, 
1576. .1647, 1578. .1652, 1578. .1703, 1578. .1658, 1592. .1702, 
1790. .1870, 1792. .1872, 1797. .1871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16489 
34747 
1 

OJ991107_34 . 9C07.C3.o2 . ts 

871 

none 



Seq. ID OJ991107_34 .9C07.C3 

Strand + 

End 5330 

Method TBLASTX: Soybean 

End 1290 

Score 175 



871. .981, 872. .982, 873. .983, 880. .1002, 1097. .1255, 1102. .1251, 
1103. .1252, 1153. . 1290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16489 
34747 
1 

OJ991107_34 . 9C07.C3.ol.tc 

927 

none 



Seq. ID OJ991107 34.9C07.C3 



Strand 
End 

Method 

End 

Score 



+ 

5330 

TBLASTX: Cress 

1496 

93 



927. .983, 928. .987, 929. .982, 1086. .1184, 1097. .1255, 
1102. .1242, 1353. .1496, 1355. .1492 



16489 
34747 
1 

OJ991107_34 . 9C07 . C3 . ol . ts 

1382 

none 

1382. .1516, 1383. .1496, 1576. 
1595. .1699, 1791.. 1961, 1791. 



Seq. ID OJ991107_34.9C07.C3 

Strand + 

End 5330 

Method TBLASTX: Soybean 

End 2890 

Score 140 

.1695, 1578. .1694, 1586..1702y 
.1961, 1792. .1974, 1814. .1966, 



17021 



2206.. 2289, 2213.. 2296, 2213.. 2290, 2214.. 2291, 2384.. 2485, 
2395.. 2535, 2419.. 2535, 2789.. 2890, 2790.. 2888 



Seq. ID OJ991107_34.9C07.C3 
Strand 
End 

Method 
End 
Score 

1855.. 1974, I860.. 1958, 2102.. 2296, 2209.. 2289, 2384.. 2485, 
2389.-2484, 2417. .2503, 2422. .2502, 2790. .2915 



Seq. No. 16489 

Gene No. 34747 

Start 1 

Name OJ991107._34 . 9C07 . C3 . o2 . tc 

Start 1855 

GI none 
Exons 



+ 

5330 

TBLASTX: Cress 

2915 

159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16489 
34747 
1 

OJ991107_34 
1872 
none 
1872. 
2384. 
2790. 



.1964, 
.2485, 



9C07.C3.o2. 



1873. 
2389. 



.2894, 2799. 



.1974, 1874. 
.2484, 2390. 
.2900 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1966, 2206 
.2527, 2419 



OJ991107_34.9C07.C3 
+ 

5330 

TBLASTX: Maize 
2900 
166 

2298, 2213.. 2296, 
2529, 2789.. 2890, 



Seq. No. 16490 

Gene No. 34748 

Start 101 

Name OJ991107_34 . 9C07 . C4 . ol . gs 

Start 101 

GI none 
Exons 



Seq. ID OJ991107_34.9C07.C4 

Strand + 

End 1983 

Method GEN SCAN 

End 1983 

Score .71 



101. .143, 1406. .1495, 1573. .1706, 1771. .1983 



Seq. No. 16490- 

Gene No. 34749 

Start 4118 

Name OJ991107_34 . 9C07 . C4 . ol . gp 

Start 4118 

GI 21474_1.R1084 

Exons 4118.. 4264 

GI Descrip. '3894159 2.0e-10 (AC005312) 
thaliana] 1 



Seq. ID OJ991107_34 . 9C07.C4 

Strand + 

End 4264 

Method AAT/GAP 

End 4 2 64 

Score 233 

hypothetical protein [Arabidopsis 



OJ991107J34 . 9C07.C4 
+ 

9360 
AAT/NAP 
9360 
79 



Seq. No. 16490 Seq. ID 

Gene No. 34750 Strand 

Start 9268 End 

Name OJ991107_34 . 9C07 . C4 . o2 . np Method 

Start 9268 End 

GI 6322900 Score 

Exons 9268.. 9360 

GI Descrip. Ykr047wp gi | 54 9617 | sp | P36140 | YK27_YEAST HYPOTHETICAL 12.3 KD 
PROTEIN IN GAP1 7 NAP1 INTERGENIC REGION gi | 5392 60 | pir | | S38 12 1 
hypothetical protein YKR047w - yeast '( Saccharomyces cerevisiae) 
gi|486599|emb|CAA82123.1| (Z28272) ORFYKR047w [Saccharomyces 
cerevisiae] 



Seq. No. 16490 Seq. ID 

Gene No. 34751 Strand 

Start 11169 End 

Name OJ991107_34 . 9C07 . C4 . o3 . gp Method 



OJ991107_34.9C07.C4 
+ 

11613 
AAT/GAP 



17022 




Start 11169 End 11613 

GI - LIB3431-028-P1-N1-A10 Score 794 

Exons 11169. .11239, 11267.. 11613 

GI Descrip. 1 4680203/gb | AAD27566 . 1 | AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. No. 


16490 


Seq. ID 


OJ991107 34.9C07.C4 


Gene No. 


34752 


Strand 


+ 


Start 


15431 


End 


15966 


Name 


A TQQ1 i r\n ^ A Q/^m r" 1 A ^ A ~ ^ 

ujyyiiu/ . ycu / . C4 . o4 . gs 


Method 


GENSCAN 


Start 


15431 


End 


15966 


GI 


none 


Score 


.94 


Exons 


154 31. .154 69, 15814. .15966 






Seq. No. 


16490 


Seq. ID 


OJ991107__34 . 9C07.C4 


Gene No. 


34753 


Strand 


+ 


Start 


17659 


End 


21061 


Name 


o J y y i lu / J4 . 9C0 / . C4 . oo . gs 


Method 


GENSCAN 


Start 


17659 


End 


21061 


GI 


none 


Score 


.49 


Exons 


17659. .17804, 18559 .. 1864 5, 


20437. .20483, 20751. .21061 


Seq. No. 


16490 


Seq. ID 


OJ991107_34.9C07. C4 


Gene No. 


34754 


Strand 


+ .. 


Start 


23868 


End 


25046 


Name 


.OJ991107 34.9C07.C4.o7.gp 


Method 


AAT/GAP 


Start 


23868 


End 


25046 




Z4Z / 3 JO 


Score 


679 


Exons 


23868. .24160, 24936. .25046 






Seq. No. 


16490 


Seq. ID 


OJ991107_34 .9C07.C4 


Gene No. 


34755 


Strand 




Start 


2302 


End 


9868 


Name 


OJ991107 34.9C07.C4.o2.gs 


Method 


GENSCAN 


Start 


2302 


End 


9868 


GI 


none 


Score 


.52 


Exons 


2302. .2411, 3340. .3456, 4796 


..4958, 5038. .5136, 5231. .5303, 




5388.. 5498, 5595.. 5768, 5878 


..6977, 7052. .7812, 7981. .8473, 




9163'. .9236, 9418. .9868 






Seq. No. 


16490- 


Seq. ID 


OJ991107_34.9C07.C4 


Gene No. 


34755 


Strand 




Start 


2302 


End 


9868 


Name 


OJ991107 34.9C07.C4.ol.np 


Method 


AAT/NAP 


Start 


4791 


End 


8488 


GI 


4680204 


Score 


1043 


Exons 


4791. .4928, 5279.-5498, 5595 


..5768, 58 


78. .6977, 7052. .8488 


GI Descrip. 


(AF114171) hypothetical protein ['Sorghum bicolor] 


Seq. No. 


16490 


Seq. ID 


OJ991107_34 . 9C07.C4 


Gene No. 


34755 


Strand 




Start 


2302 


End 


9868 


Name 


OJ991107 34.9C07.C4.o4.np 


Method 


AAT/NAP 


Start 


6457 


End 


8488 


GI 


4680204 


Score 


945 


Exons 


6457. .6977, 7052. .8488 






GI Descrip. 


(AF114171) hypothetical protein [Sorgh 


urn bicolor] 



17023 




Seq. No. 


16490 


Seq. ID 


OJ991107 


_34.9C07 


.C4 


Gene No. 


34755 


Strand 








Start 


2302 


End 


9868 






Name 


OJ991107 34 .9C07.C4.o3.np 


Method 


AAT/NAP 






Start 


8005 


End 


9652 






GI 


3845248 


Score 


81 - 






Exons 


8005. .8023, 9391. .9652 










GI Descrip. 


(AE001410) hypothetical protein (Plasmodium falciparum] 




Seq. No. 


16490 


Seq. ID 


OJ991107_ 


_34 . 9C07 


.C4 


Gene No. 


34756 


Strand 








Start 


10469 


End 


15886 






Name 


OJ991107 34.9C07.C4.o4.gp 


Method 


AAT/GAP 






Start 


10469 


End 


14558 






GI 


342 1.R1084 


Score 


6577 






Exons 


10469. .10815, 10925. .11029, 


11148. . 14558 






GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 










Seq. No. 


16490 


Seq. ID 


OJ991107_ 


34 . 9C07 


.C4 


Gene No. 


34756 


Strand 








Start 


10469 


End 


15886 






Name 


OJ991107 34. 9C07.C4 .o5.gp 


Method 


AAT/GAP 






Start - 


10470 


End 


14558 






GI 


342 1.R1084 


Score 


6575 






Exons 


10470. .10815/ 10925. . 11029, 


11148. .14558 






GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] ' 










Seq. No. 


16490 


Seq. ID 


OJ991107_ 


34.9C07 


C4 


Gene No. 


34756 


Strand 








Start 


10469 


End 


15886 






Name 


OJ991107 34 . 9C07.C4 .o3.gs 


Method 


GENSCAN 






Start 


11232 


End 


14562 






GI 


none 


Score 


.86 






Exons 


11232. .11568, 11629. .13120, 


13219. .13413, 13482. 


.14562 




Seq. No. 


16490 


Seq. ID 


OJ991107_ 


34.9C07. 


C4 


Gene No . 


34756 


Strand 








Start 


10469 


End 


15886 






Name 


OJ991107 34 . 9C07 .C4 .o5.np 


Method 


AAT/NAP 






Start 


11253 


End 


15886 






GI 


4680203 


Score 


3229 






Exons 


11253. .12230, 12507. .12737, 


12891. .14562, 15866. 


.15886 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


llh'90 


Seq. ID 


OJ991107_ 


34. 9C07. 


C4 


Gene No. 


34757 


Strand 








Start 


21993 


End 


25665 






Name 


OJ991107 34.9C07.C4.o6.tw 


Method 


TBLASTX: Wheat 




Start 


5429 


End 


5951 






GI 


none 


Score 


69 






Exons 


5429.. 5500, 5600.. 5782, 5607 


..5732, 58 


71. .5951 






Seq. No. 


16490 


Seq. ID 


OJ991107_ 


34.9C07. 


C4 


Gene No. 


34757 


Strand 









17024 




Start 


21993 






End 


25665 




Name 


OJ991107 34.9C07.C4 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


7442 






End 


7845 




GI 


none 






Score 


84 




Exons 


7442. . 


7612, 7575. .7742, 7607. .7843, 7694. .7837, 7735. .7845 


Seq. No. 


16490 






Seq. ID- 


OJ991107_34.9C07 


.C4 


Gene No. 


34757 






Strand 






Start 


21993 






End 


25665 




Name 


OJ991107 34.9C07.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11307 






End 


12624 




GI 


none 






Score 


126 




Exons 


11307. 


.11399, 11388 


.11468, 


11481. .11621, 11482. . 11622, 






11569. 


.11664, 11601 


.11660, 


11668. .11706, 11671. . 11691, 






11673. 


.11693, 11721 


. 12038, 


11721. .12623, 11722. .12624 




Seq. No. 


16490 






Seq. ID 


OJ991107_34.9C07 


.C4 


Gene No. 


34757 






Strand 






Start 


21993 






End 


25665 




Name 


OJ991107 34.9C07.C4 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11889 






End 


12340 




GI 


none 






Score 


188 




Exons 


11889. 


.12326, 11889 


. 12332, 


11893. .12336, 11899 .. 12336, 






12158. 


.12340 










Seq. No. 


- 164*90 






Seq. ID 


OJ991107_34.9C07 


. C4 


Gene No . 


34757 






Strand 






Start 


21993 






End 


25665 




Name 


OJ991107 34.9C07.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12267 






End 


12581 




GI 


none 






Score 


68 




Exons 


12267. 


.12497, 12267. 


. 12581 , 


12295. .12570 




Seq. No. 


16490 






Seq. ID 


OJ991107_34.9C07 


. C4 


Gene No. 


34757 






Strand 






bear l 


21993 






End 


25665 




Name 


OJ991107 34.9C07.C4. 


o3 . tw 


Method 


.TBLASTX: Wheat ' 




Start 


12625 






End 


13035 




GI 


none 






Score 


81 




Exons 


12625. 


.12711, 12627. 


.12710, 


12744. .12962, 12784 .. 12966, 






12972. 


. 13034, 12985. 


.13035 








Seq. No. 


16490 






Seq. ID 


OJ991107_34.9C07 


.C4 


Gene No. 


34757 






Strand 






Start 


21993 






End 


25665 




Name 


OJ991107 34.9C07.C4. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13174 






End 


13641 




GI 


none 






Score 


43 




Exons 


13174 . 


.13245, 13174. 


. 13209, 


13179. .1324 4, 13211. .134 02, 






13253. 


.13381, 13382. 


. 13468, 


13383. . 13469, 134 83 .. 13587 , 






13487. 


.13576, 13588. 


. 13641, 


13589. . 13633 




Seq. No. 


16490 






Seq. ID 


OJ991107_34 .9C07 


C4 


Gene No. 


34757 






Strand 






Start 


21993 






End 


25665 




Name 


OJ991107 34.9C07.C4. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13385 






End 


13770 





17025 




GI 


none 




Score 


111 




Exons 


13385. .13468, 13462 


. .13665, 


134 63. . 13642, 13681. . 13770 




Seq. No. 


16490 




Seq. ID 


OJ991107_34 .9C07, 


.C4 


bene No. 






Strand 






Start 


21993 




End 


25665 




Name 


OJ991107 34.9C07.C4 


.o2 . tc. 


Method 


TBLASTX: Cress 




Start - 


134 62 




End 


13777 




GI 


none 




Score 


67 




Exons 


13462. . 13770, 13490 


. . 13585, 


13625. . 13777 




Seq. No. 


16490 




Seq. ID 


OJ991107_34.9C07, 


X4 


Gene No. 


34757 




Strand 






Start 


^1993 




End 


25665 




Name 


OJ991107 34.9C07.C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13510 




End 


13939 




GI 


none 




Score 


121 




Exons 


13510. .13806, 13528 


. .13752, 


13801. .13863, 13856. .13939, 






13864. .13938 










Seq. No. 


16490 




Seq. ID 


OJ991107_34.9C07. 


,C4 


Gene No . 


3475 / 




Strand 






Start 


21993 




End 


25665 




Name 


OJ991107 34.9C07.C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


138 60 




End 


14211 




GI 


none 




Score 


187 




Exons 


13860. .14111," 13870, 


. .14121, 


13871. .14113, 14104. .14211 




Seq. No. 


16490 




Seq. ID 


OJ991107_34.9C07. 


C4 


Gene No. 


34757 




Strand 






Start 






End 


25665 




Name 


OJ991107 34.9C07.C4, 


. 06 . gs 


Method 


GENSCAN 




Start 


21993 




End 


25613 




GI 


none 




Score 


.53 




Exons 


21993. .22071, 22320, 


. .22450, 


24210. .2437 9, 25207. .25230, 






25595. .25613 










Seq. No. 


16490 




Seq. ID 


OJ991107_34 . 9C07. 


C4 


Gene No. 


34757 




Strand 






Start 


21993 




End 


25665 




Name 


(jjyyiiu/ o4.ycu/.L4, 


,oj. tm 


Method 


TBLASTX: Maize 




Start 


25112 




End 


25665 




GI 


■none 




Score 


72 




Exons 


25112. .25183, 25124. 


, .25219, 


25183. .25227, 25207 .. 25278 , 






25220. .25279, 25220. 


, .25279, 


25464. .25604, 254 69 .. 25618 , 






25472. .25645, 25483. 


. .25647, 


25594. .25665, 25610.. 25657 




Seq. No. 


16491 




Seq. ID 


OJ991107_34.9C07. 


C6 


Gene No. 


34758 




Strand 


+ 




Start 


449 




End 


2102 




Name 


OJ991107 34.9C07.C6. 


ol . np 


Method 


AAT/NAP 




Start 


449 




End 


1795 




GI 


1174600 




Score 


1575 





Exons 449.. 725, 1119.. 1795 

GI Descrip. TUBULIN BETA CHAIN gi | 4 93710 I dbj | BAA06382 | (D30717) beta-tubulin 
[Oryza sativa] 



17026 




Seq. No. 


16491 


Seq. ID 


OJ991107_34.9C07.C6 


Gene No. 


34758 


Strand 


+ 


Start 


449 


End 


2102 


Name 


OJ991107 34.9C07.C6.ol.gp 


Method 


AAT/GAP 


Start 


451 


End 


2102 


GI 


220 3.R1084 


Score 


2370 


Exons 


451. .726, 1120. .2102 






GI Descrip. 


'1174600/sp|P46265|TBB3 ORYSA 0.0e+00 


TUBULIN BETA CHAIN 




>gi_4 93710_dbj_BAA06382_ (D30717) beta 


-tubulin [Oryza sativa] 1 


Seq. No. 


16491 


Seq. ID 


OJ991107_34.9C07.C6 


Gene No. 


34758 


Strand 


+ 


Start 


449 


End 


2102 


Name 


OJ991107 34 .9C07.C6.ol.gs 


Method 


GENSCAN 


Start 


457 


End 


1798 


GI 


none 


Score 


.7 


Exons 


457. .729, 1120. .1393, 1399. .1798 




Seq. No. 


164 91 


Seq. ID 


OJ991107_34.9C07.C6 


Gene No. 


34759 


Strand 




Start 


2693 


End 


8368 


Name 


OJ991107 34 . 9C07 . C6 . ol . tc 


Method 


TBLASTX: Cress 


Start 


433 


End 


1731 


GI 


none 


Score 


370 


Exons - v 


433. .507, 456. .734, 456. .716, 


512. .724 


, 1121. .1411, 1122. .1415, 




1412. .1711, 1414. .1731 






Seq. No. 


16491 


Seq. ID 


OJ991107_34.9C07.C6 


Gene No. 


34759 


Strand 




Start 


2693 


End 


8368 


Name 


OJ991107 34.9C07.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


454 


End 


743 


GI 


none 


Score 


390 


Exons 


454. .723, 456. .725, 456. .743 






Seq. No. 


16491 


Seq. ID 


OJ991107_34.9C07.C6 


Gene No. 


34759 


Strand 




Start 


2693 


End 


8368 


Name 


OJ991107 34.9C07.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


456 


End 


1731 


GI 


none 


Score 


383 


Exons 


4S6..734, 456. .713, 515. .724, 


1089. .1406, 1121. .1411, 




1122. .1415, 1412. .1711, 1414. 


.1731, 1690. .1731 


Seq. No. 


16491 


Seq. ID 


OJ991107_34.9C07.C6 


Gene No. 


34759 


Strand 




Start 


2693 


End 


8368 


Name 


OJ991107 34.9C07.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


600 -j 


End 


1731 


GI 


none 


Score 


199 


Exons 


600. .734, 607. .717, 1089. .1406," 1121.. 


1414, 1122. .1415, 




1412. .1711, 1414. .1731, 1690. 


.1731 




Seq. No. 


16491 


Seq. ID 


OJ991107_34.9C07.C6 


Gene No. 


34759 


Strand 




Start 


2693 


End 


8368 


Name 


OJ991107_34 . 9C07.C6.ol.tw 


Method 


TBLASTX: Wheat 




17027 







Start 
GI 

Exons 



1145 
none 

1145. .1411, 1146. 



1415 



End 
Score 



1415 
468 



Seq. No. 16491 

Gene No. 34759. 

Start 2693 

Name OJ991107_34 . 9C07 . C6 . o3 . tw 

Start 1525 

GI none 

Exons 1525.. 1731, 1526.. 1711, 1690. 

Seq. No. 16491 

Gene No. 34759 

Start 2693 

Name OJ991107_34 . 9C07 . C6 . o2 . gs 

Start 2693 

GI none 

Exons 2693.. 2856, 3227.. 3347, 3919. 

6029.. 6199, 6276.. 6344, 6422. 
8149. .8241 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1731 



OJ991107_34 . 9C07.C6 
8368 

TBLASTX: Wheat 

1731 

311 



Seq. ID OJ991107_34 . 9C07.C6 
Strand 

End 8368 
Method GENSCAN 
End 8241 
Score .88 

.4049, 4537.. 5475, 5639.. 5807, 
.6529, 7171. .7324, 7986. .8065, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16491 
34759 
2693 

OJ991107_34 .9C07.C6.o3.gp 
2933 
5002727 
2933. .3347, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4106, 4537.. 4643 
1613900 4. Oe-13 (U73168) partial CDS, 
suppressor (U23946) [Homo sapiens] 



3919. 



OJ991107_34 . 9C07.C6 

8368 
AAT/GAP 
4643 
1341 

human putative tumor 



16491 
34759 
2693 

OJ991 107_34 . 9C07 . C6 . o2 . tc 

3136 

none 

3136.. 3261, 3168.. 3266, 3238, 
3922. .4050 



Seq. ID OJ991107_34 . 9C07.C6 
Strand 

End . 8368 

Method TBLASTX : Cress 

End 4050 

Score 74 

.3348, 3258. .3347, 3919. .4047, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



16491 Seq. ID 

34759 Strand 

2693 End 

OJ991107_34 . 9C07 . C6 . o2 . tm Method 

3157 End 

none Score 



OJ991107_34.9C07.C6 
8368 

TBLASTX: Maize 

4903 

119 



3157. .3219, 3165. .3266, 3169. .3252, 3238. .3348, 3251. .3346, 

3255. .3356, ; 3258. .3347, 3259. .3351, 3914. .4090, 3919. .40-92, 

3919. .4092, 4561. .4725, 4564. .4716, 4575. .4727, 4575. .4721, 

4589. .4750, 4725. .4901, 4725. .4772, 4727. .4903, 4738. .4902 



16491 
34759 
2693 

OJ991107_34 . 9C07 . C6 . o2 . np 
3159 



Seq. ID OJ991107_34 . 9C07 .C6 
Strand 

End 8368 

Method AAT/NAP 

End 8368 



17028 




GI 


6822069 








Score 


1443 




Exons 


3159. .3347, 


3919 


. .4098, 


4523 


. .4743, 4837. .4903, 


4937. .5807, 




6029. .6199, 


6276 


. .6344, 


6422 


. .6513, 6590. .6674, 


7171. .7321, 




7986. .8065, 


8149 


. .8241, 


8329 


. .8368 






GI Descrip. 


(AL132957) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


16491 








Seq. ID 


OJ991107 


_34 . 9C07 .C6 


Gene No. 


34759 








Strand 


_ 




Start 


2693 








- End • 


8368 




Name 


OJ991107 34 


. 9C07 , 


,C6.o4 . 


gp 


Method 


AAT/GAP 




Start 


4674 








End 


4961 




GI 


2798506 








Score 


317 




Exons 


4674. .4961 














Seq. No. 


16491 








Seq. ID 


OJ991107 


_34 . 9C07 .C6 


Gene No. 


34759 








Strand 






Start 


2693 








End 


8368 




Name 


OJ991107 34 


. 9C07 , 


.C6.o5 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


5060 








End 


5419 




GI 


none 








Score 


92 




Exons 


5060. .5185, 


5061 . 


. . 5186, 


5076 


..5213, 51E 


J4. .5342, 


5184 . .5237, 




5248. .5343, 


5260 . 


. . 5340, 


5273 


..5401, 5318.. 5419, 


5332. .5415, 




5337. .5417 














Seq. No. 


16491 








Seq. ID 


OJ991107 


_34.9C07.C6 


Gene No. 


34759 








Strand 






Start 


2693 








End 


8368 




Name 


OJ991107 34 


, 9C07 . 


,C6.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


5129 








End 


8229 


GI 


none 








Score 


80 




Exons 


5129. .5188, 


5130 , 


. . 5333, 


5130 


..5234, 5282.. 5356, 


5306. .5479, 




5382. .5477, 


5441, 


. .5479, 


5631 


..5723, 5631. .5714, 


5631. .5738, 




5636. .5785, 


5638, 


. .5724, 


5652 


..5714, 5742.. 5810, 


5760. .5831, 




6037. .6096, 


6083 , 


. . 6199, 


6084 


. .6200, 6090. .6200, 


6285 . . 6350, 




6295. .6345, 


6422 , 


. . 6514, 


6422 


..6517, 6433.. 6531, 


8164 . . 8229 


Seq. No. 


16491 








Seq. ID 


OJ991107 


_34 . 9C07 .C6 


Gene No. 


34759 








Strand 






Start 


2693 








End 


8368 




Name 


OJ991107 34 


. 9C07 , 


,C6.o5. 


gp 


Method 


AAT/GAP 




Start 


5374 








End 


6208 




GI 


2443170 








Score 


813 




Exons 


5374 . .5475, 


5639. 


, .5807, 


6029 


. .6208 






Seq. No. 


16491 








Seq. ID 


OJ991107 


_34.9C07.C6 


Gene No. 


34759 








Strand 






Start 


2693 








End 


8368 




Name 


OJ991107 34 


. 9C07 . 


C6.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


-,5420 








End 


8217 




GI 


none 








Score 


119 




Exons 


5420. .5479, 


5631. 


.5756, 


5631, 


..5756, 5634. .5717, 


5638. .5718, 




5652. .5714, 


5731. 


.5808, 


5736, 


..5819, 5736.. 5810, 


6029. .6223, 




6029. .6199, 


6030. 


.6218, 


6249 


..6344, 6266.. 6346, 


8128. .8217 


Seq. No. 


16491 








Seq. ID 


OJ991107 


_34.9C07.C6 


Gene No. 


34759 








Strand 






Start 


2693 








End 


8368 





17029 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Sjtart 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ991 107_34 . 9C07 . C6 . o4 . tm 

6421 

none 

6421.. 6516, 6422.. 6514, 6581. 
7171.. 7323, 7172.. 7318, 7173, 
7987.. 8067, 7988.. 8065 



Method TBLASTX : Maize 

End - 8067. 

Score 129 
,6676, 6588.. 6674, 6589. 
,-7322, 7173.. 7352, 7986. 



.6702, 
,8066, 



16491 
34759 
2693 

OJ991107_34 .9C07.C6.o6.gp 

7165 

5002726 



Seq. ID OJ991107_34.9C07.C6 
Strand 

End 8368 

Method AAT/GAP 

End 8368 

Score 668 
7165.. 7324, 7986.. 8065, 8149. .8241, 8329.-8368 

14 69167/dbj | BAA094 71 1 4.0e-12 (D50912) The KIAA0122 gene product 
is novel. [Homo sapiens] 



16492 
34760 
1 

OJ991107_34 . 9C07 . C7 . ol . np 
1 

2498930 
1..399, 567. .630 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ991107J34 .9C07.C7 
Strand 

End 630 

Method AAT/NAP 

End 630 

Score . 703 



16492 Seq. ID 

34760 Strand 

1 End 

OJ991107_34 . 9C07.C7.ol.gs Method 

98 End 

none Score 
98. .399, 567. .626 



OJ991107_34 .9C07.C7 
630 

GENSCAN 

626 

.54 



OJ991107 34.9C07.C8 



16493 Seq. ID 

34761 Strand 

1 End 364 

OJ991107_34 . 9C07 . C8 . ol . np Method AAT/NAP 

1 End 364 

6561983 Score 94 
1.-150, 237. .364 

(AL133363) hypothetical protein [Arabidopsis thaliana] 



16494 Seq. ID 

34762 Strand 

1 End 

OJ991107_32 - 9C13 . CI . ol . np Method 

1 End 

2498930 Score 
1..43, 457. .525, 693. .1102 
DORSAL-VENTRAL PATTERNING PROTEIN SOG 



OJ991107_32.9C13.C1 
+ 

1102 
AAT/NAP 
1102 
754 

(SHORT GAS T RULAT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



16494 
34762 
1 



Seq. ID OJ991107_32.9C13.C1 
Strand + 
End 1102 



17030 




Name 


OJ991107 32.9C13.Cl.ol 


. gs 


Method 


GEN SCAN 


Start 


466 


End 


1087 


GI 


none 




Score 


1 


Exons 


466. .525, 693. .1087 








Seq. No. 


16495 




Seq. ID 


OJ991107_32.9C13.C2 


Gene No. 


34763 




Strand . 


+ 


Start 


1030 




End 


2037 


Name 


OJ991107 32.9C13.C2.ol 


.gs 


Method 


GENSCAN 


Start 


1030 




End 


2037 


GI 


none 




Score 


.97 


Exons 


1030. .1076, 1812. .2037 









Seq. No. 16495 Seq. ID 

Gene No. 34764 Strand 

Start 16872 End 

Name . . OJ991107_32 . 9C13 . C2 . o7 . gs Method 

Start " 16872 End 

GI none Score 

Exons 16872. .17123 



OJ991107_32.9C13.C2 
+ 

17123 
GENSCAN 
17123 
.88 



Seq. No. 16495 Seq. ID 

Gene No. 34765 Strand 

Start 25642 End 
Name > - OJ991107_32 . 9C13 . C2 . olO . gs Method 

Start 25642 End 

GI none Score 

Exons 25642. .25735, 25777.. 25928 



OJ991I07_32.9C13.C2 
+ 

25928 
GENSCAN 
25928 
.89 



Seq. No. 16495 Seq. ID 

Gene No. 34766 Strand 

Start 30089 End 

Name OJ991107_32 . 9C13 . C2 . ol2 . gs Method 

Start 30089 End 

GI none Score 

Exons 30089. .31006 



OJ991107_32.9C13.C2 
+ 

31006 
GENSCAN 
31006 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991107_32. 9C13.C2 
Strand + 



16495 
34766 
30089 

OJ991107_32. 9C13.C2.o4 .np 
30089 
2245139 
30089.. 30989 

(Z97344) hypothetical protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



31006 
AAT/NAP 
30989 
806 



Seq. No. 16495 Seq. ID 

Gene No. 34767 Strand 

Start 38844 End 

Name OJ991107_32 . 9C13 . C2 . ol4 . gs Method 

Start 38844 End 

GI none Score 

Exons 38844 . .39059 



OJ991107_32. 9C13.C2 
+ 

39059 
GENSCAN 
39059 
. 99 



Seq. No. 16495 Seq. ID OJ991107_32 . 9C13 . C2 

Gene No. 34768 Strand + 

Start 39192 End 39464 



17031 



Name 


OJ991107 32.9C13.C2. 


. ol5 . gs 


Method 


GENSCAN 






Start 


39192 


End 


39464 






GI 


none 




Score 


.93 






Exons 


39192. .39464 












Seq. No. 


16495 




Seq. ID 


OJ991107_32 


-9C13 


.C2 


Gene No. 


34769 




Strand 








Start 


2622 




End 


4532 






Name 


OJ991107 32.9C13.C2. 


, o2 . gs 


Method 


GENSCAN 






Start 


2622 




End 


4532 






GI 


none 




Score 


.96 






Exons 


2622. .4532 












Seq. No. 


16495 




Seq. ID 


OJ991107 32 


.9C13 


.C2 


Gene No. 


34769 




Strand 








Start 


2622 




End 


4532 






Name 


OJ991107 32.9C13.C2. 


ol . np 


Method 


AAT/NAP 






Start 


2625 




End 


3968 






GI 


3461846 




Score 


1060 






Exons 


2625. .3968 












GI Descrip. 


(AC005315) putative 


SCARECROW gene regulator [Arabidopsis 




thaliana] 












Seq. No. 


•16495 




Seq. ID 


OJ991107_32, 


. 9C13 


. C2 


Gene No. ■ 


34770 




Strand 








Start 


5851 




End 


6128 






Name 


OJ991107 32.9C13.C2. 


o3.gs 


Method 


GENSCAN 






Start 


5851 




End 


6128 






GI 


none 




Score 


.8 






Exons 


5851. .5910, 6054. .6128 










Seq. No. 


16495 




Seq. ID 


OJ991107_32, 


.9C13 


.C2 


Gene No. 


34771 




Strand 








Start 


7723 




End 


9469 






Name 


OJ991107 32.9C13.C2. 


o4 . gs 


Method 


GENSCAN 






Start 


7723 




End 


9469 






GI 


none 




Score 


.75 






Exons 


7723.. 7742, 8085.. 8.826, 9116 


. .9469 








Seq. No. 


16495 




Seq. ID 


OJ991107_32. 


,9C13 


.C2 


Gene No. 


34772 




Strand 








Start 


9587 




End 


12764 






Name 


OJ991107 32.9C13.C2. 


o5 . gs 


Method 


GENSCAN 






Start 


9587 




End 


12764 






GI 


none 




Score 


.85 






Exons 


9587. .10056, 11514. . 


11867, 12584. .12764 






Seq. No. 


16495 




Seq. ID 


OJ991107_32. 


.9C13 


.C2 


Gene No. 


34772 




Strand 








Start 


9587 




End 


12764 






Name 


OJ991107 32.9C13.C2. 


o2 . np 


Method 


AAT/NAP 






Start 


9590 




End 


10359 






GI 


6967112 




Score 


339 






Exons 


9590. . 10052, 10139. . 


10359 










GI Descrip. 


(AL138652) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


16495 




Seq. ID 


OJ991107_32. 


9C13 


.C2 



17032 



Gene No. 


34773 


Strand 


- 






Start 


17411 


End 


17592 






Name 


OJ991107 32.9C13.C2.o3.np 


Method 


AAT/NAP 






Start 


17411 


End 


17592 






GI 


6498436 


Score 


53 






Exons 


17411. .17592 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16495 


Seq. ID 


OJ991107 


_32.9C13 


.C2 


Gene No. 


34774 


Strand 








Start 


22017 


End 


23206 






Name 


OJ991107 32.9C13.C2.o9.gs 


Method 


GENSCAN 






Start 


22017 


End 


23206 






GI 


none 


Score 


.78 






Exons 


22017. .22032, 22095 .. 22164 , 


22831. .23206 






Seq. No. 


16495 


Seq. ID 


OJ991107 


32 . 9C13 


.C2 


Gene No. 


34775 • 


Strand 








Start 


26926 


End 


29316 






Name 


OJ991107 32 . 9C13.C2.oll.gs 


Method 


GENSCAN 






Start 


26926 


End 


29316 






GI 


none 


Score 


. 4 






Exons 


26926. .26955, 27030. .27161, 


27167. .27277, 27810 


. . 27973, 






29274 . ,29316 










Seq. No. 


16495 


Seq. ID 


OJ991107 


32 . 9C13 


. C2 


Gene No. 


34776. 


Strand 








Start 


33683 


End 


37544 






Name 


OJ991107 32.9C13.C2.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


2503 


End 


2877 






GI 


none 


Score 


67 






Exons 


2503.. 2532, 2619.. 2759, 2625 


..2720, 2626..2727, 


2727 . . 21 


376, 




2728 . .2877 










Seq. No. 


16495 


Seq. ID 


OJ991107 


_32.9C13 


.C2 


Gene No. 


34776 


Strand 








Start 


33683 


End 


37-54 4 






Name 


OJ991107 32.9C13.C2.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


2610 


End 


2819 






GI 


none 


Score 


78 






Exons 


2610. .2726, 2628. .2819, 2629 


. .2817 








Seq. No. 


16495 


Seq. ID 


OJ991107 


_32. 9C13 


.C2 


Gene No. 


34776 


Strand 








Start 


33683 


End 


37544 






Name 


OJ991107 32.9C13.C2.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


2617 


End 


3308 






GI 


none 


Score 


358 






Exons 


2617. .3138, 2628. .3140, 2937 


. .3170,- 3168. .3305, 


3189. .3308, 




3196. .3306 










Seq. No. 


16495 


Seq. ID 


OJ991107 


_32. 9C13. 


.C2 


Gene No. 


34776 


Strand 








Start 


33683 


End 


37544 






Name 


OJ991107 32.9C13.C2.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


2628 


End 


3537 






GI 


none 


Score 


252 







17033 




Exons 


2628. .3140, 


2629 


.2883, 


2710. 


3162, 2781. .3161, 3089. .3163 




3162. .3506, 


3189. 


.3536, 


3196. 


3537 




Seq. No. 


16495 








Seq. ID 


OJ991107_32.9C13.C2 


Gene No. 


34776 








Strand 




Start 


33683 








End 


37544 


Name 


OJ991107 32. 


9C13. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2820 








End 


3600 


GI 


none 








Score 


76 


Exons 


2820. .3140, 


2821. 


.2883, 


2980. . 


3138, 3189. .3359, 3196. .3240 




3265. .3372, 


3363. 


.3599, 


3487. . 


3600 




Seq. No. 


16495 








Seq. ID 


OJ991107_32.9C13.C2 


Gene No. 


34776 








Strand 




Start 


33683 








End 


37544 


Name 


OJ991107 32. 


9C13. 


C2.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


3318 








End 


3755 


GI 


none 








Score 


247 


Exons 


3318. .3755 












Seq. No. 


16495 








Seq. ID 


OJ991107_32. 9C13.C2 


Gene No. 


34776 








Strand 




Start 


33683 








End 


37544 


Name 


OJ991107 32. 


9C13. 


C2.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3538 








End 


3773 


GI 


none 








Score 


155 


Exons 


3538. .3765, 


3543. 


.3770, 


3547. . 


3738, ,3561. .3773 


Seq. No. 


16495 








Seq. ID 


OJ991107_32. 9C13.C2 


Gene No. 


34776 








Strand 




Start 


33683 








End 


37544 


Name 


OJ991107 32. 


9C13. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8161 








End 


9700 


GI 


none 








Score 


258 


Exons 


8161. .8226, 


9175. 


. 9453, 


9176. . 


9469, 9180.. 9455, 9593.. 9700 




• 9593.. 9697 












Seq. No. 


16495 








Seq. ID 


OJ991107_32.9C13.C2 


Gene No . 


3477 6 








Strand 




Start 


33683 








End 


37544 


Name 


OJ991107 32. 


9C13. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9779 








End 


10082 


GI 


none 








Score 


87 


Exons 


9779. . 9958, 


9780. 


.9953, 


9953. . 


10081, 


9954. .10082 


Seq. No. 


16495 








Seq. ID 


OJ991107_32.9C13.C2 


Gene No. 


34776 








Strand 




Start 


33683 








End 


37544 


Name 


OJ991107 32. 


9C13. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


■ 9843 








End 


10063 


GI 


none 








Score 


244 


Exons 


9843. . 10058, 


9845 


..10063, 9845 


. .10057 




Seq. No. 


16495 








Seq. ID 


OJ991107_32.9C13.C2 


Gene No. 


34776 








Strand 




Start 


33683 








End 


37544 


Name 


OJ991107 32. 


9C13. 


C2.o7. 


tm 


Method 


TBLASTX: Maize 



17034 




Start 


10138 




End 


10288 






GI 


none 




Score 


162 






Exons 


10138. .10185, 10178 


. .10288, 


10183. .10287 






Seq. No. 


16495 




Seq. ID 


OJ991107 


32. 9C13. 


C2 


Gene No. 


34776 




Strand 








Start 


33683 




.End 


37544 






Name 


OJ991107 32.9C13.C2 


. ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


30358 




End 


30670 






GI 


none 




Score 


60 






Exons 


30358. .30411, 30358 


. .30492, 


30386. .30562, 30386 


. . 30562, 






30559. .30648, 30560, 


. .30670 










Seq. No. 


16495 




Seq. ID 


OJ991107 


32.9C13. 


C2 


Gene No. 


34776 




Strand 








Start 


33683 




End 


37544 






Name 


OJ991107 32.9C13.C2, 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


30358 




: End 


30604 






GI 


none 




Score 


67 






Exons 


30358. .30426, 30358, 


. .30492, 


30386. .30571, 30559 


. .30603, 






30560. .30604 












Seq. No. 


16495 




Seq. ID 


OJ991107 


_32.9C13. 


C2 


Gene No. 


34776 




Strand 








Start 


33683 




End 


37544 






Name 


OJ991107 32.9C13.C2, 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


30386 




End 


30670 






GI 


none 




Score 


198 






Exons 


30386. .30568, 30392, 


. .30559, 


30554. .30670, 30565 


. .30666 




Seq. No. 


16495 




Seq. ID 


OJ991107 


_32.9C13. 


C2 


Gene No. 


34776 




Strand 








Start 


33683 




End 


37544 






Name 


OJ991107 32.9C13.C2. 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


30530 




End 


30925 




GI 


4395850 




Score 


44 






Exons 


30530. .30571, 30553, 


. .30666, 


30554. .30775, 30890 


. . 30925 




GI Descrip. 














Seq. No. 


16495 




Seq. ID 


OJ991107 


_32.9C13. 


C2 


Gene No. 


34776 




Strand 








Start 


33683 




End 


37544 






Name 


OJ991107 32 . 9C13. C2 . 


,ol3.gs 


Method 


GENSCAN 






Start 


33683 




End 


37544 






GI 


none 




Score 


.58 






Exons 


33683. .34060, 34356. 


, . 34516, 


34634. .347! 


34, 35004 


. . 35168, 






35583. .35667, 35745. 


, . 36007, 


36190. .36444, 36743 


. .36874, 






37050. .37544 












Seq. No. 


16495 




Seq. ID 


OJ991107 


32 . 9C13. 


C2 


Gene No. 


34776 




Strand 








Start 


33683 




End 


37544 






Name 


OJ991107 32.9C13.C2. 


, o5 . tm 


Method 


TBLASTX:] 


Maize 




Start 


34211 




End 


34773 






GI 


none 




Score 


49 






Exons 


34211. .34276, 34211. 


, .34270, 


34218. .34277, 34344 


. .34400, 






34348. .34401, 34372. 


, .34491, 


34395. .34508, 34458 


. .34505, 





17035 



34596. .34718, 34606. .34773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16496 
34777 
1 

OJ991107_32.9C13.C3.ol.np 
1 

4582447 



Seq. ID OJ991107_32.9C13.C3 

Strand + 

End 7124 

Method AAT/NAP 

End • 3755 

Score 1453 



1. .2642/ 2679. .3120, 3686. .3755 

(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



16496 Seq. ID 

34777 Strand 

1 End 

OJ991107_32 . 9C13 . C3 . ol . gs Method 

4 6 End 

none Score 



OJ991107_32.9C13.C3 
+ 

7124 
GENSCAN 
7124 
' .57 



46. .1052, 1236. .1386, 1657. .2087, 2604. .2682, 2859. .2977, 
3508. .3699, 3719. .4223, 4981. .5033, 5712. .5762, 6561. .6722, 
6822. .7124 



Seq. No. 16496 Seq. ID 

Gene No. 34777 Strand 

Start 1 End 

Name OJ991107_32 . 9C13 . C3 . ol . gp Method 

Start 3617 End 

GI 4880249 Score 

Exons 3617 . . 4006 



OJ991107_32.9C13.C3 
+ 

7124 
AAT/GAP 
4006 
643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16496 
34777 
1 

OJ991107_32.9C13.C3.o2.np 

3751 

2598227 



Seq. ID OJ991107_32.9C13.C3 

Strand + 

End 7124 

Method AAT/NAP 

End 7055 

Score 452 



3751. .4223, 4981 .. 5033, .5648 .. 5779, 6561. .6722, 6822. .7055 
(AJ222585) AT-hook protein 1 [Arabidopsis thaliana] 



16496 Seq. ID 

34778 Strand 
7136 End 
OJ991107_32. 9C13.C3.ol. ts Method 
3 End 
none Score 

3. .122, 105. .404 



OJ991107_32. 9C13.C3 
7499 

TBLASTX : Soybean 

404 

106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



16496 
34778 
7136 

OJ991107_32.9C13.C3.ol.tm 

579 

none 



Seq. ID OJ991107_32. 9C13.C3 
Strand - 



End 

Method 

End 

Score 



•7499 

TBLASTX: Maize 

1415 

105 



579. .722, 726. .1049, 1071. .1193, 1293. .1415 



16496 
34778 



Seq. ID OJ991107_32.9C13.C3 
Strand 



17036 




Start 


7136 








End 


7499 


Name 


OJ991107 32 


.9C13 


,C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


623 








End 


1004 


GI 


none 








Score 


225 


Exons 


623. .841, 624. .842, 661 


. .843, 


837. .1004, 840. .995, 863. .1003 


Seq. No. 


16496 








Seq. ID 


OJ991107_32.9C13.C3 


Gene No. 


34778 








Strand 




Start 


7136 








End 


7499 


Name 


OJ991107 32 


.9C13 


.C3.o3. 


tw 


Method 


TBLASTX : Wheat 


Start 


1171 








End 


1558 


GI 


none 








Score 


53 


Exons 


1171 . . 1386, 


1175 


. . 1402, 


1176. 


.1436, 1412. .1558, 1414. .1539 


Seq. No. 


16496 








Seq. ID 


OJ991107_32. 9C13.C3 


Gene No. 


34778 








Strand 


— 


Start 


7136 








End 


7499 


Name 


OJ991107 32 


. 9C13 


.C3.o4. 


tw 


Method 


TBLASTX: Wheat * 


Start 


1563 








End 


1781 


GI 


none 








Score 


241 


Exons 


1563. . 1781, 


1565 


. . 1780 








Seq. No. 


16496 








Seq. ID 


OJ991107_32. 9C13.C3 


Gene No. 


34778 








Strand 


— 


Start 


7136 








End 


7499 


Name 


' OJ991107 32 


. 9C13 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2145 








End 


2537 


GI 


none 








. Score 


329 


Exons 


2145 . . 2537, 


2177 


. .2509 








Seq. No. 


16496 








Seq. ID 


OJ991107_32.9C13.C3 


Gene No. 


34778 








Strand 




Start 


7136 








End 


7499 


Name 


OJ991107 32 


. 9C13 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5627 








End 


5781 


GI 


none 








Score 


192 


Exons 


5627 . .5779, 


5647 , 


. . 5781, 


5647. 


.5772- 




Seq. No. 


16496 








Seq. ID 


OJ991107_32.9C13.C3 


Gene No. 


34778 








Strand 




Start 


7136 








End 


7499 


Name 


OJ991107 32 


. 9C13, 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5645 








End 


6899 


GI 


none 








Score 


107 


Exons 


5645 . . 5758, 


5647 , 


. .5745, 


6558. 


.6725, 6560. .6724, 6798.-6899, 




6818 . . 6856 












Seq. No. 


16496 








Seq. ID 


OJ991107_32.9C13.C3 


Gene No. 


34778 






'i 


Strand 




Start 


7136 








End 


7 4 9-9 


Name 


OJ991107 32 


-9C13. 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5681 








End 


6752 


GI 


none 








Score 


100 


Exons 


5681. .5779, 


5683. 


. .5778, 


5695. 


.5781, 6558. .6752, 6560. .6724 


Seq. No. 


16496 








Seq. ID 


OJ991107_32.9C13.C3 


Gene No. 


34778 








Strand 





17037 



Start 


7136 


End 


7499 




Name 


OJ991107 32. 9C13.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


6561 


End 


7042 




GI 


none 


Score 


256 




Exons 


6561.. 6725, 6566.. 6724, 6567 


..6725, 6798.. 6905, 6818.. 6868 




6941. .7042 








Seq. No; ~ 


16496 


Seq. ID 


OJ991107_32. 9C13. 


C3 


Gene No. 


34778 


Strand 






Start 


7136 


End 


7499 




Name 


OJ991107 ~32.9C13.C3.o2.gp 


Method 


AAT/GAP 




Start 


7136 


End 


7499 




GI 


46921 1.R1084 


Score 


701 




Exons 


7136. .7499 








GI Descrip. 


'3834314 8.0e-36 (AC005679) 


Similar to 


gene piOlO 






glycosyltransferase gi 2257490 from S. 


pombe clone 1750 






gb AB004534. ESTs gb T46079 


and gb AA394 4 66 come from thi: 




gene. [Arabidopsis thaliana] 


t 






Seq. No. 


16497 


Seq. ID 


OJ991107_32. 9C13. 


C4 


Gene No. 


34779 


Strand 


+ 




Start 


4221 


End 


4764 




Name 


OJ991107 32 . 9C13.C4 .o3.gs 


Method 


GENSCAN 




Start 


4221 ~ 


End 


4764 




GI 


none 


Score 


.66 




Exons ' 


4221. .4272, 4688. .4764 








Seq. No. 


16497 


Seq. ID 


OJ991107_32. 9C13. 


C4 


Gene No. 


34780 


Strand 


+ 




Start 


18878 


End 


22465 




Name 


OJ991107 32.9C13.C4 . o7 . gs 


Method 


GENSCAN 




Start 


18878 


End 


22465 




GI 


none 


Score 


.76 




Exons 


18878. .194 51, 19657. .21832, 


21891. .22011, 22352.. 22465 




Seq. No. 


16497 


Seq. ID 


OJ991107_32. 9C13. 


C4 


Gene No. 


34781 


Strand 






Start 


388 


End 


854 




Name 


OJ991107 32.9C13.C4.ol.gs 


Method 


GENSCAN 




Start 


388 


End 


756 




GI 


none 


Score 


. 96 




Exons 


388. .756 








Seq. No. 


16497 


Seq. ID 


OJ991107_32.9C13. 


C4 


Gene No. 


34781 


Strand 






Start 


388 


End 


854 




Name 


OJ991107 32. 9C13.C4 .ol.np 


Method 


AAT/NAP 




Start 


456 


End 


756 




GI 


1592681 


Score 


168 




Exons 


456.. 756 








GI Descrip. 


(X91917) LEA D113 homologue 


type2 [Arabidopsis thaliana] 





gi|3668076|gb|AAC61808.1| (AC004667) similar to late 
embryogenesis abundant proteins [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



16497 
34781 
388 



Seq. ID 

Strand 

End 



OJ991107 32.9C13.C4 



854 



17038 



Name 


OJ991107 32.9C13.C4 .ol.gp 


Method 


AAT/GAP 




Start 


531 


End 


854 




GI 


1632139 


Score 


604 




Exons 


531. .854 








Seq. No. 


16497 


Seq. " ID 


OJ991107_32.9C13 


.C4 


Gene No . 


34782 


Strand 






Start 


2296 


End 


3561 ■ 




Name 


OJ991107 32.9C13.C4.o2.gs 


Method 


GENSCAN 




Start 


^2296 


End 


3561 




GI 


none 


Score 


.74 




Exons 


2296. .3561 








Seq. No. 


16497 


Seq. ID 


OJ991107_32.9C13 


.C4 


Gene No. 


34783 


Strand 






Start 


oUU^ 


End 


9942 




Name 


OJ991107 32.9C13.C4.o4.gs 


Method 


GENSCAN 




Start 


6002 


End 


9942 




GI 


none 


Score 


.8 




Exons 


6002.. 6210, 7151.. 7340, 7419 


.7585, 7684. .7820, 8494. .8 


593, 




8867..8983, 9588.. 9768, 9862 


. 9942 






Seq. No. 


16497' 


Seq. ID 


OJ991107_32.9C13 


.C4 


Gene No. 


34783 


Strand 






Start 


6002 ' 


End 


9942 




Name 


OJ991107 32.9C13.C4.o2.gp 


Method 


AAT/GAP 




Start 


6833 , 


End 


7461 






5771053 


Score 


1046 




Exons 


6833.. 7340, 7419.. 7461 








GI Descrip. 


3834314 2.0e-37 (AC005679) Similar to 


gene piOlO 






glycosyltransf erase gi 2257490 from S. 


pombe clone 1750 






gb_AB004534 . ESTs gb_T46079 


and gb AA3944 66 come from 


this 




gene. [Arabidopsis thaliana] 








Seq. No. 


16497 


Seq. ID 


OJ991107_32.9C13 


,C4 


Gene No. 


34783 


Strand 






Start 


6002 


End 


9942 




Name 


OJ991107 32.9C13.C4 . o2 . np 


Method 


AAT/NAP 




Start 


7054 


End 


9648 




GI 


3834314 


Score 


1288 




Exons 


7054. .7340, 7419. .7585, 7678. 


.7820, 7966. .8113, 8214. .8 


319, 




8400.. 8593, 8867.. 8983, 9588. 


.9648 







GI- Descrip. (AC005679) Similar to gene piOlO glycosyltransf erase gi 12257490 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
gb|AA3944 66 come from this gene. [Arabidopsis thaliana] 



Seq. No. 16497 Seq. ID OJ991107_32 . 9C13 . C4 

Gene No. 34783 Strand 

Start 6002 ; End 9942 

Name OJ991107_32 . 9C13 . C4 . o3 . gp Method AAT/GAP 

Start 8444 End 9759 

GI 2310574 Score 754 

Exons 8444.. 8593, 8867.. 8983, 9588.. 9759 

GI Descrip. 3834314 8*.0e-36 (AC005679) Similar to gene piOlO 

glycosyltransf erase gi_22574 90 from S. pombe clone 1750 
gb_AB004 534. ESTs gb_T4 607 9 and gb_AA394 4 66 come from this 
gene. [Arabidopsis thaliana] 



17039 



Seq. No. 16497 

Gene No. 34784 

Start 11347 

Name OJ991107_32. 9C13.C4 .o4 . gp 

Start 11224 

GI uC-osroM202023hl2bl 

Exons 11224. .11612, 14460.. 14580 

GI Descrip. '3785989 8.0e-14 (AC005560) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_32.9C13.C4 

14870 
AAT/GAP 
14580 
972 



unknown protein [Arabidopsis 



Seq. No. 16497 

Gene No. 34784 

Start 11347 

Name OJ991107_32 . 9C13 . C4 . o5 . gs 

Start 11347 

GI none 

Exons 11347. .11516, 12872 .. 12923, 
14700. .14870 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_32.9C13.C4 

14870 
GEN SCAN 
14870 
.57 



13439. .13552, 14 4 60 14 4 86, 



Seq. No. 


16497 








Seq. ID 


OJ991107_32. 9C13 


.C4 


Gene No. 


34785 








Strand 






Start 


14782 








End 


22709 




Name 


OJ991107 32 


9C13 


.C4 .o3. 


tm 


Method 


TBLASTX : Maize 




Start 


466 








End 


766 




GI 


none 








Score 


49 




Exons 


466. .765, 512. .544, 629 


. .766 








Seq. No. 


16497 








Seq. ID 


OJ991107 32.9C13 


. C4 


Gene No. 


34785 








Strand 






Start 


14782 








End 


22709 




Name 


OJ991107 32 


9C13 


.C4 .o3. 


tc 


Method 


TBLASTX: Cress 




Start 


3340 








End 


3547 




GI 


none 








Score 


86 




Exons 


3340. .3435, 


3446 


. .3547, 


3448. 


.3546 






Seq. No. 


16497 








Seq. ID 


OJ991107_32.9C13 


.C4 


Gene No. 


34785 








Strand 






Start 


14782 








End 


22709 




Name 


OJ991107 32 


9C13 


.C4 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


3346 








End 


3555 




GI 


none 








Score 


120 




Exons 


3346. .3390, 


3391 


. .3555, 


3407. 


.3547 






Seq. No. 


16497 








Seq. ID 


OJ991107_32.9C13 


.C4 


Gene No. 


34785 








Strand 






Start 


14782 








End 


22709 




Name 


OJ991107 32. 


9C13 


.C4 .ol. 


tw 


Method 


TBLASTX: Wheat 




Starts 


3346 








End 


3550 




GI 


none 








Score 


105 




Exons 


3346. .3447, 


3445 


. .3549, 


3446. 


.3550 






Seq. No. 


16497 








Seq. ID 


OJ991107_32.9C13 


.C4 


Gene No. 


34785 








Strand 






Start 


14782 








End 


22709 




Name 


OJ991107 32. 


9C13 


.C4 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6972 








End 


7209 





17040 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 175 

6972.. 7208, 7018.. 7152, 7023.. 7208, 7045.. 7209 



16497 
34785 
14782 

OJ991107_32 .9C13.C4.o2. tc 
7068 
none 

7068. .7328, 7087. 



Seq. ID OJ991107_32.9C13.C4 



Strand 
End 

Method 
End 
Score 
7326, 7224.. 7328 



22709 

TBLASTX: Cress 

7328 

205 



16497 Seq. ID 

34785 Strand 
14782 End 
OJ991107_32 .9C13.C4.o2. ts Method 
7114 End 
none Score 

7114. .7266, 7116. .7265, 7266. .7325, 7267 

7268. .7321, 7320. .7343, 7321. .7341, 7413 

7417. .7485, 7419. .7493 

16497 
34785 
14782 

OJ991107_32 . 9C13 . C4 . ol . tm 
7446 
none 

7446. .7556, 7446. .7586, 7447. 
7683. .7823, 7944. .8084, 7944. 

16497 Seq. ID 

34785 Strand 

14782 End 

OJ991107_32 . 9C13.C4 .ol. ts Method 

7554 End 

none Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107_32.9C13.C4 
22709 

TBLASTX: Soybean 
7494 
111 

7320, 7267.. 7332, 
7487, 7417. .7494, 



OJ991107 32.9C13.C4 



7554.. 7586, 7676. 
8198.. 8317, 8208. 



22709 

TBLASTX: Maize 
8084 
130 

7587, 7447. .7587, • 7676. .7843, 
8084 

OJ991107_32. 9C13.C4 
22709 

TBLASTX : Soybean 
8450 
75 

,7822, 7740. .7826, 7965. .'8114, 7978. .8115, 
.8321, 8209. .8322, 8209. .8322, 8385. .8450 



16497 
34785 
14782 

OJ991107_32.9C13.C4 .ol.tc 

8212 

none 



Seq. ID OJ991107_32.9C13.C4 
Strand 

End 22709 

Method TBLASTX: Cress 

End 9005 

Score 81 



8212. .8322, 8213. .8317, 8381. .8593, 8385. .8597, 8398.-8583, 
8398. .8601, 8415. .8594, 8863. .8985, 8865. .9005, 8865.-8987 



16497 
34785 
14782 

OJ991107_32. 9C13.C4 .o4 .tm 

11348 

none 

11348. .11434, 11352. .11444, 
11464. .11601, 11465. .11593, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11353 

11481 



OJ991107 32.9C13.C4 



22709 

TBLASTX: Maize 
11604 
63 

11448, 11354 . .11446, 
11600, 11503.. 11604 



17041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16497 
34785 
14782 

OJ991107_32.9C13.C4 ,o3.np 

14782 

1076802 



OJ991107 32.9C13.C4 



Seq. ID 
Strand 

End 22709 
Method AAT/NAP 
End 22709 
Score 511 

14782. .14804, 15625 174 66, 21435 21571, 22672.. 22709 
extensin-like protein - maize gi | 600118 | emb | CAA8 4230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



16497 Seq. ID 

34785 Strand 

14782 End 

OJ991107_32 . 9C13 . C4 . 06 . gs Method 

15589 End 

none Score 
15589. .17721 



OJ991107_32.9C13.C4 

22709 
GENSCAN 
17721 
.54 



Seq. No. 16498 

Gene No. 34786 

Start 8345 

Name OJ991107__32 . 9C13 . C5 . o2 . gs 

Start 8345 

GI none 

Exons 8345.. 9068, ~9307.. 9377 



Seq. ID OJ991107_32.9C13.C5 

Strand + 

End 9377 

Method GENSCAN 

End 9377 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16498 
34787 
11774 

OJ991107_32. 9C13.C5.o3.gs 

11774 

none 

11774. .12350, 12791. .12874, 
14255. .14323, 16141 .. 16221, 
18345. .18535, 18814. .19901 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12905 

16302 



13228, 
17153, 



OJ991107_32.9C13.C5 
+ 

19901 
GENSCAN 
19901 
.69 

13319. .13522, 
17251. .17317, 



32.9C13.C5 



16498 Seq. ID OJ991107_ 

34788 Strand + 

20127 End 20470 

OJ991107_32. 9C13.C5.o2.gp Method AAT/GAP 

20127 End 20470 

86158_1.R1084 Score 388 

20127. .20282, 20339.. 20470 

, 5295936/dbj IAB026295.2 IAB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



16498 Seq. ID 

34789 Strand 
20855 End 
OJ991107_32. 9C13.C5.o3.gp Method 
20855 End 
36280_1.R1084 Score 
20855. .21309 

'5295971/dbj | BAA81872.il 1.0e-81 (AB026295) EST D24 315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 



OJ991107_32. 9C13.C5 

' + 

21309 
AAT/GAP 
21309 
850 



17042 



[Oryza sativa] ' 



Seq. No. 16498 Seq. ID 

Gene No. 34790 Strand 

Start 23003 End 

Name OJ991 107_32 . 9C13 . C5 . o5 . gp Method • 

Start 23003 End 

GI uC-osflM2020118f01al Score 

Exons 23003. .23437 

GI Descrip. 1 529597 1/dbj | BAA81872 . 1 | 4.0e-64 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



OJ991107_32.9C13.C5 
+ 

23437 
AAT/GAP 
23437 
780 



Seq. No. 


16498 




Seq. ID 


OJ991107_32. 9C13 


.C5 


Gene No. 


34791 




Strand 






Start 


488 




End 


2195 




Name 


OJ991107 32.9C13.C5. 


ol.gp 


Method 


AAT/GAP 




Start 


457 




End 


809 




GI 


2800006 




Score 


586 




Exons 


457. .809 










Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34791 




Strand 






Start 


488 




End 


2195 




Name 


OJ991107 32.9C13.C5. 


ol . gs 


Method 


GENSCAN 




Start 


488 




End 


2195 




GI 


none 




Score 


.45 




Exons 


488. .555, 891. .999, 


2058. .2195 






Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 




Strand 






Start 


20481 




End 


29314 




Name 


OJ991107 32.9C13.C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


702 




End 


2209 




GI 


none 




Score 


119 




Exons 


702. .746, 706. .792, 


707. .793, 


708. .794 


, 736. .804, 877. . 


942, 




881. .943, 888. .947, 


890. .946, 


1033. .1134, 1034. .1135, 






2058.. 2195, 2059.. 2184, 2060.. 


,2209, 2068.. 2208 




Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


,C5 


Gene No. 


34792 




Strand 






Start 


20481 




End 


29314 




Name 


OJ991107 32.9C13.C5. 


o2 .np 


Method 


AAT/NAP 




Start 


20481 




End 


25285 




GI 


5295971 




Score 


8056 




Exons 


20481. .25285 











GI Descrip. (AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 16498 Seq. ID 

Gene No. 34 7 92 Strand 

Start 20481 End 

Name OJ991107_32 . 9C13 . C5 . o4 . ts Method 

Start 20505 End 

GI none Score 



OJ991107_32.9C13.C5 
29314 

TBLASTX: Soybean 

21155 

51 



17043 




Exons 


20505. 


.20738, 20638. 


.20724, 


20793. .20963, 20821 .. 20979, 






20994. 


.21155 










Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 






Strand 






Start 


204 81 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


20514 






End 


21176 




GI 


none 






Score 


101 




Exons 


20514. 


.20732, 20518. 


.20724, 


20799. .20879, 20803 .. 20880, 






20889. 


.21176, 20890. 


.20979, 


21004. .21090 




Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20515 






End 


20904 




GI 


none 






Score 


351 




Exons 


20515. 


.20901, 20517. 


.20822, 


20517. .20903, 20633 .. 20872, 






20797. 


.20904 










Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13, 


.C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20544 






End 


20963 




GI 


none 






Score 


65 




Exons 


20544 . 


.20747, 20557. 


.20724, 


20793. .20963, 20803.. 20880 




Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13. 


.C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


20910 






End 


21089 




GI 


none 






Score 


122 




Exons 


20910. 


.21089, 20911. 


.21087 








Seq. No. 


16498 






Seq. ID 


OJ991107_32. 9C13. 


.C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


20997 






End 


21308 




GI 


none 






Score 


64 




Exons 


20997. 


.21176, 21201. 


.21308 








Seq. No. 


16498 






Seq. ID 


OJ991107_32. 9C13. 


,C5 


Gene No. 


34792 






Strand 






Start. 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


21091 






End 


21482 




GI 


none 






Score 


471 




Exons 


21091. 


.21480, 21093. 


.21482, 


21093. .21482 




Seq. No. 


16498 






Seq. ID 


OJ991107_32. 9C13. 


,C5 


Gene No. 


* 34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


ol . tw 


Method 


TBLASTX: Wheat 





17044 




Start 


21309 




End 


21864 




GI 


none 




Score 


84 




Exons 


21309. .21533, 21519. 


. .21863, 


21543. .21710, 21775.. 21864 




Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 




Strand 






Start 


zU4ol ... 




End 


29314 




Name 


OJ991107 32.9C13.C5. 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


21534 




- End 


22031 




GI 


5509260 




Score 


130 




Exons 


21534. .22031, 21553. 


, .21711, 


21775. .21951 




GI Descrip. 


- 










Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 




Strand 






Start 


20481 




End 


29314 




Name 


OJ991107 32.9C13.C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


21645 




End 


21909 




GI 


none 




Score 


91 




Exons 


21645. .21908, 21778. 


.21909 








Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 




Strand 






Start 


20481 




End 


29314.' 




Name 


OJ991107 32.9C13.C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


21684 




End 


21980 


- 


GI 


none 




Score 


181 




Exons 


21684. .21980, 21685. 


.21954 








Seq. No. 


16498 




Seq. ID 


OJ991107_32. 9C13 


.C5 


Gene No. 


34 7 92 




Strand 






Start 


20481 




End 


29314 




Name 


OJ991107 32.9C13.C5. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


22482 




End 


22961 




GI 


none 




Score 


73 




Exons 


22482. .22628, 22653. 


.22961, 


22665. .22925, 22666.. 22956 




Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


.C5" 


Gene No. 


34792 




Strand 






Start 


20481 




End 


29314 




Name 


OJ991107 32.9C13.C5. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


22506 




End 


22946 




GI 


none 




Score 


199 




Exons 


22506. .22628, 22650. 


.22946 








Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 




Strand 






Start 


20481 




End 


29314 




Name- 


OJ991107 32.9C13.C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


22566 




End 


22992 




GI 


none 




Score 


531 




Exons 


22566. .22961, 22566. 


.22988, 


22567. .22992 




Seq. No. 


16498 




Seq. ID 


OJ991107_32.9C13, 


.C5 


Gene No. 


34792 




Strand 






Start 


20481 




End 


29314 




Name 


OJ991107 32.9C13.C5. 


o4 . gp 


Method 


AAT/GAP 





17045 




Start 22639 End 22994 

GI uC-osflcypl39cl2al Score 585 

Exons 22639. .22994 

GI Descrip. 1 5295971/dbj | BAA81872 . 1 | 3.0e-44 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 


16498 






Seq. ID- 


■ .OJ991107_32. 9C13 


,C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


22644 






End 


23177 




GI 


none 






Score 


42 




Exons 


22644. , 


.22724, 22657. 


.22728, 


22731. .22997, 22831 22980, 






23064. , 


.23177 










Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o2. tw 


Method 


TBLASTX: Wheat 




b tart 


23267 






End 


23720 




GI 


none 






Score 


39 




Exons 


23267. , 


,23347, 23268. 


.23342, 


23339. .23716, 23354 .. 2371 9, 






23415. , 


.23720 










Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13 


,C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o3 . np 


Method 


AAT/NAP 




Start 


23327 






End 


29314 




GI 


5917666 




Score 


161 




Exons 


23327. . 


,23473, 23562. 


.23832, 


24709. .24932, 25012 .. 25063, 






25297. . 


,25375, 26414. 


.26918, 


29276. .29314 




GI Descrip. 


(AF159297) extensin- 


■like protein [Zea 


mays] 




Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 






Strand 






otart 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


23390 






End 


23630 




GI 


none 






Score 


262 




Exons 


23390. . 


23629, 23391. 


.23630 








Seq. No. 


16498 






Seq. ID 


OJ991107_32.9C13 


.C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


23645 






End 


24365 




GI 


none 






Score 


403 




Exons 


23645. . 


24070, 23645. 


.24010, 


23746. .24069, 24 075 .. 24 107 , 






24077. . 


24172, 24089. 


.24364, 


24090. .24365, 24243.. 24365 




Seq. No. 


16498 






Seq. ID 


OJ991107__32.9C13. 


.C5 


Gene No. 


34792 






Strand 






Start 


20481 






End 


29314 




Name 


OJ991107 32.9C13.C5. 


o7 . tm 


Method 


TBLASTX: Maize 





17046 




Start 


24599 






End 


24890 






GI 


none 






Score 


226 






Exons 


24599. 


.24826, 24599 


. .24889, 


24675. .24890 






Seq. No. 


16498 






Seq. ID 


OJ991107 


_32.9C13 


.C5 


Gene No. 


34792 






Strand 








Start 


20481 






End 


29314 






Name 


OJ991107 32.9C13.C5 


. o J . t s « 


- Method 


TBLASTX: 


Soybean 




Start 


28158 






End 


29313 




GI 


none 






Score 


85 






Exons 


28158. 


.28280, 28362 


. .28607, 


28363. .28449, 28365 


. .28607, 






28525. 


.28608, 28742 


. .28801, 


29080. .29289, 29081 


. .29188, 






29235. 


.29312, 29236 


. .29313 










Seq. No. 


16498 






Seq. ID 


OJ991107 


_32.9C13 


.C5 


Gene No. 


34792 






Strand 








OLdl L 


20481 






End 


29314 






Name 


OJ991107 32.9C13.C5 


. o4 . np 


Method 


AAT/NAP 






Start 


28169 






End 


29314 






GI 


2316016 




Score 


617 






Exons 


28169. 


.28275, 28363 


. .28606, 


28735.-28794, 29076 


. .29314 




GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis 


thaliana 


] 


Seq. No. 


16498 






Seq. ID 


OJ991107 


_32.9C13 


.C5 


Gene No. 


34792 






Strand 








Start 


20481 






End 


29314 






Name 


OJ991107 32.9C13.C5 


o2 . tc 


Method 


TBLASTX : 


Cress 




Start 


28188 






End 


29313 






GI 


none 






Score 


56 






Exons 


28188. 


.28280, 28362 


.28436, 


28363. .28443, 28365 


. .28610, 






28380. 


.28598, 28482 


.28676, 


28525. .28665, 28742 


. .28801, 






29080. 


.29232, 29081 


.29164, 


29223. .29312, 29227 


. .29313 




Seq. No. 


16498 






Seq. ID 


OJ991107 


_32.9C13 


.C5 


Gene No. 


34792 






Strand 








Start 


20481 






End 


29314 






Name 


OJ991107 32.9C13.C5. 


o8.tm ■ 


Method 


TBLASTX: Maize 




Start 


28188 






End 


29313 






GI 


none 






Score 


137 






Exons 


28188. 


.28280, 28362. 


.28658, 


28363. .28608, 28742 


. .28801, 






29080. 


.29232, 29081. 


.29188, 


29184 . .29246, 29235 


. .29312, 






29236. 


.29313 












Seq. No. 


16498 






Seq. ID 


OJ991107_ 


_32.9C13 


.C5 


Gene No. 


34792 






Strand 








C+- -a -v-4- 


20481 






End 


29314 






Name 


OJ991107 32.9C13.C5. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


28429 






End 


29232 






GI 


none 






-Score 


82 






Exons 


28429. 


.28575, 28431. 


.28589, 


28431. .28607, 28555 


. .28611, 






29080. 


.29232, 29081. 


.29170 










Seq. No. 


16499 






Seq. ID 


OJ991107_ 


J39.9C17 


CI 


Gene No. 


34793 






Strand 


+ 






Start 


1 






End 


916 






Name 


OJ991107 39.9C17.C1. 


ol .np 


Method 


AAT/NAP 






Start 


1 






End 


913 







17047 



GI 


4678927 


Score 


152 




Exons 


1..66, 738. .913 








GI Descrip. 

- 


(AL049711) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16499 


Seq. ID 


OJ991107_39. 9C17 


.CI 


Gene No. 


34793 


Strand 


+ 




Start 


1 


End 


916 




Name 


OJ991107 39 . 9C17 .CI .ol .gs 


Method 


GENSCAN 




Start 


111 


End 


913 




GI 


none 


Score 


.89 




Exons 


111. .128, 763. .913 








Seq. No. 


16499 


Seq. ID 


OJ991107_39. 9C17 


.CI 


Gene No. 


34793 


Strand 


+ 




Start 


1 


End 


916 




Name 


OJ991107 39. 9C17 ,C1 .ol . tm 


Method 


TBLASTX: Maize 




Start 


757 


End 


916 




GI 


none 


Score 


235 




Exons 


757. .912, 762. .911, 790. .912, 


827. .916 






Seq. No. 


16500 


Seq. ID 


OJ991107_39. 9C17 


.C2 


Gene No. 


34794 


Strand 


_ 




Start 


1352 


End 


1726 




Name 


OJ991107_39.9C17 ,C2.ol .gs 


Method 


GENSCAN 




Start 


1352 


End 


1726 




GI 


none 


Score 


.59 




Exons • 


1352. .1416, 1615. .1726 








Seq. No. 


16501 


Seq. ID 


OJ991107_39.9C17, 


.C3 


Gene No. 


34795 


Strand 


+ 




Start 


1 


End 


501 




Name 


OJ991107 39.9C17.C3.ol.np 


Method 


AAT/NAP 




otart 


1 


End 


501 




GI 


3834321 


Score 


130 




Exons 


1..289, 485. .501 








GI Descrip. 


(AC005679) Strong similarity 


to F13P17. 


9 gi 13337356 transport 




protein SEC61 alpha subunit homolog from Arabidopsis thaliana 




BAC gb|AC004481. [Arabidopsis 


thaliana] 






Seq. No. 


16501 


Seq. ID 


OJ991107_39.9C17. 


,C3 


Gene No . 


34795 


Strand 


+ 




Start 


1 


End 


501 




Name 


OJ991107 39.9C17.C3.ol.gs 


Method 


GENSCAN 




Start 


80 


End 


289 




GI 


none 


Score 


.64 




Exons 


80. .289 








Seq. No. 


16502 


Seq. ID 


OJ991107_39.9C17. 


,C4 


Gene No. ; . 


34796 


Strand 






Start 


78 


End 


1248 




Name 


. OJ991107 39.9C17.C4.ol.gs 


Method 


GENSCAN 




Start 


78 


End 


1248 




GI 


none 


Score 


.88 




Exons 


78. .235, 931. .999, 1197. .1248 








Seq. No. 


16502 


Seq. ID 


OJ991107_39.9C17. 


,C4 


Gene No. 


34796 


Strand 







17048 




Start 


78 




End 


1248 




Name 


OJ991107 39.9C17.C4. 


ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


610 




End 


996 


GI 


none 




Score 


47 




Exons 


610. .684, 610. .678, 


746.. 856, 765..854 ( 


928. .996 


Seq. No. 


16503 




beq. id 


oj y y l iu / 


_J9 . 9C17 . C5 


Gene no . 


/ y / 




btrand 






Start 


1220 




End 


1 c o o 




Name 


OJ991107 39.9C17.C5. 


ol . gs 


Method 


GENSCAN 




Start 


1220 




End 


1582 




GI 


none 




Score 


.87 




Exons 


1220. .1582 










Seq. No. 


16503 




Seq. ID 


OJ991107 


_39 . 9C17 . C5 


Gene No. 


34798 




Strand 


+ 




Start 


13348 




End 


21888 




Name 


OJ991107_39.9C17.C5. 


oo . gs 


Method 


GENSCAN 




otart 


1 *3 "3 A O 
1 J J4 O 




End 


21540 




GI 


none 




Score 


.58 




Exons 


13348. .13353, 14563. 


1 A C 1 "7 
. 14 O / / , 


14813. . 14952, 17433 


. .1754 4, 




17752. .17928, 17951. 


1 QA1 O 

. loUl^, 


18387. . 18475, 18591 


. . 18660, 




18931. .18991, 19398. 


.19636, 


19753. . 19879, 20083 


. .20356, 




20654 . .20786, 21198. 


.21284, 


21406. .21540 




Seq. No. 


16503 




Seq. ID 


OJ991107 


39 . 9C17 . C5 


Gene No. 


34798 




Strand 


+ 




Start 


13348 




End 


21888 




Name 




o 5 . np 


Method 


AAT/NAP 




Start 


18904 




End 


21534 




GI 


3763932 




Score 


1199 




Exons 


18904. .19012, 19398. 


.19636, 


19753. . 19879, 20083 


. .20356, 




20654. .20786, 21198. 


.21284, 


21406. .21534 




GI Descrip. 


(AC004450) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


16503 




Seq. ID 


OJ991107 


_39.9C17.C5 


Gene bio. 


34798 




Strand 


+ 




Start 


13348 




End 


21888 




Name 


OJ991107 39.9C17.C5. 


o2.gp 


Method 


AAT/GAP 




Start 


. 19495 




End 


20136 




GI 


428477 




Score 


594 




Exons 


19495. . 19636, 19753. 


.19879, 


20083. .20136 




GI Descrip. 


2880051 7.0e-41 (AC002340) 


putative protein kinase [Arabidopsis 




thaliana] 










Seq. No. 


16503 




Seq. ID 


OJ991107_ 


_39. 9C17.C5 


Gene No. 


34798 




Strand 


+ 




Start 


13348 




End 


21888 




Name 


OJ991107 39.9C17.C5. 


o3 . gp 


Method 


AAT/GAP 




Start 


20466 




End 


20835 




GI 


LIB34 34-043-P1-K1-C8 




Score 


678 




Exons 


20466. .20835 










GI Descrip. 


f 2880051 1.0e-18 (AC002340) 


putative protein kinase [Arabidopsi 




thaliana] ' 










Seq. No. 


16503 




Seq. ID 


OJ991107_ 


_39.9C17.C5 


Gene No. 


34798 




Strand 


+ 





17049 



Start 
Name 
Start 
GI 

Exons 



13348 

OJ991107_39. 9C17.C5.o4.gp 

21399 

none 

21399. .21888 



End 21888 

Method AAT/GAP 

End 21888 

Score 8 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16503 Seq. ID OJ991107 

34 7 99 ... Strand + 

23275 End 31343 

OJ991107_39 . 9C17 . C5 . o4 . gs Method GENSCAN 

23275 End 25731 

none Score . 63 

23275. .23425, 2354 1 .. 23786, 

24467. .24738, 25222.. 25731 



39..9C17.C5 



24125. .24195, 24294 24384 , 



16503 
34799 
23275 

OJ991107_39. 9C17.C5.o4 . np 

23278 

2289001 

23278. .23407, 23541 



Seq. ID OJ991107_39.9C17.C5 

Strand + 

End 31343 

Method AAT/NAP 

End 27519 

Score 579 



23641, 23738. .23786, 24125 .. 24195, 
24294. .24384, 24467 24542, 2537 1 . . 254 64 , 25597 .. 25671, 
27401. .27519 

GI Descrip. (AC002335) putative Ul small nuclear ribonucleoprotein 70 kDa 
[Arabidopsis thaliana] * * 

16503 
34799 
23275 

OJ991107_39.9C17.C5.o5.gp 
24290 

27225_1.R1084 

24290. .24384, 24467 .. 24542, 
'2289001 4.0e-18 (AC002335) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



isolog [Arabidopsis thaliana] ' 

16503 Seq. ID 

34799 Strand 

23275 End 

OJ991107_39 . 9C17 . C5 . 06 . gp Method 

27210 End 

286852 Score 
27210. .27493 



Seq. ID OJ991107_39.9C17.C5 

Strand + 

End 31343 

Method AAT/GAP 

End 25415 

Score 813 
24660. .24738, 25222. .25415 
small nuclear ribonucleoprotein 



OJ991107_39.9C17.C5 
+ 

31343 
AAT/GAP 
27493 
521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



16503 
34799 
23275 

OJ991107_39.9C17.C5.o5.gs 
27335 
none 

27335. .27502, 27660 27830, 28211 
29185. .29307, 29709 .. 297 97 , 29968 
30447. .30536, 30982. .31029 



16503 
34799 



Seq. ID OJ991107_39.9C17.C5 
Strand + 
End 31343 
Method GENSCAN 
End 31029 
Score .77 

28332, 28583.-28685, 
30075, 30170. .30260, 



Seq. ID OJ991107_39.9C17.C5 
Strand + 



17050 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23275 

OJ9911 

27359 

333534 

27359. 

29135. 

30170. 

(AC004 

gb|X98 

gb|W43 

gblAAO 



07_39.9C17.C5.o5.np 



End 

Method 

End 

Score 



31343 
AAT/NAP 
31343 
1016 



28585. .28685, 28792. 
29709. .29797, 29968. 
30982. .31029, 31208. 



.28909, 
.30075, 
.31343 



.27502, 28208. .28334, 
.29307, 29521. .29622, 
.30260., 30447. .30536, 
512) Contains similarity to ARI, RING finger protein 
309 from Drosophila melanogaster . ESTs gb|T44383, 
120, gb|N65868,. gb|H36013, gb|AA042241, gb|T76869 and 
42359 come from this gene. [Arabidopsis thaliana] 



16503 Seq. ID 

34800 Strand 

2561 End 

OJ991107_39 . 9C17 ,C5 . ol . np Method 

2561 End 

100001 Score 



OJ991107_39. 9C17.C5 

12436 
AAT/NAP 
5838 
346 



2561. .2593, 3788. .4232, 4324. .4594, 5775. .5838 
endopeptidase CI - kidney bean gi | 1345573 | emb | CAA40073 | 
endopeptidase (EP-C1) [Phaseolus vulgaris] 



(X56753) 



16503 
34800 
2561 

OJ9'91107_39.9C17.C5.o2.gs 

3425 

none 

3425. .3457, 
4580. .4812, 



3666. .3800, 3805. 
5324. .5391, 5"489. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4011, 4121 
.5546, 7292 



OJ991107 39.9C17.C5 



12436 
GENSCAN 
12332 
.59 

4232, 
7508, 



4320. 
8465. 



9586.. 9626, 10655 .. 10692, 10888 . .11006, 11130 .. 11191 , 
12213. .12332 



.4419, 
,8568, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



16503 
34800 
2561 

OJ991107_39.9C17.C5.o2.tw 

3772 

none 

3772. .3840, 3842. .3871, 3881. 
4108. .4185, 4186. .4230, 4334. 
4459. .4494, 4534. .4611 

16503 
34800 
2561 

OJ991107_39. 9C17.C5.o4.ts 

3787 

none 

3787. .3834, 3834. .3956, 3839'. 
4135. .4185, 4183. .4233, 4322. 

16503 
34800 
2561 

OJ991107_39. 9C17.C5.o2. tc 
3842 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C5 



12436 

TBLASTX: Wheat 
4611 
57 

3952, 3882.. 3956, 3943. 
4408, 4335. .4409, 4458. 



4041, 
4556, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C5 



12436 

TBLASTX: Soybean 
4593 
58 

3955, 3961.. 4041, 3962.. 4111, 
4390, 4449.. 4508, 4495.. 4593 



Seq. ID OJ991107_39. 9C17.C5 
Strand 

End 12436 

Method TBLASTX : Cress 

End 4645 



17051 



GI none Score 4 5 

Exons 3842. .3955, 3961. .4041, 4135. .4179, 4183. .4233, 4184. .4234, 

4322..4396, 4323. .4397, 4440. .4493, 4477. .4593, 4610. .4645 



Seq. No. 16503 

Gene No. 34800 

Start 2561 

Name OJ991107_39 . 9C17 . C5 . o5 . tm " 

Start 3842 

GI none 

Exons 3842.. 3955, 3961.. 4041, 4135. 

4443. .4493, 4530. .4592 



Seq. ID OJ991107_39.9C17.C5 
Strand 

End 12436 

Method TBLASTX : Maize 

End 4592 

Score 4 5 

.4179, 4183. .4233, 4322. .4390/ 



Seq. No. 16503 Seq. ID 

Gene No. 34800 Strand 

Start 2561 End 

Name OJ991 107_39 . 9C17 . C5 . o2 . np Method 

Start 7288 End 

GI 2190540 Score 

Exons 7288 . . 7508, 
GI Descrip. 



OJ991107_39.9C17.C5 

12436 
AAT/NAP 
12413 
503 



9586.. 9626, 11130 .. 11191, 12213.. 12413 
(AC001229) Similar to Arabidopsis TFL1 (gb|077674). [Arabidopsis 
thaliana] gi I 4903012 | dbj | BAA77838 . 1 1 (AB027504) FT [Arabidopsis 
thaliana] gi I 6117978 | gb | AAF03936 . 1 1 AF152096_1 (AF152096) 
flowering locus T [Arabidopsis thaliana] 



Seq. No. 


16503 




Seq. ID 


OJ991107_39.9C17 ( 


.C5 


Gene No. 


34800 




Strand 






Start 


2561 




End 


12436 




Name 


OJ991107 39. 


9C17.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


7289 




End 


7525 




GI 


none 




Score 


221 




Exons 


7289. .7510, 


7291. .7515, 7301 


. .7525 






Seq. No. 


16503 




Seq. ID 


OJ991107_39.9C17, 


.C5 


Gene No. 


34800 




Strand 






Start 


2561 




End 


12436 




Name 


OJ991107. 39. 


9C17.C5.o5.ts 


Method 


TBLASTX : Soybean 




Start 


728 9 




End 


7512 




GI 


none 




Score 


90 




Exons 


7289. .7465, 


7290. .7421, 7291 


..7512, 7292. .7510 




Seq. No. 


16503 




Seq. ID 


OJ991107_39. 9C17, 


.C5 


Gene No. 


34800 




Strand 






Start 


2561 




End 


12436 




Name 


OJ991107 39. 


9C17.C5.o7.tm 


Method 


TBLASTX: Maize 




Start 


11101 




End 


12436 




GI 


none 




Score 


111 




Exons 


11101. .11190 


, 11102. . 11191, 


12204 . . 12410, 12205. . 124 08, 






12215. .12436 


, 12297. .12419 









Seq. No. 16503 

Gene No. 34801 

Start 18904 

Name OJ991107_39 . 9C17 .C5.ol.tm 

Start 18904 

GI none 
Exons 



Seq. ID OJ991107_39.9C17.C5 



Strand 
End 

Method 

End 

Score 



21511 

TBLASTX: Maize 

20313 

137 



18904. .18993, 18905 19006, 19342 194 10, 19389. . 19421, 



17052 






19397. 


.19423, 19417 


. .19638, 


19422. .19547, 19422. .19673, 






19424 . 


.19639, 19462 


. .19641, 


19748. .19882, 19752 19880, 






19752. 


.19895, 19753 


. .19896, 


20079. .20126, 20081 20311 , 






20082. 


.20312, 20083 


. .20313 








Seq. No. 


16503 






Seq. ID 


OJ991107_39.9C17 


.C5 


Gene No. 


34801 






Strand 






btart 


18904 






End 


21511 




Name 


OJ991107 39.9C17.C5, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


19399 






End 


20315 




GI 


none 






Score 


267 




Exons 


19399. 


.19638, 19424, 


. .19639, 


19752. .19883, 19753 .. 1 9893, 






20081. 


.20311, 20082, 


. .20315, 


20178. .20315 




Seq. No. 


16503 






Seq. ID 


OJ991107_39. 9C17 


.C5 


Gene No. 


34801 






Strand 






Start 


18904 






End 


21511 




Name 


OJ991107 39.9C17.C5, 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19399 






End 


21498 




GI 


none 






Score 


312 




Exons 


19399. 


.19638, 19409. 


. .19639, 


19737. .19883, 19752 .. 19877 , 






19753. 


.19893, 20081. 


. .20359, 


20082. .20357, 20651 .. 20788 , 






20654 . 


.20800, 20655. 


. .20792, 


21191. .21286, 21192. .21287, 






21219. 


.21299, 21405. 


. .21497, 


21436. .214 


98 




Seq. No. 


16503 






Seq. ID 


OJ991107_39.9C17 


,C5 


Gene No. 


34801 






Strand 






Start 


18904 






End 


21511 




Name 


OJ991107 39.9C17.C5. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


19427 






End 


19869 




GI 


none 






Score 


231 




Exons 


19427. 


.19600, 19495. 


. .19626, 


19748. . 198 


61, 19752. .19865, 






19752. 


.19862, 19753. 


. .19869 








Seq. No. 


16503 






Seq. ID 


OJ991107_39.9C17 


.C5 


Gene No . 


34801 






Strand 






Start 


18904 






End 


21511 




Name 


OJ991107 39.9C17.C5. 


, o3. tw 


Method 


TBLASTX: Wheat 




Start 


20100 






End 


20273 




GI 


none 






Score 


184 




Exons 


20100. 


.20273, 20111. 


. .20272 








Seq. No. 


16503 






Seq. ID 


OJ991107_39. 9C17 


.C5 


Gene No. 


34801 






Strand 






Start 


18904 






End 


21511 




Name 


OJ991107 39.9C17.C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


20316 






End 


21511 




GI 


none 






Score 


76 




Exons 


20316. 


.20357, 20644. 


.20787, 


20654. .20800, 20655 .. 207 92 , 






21191. 


.21286, 21192. 


.21287, 


21405. .21503, 214 1 6 . . 2151 1 , 






21436. 


.21504 










Seq. No. 


16503 






Seq. ID 


OJ991107_39. 9C17 


,C5 


Gene No. 


34801 






Strand 






Start 


18904 






End 


21511 




Name 


OJ991107 39.9C17.C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


20325 






End 


20794 





17053 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 63 

20325. .20360, 20628 20786, 20649 20792, 20651.. 20794 



16503 
34802 
23310 

OJ991107_39. 9C17.C5.o3. tc 

23310 

none 

23310. .23435, 23311 .. 23424 , 
23738..2378S, 24 123 .. 24 197 , 

16503 
34802 
23310 

OJ991107_39.9C17.C5.o3.ts 

23310 

none 

23310. .23423, 23311 .. 23424 , 
23738. .23785, 24 123 24 188 , 
24294. .24368, 24294 .. 24368 , 

16503 
34802 
23310 

OJ991107_39 . 9C17 . C5 . o4 . tm 
23310 
none 
23310, 
23551. 
24124. 



.23423, 23311. 
.23640, 23685. 
.24180, 24126. 



.23424, 
.23786, 
.24182, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23542 

24124 



OJ991107 39.9C17.C5 



24369 

TBLASTX: Cress 
24329 
167 

23598, 23543. .23641, 
24195, 24294. .24329 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C5 



24369 

TBLASTX : Soybean 
24369 
167 

23542. .23595, 2354 3 . . 2364 1 , 
24124. .24192, 24 135 .. 24209, 
24295. .24369 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C5 



24369 

TBLASTX: Maize 
24182 
185 

23540. .23638, 2354 3 .. 23638 , 
23733. .23807, 24 123 24 17 9, 
24131. .24181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16503 
34803 
28835 

OJ991107_39. 9C17 .C5.o3.tm 

28835 

none 

28835. .28909, 28836 28910, 
29133. .29288, 29137 .. 29307 , 
29524. .29622, 29709 29810, 
29969. .30076, 2 997 9 30080, 
30447. .30536, 304 47 .. 30536, 

16503 
34803 
28835 

OJ991107_39.9C17 .C5.o2.ts 
29236 
none 
29236. 
29706. 
29969. 



.29307, 29524. 

.29798, 29709. 

.30076, 30021. 

30447. .30536, 30447. 



.29613, 
.29810, 
.30083, 
.30533 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C5 



31261 

TBLASTX: Maize 
31261 
121 

28837. .28911, 29128 .. 29307 , 
29141. .29308, 29520 .. 29621 , 
29714 . .29806, 29968 .. 30075, 
30156. .30260, 30164 .. 30256, 
31205. .31261, 31208. .31261 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C5 



31261 

TBLASTX; Soybean 
30536 
70 

29530. .29622, 29575 .. 2 9622 , 
29714. .29806, 29968 .. 30075 , 
30156. .30260, 301 64 .. 30304 , 



Seq. No. 
Gene No. 



16503 
34803 



Seq. ID OJ991107_39.9C17.C5 
Strand 



17054 




Start 


28835 




End 


31261 




Name 


OJ991107 39.9C17.C5. 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


30013 




End 


30537 




GI 


none 




Score 


113 




Exons 


30013. . 30075, 30014 . 


. . 30076, 


30164. .30304, 30165. .30257, 






30444 . . 30536, 30444 . 


. . 30533, 


30445. .30537, 30445. .30534 




Seq. No'. 


16504 " 




Seq. ID 


OJ991107_39. 9C17 


.C8 


Gene No. 


34804 




Strand 






Start 


1 




End 


188 




Name 


OJ991107 39.9C17.C8. 


Ol . QD 


Method 


AAT/GAP 




Start 


1 ~~ 




End 


188 




GI 


2312731 




Score 


372 




Exons 


1 . . 188 










Seq. No. 


16504 




Seq. ID 


OJ991107_39.3C17 


.C8 


Gene No. 


34805 




Strand 






Start 


112 




End 


2353 




Name 


OJ991107 39.9C17.C8. 


ol . gs 


Method 


GENSCAN 




Start 


112 ~ 




End 


2315 




GI 


none 




Score 


.93 




Exons 


112. .282, 957. . 1011, 


1392 


1549, 2166., 


.2315 




Seq. No. 


16504 




Seq. ID 


OJ991107_39.9C17 


.C8 


Gene No. 


34805 




Strand 






Start 


112 




End 


2353 




Name 


OJ991107 39.9C17.C8. 


ol . np 


Method 


AAT/NAP 




Start 


121 




End 


2353 




GI 


6017116 




Score 


509 




Exons 


121. .282, 812. .865, 


957. .1011, 1392. .1549, 2166. .2353 




GI Descrip. 


(AC009895) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


16504 




Seq. ID 


OJ991107_39. 9C17 


.C8 


Gene No. 


34805 




Strand 






Start 


112 




End 


2353 




Name 


OJ991107 39.9C17.C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


142 




End 


291 




GI 


none 




Score 


109 




Exons 


142. .291, 143. .289, 


147. .290, 154. .291 






Seq. No. 


16505 




Seq. ID 


OJ991107_39. 9C17 


.C9 


Gene No. 


34806 




Strand 


+ 




Start 


10901 




End 


13987 




Name 


OJ991107 39.9C17.C9. 


o2 . gs 


Method 


GENSCAN 




Start 


10901 




End 


13968 




GI 


none 




Score 


.72 




Exons 


10901. .11040, 11344. 


.11866, 


13418. .13579, 13747. .13968 




Seq. No. 


16505 




Seq. ID 


OJ991107_39. 9C17 




Gene No. 


34806 




Strand 


+ 


Start 


10901 




End 


13987 




Name 


OJ991107 39.9C17.C9. 


o4 . gp 


Method 


AAT/GAP 




Start 


12308 




End 


12834 




GI 


none 




Score 


1001 




Exons 


12308. .12834 










Seq. No. 


16505 




Seq. ID 


OJ991107_39. 9C17 


,C9 



17055 



Gene No. 


34806 


Strand 


+ 


Start 


10901 


End 


13987 


Name 


OJ991107 39 9C17 C9 o5 an 


Method 


aat /gap 


Start 


13509 ~ 


End 


13987 


GI 


2800426 


Score 


621 


Exons 


13509. . 13987 






Seq. No. 


16505 


Seq. ID 


OJ991107 39 9C17 C9 


Gene No. 


34807 


Strand 




Start 


1 


End 


11589 


Name 


OJ991107 39.9C17.C9.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


2131 


GI 


6017116 


Score 


525 


Exons 


1..54, 646. .770, 898. .1027, 1629. .1720, 


1826. .1994, 2078. .2131 


GI Descrip. 


(AC009895) unknown protein [Arabidopsis thaliana] 


Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17.C9 


Gene No . 


34807 


Strand 




Start 


1 


End 


11589 


Name 


OJ991107 39.9C17.C9.ol.gs 


Method 


GENSCAN 


Start 


313 


End 


10769 


GI 


none 


Score 


.76 


Exons 


313. .320, 507. .558, 646. .781, 


909.. 1036, 1629.. 1720, 1826.. 2037 




2345.. 2509, 3190.. 3281, 3572. 


.3644, 3735.. 3874, 3981.. 4073, 




4637. .4808, 4886. .5034, 5119. 


.5328, 5442. .5560, 6044. .6188, 




6232. .6349, 7881. .7974, 9047. 


.9177, 10211. . 10431, 10516 10587 , 




10713. .10769 






Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17.C9 


Gene No . 


34807 


Strand 




Start 


1 


End 


11589 


Name 


OJ991107 39. 9C17.C9.ol.gp 


Method 


AAT /GAP 


Start 


3224 


End 


6351 


GI 


*J ~J l L i t\lu04 


Score 


2917 


Exons 


32247.3644, 3735.. 3874, 3981. 


.4073, 4637.. 4808, 4886.. 5034, 




5119.. 5328, 5442.. 5560, 6113. 


.6351 




GI Descrio. 


'3478700 1.0e-100 (AF034387) 


AFT protein [Arabidopsis thaliana] 


Seq. No. 


16505 


Seq. ID 


OJ991107_39. 9C17.C9 


Gene No . 


34807 


Strand 




Start 


1 


End 


11589 


Name 


OJ991107 39. 9C17.C9.o2.np 


Method 


AAT /NAP 


Start 


3548 


End 


5600 


GI 


6598335 


Score 


804 


Exons 


3548. .3644, 3735. .3874, 3981. 


.4073, 4637. .4808, 4886. .5034, 




5119. .5328, 5442. .5600 






GI Descrip. 


(AC002329) putative glucanase 


[Arabidopsis thaliana] 


Seq. No. 


16505 


Seq. ID 


OJ99110 i 7_39.9C17.C9 ■* 


Gene No. 


34807 


Strand 




Start 


1 


End 


11589 


Name 


OJ991107 39.9C17.C9.o2.gp 


Method 


AAT /GAP 


Start 


9815 


End 


10407 


GI 


none 


Score 


980 


Exons 


9815. .10123, 10211. .10407 






Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17.C9 



17056 



Gene No. 


34807 


Strand 




Start 


1 


End 


11589 


Name 


OJ991107 39.9C17.C9.o3.gp 


Method 


AAT/GAP 


Start 


10377 


End 


11589 


GI 


none 


Score 


716 


Exons 


10377. .10431, 10516. .10587, 10713 .. 10824 , 11391. .11589 


Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17.C9 


Gene No. 


34808 


Strand 




Start 


13841 


End 


15713 


Name 


OJ991107 39.9C17.C9.o3.np 


Method 


AAT/NAP 


Start 


13841 


End 


15713 


GI 


6714336 


Score 


158 


Exons 


13841. .13981, 14136. .14230, 15691. .15713 


GI Descrip. 


(AC016162) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17 .C9 


Gene No. 


34809 


Strand 


- 


Start 


15648 


End 


16194 


Name 


OJ991107 39.9C17.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


299 


End 


y j j 


GI 


none 


Score 


76 


Exons 


299. .403, 302. .397, 309. .410, 


505. .555 


, 506. .556, 652. .789 




662. .784, 899. .934, 900. .935 






Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17 .C9 


Gene No. 


34809 


Strand 


- 


Start 


15648 


End 


16194 


Name 


OJ991107 39.9C17.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


299 


End 


1009 


GI 


none 


Score 


76 


Exons 


299. .403, 309. .404, 505. .561, 


505. .558 


, 643. .789, 659. .751 




908 1009 908 1009 






Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17.C9 


Gene No. 


34809 


Strand 




Start 


15648 • • • 


End 


16194 


Name 


OJ991107 39.9C17.C9.o3.ts 


Method 


TBLASTX : Soybean 


Start 


299 


End 


1027 


GI 


none 


Score 


72 


Exons 


299. .403, 309. .404, 499. .555, 


505. .558 


, 631. .783, 643. .789 




908. .1027, 909. .956 






Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17.C9 


Gene No. 


34809 


Strand 




Start 


15648 


End 


16194 


Name 


OJ991107 39.9C17.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


3536 


End 


5503 


GI 


xtone - ' 


Score 


127 


Exons 


3536. .3667, 3541. .3666, 3543. 


.3680, 3730. .3822, 3734. .3877, 




3734. .3853, 3735. .3875, 3981. 


.4076, 3983. .4075, 4627. .4677 




4628. .4810, 4629. .4808, 4729. 


.4809, 4855. .5037, 4883. .5035, 




4885. .5037, 5117. .5329, 5117. 


.5323, 5119. .5331, 5119. .5334, 




5433. .5501, 5441. .5503 






Seq. No. 


16505 


Seq. ID 


OJ991107_39.9C17.C9 


Gene No. 


34809 


Strand 





17057 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15648 

OJ991107_39. 9C17.C9.ol.tw 

3543 

none 

3543.. 3680, 3545.. 3667, 3729. 
3735.. 3875, 3736.-3894, 3749. 

16505* 

34809 

15648 

OJ991107_39. 9C17.C9.ol.tc 

3545 

none 

3545.. 3643, 3549.. 3635, 3734. 
3740. .3877, 3969. .4076, 3978. 
4852. .5040, 4885. .5037, 5119. 
5222. .5329 



End 

Method 

End 

Score 



16194 

TBLASTX: Wheat 

4007 

142 



3875, 3734. .3877, 3735. .3794, 
3871, 3981.. 4001, 3984. ,.4007 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C9 



16194 

TBLASTX: Cress 
5334 
102 

3877, 3734.. 3853, 3735. 
4076, 4628..467S, 4745. 
5232, 5126.. 5233, 5221. 



.3875, 
.4810, 
.5334, 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16505 
34809 
15648 

OJ991107_39. 9C17.C9.ol.ts 

3545 

none 

3545. .3643, 3546.-3644, 3729. 
3735. .3872, 3749. .3871, 3969. 
4629. .4700, 4630. .4671, 4715. 
4883. .5035, 4885. .5037, 5117. 
5328. .5366, 5442. .5480 

16505 
34809 
15648 

OJ991107_39. 9C17.C9.o2. tw 

4636 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 39.9C17.C9 



16194 

TBLASTX: Soybean 
5480 
107 

3824, 3734.-3877, 3734.-3853, 
4076, 3978. .4076, 3984. .4007, 
4810, 4716.. 4811, 4852. .5037, 
5329, 5119.. 5331, 5119. .5334, 



Seq. ID OJ991107_39.9C17.C9 



Strand 
End 

Method 

End 

Score 



16194 

TBLASTX: Wheat 

5160 

53 



4636. .4674, 4637. .4810, 4638. .4808, 4768. .4809, 4882. .5037, 
4883. .5035, 4885.. 5037, 5119. .5160, 5119.. 5160 



16505 Seq. ID 

34809 Strand 
15648 End 
OJ991107_39. 9C17.C9.o2.ts ' Method 
10021 End 
none Score 
10021. 
10300. 
10514 . 
11390. 



OJ991107_39.9C17.C9 
16194 

TBLASTX: Soybean 

11504 

70 



,10128, 10058. 

.10425, 10300. 

,10576, 10710, 

,11491, 11394, 



16505 

34809 

15648 

OJ991107 

10030 

none 



10123, 10202. .10264, 10210 .. 10263, 
10431, 10316. .10432, 10513. .10587, 
10817, 10711. . 10848, 107 17 .. 10836, 
11.504 

Seq. ID OJ991107 39.9C17.C9 



39. 9C17.C9.o2.tm 



Strand 
End 

Method 

End 

Score 



16194 

TBLASTX: Maize 

11504 

148 



10030. .10128, 10031. .10123, 10202. .104 32, 10209. .10427, 



17058 




10210. .10431, 10513. .10587, 10514 .. 10588, 10710 10823, 





10713, .10832, 10717. 


.10830, 


10718. .10897, 11390 


. .11491, 






11391. .11504 










Seq. No. 


16505 




Seq. ID 


OJ991107 


_39. 9C17 


.C9 


bene no. 


J4 ouy 




Strand 








Start 


15648 




End 


16194 






Name 


OJ991107 39.9C17.C9. 


o4.tc Method 


TBLASTX : ' 


Cress 




Start 


10031 




End 


10374 






GI 


none 




Score 


75 






Exons 


10031. .10123, 10033. 


.10128, 


10202. .10294, 10210 


. .10296, 






10276. . 10374, 10334. 


.10372 








Seq. No. 


16505 




Seq. ID 


OJ991107 


_39.9C17 


.C9 


Gene No. 


34809 




Strand 








otart 


lob4 o 




End 


16194 






Name 


OJ991107 39.9C17.C9. 


o3 . tc 


Method 


TBLASTX : i 


Cress 




Start 


10381 




End 


11513 






GI 


none 




Score 


58 






Exons 


10381. .10467, 10382. 


.10432, 


10534. .10587, 10535 


. .10573, 






10537. . 10587, 10687. 


.10818, 


10710. .10817, 10713 


. .10832, 






10714 .. 10830, 11393. 


.11491, 


11394. .11513 




O « « XT _ 

beq. No. 


16505 




Seq. ID 


OJ991107_ 


_39. 9C17 


.C9 


Gene No. 


34809 




Strand 








Start 


15648 




End 


16194 






Name 


OJ991107 39.9C17.C9. 


o3 . gs 


Method 


GENSCAN 






Start 


15648 




End 


16178 






GI 


none 




Score 


.44 






Exons 


15648. . 15682, 16118. 


. 16178 










Seq. No. 


16505 




Seq. ID 


OJ991107_ 


_39. 9C17 , 


.C9 


Gene No. 


34809 




Strand 








Start 


15648 




End 


16194 






Name 


OJ991107 39.9C17.C9. 


06 . gp 


Method 


AAT/GAP 






Start 


15913 




End 


16194 






GI 


none 




Score 


552 






Exons 


15913. . 16194 












Seq. No. 


i r c r\ r 

16506 - 




Seq. ID 


OJ991107_ 


_39. 9C17 . 


.C10 


Gene No. 


34810 




Strand 








Start 


84 




End 


162 






Name 


OJ991107 39.9C17.C10 


. ol . gs 


Method 


GENSCAN 






Start 


84 




End 


162 






GI 


none 




Score 


.85 






Exons 


84 . . 162 












Seq. No. 


16506 




Seq. ID 


OJ991107_ 


_39. 9C17 . 


C10 


Gene No. 


34811 




Strand 








Start 


\ 1645 




End 


4118 






Name 


OJ991107 39.9C17.C10 


. o2 . gs 


Method 


GENSCAN 






Start 


1645 




End 


3855 






GI 


none 




Score 


.77 






Exons 


1645. .1707, 2776. .2976, 3447 


..3629, 3697.. 3855 






Seq. No. 


16506 




Seq. ID 


OJ991107_ 


_39.9C17. 


C10 


Gene No. 


34811 




Strand 









17059 




Q -1- -3 v-f 

OLdiC 


1 C 
lw4 J 




End 


4118 


Name 


OJ991107 39.9C17.C10.ol. 


,np 


Method 


AAT/NAP 


Start 


2773 




End 


4118 


GI 


4678927 




Score 


373 


Exons 


2773.. 2976, 3447.. 3629, 


3697. 


.3855, 4048.. 4118 


GI Descrip. 


( AL04 97 1 1 ) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


16506 - 




Seq. ID 


OJ991107_39.9C17.C10 


Gene No. 


34811 




Strand 




Start 


1645 




End 


4118 


Name 


OJ991107 39 . 9C17 . CIO . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3439 




End 


4118 


GI 


none 




Score 


73 


Exons 


3439. .3549, 3444. .3527, 


3444 . 


.3635, 3445.. 3633, 3597.. 3635, 




3697. .3858, 3697. .3882, 


3699. 


.3860, 4045. .4116, 4048. .4116, 




4053. .4118 








Seq. No. 


16506 




Seq. ID 


OJ991107_39.9C17.C10 


Gene No. 


34811 




Strand 




Start 


1645 




End 


4118 


Name 


/"\ thai i ~i r\ r\ /"""i it /™i *i r\ t 

OJ991107 39 . 9C17 . C10 . ol . 


gp 


Method 


AAT/GAP 


Start 


3489 


End 


4118 


GI 


LIB3434-032-P1-K1-D6 




Score 


702 


Exons 


3489. .3629, 3697. .3855, 


4048 . 


.4118 




GI Descrip. 


' 4 678927/emb|CAB4 1318.1 | 


6.0e 


-30 (AL049711) hypothetical prot< 




[Arabidopsis thaliana] 1 








Seq. No. 


16507 




Seq. ID 


OJ991107_39.9C17.C11 


Gene No. 


34812 




Strand 




Start 


12 




End 


1280 


Name 


OJ991107 39.9C17.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


12 


End 


1235 


GI 


none 




Score 


.88 


Exons 


12. .155, 466. .557, 938.. 


1235 






Seq. No. 


16507 




Seq. ID 


OJ991107_39.9C17.C11 


Gene No. 


34812 




Strand 




Start 


12 




End ' 


12 8 6" 


Name 


OJ991107 39.9C17.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


943 


End 


1280 


GI. 


701747 ■ 




Score 


626 


Exons 


943. .1280 








Seq. No. 


16507 




Seq. ID 


OJ991107_39.9C17.C11 


Gene No. 


34813 




Strand 




Start 


3631 




End 


8198 


Name 


OJ991107 39.9C17.Cll.ol. 


np 


Method 


AAT/NAP 


otart 


3609 




End 


6177 


GI 


3834321 




Score 


693 


Exons 


3609. .4484, 4662. .4864, 


6127. 


. 6177 




GI Descrip. 


(AC005679) Strong similarity ■ 


to F13P17. 


.9 gi 13337356 transport 




protein SEC61 alpha subunit homolog from Arabidopsis thaliana 




BAC gb|AC004481. [Arabidopsis 


thaliana; 


1 


Seq. No. 


16507 




Seq. ID 


OJ991107_39.9C17.C11 


Gene No. 


34813 




Strand 




Start 


3631 




End 


8198 



17060 



Name 

Start 

GI 

Exons 



OJ991107_39. 9C17.Cll.o2.gs Method 
3631 End 
none Score 



GEN SCAN 

8082 

.46 



3631. .4463, 4714. .4869, 5529.-5744, 5774. .5923, 6202. .6309, 
7211. .8082 



Seq. No. 16507 

Gene No. 34813 

Start 3631 

Name OJ991107_39 . 9C17 . Cll . ol . tm 

Start 3637 

GI none 

Exons 3637.. 3816, 3638.. 3781, 
4072. .4284, 4076. .4279, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3817. .3921, 3854.. 3922, 
4308. .4442, 4357. .4443 



OJ991107 39.9C17.C11 



8198 

TBLASTX: Maize 
4443 
115 

3970. .4062, 



Seq. No. 16507 

Gene No. 34813 

Start 3631 

Name OJ991107_39 . 9C17 . Cll . ol . ts 

Start 3637 

GI none 
Exons 



Seq. ID OJ991107_39.9C17.C11 
Strand 
End 

Method 
End 
Score 



8198 

TBLASTX : Soybean 

4443 

123 



3637. .3816, 3638. .3781, 3817. .3921, 3854. .3922, 3970. .4008, 
4021. .4062, 4072. .4284, 4073. .4276, 4308. .4442, 4318. .4443 



Seq. No. 16507 

Gene No. 34813 

Start 3631 

Name OJ991107_39 . 9C17 . Cll . ol 

Start 3728 

GI none 

Exons 3728.. 3781, 3817.. 3921, 
4076. .4279, 4278. .4442, 



Seq. ID OJ991107_39.9C17.C11 
Strand 

End 8198 

.tc Method TBLASTX: Cress 

End 4443 

Score 51 
3854. .3961, 3970. .4062, 4072. .4284, 
4318. .4443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16507 Seq. ID OJ991107_39 . 9C17 . Cll 

34813 Strand 

3631 End 8198 

OJ991107_39. 9C17.Cll.o2.np Method AAT/NAP 

7164 End 819.8 

6630696 Score 1736 

7164. .8198 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


16507 






Gene No. 


34813 






Start 


3631 






Name 


OJ991107 39, 


■9C17, 


.Cll.ol 


Start 


7300 






GI 


none 






Exons 


7300. .7686, 


7302, 


. .7685, 


Seq. No. 


16507 






Gene No. 


34813 






Start 


3631 






Name 


OJ991107 39. 


, 9C17. 


.Cll.o3 


Start 


7428 







Seq. ID OJ991107_39. 9C17.C11 
Strand 

End 8198 

•tw Method TBLASTX : Wheat 

End 7775 

Score 399 
7701. .7775, 7702. .7770, 7715. .7774 

Seq. ID OJ991107_39.9C17.C11 
Strand 

End 8198 

.ts Method TBLASTX: Soybean 

End 7769 



17061 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exorts 



none Score 92 

7428..7637, 7507. .7632, 7656. .7769, 7666. .7734 



16507 
34813 
3631 

OJ991107_39 . 9C17 . Cll . o2 . tm 

7631 

none 



Seq. ID OJ991107_39.9C17.C11 
Strand 

End 8198 

Method TBLASTX: Maize 

End 8003 

Score 105 



7631. .7879, 7632. .8003, 7633. .7980 



16507 
34813 
3631 

OJ991107_39.9C17.Cll.o2.ts 

7779 

none 



Seq. ID OJ991107_39.9C17.C11 
Strand 

End 8198 

Method TBLASTX : Soybean 

End 8130 

Score 72 



7779. .7961, 7782. .7970, 7783. .7971, 7966. .8130, 7971. .8129 



16507 
34813 
3631 

OJ991107_39. 9C17.Cll.o2.tw 

7980 

none 

7980. .8189 



Seq. ID OJ991107_39. 9C17.C11 
Strand 

End 8198 

Method TBLASTX : Wheat 

End 8189 

Score 174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
'Start 
GI 

Exons 
Seq. No. 



16508 
34814 
1 

OJ991107_39. 9C17.C12.ol.np 
1 

6630696 
1. .2299 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ991107_39.9C17.C12 
Strand 

End 2299 

Method AAT/NAP 

End 2299 

Score 3905 



16508 
34814 
1 

OJ991107_39. 9C17.C12.ol.gp 
1368 

101595^1. R1084 
1368. .1442, 1557. .2257 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. ID OJ991107_39.9C17.C12 
Strand 

End 2299 

Method AAT/GAP 

End 2257 

Score 1395 



16508 
34815 
4429 

OJ991107_39. 9C17.C12.ol . tw 
1 

none 



Seq. ID OJ991107_39.9C17.C12 
Strand 

End 5902 

Method TBLASTX : Wheat 

End 672 

Score 101 



1..672, 2. .106, 31. .171, 199. .450, 206. .664 

16508 Seq. ID OJ991107_39.9C17.C12 



17062 




Gene No. 


34815 




Strand 




Start 


4429 




End 


5902 


Name 


OJ991107 39.9C17.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


322 




End 


720 


GI 


none 




Score 


101 


Exons 


322. .495, 499. .720, 503 


. .718 






Seq. No. 


16508 




Seq. ID 


OJ991107_39.9C17.C12 


Gene No. 


34815 




Strand 




Start 


4429 




End 


5902 


Name 


OJ991107 39.9C17.C12.o3 


.tm 


Method 


TBLASTX :Maize 


Start 


508 




End 


971 


GI 


none 




Score 


72 


Exons 


508. .771, 515. .733, 750 


. . 971 






Seq. No. 


16508 




Seq. ID 


OJ991107_39.9C17.C12 


Gene No. 


34815 




Strand 




Start 


4429 




End 


5902 


Name 


OJ991107 39.9C17.C12.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


673 




End 


864 


GI 


none 




Score 


110 


Exons 


673. .768, 674. .769, 699 


. .776, 


699. .791 


, 750. .863, 769. .864 


Seq. No. 


16508 




Seq. ID 


OJ991107_39.9C17.C12 


Gene No. 


34815 




Strand 




Start 


• 4429 




End 


5902 


Name 


OJ991107 39.9C17.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1083 




End 


1427 


GI 


none 




Score 


367 


Exons 


1083. .1124, 1153. .1425, 


1153. 


.1425, 1154. .1426, 1154. .1426, 




1155. .1427 








Seq. No. 


16508 




Seq. ID 


OJ991107_39.9C17.C12 


Gene No. 


34815 




Strand 




Start 


4429 




End 


5902 


Name 


OJ991107 39.9C17.C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1949 




End 


2257 


GI 


none 




Score 


131 


Exons 


1949. .2257, 1952. .2143, 


2014. 


.2157, 2028. .2192 


Seq. No. 


16508 




Seq. ID 


OJ991107_39.9C17.C12 


Gene No. 


34815 




Strand 




Start 


4429 




End 


5902 


Name 


OJ991107 39.9C17.C12.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2008 




End 


2405 


GI 


none 




Score 


161 


Exons 


2008. .2190, 2009. .2293, 


2028. 


.2219, 2270. .2404, 2307. .2405 


Seq. No. 


16508 




Seq. ID 


OJ991107_39.9C17.C12 


Gene No. 


34815 




Strand 




Start 


4429 




End 


5902 


Name 


OJ991107 39.9C17.C12.o2 


.gs 


Method 


GEN SCAN 


Start 


4429 




End 


5902 


GI . 


none 




Score 


.8 


Exons 


4429. .4638, 4817. .4980, 


5152. 


.5235, 5787.. 5902 



Seq. No. 16508 Seq. ID OJ991107_39.9C17.C12 



17063 




Gene No. 


34815 




Strand 






Start 


4429 




-End 


5902 




Name 


OJ991107 39.9C17.C12.o4 


. tm 


Method 


TBLASTX : 


Maize 


Start 


4480 




End 


5227 




GI 


none 




Score 


96 




Exons 


4480. .4596, 4597. .4638, 


4814 . 


. .4954, 4988. .5068, 


5153. .5227 


.Seq. No. 


16509 




Seq. ID 


ojy y i iu / 


_39.9C17.C13 


Gene No. 


34816 




Strand 


+ 




Start 


66 




End 


657 




Name 


OJ991107 39.9C17.C13.ol 


.gs 


Method 


GENSCAN 




Start 


66 




End 


ob / 




GI 


none 




Score 






Exons 


66. .184, 651. .657 










Seq. No. 


16509 




beq. id 


a TQQ1 T r\~l 


_39.9C17.C13 


Gene No. 


34817 




Strand 






Start 


941 




End 


6912 




Name 


OJ991107 39.9C17.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


899 




End 


1793 




GI 


none 




Score 


890 




Exons 


899. .1280, 1721. .1793 










Seq. No. 


16509 




Seq. ID 


OJ991107 


_39.9C17.C13 


Gene No. 


34817 




Strand 






Start 


941 




End 


6912 




Name 


OJ991107 39.9C17.C13.o2 


.gs 


Method 


GENSCAN 




Start 


941 




End 


6625 




GI 


none 




Score 


.44 




Exons 


941. .1280, 1596. .1678, 


1721. . 


.1846, 3361. .3573, 


4204. .4260, 




4884. .4915, 5853. .5974, 


6567. 


, . 6625 






Seq. No. 


16509 




Seq. ID 


OJ991107 


_39.9C17.C13 


Gene No. 


34817 




Strand 






Start 


941 




End 


6912 




Name 


OJ991107 39.9C17.C13.ol 


. np 


Method 


AAT/NAP 




Start 


1757 




End 


6912 




GI 


1617272 




Score 


501 




Exons 


1757. .1846, 1922. .2014, 


2277. 


. .2838, 3235. .3284, 


3415. .3595, 




3718.. 3801, 4109.. 4176, 


4502. 


.4639, 4788. .4870, 


6888. .6912 


GI Descrip. 


(Z72151) AMP-binding protein 


[Brassica 


napus] 




Seq. No. 


16509 




Seq. ID 


OJ991107 


_39.9C17.C13 


Gene No. 


34817 




Strand 






Start 


941 




End 


6912 




Name 


OJ991107 39.9C17.C13.o2 


.gp 


Method 


AAT/GAP 




Start 


4521 




End 


6912 




GI 


none 




Score 


936 




Exons 


4521.. 4910, 6562.. 6654, 


6742. 


.6803, 6873. .6912 




Seq. No. 


16510 




Seq. ID 


OJ991107 


_39.9C17.C14 


Gene No. 


34818 




Strand 






Start 


1 




End 


452 




Name 


OJ991107 39.9C17.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


445 




GI 


uC-osroM202011b08bl 




Score 


821 




Exons 


1. .445 











17064 




GI Descrip. 1 4 678323/emb | CAB4 1134 . 1 1 l.Oe-13 (AL049658) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 


16510 




Seq. ID 


OJ991107_39.9C17.C14 


Gene No. 


34818 




Strand 




Start 


1 




End 


452 


Name 


OJ991107 39.9C17.C14.ol. 


.gs 


Method 


GEN SCAN 


Start 


24 




End 


425 


GI 


none 




Score 


.85 


Exons 


24. .151, 268..42S 








Seq. No. 


16510 




Seq. ID 


OJ991107 39.9C17.C14 


Gene No. 


34818 




Strand 


- 


Start 


1 




End 


452 


Name 


OJ991107 39.9C17.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


148 




End 


452 


GI 


none 




Score 


173 


Exons 


148. .183, 184. .300, 185. 


.319, 186. .299 


, 343. .450, 351. .452, 




OO J . . 4ol 








Seq. No. 


16511 




Seq. ID 


OJ991107_39.9C17.C15 


Gene No. 


- 34819 




Strand 


- 


Start 


130 




End 


320 


Name 


OJ991107 39.9C17.C15.ol. 


gs 


Method 


GENSCAN 


Start 


130 




End 


320 


GI 


none 




Score 


. 67 


Exons 


130. .229, 256. .320 








Seq. No. 


16512 




Seq. ID 


OJ991107_39.9C17.C16 


Gene No. 


34820 




Strand 




Start 


1 




End 


590 


Name 


OJ991107 39.9C17.C16.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


241 


GI 


uC-osflcypl4 3al0bl 




Score 


321 


Exons 


1. .241 








GI Descrip. 


•3738306 1.0e-45 (AC005309) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


16512 




Seq. ID 


OJ991107_39.9C17.C16 


Gene No. 


34820 




Strand 




Start 


1 




End 


590 


Name 


OJ991107 39.9C17.C16.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


590 


GI 


3738306 




Score 


189 


Exons 


1. .590 








GI Descrip. 


(AC005309) putative serine 


protease [Arabidopsis thaliana] 


Seq. No. 


16512 




Seq. ID 


OJ991107_39.9C17.C16 


Gene No. 


34820 




Strand 




•Start 


1 




End 


590 


Name 


OJ991107 39.9C17.C16.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6 




End 


269 


GI 


none 




Score 


53 


Exons 


6. .95, 34. .159, 39. .122, 


47 


..160, 166. 


.267, 198. .269 


Seq. No. 


16512 




Seq. ID 


OJ991107_39.9C17.C16 


Gene No. 


34820 




Strand 





17065 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991107_39. 9C17.C16.ol.tm 
34 

none 



End 

Method 

End 

Score 



590 

TBLASTX: Maize 

341 

121 



34. .159, 45. .158, 47. .160, 154. .291, 213. .341, 219. .329 



16513 
34821 
72 

OJ991107_38. 9C13.Cl.ol.gs 
72 

none 

72. .237, 554. .676, 1413. .1535, 1834. .1956, 2252. .2374, 
2676. .2804, 2904. .3005 



Seq. ID OJ991107_38.9C13.C1 

Strand' + 

End 3005 

Method GENSCAN 

End 3005 

Score .79 



Seq. No. 16514 
Gene No. 34822 
Start 1 

Name OJ991107_38 . 9C13 . C2 . ol . np 

Start 1 
GI 5257263 
Exons 1..34, 877.. 1256, 1310.. 1694 

GI Descrip. (AP000364) EST AU029260 (E30024 ) corresponds to a region of the 
-predicted gene.; Similar to Arabidopsis thaliana rd22 gene. 
(D10703) [Oryza sativa] 



Seq. ID OJ991107_38. 9C13.C2 

Strand + 

End 1709 

Method AAT/NAP 

End 1694 

Score 253 



Seq. No. 


16514 




Seq. ID 


OJ991107_38 


. 9C13 


.C2 


Gene No. 


34822 




Strand 


+ 






Start 


1 




End " 


1709 






Name 


OJ991107 38 


. 9C13.C2.ol.gs 


Method 


GENSCAN 






Start 


882 




End 


1709 






GI 


none 




Score 


.69 






Exons 


882. . 1709 












Seq. No. 


16514 




Seq. ID 


OJ991107_3.8? 


^C13 


*C2 


Gene No. 


34823 




Strand 


+ :r 






Start 


2011 




End 


697 6 






Name 


OJ991107 38 


. 9C13.C2.o2.np 


Method 


AAT/NAP 






Start 


2011 




End 


3319 






GI 


5777617 




Score 


103 






Exons 


2011. .2042, 


3196. .3319 










GI Descrip. 


(AJ245900) 


CAA30375.1 protein [Oryza sativa] 






Seq. No. 


16514 




Seq. ID 


OJ991107_38, 


. 9C13 


.C2 


Gene No. 


34823 




Strand 


+ 






Start 


2011 




End 


6976 






Name 


OJ991107 38 


. 9C13.C2.o4.np 


Method 


AAT/NAP 






Start 


2740 




End 


6976 






GI 


6899926 




Score 


42 


i 




Exons 


2740. .2788, 


4574. .4731, 6908 


. . 6976 








GI Descrip. 


(AL138651) 


putative protein 


[Arabidops 


is thaliana] 






Seq. No. 


16514 




Seq. ID 


OJ991107_38< 


. 9C13 


.C2 


Gene No. 


34824 




Strand 


+ 






Start 


9615 




End 


10794 






Name 


OJ991107 38 


.9C13.C2.o5.np 


Method 


AAT/NAP 






Start 


9615 




End 


10794 







17066 




GI 6539588 Score 167 

Exons 9615.. 9916, 10726.. 10794 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16514 
34825 
2823 

OJ991107_38 .9C13.C2.ol. tm 

832 

none 



Seq. ID OJ991107_38.9C13.C2 
Strand 

End 6105 

Method TBLASTX : Mai ze 

End 1688 

Score 37 

1142, 1163.. 1258, 



832. .876, 900. .1100, 914. .1093, 1104, 
1164. .1259, 1299. .1337, 1400. .1453, 1401. .1511, 1535. .1633, 
1536.. 1634, 1622.. 1687, 1632.. 1688, 1632.. 1688 



Seq. No. 


16514 




Seq. ID 


OJ991107_38.9C13.C2 


Gene No. 


34825 




Strand 




Start 


2823 




End 


6105 


Name 


OJ991107 38 


.9C13.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


938 




End 


1259 


GI 


none 




Score 


200 


Exons 


938. .1141, 


939.. 1142, 1026. 


.1142, 1163 


..1258, 1164. .1259 


Seq. No. 


16514 




Seq. ID 


OJ991107_38.9C13.C2 


Gene No. 


34825 




Strand 




Start 


2823 




End 


6105 


Name 


OJ991107 38 


. 9C13.C2.o2.gs 


Method- 


GENSCAN 


Start 


2823 




End 


6105 


GI 


none 




Score 


. 64 



Exons 2823.. 3070, 3473.. 3694, 3882.. 3981, 4079.. 4357, 4375.. 4883, 

5349. .5486, 6036. .6105 



Seq. No. 16514 

Gene No. 34825 

Start 2823 

Name OJ991107_38 . 9C13 . C2 . o3 . np 

Start 3871 

GI 5596481 

Exons 3871. .3981, 4079. .4476 
GI Descrip. (AL096882) putative protein 

Seq. No. 16514 

Gene No. -34825 

Start 2823 

Name OJ991107_38 . 9C13 . C2 . ol . tc 

Start 3949 

GI none 

Exons 3949.. 3984, 3950.. 3991, 4079. 
4248. .4358 



Seq. ID OJ991107_38.9C13.C2 
Strand 

End 6105 

Method AAT/NAP 

End 4476 

Score 394 

[Arabidopsis thaliana] 

Seq. ID OJ991107_38.9C13.C2 
Strand 

End 6105 

Method TBLASTX : Cress 

End 4360 

Score 43 

,4120, 4080. .4121, 4106. .4360, 



Seq. No. 16514 

Gene No. 34825 

Start 2823 

Name OJ991107_38 . 9C13 . C2 . ol . ts 

Start 4079 

GI none 

Exons 4079.. 4135, 4169.. 4360, 4248, 



Seq. ID OJ991107_38.9C13.C2 
Strand 

End 6105 

Method TBLASTX : Soybean 

End 4 4 67 

Score 93 
.4358, 4345. .4467 



17067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16514 
34825 
2823 

OJ991107_38 .9C13.C2.o2. tm 
4196 
none 



Seq. ID OJ991107_38.9C13.C2 
Strand 

End 6105 

Method TBLASTX : Maize 

End 4470 

Score 145 



4196. .4360, 4242. .4358, 4345. .4470, 4361. .4456 



16515 
34826 
421 

OJ991107_38. 9C13.C3.ol.gs 

421 

none 

421. .497 



Seq. ID OJ991107_38.9C13.C3 

Strand + 

End 4 97 

Method GENSCAN 

End 4 97 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991107 38.9C13.C3 



16515 Seq. ID 

34827 Strand 

1 End 534 

OJ991107_38. 9C13.C3.ol.np Method AAT/NAP 

1 End 534 

6525246 Score 103 
1..212, 416. .534 

(U12390) beta-galactosidase alpha peptide [Cloning vector 
pSportl] 



16516 Seq. ID 

34828 Strand 

5205 End 

OJ991107_38 . 9C13 . C4 . o3 . gs Method 

5205 End 

none Score 



OJ991107_38.9C13.C4 
+ 

7466 
GENSCAN 
7466 
. 93 



5205. .5336, 5562. .5813, 5961. .6148, 7220. .7466 



16516 Seq. * ID 

34829 Strand 

8167 End 

OJ991107_38 . 9C13 . C4 . o4 . gs Method 

8167 End 

none Score 

8167. .8301, 8350. .8385, 8652. .8717 



OJ991107_38.9C13.C4 
+ 

8717 
GENSCAN 
8717 
.'91 



OJ991107 38.9C13.C4 



16516 Seq. ID 

34830 Strand 
402 End 857 

OJ991107_38. 9C13.C4 .ol.gp Method AAT/GAP 

402 End 857 

40099_1.R1084 Score 881 

402.. 857 . } 

f 3877655/emb | CAA96657.il 1.0e-22 (Z72511) possible zinc finger 
protein; cDNA EST EMBL:M89115 comes from this gene; cDNA EST 
EMBL:D71533 comes from this gene; cDNA EST EMBL:D72314 comes 
from this gene; cDNA EST EMBL:D75164 comes from this gene; cDNA 
EST EMBL: ' 



Seq. No. 
Gene No. 



16516 
34831 



Seq. ID 
Strand 



OJ991107 38.9C13.C4 



17068 




otart 


O A A "3 






End 


4759 


Name 


OJ991107 38 


-9C13 


.C4 .ol.np 


Method 


AAT/NAP 


Start 


2443 






End 


4749 


GI 


4850403 






Score 


94 


Exons 


2443. .2467, 


4452 


. .4749 






GI Descrip. 


(AC007357) 


F3F19 


.23 [Arabidopsis thaliana] 


Seq. No. 


16516 






Seq. ID 


OJ991107 


Gene No. 


34831 






Strand 




Start 


2443' 






End 


4759 


Name 


OJ991107 38 


-9C13 


.C4 .o2 .gs 


Method 


GENS CAN 


Start 


3415 






End 


4759 


GI 


none 






Score 


.63 


Exons 


3415. .3983, 


4204 


. .4759 







Seq. No. 16516 Seq. ID 

Gene No. 34832 Strand 

Start 5526 End 7063 

Name OJ991107_38 . 9C13 .C4 . o2 . np Method AAT/NAP 

Start 5526 End 7063 

GI 5042463 Score 130 

Exons 5526.. 5828, 5933.. 6014, 6065.. 6201, 6854.. 7063 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 



OJ991107 38.9C13.C4 



Seq. No. 16516 

Gene No. '34833 

Start 10177 

Name OJ991107_38 . 9C13 . C4 . ol . tm 

Start 1 

GI none 

Exons 1..54, 2. .70, 3. .71, 3. .71, 
511. .567 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_38. 9C13.C4 
13061 

TBLASTX: Maize 

567 

90 



256. .567, 256. .480, 258. .566, 



Seq. No. 16516 

Gene No. 34833 

Start 10177 

Name OJ991107_38 . 9C13 . C4 . ol . ts 

Start 3 

GI none 

Exons 3. .65, 4. .54, 252. .455, 256. .456 



Seq. ID OJ991107_38. 9C13.C4 
Strand 

End 13061 

Method TBLASTX : Soybean 

End 456 

Score 80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16516 
34833 
10177 

OJ991107_38. 9C13.C4 .o5.gs 

10177 

none 



Seq. ID OJ991107__38. 9C13.C4 
Strand 

End 13061 

Method GENSCAN 

End 12856 

Score .82 



10177. .10266, 11238. .11445, 12721. .12856 



16516 Seq. ID 

34833 Strand 

10177 End 

OJ991107_38 .9C13.C4.o3. np Method 

11536 End 

6227002 Score 



OJ991107_38. 9C13.C4 

13061 
AAT/NAP 
13061 
139 



11536. .11555, 12726. .12871, 12950. .13061 

(AC009360) Contains a PF| 00097 Zinc finger, C3HC4 type (RING 



17069 



finger) domain. ESTs gb|N96912 and gb|AI994359 come from this 
gene. [Arabidopsis thaliana] 



OJ991107_38.9C13.C4 

13061 
AAT/GAP 
13061 
393 



Seq. No. 16516 Seq. ID 

Gene No. 34833 Strand 

Start 10177 End 

Name OJ991107_38 . 9C13 . C4 . o3 . gp Method 

Start 12762 End 

GI 2427787 Score 

Exons 12762. .12862, 12938.. 13061 

GI Descrip. 3877 655 /emb | CAA96657 . 1 | 1.0e-22 (Z72511) possible zinc finger 
protein; cDNA EST EMBL:M89115 comes from this gene; cDNA EST 
EMBL:D71533 comes from this gene; cDNA EST EMBL:D72314 comes 
from this gene; cDNA EST EMBL:D75164 comes from this gene; cDNA 
EST EMBL: 



Seq. No. 16517 Seq. ID OJ991107_38 . 9C13 . C5 

Gene No. 34834 Strand 

Start 1 End 742 

Name OJ991107_38 . 9C13 . C5 . ol . np Method AAT/NAP 

Start 1 End 4 68 

GI 6227002 Score 571 

Exons 1 . . 468 

GI Descrip. (AC009360) Contains a PF-| 00097 Zinc finger, C3HC4 type (RING 

finger) domain. ESTs gb|N96912 and gb|AI994359 come from this 
gene. [Arabidopsis thaliana] 



Seq. No. 


16517 








Seq. ID 


OJ991107 


_38.9C13, 


.C5 


Gene No. 


34834 








Strand 








Start 


1 








End " 


742 






Name 


OJ991107 


_38.9C13.C5, 


.ol. 


gs 


Method 


GENSCAN 






Start 


22 








End 


701 






GI 


none 








Score 


.52 






Exons 


22. .501, 


655. .701 














Seq. No. 


16517 








Seq. ID 


OJ991107 


_38. 9C13, 


.C5 


Gene No.' 


34834 








Strand 








Start 


1 








End 


742 






Name 


OJ991107 


38.9C13.C5, 


.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


118 








End 


471 




GI 


none 








Score 


225 






Exons 


118. .393, 


158. .469, 


160 


i. .471 










Seq. No. 


16517 








Seq. ID 


OJ991107 


_38.9C13, 


,C5 


Gene No. 


34834 








Strand 








Start 


1 








End 


742 






Name 


OJ991107 


38. 9C13.C5, 


.ol. 


gp 


Method 


AAT/GAP 






Start 


302 








End 


742 






GI 


none 








Score 


528 






Exons 


302. .501, 


655. .742 














Seq. No. 


16518 








Seq. ID 


OJ991107 


_38.9C13. 


.C6 


Gene No. 


34835 








Strand 


+ 






Start 


13 








End 


192 






Name 


OJ991107 


38. 9C13. C6. 


.ol. 


gs 


Method 


GENSCAN 






Start 


13 








End 


192 






GI 


none 








Score 


.88 







17070' 



Exons 



13. .192 



o e q . wo. 


1CC1Q 

IOjIo 








Seq. ID 


OJ991107 


Jo . 9C13 . C6 


Gene No. 


34836 








Strand 






Start 


2078 








End 


5800 




Name 


OJ991107 38 


-9C13 


.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1886 








End 


5800 




GI 


none 








Score 


1908 




Exons 


1886. .2162, 


2250 


. .2290, 


2368. 


.2414, 2631. .2798, 


3692. .3890, 




5516. .5800 












Seq. No. 


16518 








Seq. ID 


OJ991107 


_38.9C13.C6 




J *i O «J O 








Strand 






Start 


2078 








End 


5800 




Name 


OJ991107 38 


-9C13 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2073 








End 


5800 




GI 


6735307 








Score 


231 




Exons 


2073. .2162, 


2250 


. .2290, 


2368. 


.2453, 2631. .2798, 


3692. .3731, 




5735. .5800 












GI Descrip. 


(AL137080) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


16518 








Seq. ID 


OJ991107 


_38.9C13.C6 


Gene No. 


34836 








Strand 






Start 


2078 








End 


5800 




Name 


OJ991107 38 


.9C13, 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


2078 








End 


5689 




GI 


none 








Score 


.76 




Exons 


2078. .2200, 


2368, 


. .2414, 


2631 . 


.2798, 3731. .3905, 


5516. .5689 


Seq. No. 


16518 








Seq. ID 


OJ991107 


_38.9C13.C6 


Gene No. 


34836 








Strand 








ZU / O 








End 


5800 




Name 


OJ991107 38 


. 9C13, 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2114 








End 


3893 




GI 


none 








Score 


48 




Exons 


2114 . .2164, 


2114 . 


. .2164, 


2228. 


.2290, 2250. .2291, 


2369. .2398, 




2371. .2418/ 


2613. 


. .2798, 


2617. 


.2799, 2623. .2799, 


2624 . .2803, 




2627. .2803, 


3675, 


. .3767, 


3690. 


.3758, 3764. .3829, 


3774 . .3833, 




3852. .3893, 


3852. 


. .3893 










Seq. No. 


16519 








Seq. ID 


OJ991107_ 


_38.9C13.C7 


Gene No. 


34837 








Strand 


+ 




Start 


523 








End 


2230 




Name 


OJ991107 38 


.9C13. 


,C7.ol. 


gs 


Method 


GENSCAN 




Start 


523 








End 


2230 




GI 


none 








Score 


.52 




Exons 


523. .621, 2114. .2230 










Seq. No,. 


16519 








Seq. ID 


OJ991107_ 


_38.9C13.C7 


Gene No. 


34838 








Strand 


+ 




Start 


6590 








End 


10494 




Name 


OJ991107 38 


.9C13. 


C7.ol. 


np 


Method 


AAT/NAP- 




Start 


6590 








End 


10494 




GI 


6539553 








Score 


6443 




Exons 


6590. .10494 















GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 [ dbj | BAA88206 . 1 | (AP000837) 



17071 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


16519 








Seq. ID 


OJ991107_38. 9C13.C7 


Gene No. 


34839 








Strand 


+ 


Start 


11249 








End 


12006 


Name 


OJ991107 38 


.9C13. 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5778 








End 


9678 


GI 


none 








Score 


296 


Exons 


5778. .5831, 


5811. 


. .5897, 


9133. 


.9477, 9150.. 9173, 9280.. 9453 




9472. . 9678, 


9537 , 


. . 9668 








Seq. No. 


16519 








Seq. ID 


OJ991107 38.9C13.C7 


Gene No. 


34839 








Strand 


+ 


Start 


11249 - 








End 


12006 


Name 


OJ991107 38 


.9C13. 


,C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


6580 








End 


6881 


GI 


none 








Score 


165 


Exons 


6580. .6720, 


6581. 


, .6721, 


6720. 


.6881, 6750.. 6860 


Seq. No. 


16519 








Seq. ID 


OJ991107_38.9C13.C7 


Gene No. 


34839 








Strand 


+ 


Start 


11249 








End 


12006 


Name 


OJ991107 38 


. 9C13. 


,C7 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6726 








End 


7031 


GI 


none 








Score 


168 


Exons 


6726. .6902, 


6728. 


.6886, 


6888. 


.7028, 6892.. 7029, 6901.. 7026, 




6915. .7031 












Seq. No. 


16519 








Seq. ID 


OJ991107 38.9C13.C7 


Gene No. 


34839 








Strand 


+ 


Start 


11249 








End 


12006 


Name 


OJ991107 38 


.9C13. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7530 








End 


7852 


GI 


none 








Score 


280 


Exons 


7530 . .7850, 


7537 . 


.7851, 


7557 . 


.7850, 7691.. 7852 


Seq. No. 


16519 








Seq. ID 


OJ991107_38.9C13.C7 


Gene No. 


34839 








Strand 


+ 


Start 


11249 








End 


12006 


Name 


OJ991107 38 


.9C13. 


C7.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


7885 








End 


8265 


GI 


none 








Score 


84 


Exons 


7885. . 8034, 


8017 . 


.8265 








Seq. No. 


16519 








Seq. ID 


OJ991107_38.9C13.C7 


Gene No. 


34839 








Strand 


+ 


Start 


11249 








End 


12006 


Name 


OJ991107 38 


.9C13. 


C7.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7984 








End 


8322 


GI 


none 








Score 


268 


Exons 


7984. .8322, 


8059. 


.8301 " 








Seq. No. 


16519 








Seq. ID 


OJ991107J38. 9C13.C7 


Gene No. 


34839 








Strand 


+ 


Start 


11249 








End 


12006 


Name 


OJ991107 38. 


.9C13. 


C7.o5. 


tm 


Method 


TBLASTX: Maize 



17072 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8053 End 
none Score 

8053. .8487, 8304. .8462 

16519 

34839 Strand 
11249 End 
OJ991107_38 . 9C13.C7.o3.ts Method 
8275 End 
none Score 

8275. .8499, 8290. .8454, 8500. .8673 



8487 
285 



Seq. ID OJ991107_38.9C13.C7 
+ 

12006 

TBLASTX: Soybean 
8673 
181 



16519 
34839 
11249 

OJ991107_38, 

8323 

none 

8323. .8772, 
8919. .9077 



Seq. ID OJ991107_38. 9C13.C7 

Strand + 

End 12006 

Method TBLASTX: Wheat 

End 9078 

Score 590 
8331. .8807, 8831. .9061, 8869. .9078, 8897. .9058, 



9C13.C7.ol.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16519 
34839 
11249 

OJ991107_38 . 9C13 . C7 . ol . ts 
8998 

5509260 . 



Seq. ID OJ991107_38. 9C13.C7 

Strand + 

End 12006 

Method TBLASTX : Soybean 

End 94 62 

Score 34 6 



1998. .9462, 9093. .9311, 9139. .9441, 9384. .9443 



16519 
34839 
11249 

OJ991107_38.9C13.C7.ol.tc 

9093 

none 

9093. .9263, 9094. .9342 

16519 
34839 
11249 

OJ991107__38 . 9C13 . C7 . o2 . tm 

9133 

none 

9133. .9597, 9148. .9450 

16519 
34839 
11249 

OJ991107_38 . 9C13.C7 .o2. ts 

953i 

none 

9531.. 9731, 9532.. 9876 

16519 
34839 
11249 



Seq. ID OJ991107_38.9C13.C7 

Strand + 

End 12006 

Method TBLASTX: Cress 

End 9342 

Score 252 



Seq. ID OJ991107_38 . 9C13.C7 

Strand + 

End 12006 

Method TBLASTX : Mai ze 

End 9597 

Score 339 



Seq. ID OJ991107_38.9C13.C7 

Strand + 

End 12006 

Method TBLASTX: Soybean 

End 9876 

Score 311 



Seq. ID OJ991107_38.9C13.C7 
Strand + 
End 12006 



17073 



Name O J9 9 1 1 0 7_3 8.9C13.C7.o4.tm 

Start 9687 

GI none 

Exons 9687.. 10025, 9688.. 10026 

Seq. No. 16519 

Gene No. 34839 

Start 11249 

Name OJ991107_38 . 9C13 . C7 . o2 . tw 

Start 9882 

GI none 
Exons 



Method 

End 

Score 



TBLASTX: Maize 

10026 

304 



Seq. ID OJ991107_38.9C13.C7 
Strand 
End 

Method 
End 
Score 



+ 

12006 

TBLASTX: Wheat 

10358 

97 



9882.-9953, 9883. .9957, 9888. .9971, 9971. .10279, 9972. .10358, 
9973. .10320 



Seq. No. 


16519 




Seq. ID 


OJ991107_38.9C13.C7 


Gene No. 


34839 




Strand 


+ 


Start 


11249 




End 


12006 . 


Name 


OJ991107 38.9C13.C7 


.o4 . ts 


Method 


TBLASTX: Soybean 


Start 


9889 




End 


10230 


GI 


none 




Score 


92 


Exons 


9889. .10002, 9915.. 


9995, 10021. .10230, 


10021. .10209 


Seq. No. 


16519 




Seq. ID 


OJ991107_38.9C13.C7 


Gene No. 


34839 




Strand 


+ 


Start 


11249 




End 


12006 


Name 


OJ991107 38.9C13.C7 


.o3.gs 


Method 


GENSCAN 


Start 


11249 . 




End 


12006 


GI 


none 




Score 


.54 


Exons 


11249. .11589, 11729 


. .12006 






Seq. No. 


16520 




Seq. ID 


OJ991107_38.9C13.C8 


Gene No. 


34840 




Strand 


+ 


Start 


523 




End 


8969 


Name 


OJ991107 38.9C13.C8 


. ol . gs 


Method 


GENSCAN 


Start 


523 




End 


8969 


GI 


none 




Score 


.79 


Exons 


523. .576, 2840. .288: 


8, 3131. 


.3282, 3322 


..3618, 3769. .3806, 



5164. .5266, 7263. .7379, 7486. .7526, 7783. .7884, 7972. .8188, 
8319. .8546, 8628. .8755, 8852. .8969 



Seq. No. 16520 
Gene No. 34840 
Start 523 

Name OJ991 107_38 . 9C13 . C8 . ol . ts 

Start 5183 
GI none 

Exons 5183.. 5269, 5194.. 5271, 5296. 

5547. .5675, 5548.. 5676, 6210. 
6449.. 6553, 6457.. 6552 



Seq. ID OJ991107_38. 9C13.C8 

Strand + 

End 8969 

Method TBLASTX: Soybean 

End 6553 

Score 81 

.5466, 5356. .5472, 5361. .5477, 
.6341, 6217. .6312, 6389. .6445, 



Seq. No. 16520 

Gene No. 34840 

Start 523 

Name OJ991107_38 . 9C13 . C8 . ol . tc 

Start 5356 

GI none 

Exons 5356.. 5466, 5361.. 5471, 5556. 



Seq. ID OJ991107_38. 9C13.C8 

Strand + 

End 8969 

Method TBLASTX : Cress 

End 6490 

Score 140 

,5675, 5557.. 5670, 6183.. 6302, 



17074 




6208.. 6303, 6404.. 6490 



Seq. No. 16520 

Gene No. 34840 

Start 523 

Name OJ991107_38 . 9C13 . C8 . o2 . 

Start 8005 

GI . none . 

Exons 8005.. 8202, 8006.. 8194, 

Seq. No. 16521 
Gene No. 34841 
Start 53 

Name OJ991107_38 . 9C13 . C9 . ol . 

Start 53 
GI none 

Exons 53.. 208, 734.. 935, 1188 

1837.. 2007, 2869.. 3037, 
5082.. 5176, 5324.. 6222, 

Seq. No. 16521 
Gene No. 34841 
Start 53 

Name OJ991107_38 . 9C13 . C9 . o2 . 

Start 848 
GI none 

Exons 848.. 937, 848.. ''943, 118 

1487. .1576, 1612. .1746, 
1835. .1879 

Seq. No. 16521 

Gene No. 34841 

Start 53 

Name OJ991107_38 . 9C13 . C9 . o3 . 

Start 1880 

GI none 

Exons 1880.. 1999, 1880.. 2008, 
3147. .3179, 3356. .3427, 

Seq. No. 16521 
Gene No. 34841 
Start 53 

Name OJ991107_38 . 9C13 . C9 . o2 . 

Start 2933 
GI none 

Exons 2933.. 3037, 2933.. 3037, 

3363.. 3410, 3363.. 3407, 
5079. .5177, 5080. .5178, 
5352.. 5516 

Seq. No. 16521 

Gene No. 34841 

Start 53 

Name OJ991107_38 . 9C13 . C9 . ol . 

Start 5353 

GI none 

Exons 5353.. 5424, 5364.. 5423, 




Seq. ID OJ991107_38.9C13.C8 

Strand + 

End 8969 

ts Method TBLASTX : Soybean 

End 8380 

Score 207 
8057.. 8203, 8300.. 8380, 8313.. 8378 

Seq. ID OJ991107_38.9C13.C9 
Strand + 
End 7 94 7 

gs Method GEN SCAN 

End 7747 
Score .88 
..1401, 1489.. 1568, 164.3.. 1760, 
3149. .3192, 3365. .3407*, 3488. .3633, 
7285. .7563, 7652. .7747 

Seq. ID OJ991107_38. 9C13.C9 

Strand + 

End 7947 
ts Method TBLASTX : Soybean 

End 1879 

Score 106 
6. .1413, 1187. .1402, 1486. .1572, 
1641. .17 60-, 1642. .17 61, 1834. . 187 8, 



Seq. ID OJ991107_38.9C13.C9 
Strand + 
End 7947 
ts Method TBLASTX : Soybean 

End 3573 
Score 89 
1881.. 2006,- 2873.. 3037, 2875.. 3039, 
3357. .3410, 3485. .3556, 3487. .3573 

Seq. ID OJ991107_38. 9C13.C9 

Strand + 

End 7947 
tm Method TBLASTX : Maize 

End 5517 

Score 129 
2935.. 3039, 3149.. 3190, 3355.. 3405, 
3485. .3634, 3485. .3637, 5076. .5177, 
5319.. 5513, 5323.. 5517, 5323.. 5397, 



Seq. ID OJ991107_38. 9C13.C9 

Strand + 

End 7947 

ts Method TBLASTX : Soybean 

End 6204 

Score 72 
5469. .5705, 5491. .5721, 5689. .5874, 



17075 





5699. . 6040, 


5703. . 6200, 5704 


. . 6204 






Seq. No. 


16521 




Seq. ID 


OJ991107 


38 . 9C13 


Qene No. 


34841 




Strand 


+ 




Start 


53 




End 


7947 




Name 


OJ991107 38. 


, 9C13.C9.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


5655 




End 


7750 




GI 


none 




Score 


579 




Exons 


5655. . 6224, 


5655. . 6224, 5656 


. .6225, 5663. .6226, 


7277 . . 7 




7279. .7350, 


7282. .7365, 7287 


. .7364, 7365. .7475, 


7367 . . 7 




7377 . .7562, 


7378 . .7566, 7510 


. .7569, 7650. .7748, 


7651 . . 7 




7655. .7750, 


7670. .7747 








Seq. No. 


16521 




Seq. ID 


OJ991107 


_38.9C13 


Gene No. 


34841 




Strand 


+ 




Start 


53 




End 


7947 




Name 


OJ991107 38. 


9C13.C9.ol.gp 


Method 


AAT/GAP 




Start 


7280 




End 


7947 




GI 


none 




Score 


707 




Exons 


7280. .7563, 


7652 . . 7756, 7926 


. .7947 






Seq. No. 


16522 




Seq. ID 


OJ991107 


_38.9C13 


Gene No. 


34842 




Strand 


+ v 




Start 


198 




End 


2552 




Name 


OJ991107 38. 


9C13.C10.ol.gp 


Method 


AAT/GAP 




Start 


198 




End 


2451 




GI 


10871 2.R1084 


Score 


815 




Exons 


198. .325, 1597. .1678, 1885.. 


2006, 2113. 


.2205, 2360.. 245 


GI Descrip. 


'559330/dbj I 


BAA07526I 5.0e-l'4 (D38521) 


The ha0919 gene ] 




is novel. [Homo sapiens]' 








Seq. No. 


16522 




Seq. ID 


OJ991107 


_38.9C13 


Gene No. 


34842 




Strand 


+ 




Start 


198 




End 


2552 




Name 


OJ991107 38. 


9C13.C10.ol.gs 


Method 


GENSCAN 




Start 


751 




End 


2552 




GI 


none 




Score 


.88 




Exons 


751. .823, 1885. .2006, 2113.. 


2205, 2360. 


.2552 




Seq. No. 


16522 




Seq. ID 


OJ991107 


_38.9C13 


Gene No. 


34843 




Strand 


+ 




Start 


14006 




End 


20612 




Name 


OJ991107 38. 


9C13.C10.ol.np 


Method 


AAT/NAP 




Start 


14006 




End 


19990 




GI 


4972079 




Score 


109 




Exons 


14006. .14028 


:, 16082. . 16112, 


18385. .18738, 19943 


. .19990 


GI Descrip. 


(AL078469) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


16522 




Seq. ID 


OJ991107 


_38.9C13 


Gene No. 


34843 




Strand 


+ " 




Start 


14006 




End 


20612 




Name 


OJ991107 38. 


9C13.C10.o4 .gs 


Method 


GENSCAN 




Start 


19417 




End 


20612 




GI 


none 




Score 


.81 




Exons 


19417. .20319, 20346. .20520, , 


20548. .20612 




Seq. No. 


16522 




Seq. ID 


OJ991107_ 


_38.9C13 



17076 



<aene no . 


34844 






btranci 






Start 


4673 






End 


16994 




Name 


OJ991107 38. 


9C13.C10.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


132 






End 


335 




GI 


none 






Score 


269 




Exons 


132.. 335, 146.. 319, 204. 


.335-- 








Seq. No. 


16522 






Seq. ID 


OJ991107 


_38.9C13.C10 


Gene No. 


34844 






Strand 






Start 


4673 






End 


16994 




Naine 


OJ991107 38. 


9C13.C10.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


132 






End 


2642 




GI 


none 






Score 


216 




Exons 


132.. 326, 146.. 325, 1594 


..1683, 1595.. 


1678, 1882.. 2004, 




1884. .1961, 


2111. .2239, 


2116. 


.2217, 2357.. 2512, 


2358. .2513, 




2607. .2642 












Seq. No. 


16522 






Seq. ID 


OJ991107 


_38.9C13.C10 


Gene No. 


34844 






Strand 






Start 


4673 






End 


16994 




Name 


OJ991107 38. 


9C13.C10.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1908 






End 


2653 




GI 


* none 






Score 


123 




Exons 


1908.. 2006, 


1912. .2007, 


2119. 


.2202, 2131.. 2205, 


2132. .2212, 




2133. .2213., 


2303. .2332, 


2357. 


.2512, 2358. .2513, 


2360. .2515, 




2599. .2649, 


2603. .2653, 


2604. 


.2648 






Seq. No. 


16522 






Seq. ID 


OJ991107 


_38 . 9C13.C10 


Gene No. 


34844 






Strand 






Start 


4673 






End 


16994 




Name 


OJ991107 38. 


9C13.C10.o2. 


gs 


Method 


GEN SCAN 




Start 


4673 






End 


16994 




GI 


none 






Score 


.8 




Exons 


4673. .5976, 


10906. .11085, 13447. .13609 


, 16665.. 


16796, 




16911. . 16994 













OJ991107 38.9C13.C10 



Seq. No. 16522 Seq. ID _ 

Gene No. 34844 Strand 

Start 4673 End 16994 

Name OJ991107_38 . 9C13 . C10 . o2 . gp Method AAT/GAP 

Start 9496 End 9932 

GI 66825_1.R1084 Score 813 

Exons 9496. . 9932 

GI Descrip. ' 3877655/emb | CAA96657 . 1 | 1.0e-22 (Z72511) possible zinc finger 
protein; cDNA EST EMBL:M89115 comes from this gene; cDNA EST 
EMBL:D71533 comes from this gene; cDNA EST EMBL:D72314 comes 
from this gene; cDNA EST EMBL:D75164 comes from this gene; cDNA 
EST EMBL: ' 



Seq. No. 16522 

Gene No. 34845 

Start 18398 

Name OJ991107_38 . 9C13 . C10 . o3 . tm 

Start 18398 

GI none 

Exons 18398. .18460, 18454 18561, 
18700. . 18732, 18702.. 18728 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_38. 9C13.C10 
18732 

TBLASTX: Maize 

18732 

66 



18559. .18696, 18564 . . 18 692, 



17077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



16523 
34846 
1534 

OJ991107_38.9C13.Cll.ol.gs 

1534 

none 

1534. .1605,, 1871. .1951 



Seq. ID OJ991107_38.9C13.C11 

Strand + 

End 1951 

Method GENSCAN 

End 1951 

Score . 7 



16523 
34847 
1870 

OJ991107_38. 9C13.Cll.ol.np 
1870 
6815062 
1870. .2603 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. ID OJ991107_38.9C13.C11 

Strand + 

End 2603 

Method AAT/NAP 

End 2603 

Score 676 



L J 



; sr 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16523 
34847 
1870 

OJ991107_38 . 9C13 . Cll . ol . tm 

1915 

none 



Seq. ID OJ991107_38.9C13.C11 

Strand + 

End 2603 

Method TBLASTX : Mai ze 

End 2344 

Score 71 



1915. .1986, 2101. .2217, 2106. .2192, 2213. .2344, 2230. .2334 



16524 
34848 
3567 

OJ991107_38. 9C13.C12.o2.gs 

3567 

none 

3567.. 3747, 3817.. 4057, 4338, 

16525 
34849 
660 

OJ991107_38 . 9C13 . C13 . ol . gs 

660 

none 

660. .762 



Seq. ID OJ991107_38.9C13.C12 
Strand + 

4530 
GENSCAN 
4530 
.66 



End 

Method 
End 
Score 
,4530 



Seq. ID OJ991107_38.9C13.C13 

Strand + 

End 762 

Method GENSCAN 

End 7 62 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16526 
34850 
1 

OJ991107_38 . 9C13.C14 .ol.np 
1 

6227002 
1..90, 307. .501, 584. .711 
(AC009360) Contains a PF| 00097 Zinc 
finger) domain. ESTs gb|N96912 and 
gene. [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End ; 
Score 



OJ991107_ 
+ 

711 

AAT/NAP 

711 

370 



38.9C13.C14 



finger, C3HC4 type (RING 
gb|AI994359 come from this 



16526 
34850 



Seq. ID OJ991107_38.9C13.C14 
Strand + 



17078 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



711 

AAT/GAP 
711 
246 



OJ991107_38 . 9C13.C14 .ol.gp 
587 

2427787 
587. .711 

3877655/emb| CAA96657.il 1.0e-22 (Z72511) possible zinc finger 
protein; cONA EST EMBL:M89115 comes from this gene; cDNA EST 
EMBL:D71533 comes from this gene; cDNA EST EMBL:D72314 comes 
from this gene; cDNA EST EMBL:D75164 comes from this gene; cDNA 
EST EMBL: 



Seq. No. 16526 Seq. ID 

Gene No. 34851 Strand 

Start 250 End 

Name OJ991107_38 . 9C13 . C14 . ol . gs Method 

Start 250 End 

GI none Score 

Exons 250.. 375 



OJ991107_38.9C13.C14 
375 

GENSCAN 

375 

.7 



Seq. No. 


16526 




Seq. ID 


OJ991107_38.9C13.C14 


Gene No. 


34852 




Strand 




Start 


421 




End 


711 


Name 


OJ991107 


_38.9C13.C14.ol.ts i 


Method 


TBLASTX: Soybean 


Start 


421 




End 


711 


GI 


none 




Score ■ 


76 


Exons 


421. .504, 


422. .478, 424. .486, 


584 . .709, 


585. .710, 586. .711 


Seq. No. 


16527 




Seq. ID 


OJ991117 11.9C22.C1 


Gene No. 


34853 




Strand 


+ 


Start 


232 




End 


548 


Name 


OJ991117 


11.9C22.Cl.ol.gs 


Method 


GENSCAN 


Start 


232 




End 


548 


GI 


none 




Score 


.82 


Exons 


232. .548 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16528 Seq. ID OJ991117_Il.9C22.C2 

34854 Strand 
1 End 
OJ991117_ll . 9C22 . C2 . ol .np Method 
1 End 
1351999 Score 

1. .210, 238. .392, 1059. .1119, 1246. .1336, 1803. .1868 
HOMEOBOX PROTEIN ATH1 gi | 685234 | emb | CAA564 26 | (X80126) HI 
[Arabidopsis thaliana] gi | 3688 179 | emb | CAA21207 | (AL031804) 
homeobox gene ATH1 [Arabidopsis thaliana] 



OJ991117_ 
+ 

1868 
AAT/NAP 
1868 
307 

1336, 1803.. 



16528 Seq. ID 

34854 Strand 

1 End 

OJ991117_11.9C22.C2.ol.gs Method 

73 End 

none Score 



OJ991117_11.9C22.C2 
+ 

1868 
GENSCAN 
1358 
.88 



73. .392, 680. .719, 1059. .1119, 1246. .1358 



16528 
34855 
8345 



Seq. ID OJ991117_ll. 9C22.C2 
Strand + 
End 9969 



17079 




Name 


OJ991117 11 


.9C22 


.C2.o3. 


gs 


Method 


GENSCAN 


Start 


8345 








End 


9969 


GI 


none 








Score 


.72 


Exons 


8345. .8992, 


9826 


. . 9969 








Seq. No. 


16528 








Seq. ID 


OJ991117_ll. 9C22.C2 


Gene No. 


34856 








Strand 




Start 


_3307 








End 


3695 


Name 


OJ991117 11 


. 9C22 


.C2.o2. 


gs 


Method 


GENSCAN 


Start 


3307 






End 


3695 


GI 


none 








Score 


.63 


Exons 


3307. .3378, 


3612 


. .3695 








Seq. No. 


16528 








Seq. ID 


OJ991117_11.9C22.C2 


Gene No. 


34857 








Strand 




btart 


o j y u 








End 


8995 


Name 


OJ991117 11 


. 9C22 


.C2.o2. 


np 


Method 


AAT/NAP 


Start 


8390 








End 


8995 


GI 


3413709 








Score 


527 


Exons 


8390. .8995 












GI Descrip. 


(AC004747) : 


hypothetical 


. protein [Arabidopsis thaliana] 


Seq. No. 


16528 








Seq.' ID 


OJ991117_ll. 9C22.C2 


Gene No. * 


34857 








Strand 




Start 


8390 








End 


8995 


Name 


OJ991117-,,ll 


. 9C22 


.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


8627 








End 


8991 


GI 


5004384 








Score 


718 


Exons 


8627. .899T 












Seq. No. 


16528 








Seq. ID 


OJ991117_ll. 9C22.C2 


Gene No. 


34858 








Strand 




Start 


10861 








End 


10934 


Name 


OJ991117 11 


. 9C22 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1048 








End 


1344 


GI 


none 








Score 


73 


Exons 


1048. .1125, 


1057, 


. .1125i 


1240. 


.1344, 1243. .1320, 1245. .1343 


Seq. No. 


16528 








Seq. ID 


OJ991117_ll. 9C22.C2 


Gene No . 


34858 








Strand 




Start 


10861 








End 


10934 


Name 


OJ991117 11 


. 9C22, 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8429 








End 


8971 


GI 


none 








Score 


54 


Exons 


8429. .8500, 


8439. 


. .8495, 


8570. 


.8866, 8574. .8855, 8912. .8971 


Seq. No. 


16528 








Seq. ID 


OJ991117_ll. 9C22.C2 


Gene No. 


34858 








Strand 




Start 


10861 








End 


10934 


Name 


OJ991117 11 


. 9C22. 


,C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8591 








End 


8974 


GI 


none 








Score 


105 


Exons 


8591. .8737, 


8616. 


, .8738, 


8742. 


.8858, 8744. .8866, 8906. .8974 


Seq. No. 


16528 








Seq. ID 


OJ991117_ll. 9C22.C2 


Gene No. 


34858 








Strand 




Start 


10861 








End 


10934 



17080 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991117_ll . 9C22 . C2 . ol . tm Method TBLASTX : Mai ze 

8633 End 9013 

none Score 283 

8633.. 8866, 8634.-8867, 8909.. 9013, 8910.. 8933 



16528 Seq. ID 

34858 Strand 

108 61 : ; End 
OJ991117_ll. 9C22.C2.o4.gs Method 
10861 End 
none Score 
10861. .10934 



OJ991117_11.9C22.C2 

10934 
GENSCAN 
10934 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



16529 
34859 
721 

OJ991117_ll . 9C22 . C3 . ol . gs 

721 

none 



Seq. ID OJ991117_11.9C22.C3 

Strand + 

End 1708 

Method GENSCAN 

End 1708 

Score .49 



721. .798, 1320. .1520, 1550. .1708 



16529 
34860 
3521 

•OJ991117_ll. 9C22.C3.ol.np 
3521 
6069646 

3521.. 3541, 5352.. 5467, 75; 
(AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 



Seq.' ID 
Strand 
End 

Method 
End 
Score 
.7855, 



OJ991117 
+ 

9111 
AAT/NAP 
9111 
603 
8139. .9111 

transcriptase 
1 | (AP001129) 



11.9C22.C3 



Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



16529 
34861 
10131 

OJ991117_ll . 9C22 . C3 . o3 . gs 
10131 
none 
10131. 
11416. 
13190. 



,10240, 10405. .10644, 
11588, 11801. . 12076, 
13260, 13352. .13574, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10733 

12309 



OJ991117 11.9C22.C3 



17828 
GENSCAN 
15668 
.83 

10796, 11017. 
12378, 12490. 



14191. .15277, 15289. 



11322, 
13104, 
15668 



16529 
34861 
10131 

OJ991117JL1 . 9C22 . C3 . o2 . np 

1.0134 

2316016 

10134. .10240, 10405. . 10644, 
11416. .11630, 11801. .12095, 
13190. .13276, 13359. .13623, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 11.9C22.C3 



17828 
AAT/NAP 
17828 
2048 

10733. .10796, 11017. .11322, 
12214. .12378, 124 90. .13104, 
14191. . 15647, 17800. .17828 



GI Descrip. (U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



16529 
34862 



Seq. ID 

Strand 



OJ991117 11.9C22.C3 



17081 




Start 


17837 




End 


25328 




Name 


OJ991117 11.9C22.C3 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


7617 




End 


8069 




GI 


none 




Score 


319 




Exons 


7617. .8069 










Seq. No. 


16529 




Seq. ID 


OJ991117_ll. 9C22 


.C3 


Gene No . 


34862 




Strand 






Start 


17837 




End 


25328 




Name 


OJ991117 11.9C22.C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


7712 




End 


8135 




GI 


none 




Score 


238 




Exons 


7712. .8011, 7716. .8015, 8028. .8135 






Seq. No. 


16529 




Seq. ID 


OJ991117_ll. 9C22 


.C3 


Gene No . 


34862 




Strand 






Start 


17837 




End 


25328 




Name 


OJ991117 11.9C22.C3 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


8128 




End 


8409 




GI 


none 




Score 


180 




Exons 


8128. .8307, 8130. .8306, 8320. .8409 






Seq. No. 


16529 




Seq. ID 


OJ991117_ll. 9C22 


.C3 


Gene No . 


34 862 




Strand 






Start 


17837 




End 


25328 




Name 


OJ991117_ll.9C22.C3 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


8584 




End 


9012 




GI 


none 




Score 


281 




Exons 


8584. .9012, 8640. .8£ 


119 








Seq. No. 


16529 




Seq. ID 


OJ991117_ll. 9C22 


.C3 


Gene No. 


34862 




Strand 






C -|- -j >-+- 


17837 




End 


25328 




Name 


OJ991117 11.9C22.C3. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


10134 




End 


10802 




GI 


none 




Score 


218 




Exons 


10134. .10205, 10200. 


.10241, 


10393. .10587, 10394 .. 10645, 






10395. .106i3, 10418. 


.10645, 


10737. .10802, 10741. .107 97 




Seq. No. 


16529 




Seq. ID 


OJ991117_ll. 9C22 


.C3 


Gene No. 


34862 




Strand 






Start 


17837 




End 


25328 




Name 


OJ991117 11.9C22.C3. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


10147 




End 


15566 




GI 


none 




Score 


85 




Exons 


10147. .10242, 10149. 


.10241, 


10395. .10607, 10403. .10645, 






10451. .10645, 11017. 


.11325, 


11018. .11323, 11161. .11292, 






11410. .11586, 11414. 


.11551, 


11937. .12095, 12178. .12381', 






12475. .12699; - 12476. 


. 12553, 


12688. .128 


64, 12940. .13104, 






13187. .13276, 13362. 


.13541, 


13366. . 13467, 13519 13575, 






13530. .13574, 13573. 


.13635, 


14192. .14299, 14194. .14 388, 






14419. .14571, 14623. 


.14910, 


14 971. .1518 6, 154 32. .15566 




Seq. No. 


16529 




Seq. ID 


OJ991117_ll. 9C22 


,C3 


Gene No. 


34862 




Strand 






Start 


17837 




End 


25328 




Name 


OJ991117 11.9C22.C3. 


ol . tm 


Method 


TBLASTX: Maize 





17082 




Start 


10149 






End 


12381 


GI 


none 






Score 


122 


Exons 


10149. 


. 10241, 10397 


. . 10645, 


10401. . 10613, 10403. . 10648, 




10737. 


.10802, 11017 


. . 11325, 


11018. . 11302, 11410. . 11553, 




11414. 


.11551, 11797 


. .12096, 


11874 . . 121 


01, 12214 . . 12381 


Seq. No. 


16529 






Seq; ID 


OJ991117 11 . 9C22 


Gene No. 


34862 






Strand 




Start 


17837 






End 


25328 


Name 


OJ991117 11.9C22.C3 


. o2. tw 


Method 


TBLASTX: Wheat 


Start 


10469 






End 


13505 


GI 


none 






Score 


75 


Exons 


10469. 


.10645, 10473 


. . 10613, 


11017. .111 


72, 13365.. 13505 


Seq. No. 


16529 






Seq. ID 


OJ991117JL1. 9C22 


Gene No. 


34862 






Strand 




Start 


17837 






End 


25328 


Name 


OJ991117 11.9C22.C3 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


11011 






End 


11553 


GI 


none 






Score 


252 


Exons 


11011. 


.11325, 11018, 


. . 11308, 


11410. . 11553, 11414 . . 11551 


Seq. No. 


16529 






Seq. ID 


OJ991117_11.9C22 


Gene No. 


34862 






Strand 




Start 


17837 






End 


25328 


Name 


OJ991117 11.9C22.C3, 


. o3 . ts 


Method 


TBLASTX : Soybean 


Start 


• 11796 






End 


12687 


GI 


none 






Score 


74 


Exons 


11796. 


.12038, 11803, 


. . 12084, 


11874 . . 12101, 12214 . . 12381, 




12242. 


.12376, 12482, 


. . 12550, 


12487. . 12687 


Seq. No. 


16529 






Seq. ID 


OJ991117_11.9C22 


Gene No. 


34862 






Strand 




Start 


17837 






End 


25328 


Name 


OJ991117 11.9C22.C3, 


, o4 . tm 


Method 


TBLASTX: Maize 


Start 


. 12500 






End 


12673 


GI 


none 






Score 


208 


Exons 


12500. 


.12673, 12500, 


. . 12664, 


12502. .12672 


Seq. No. 


16529 






Seq. ID 


OJ991117JL1.9C22 


Gene No. 


34862 






Strand 




Start 


17837 






End 


25328 


Name 


OJ991117 11.9C22.C3, 


. o4 . ts 


Method 


TBLASTX : Soybean 


Start 


13185 






End 


13611 


GI 


none 






Score 


67 


Exons 


13185. 


.13277, 13187, 


, . 13276, 


13362. .135 


41, 13363. .13467, 




13573. 


.13611 








Seq. No. 


16529 






Seq. ID 


OJ991117_ll. 9C22 


Gene No. 


34862 






Strand 




Start 


17837 






End 


25328 


Name 


OJ991117 11.9C22.C3. 


, o5 . tm 


Method 


TBLASTX: Maize 


Start 


13362 






End 


13541 


GI 


none 






Score 


82 


Exons 


13362. 


. 13541, 13363. 


.13467 






Seq. No. 


16529 






Seq. ID 


OJ991117_ll. 9C22 



17083 




Gene No. 


34862 




Strand 




Start 


17837 




End 


25328 


Name 


OJ991117 11.9C22.C3 


.06. ts 


Method 


TBLASTX : Soybean 


Start 


14188 




End 


14571 


GI 


none 




Score 


101 


Exons 


14188. .14385, 14189 


. . 14284, 


14419. . 14571 


Seq. No. 


16529 




Seq. ID 


OJ991117JL1.9C22 


Gene No. 


34862 




Strand 




Start 


17837 




End 


25328 


Name 


OJ991117 11.9C22.C3 


.o5. ts 


Method 


TBLASTX : Soybean 


Start 


14623 




End 


15018 


GI 


none 




Score 


58 


Exons 


14623. .14907, 14965 


. . 15018 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16529 

34862 

17837 

OJ991117 

14719 

none 



11.9C22.C3.o6.tm 



Seq. ID OJ991117_11.9C22.C3 
Strand 
End 

Method 
End 
Score 



25328 

TBLASTX: Maize 

15120 

81 



14719. .15120, 14743. .14868, 14744. .15010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16529 
34862 
17837 

OJ991117_ll. 9C22.C3.o4 .gs 
17837 



none 
17837. 
23110. 
24869. .25213, 25215. 



.17897, 22538. 
,23210, 23374. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
22674, 22758 
23488, 23937 
25328 



OJ991117 11.9C22.C3 



25328 
GENSCAN 
25328 
.5 

22856, 22954. .23026, 
24233, 24640. .24709, 



Seq. No. 16529 Seq. ID 

Gene No. 34862 Strand 

Start 17837 End 

Name OJ991117_ll . 9C22 . C3 . o4 . np Method 

Start 22049 End 

GI 5852182 Score 

Exons 22049. .22161, 23074.. 23263 

GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



OJ991117_ll.9C22.C3 

25328 
AAT/NAP 
23263 
103 



OJ991117_11.9C22.C4 
+ 



Seq. No. 16530 Seq. ID 

Gene No. 34863 Strand 

Start 4517 End 14066 

Name OJ991117_ll . 9C22 . C4 . o2 . gs Method GENSCAN 

Start 4517 End 12893 

GI none Score . 52 

Exons 4517.. 4535, 5737.. 5989, 7206.. 7590, 7637.. 8028, 8034 

82 60. .8366, 8794. .8875, 10605. .10722, 10810. .10825, 

10992. .12311, 12680. .128 93 



.8254, 



Seq. No. 16530 Seq. ID OJ991 117_11 . 9C22 . C4 

Gene No. 34863 Strand + 

Start 4517 End 14066 

Name OJ991117__ll . 9C22 . C4 . o2 . np Method AAT/NAP 

Start 6971 End 8895 



17084 



GI 6907087 Score 1552 

Exons 6971.. 7353, 7562.. 8254, 8794.. 8895 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


16530 


Seq. ID 


OJ991117_ll. 


9C22. 


C4 


Gene No. 


34863 


Strand 


+ 






Start 


4517 


End 


14066 






Name 


OJ991117 11. 9C22.C4 .o2.gp 


Method 


AAT/GAP 






Start 


9356 


End 


9737 






GI 


uC-osflcyp033a04bl 


Score 


655 






Exons 


9356. . 9737 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


16530 


Seq. ID 


OJ991117_ll. 


9C22. 


C4 


Gene No. 


34863 


Strand 


+ 






Start 


4517 


End 


14066 






Name 


OJ991117 11. 9C22.C4 .o4 .np 


Method 


AAT/NAP 






Start 


10971 


End 


12230 






GI 


4680179 


Score' 


590 






Exons 


10971... 11828, 11997. . 12230 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. .indica] 






Seq. No. 


16530 


Seq. ID 


OJ991117JL1. 


9C22. 


C4 


Gene No. 


34863 


Strand 


+ 






Start 


4517 


End 


14066 






Name 


OJ991117 11.9C22.C4.o5.np 


Method 


AAT/NAP 






Start 


12173 


End 


14066 






GI 


130582 


Score 


38 






Exons 


12173. .12272, 14050. .14066 










GI Descrip. 


RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON 


TNT 1 


-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End ■ 
Score 



OJ991117 11.9C22.C4 



16530 
34864 
14 

OJ991117_ll. 9C22.C4 .ol.gp 
14 

342_1.R1084 
14. .3916 

1 4 574 406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



3920 
AAT/GAP 
3916 
6141 



Seq. No. 16530 

Gene No. 34864 

Start 14 

Name OJ991 117_1 1 . 9C22 . C4 . ol . gs 

Start 731 

GI none 

Exons 731.. 2744, 2833.. 3731 

Seq. No. 16530 

Gene No. 34864 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_11.9C22.C4 

3920 
GENSCAN 
3731 
.53 



Seq. ID OJ991117_11.9C22.C4 
Strand 



17085 




oLdn 


1 A 






End 


0 0 0 r\ 




Name 


OJ991117 11 


.9C22 


.C4.ol.np 


Method 


AAT/NAP 




Start 


752 




End 


3920 




GI 


4680203 






Score 


2815 




Exons 


752. .1729, 


2006. 


.2236, 2390.. 


3920 






GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


16530 






Seq. ID 


OJ991117_11.9C22 


.C4 


Gene No. 


34865 






Strand 






Start 


9285 






End 


11233 




Name 


OJ991117 11 


.9C22 


.C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


812 






End 


2123 




GI 


none 






Score 


136 




Exons 


812. .898, 887. .967, 980. .1120, 981. .1121, 1068. .1163, 






1100. .1159, 


1166 


..1189, 1166. 


.1210, 1171. .1212, 1199. .1537 




1220. .2122, 


1236 


. .2123 








Seq. No. 


16530 






Seq. ID 


OJ991117JL1.9C22. 


.C4 


Gene No . 


34865 






Strand 






Start 


9285 






End 


11233 




Name 


OJ991117_ll 


.9C22 


.C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


1388 






End 


1835 




GI 


none 






Score 


93 




Exons 


1388. .1537, 


1388 


..1831, 1392. 


.1835, 1398.. 1835 




Seq. No. 


16530 






Seq. ID 


OJ991117_11.9C22. 


.C4 


Gene No. 


34865 






Strand 






Start 


9285 






End 


11233 




Name 


OJ991117JL1 


. 9C22 


.C4 .ol. tm 


Method 


TBLASTX: Maize 




Start 


1 1 tZ c 

1 / oo 






End 


2080 




GI 


none 






Score 


107 




Exons 


1766. .2080, 


1794 


. .2069 








Seq. No. 


16530 






Seq. ID 


OJ991117_11.9C22. 


,C4 


Gene No. 


34865 






Strand 






Start 


9285 






End 


11233 




Name 


OJ991117 11 


. 9C22 


-C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2124 






End 


2534 




GI 


none 






Score 


71 




Exons 


2124. .2210, 


2126 


..2209, 2243. 


.2485, 2283.. 2465, 2477.. 2533, 




2484 . .2534 












Seq. No. 


16530 






Seq. ID 


OJ991117_ll. 9C22. 


.C4 


bene no . 


34865 






Strand 






Start 


9285 






End 


11233 




Name 


OJ991117 11 


. 9C22 


■C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2567 






End 


2809 




GI 


none 






Score 


89 




Exons 


2567. .2809, 


2625 


. .2804 








Seq. No. 


16530 






Seq. ID 


OJ991117JL1. 9C22. 


,C4 


Gene No. 


34865 






Strand 






Start 


9285 






End 


11233 




Name 


OJ991117 11 


. 9C22 


,C4 .06. tw 


Method 


TBLASTX: Wheat 




Start 


2673 






End 


2847 




GI 


none 






Score 


138 




Exons 


2673. .2846, 


2673 


..2792, 2677. 


.2847, 2678. .2845 





17086 




Seq. No. 


16530 








Seq. ID 


OJ991117 


_11 . 9C22 


,C4 


Gene No. 


34865 








Strand 








Start 


9285 








End 


11233 






Name 


OJ991117 11 


. 9C22 


.C4 .o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2844 








End 


3135 






GI 


none 








Score 


71 






Exons 


2844. .3128, 


2848 


. ,2934, 


* 2983. 


.3135 








Seq. No. 


16530 








Seq. ID 


OJ991117 


_11 . 9C22 


.C4 


Gene No. 


34865 








Strand 








Start 


9285 








End 


11233 






Name 


OJ991117 11 


. 9C22 


.C4 ,o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2847 








End 


3128 






GI 


none 








Score 


82 






Exons 


2847. .2984, 


2847 


. .3023, 


2848. 


.3000, 3039.. 3128 






Seq. No. 


loo JO 








Seq. ID 


OJ991117 


_11 . 9C22 , 


. C4 


Gene No. 


34865 








Strand 








Start 


9285 








End 


11233 






Name 


OJ991117 11, 


. 9C22 


.C4 ,o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2847 








End 


3000 






GI 


none 








Score 


152 






Exons 


2847. .2999, 


2847 


. .2999, 


2848. 


.3000 








Seq. No. 


16530 








Seq" ID 


OJ991117 


11 . 9C22 , 


. C4 


Gene No. 


34865 








Strand 








Start 


9285 








End ' 


11233 






Name 


OJ991117 11, 


. 9C22 


.C4 .ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2868 








End 


3297 




GI 


none 








Score 


111 






Exons 


2868. .3164, 


2886 


. .3110, 


3214 . 


.3297, 3222.. 3296 






Seq. No. 


16530 








Seq. ID 


OJ991117 


_11. 9C22. 


■ C4 


Gene No. 


J 4 boo 








Strand 








Start 


9285 








End 


11233 






Name 


OJ991117 11, 


. 9C22 


.C4 .o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3213 








End 


3614 






GI 


none 








Score 


139 






Exons 


3213. .3470, 


3218 


. .3460, 


3226. 


.3468, 3228. .3479, 


3229. .3471, 




3476. .3595, 


3477 


. .3614 












Seq. No. 


16530 








Seq. ID 


OJ991117 


_11. 9C22. 


,C4 


Gene No . 


34865 








Strand 








Start 


9285 








End 


11233 






Name 


OJ991117 11. 


9C22 


.C4.o3. 


np 


Method 


AAT/NAP 






Start 


9285 








End 


11233 






GI 


4680186 








Score 


245 






Exons 


9285. .9514, 


9641, 


. .9725, 


11209, 


. .11233 




■ j 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 






Seq. No. 


16530 








Seq. ID 


OJ991117 


_11.9C22. 


C4 


Gene No. 


34866 








Strand 








Start 


11214 








End 


11753 






Name 


OJ991117 11. 


9C22, 


.C4 .o4 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


11214 








End 


11573 






GI 


none 








Score 


274 







17087 



Exons 


11214. .11573, 11216. .11569, 


Seq. No. 


16530 


Gene No. 


34866 


Start 


11214 


Name 


OJ991117 11.9C22.C4.o2.tm 


Start 


11454 


GI 


none 


Exons 


11454. .11753, 114 68. .11557 


Seq. No. 


16531 


Gene No. 


34867 


Start 


181 


Name 


OJ991117 11.9C22.C5.ol.gs 


Start 


181 


GI 


none 


Exons 


181. .307, 313. .608 


Seq. No. 


16531 


Gene No. 


34867 


Start 


181 


Name 


OJ991117 11.9C22.C5.ol.np 


Start 


194 


GI 


5091513 


Exons 


194.. 708, 1542.. 2430, 3216. 



Seq. ID OJ991117_ll. 9C22.C4 
Strand 

End 11753 

Method TBLASTX : Mai ze 

End 11753 

Score 224 



Seq. ID OJ991117_ll. 9C22.C5 

Strand + 

End 3796 

Method GENSCAN 

End 608 

Score .74 



Seq. ID OJ991117_11.9C22.C5 

Strand + 

End 3796 

Method AAT/NAP 

End 3796 

Score 1346 



GI Descrip. (AB023482) Hypothetical ■■ protein [Oryza sativa] 



Seq. No. 


16531 








Seq. ID 


OJ991117 


Gene No. 


34867 








Strand 


+ 


Start 


181 








End 


3796 


Name 


OJ991117 11 


>9C22 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


1483 








End 


3519 


GI 


none 








Score 


.86 


Exons 


1483. .1745, 


1768 


. .2302, 


2319. 


.2571, 3308.. 3519 


Seq. No. 


16531 








Seq. ID 


OJ991117 


Gene No. 


34868 








Strand 


+ 


Start 


8145 








End 


8646 


Name 


OJ991117 11 


9C22 


.C5. ol . 


gp 


Method 


AAT/GAP 


Start 


8145 








End 


8646 


GI 


none 








Score 


939 


Exons 


8145. .8646 












Seq. No. 


16531 








Seq. ID 


OJ991117 


Gene No. 


34869 








Strand 




Start 


5939 








End 


6458 


Name 


OJ991117 11. 


9C22 


,C5.o3. 


gs 


Method 


GENSCAN 


Start 


59.39 








End 


6458 


GI 


none 








Score -j 


.81 


Exons 


5939. .6082, 


6093 


. .6209, 


6348. 


.6458 




Seq. No. 


16531 








Seq. ID 


OJ991117 


Gene No. 


34870 








Strand 




Start 


8672 








End 


15555 


Name 


OJ991117 11. 


9C22 


.C5.o2. 


tm 


Method 


TBLASTX: 


Start 


8666 








End 


13131 


GI 


none 








Score 


147. 



17088 



Exons 



8666. .8755, 8671. .8751, 8835. .8915, 8836. .8931, 8840. .8944, 
8861.. 8932, 9091.. 9150, 9095.. 9166, 9291.. 9332, 9377.. 9469, 
9380. .9454, 9382. .9468, 9502. .9732, 9539. .9733, 9541. .9738, 
9885.. 10016, 9907.. 10017, 10516 .. 10578 , 10516. . 10578, 
10523. .10582, 10689. .10739, 10690. .10740, 10738. .10791, 
10788, 10974. . 10988, 11069 11194 , 11078 .. 11203, 
11204, 11369. .11449, 11370 114 50, 11370 .. 11447 , 
11448, 12637. .12708, 1264 1 12742, 1264 1 .. 12742 , 
12927, 12869. .12958, 13028 .. 13123, 13031 .. 13120, 



10741 
11103 
11371 
12868 
13041 



13127, 13048.. 13131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16531 
34870 
8672 

OJ991117_11.9C22.C5.o4 .gs 
8672 
none 



Seq. ID OJ991117_11.9C22.C5 
Strand 

15555 
GENSCAN 
14742 
.76 



End 

Method 
End 
Score 

8672. .8752, 8839. .8931, 9541. .9729, 10522 .. 10575, 11103 11191, 
11656. .11712, 12567. . 12711, 12876 .. 12959, 13966 .. 14040, 
14159. .14234, 14 316 .. 14377, 14 4 96 .. 14 568 , 14684. .14742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



16531 
34870 
8672 
OJ99111 
8675 
4191789 
8675. .8 
9921. .1 
11392. . 
13966. . 
14645. . 
(AC0059 
thalian 



OJ991117 11.9C22.C5 



7_11.9C22.C5.o2.np 



Seq. ID 
Strand 

End 15555 
Method AAT/NAP 
End 15555 
Score 1389 
755, 8845. .8931, 9104. .9148, 9382. .9459, 9541. .9741, 
0016, 10522. .10575, 10695. .10791, 11103. .11191, 
11448, 12643. .12711, 12876. . 12959, 13050 .. 13121, 
14 04 0, 14159. . 14234, 14 316. . 14 377, 14 4 96. . 14526, 
14742, 15517.. 15555 

17) putative potassium/proton antiporter [Arabidopsis 
a] 



Seq. No. 


16531 


Seq. ID 


OJ991117_11.9C22.C5 


Gene No. 


34870 


Strand 




Start 


8672 


End 


15555 


Name 


OJ991117 11.9C22.C5.o2.gp 


Method 


AAT/GAP 


Start 


9534 


End 


11147 


GI 


20474 1.R1084 


Score 


838 


Exons 


9534.. 9729, 9921.. 10016, 10522.. 10575 


, 10695. .10791, 




11103. . 11147 






GI Descrip. 


'4191789 4.0e-62 (AC005917) 


putative 


transmembrane transport 




protein [Arabidopsis thaliana] 1 


Seq. No. 


16531 


Seq. ID 


OJ991117_11.9C22.C5 


Gene No. 


34870 


Strand 




Start 


8672 


End 


15555 


Name 


OJ991117 11.9C22.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


9538 


End 


10578 


GI 


none 


Score 


142 


Exons 


9538.. 9732, 9553.-9738, 9885 


. .10016, 


9907.. 10017, 10516.. 10578 


Seq. No. 


16531 


Seq. ID 


OJ991117_ll.9C22.C5 


Gene No. 


34870 


Strand 




Start 


8672 


End 


15555 



17089 



Name 

Start 

GI 

Exons 



OJ991117_11.9C22.C5.ol.ts 
9541 
none 

9541. .9732, 



Method TBLASTX : Soybean 
End 10742 
Score 161 
9599.-9733, 9885.. 10016, 9907.. 10017, 10516. 



10522. .10581, 10680. . 10742, 10689.. 10742 



10578, 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



16531 
34870 
8672 

OJ991117_ll.9C22.C5.o2.ts 
13041 



none 
13041. 
13964. 
14316. 



Seq. ID OJ991117_11.9C22.C5 
Strand 

End 15555 
Method TBLASTX: Soybean 
End 14525 
Score 85 

13127, 13048. .13122, 13053 .. 13124 , 13963 .. 14 040, 
14041, 14154. .14240, 14 156 .. 14236, 14309 .. 14395, 
14381, 14496. .14525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16531 
34870 
8672 

OJ991117_ll . 9C22 .C5.ol.tm 
13963 



none 

13963. 

14156. 

14490. 

14683. 



,14040, 13964 

,14236, 14309. .14395, 14314 

,14558, 14494. .14571, 14494 
,14706 



Seq. ID OJ991117_ll.9C22.C5 
Strand 

End 15555 
Method TBLASTX : Mai ze 
End 14706 
Score 129 
14041, 14154. .14240, 14 156 .. 14242 , 
14379, 14316. .14381, 
14568, 14496. .14570, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16532 
34871 
1 

OJ991117_ll. 9C22.C6.ol.np 
1 

2274845 
1..67, 3076. .3415 
(D88461) N-WASP [Rattus rattus] 



Seq. ID OJ991117_11.9C22.C6 

Strand + 

End- 3415 

Method AAT/NAP 

End 3415 

Score 101 



16532 
34872 
26 

OJ991117_ll . 9C22 . C6 . ol . gs 
26 

none 
26. .145 



Seq. ID OJ991117_ll.9C22.C6 

Strand 

End 145 

Method GENSCAN 

End 145 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16533 
34873 
2661 

OJ9911 17_11 . 9C22 . C7 . o2 . np 
2661 
6899645 
2661. .2720, 



Seq. ID -OJ991117_ll.-9C22.C7 
Strand + 
End 5323 
Method AAT/NAP 
End 5323 
Score 373 
__..5323 

(AC012189) Contains similarity to serine-type carboxypeptidase 
like protein from Arabidopsis thaliana gi 14678929 and contains 
two Serine carboxypeptidase domains PF| 00450. 



4374.. 4938, 5275, 



16533 
34873 



Seq. ID OJ991117_11.9C22.C7 
.Strand + 



17090 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2661 End 5323 

OJ991117_ll . 9C22 .C7 . ol . np Method AAT/NAP 

2889 End 4197 

5777617 Score 79 
2889. .2926, 4092. .4197 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



16533 Seq. iD 

34874 Strand 

5575 End 

OJ991117_ll . 9C22 . C7 . o2 . gs Method 

5575 End 

none Score 

5575.. 5731, 5793.. 5878 



w OJ991117_11.9C22.C7 

* + 

5878 
GENSCAN 
5878 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16533 Seq. ID OJ991 117_11 . 9C22 . C7 

34875 Strand 

4860 End 5292 

OJ991117_ll . 9C22 . C7 . ol . gp Method AAT/GAP 

4860 End 5292 

36924_1.R1084 Score 635 

4860. .5292 

•2149018/gb|U70541 IOSU70541- 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



Seq. No. 16533 

Gene No. 34876 • 

Start 63*35 

Name OJ991117_ll . 9C22 . C7 . ol . tm 

Start 4600 

GI none 

Exons 4600.. 4674, 4601.. 4675, 4639. 

4687. .4950, 4793. .4951, 4793. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 11.9C22.C7 



10263 

TBLASTX: Maize 
4981 
74 

4800, 4650. .4799, 4664. .4801, 
4981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16533 
34876 
6335 

OJ9911 17_11 . 9C22 . C7 . o2 . tc 

4679 

none 



Seq. ID OJ991117_11.9C22.C7 
Strand 
End 

Method 
End 
Score 



10263 

TBLASTX: Cress 

4939 

121 



4679. .4789, 4681. .4785, 4798. .4938, 4802. .4939 



16533 
34876 
6335 

OJ991117_ll . 9C22 . C7 .o2 . gp 
6335 

220Q6_1.R1084 
6335.. 6555, 6658 
7439. .7491, 7615 
'2935529 4.0e-93 
radiata] 1 



.6739, 6821. 
.7674, 8263. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6899, 
.8353 



OJ991117 11.9C22.C7 



10263 
AAT/GAP 
8353 
1374 
6998. .7067, 



7200. .7322, 



(AF049069) No definition line found [Pinus 



Seq. No. 
Gene No. 
Start 



16533 
34876 
6335 



Seq. ID OJ991117_11.9C22.C7 
Strand 

End 10263 



17091 



Name 

Start 

GI 

Exons 



OJ991117_ll . 9C22 . C7 . ol . ts Method TBLASTX : Soybean 

6508 End 9854 

none Score 40 

6508. .6558, 6658. .6741, 6659. .6706, 6690. .6740, 6820. .6885, 

6823. .6900, 6869. .6901, 6999. .7067, 7000. .7068, 7000. .7080, 

7197. .7325, 7198. .7323, 7203. .7325, 7424. .7537, 7428.17493, 

7613. .7696, 7614.. 7676, 8264. .8467, 8265.-8468, 8599. .8676, 
9669.. 9854 



Seq. No. 16533 
Gene No. 34876 
Start 6335 

Name OJ991117_ll . 9C22 . C7 . ol . tc 

Start 6529 
GI none 

Exons 6529.. 6558, 6658.. 6741, 6823. 

7424. .7492, 7613. .7696, 8253. 
8599. .8685, 9783. .9869 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 11.9C22.C7 



10263 

TBLASTX: Cress 
9869 
115 

.6867, 7197. .7325, 7198. 
.8468, 8264. .8467, 8597. 



. 7323, 
.8692, 



Seq. No. 16533 
Gene No. 34876 
Start 6335 

Name OJ991117_ll . 9C22 . C7 . o3 .gs 

Start 6529 
GI none 

Exons" 6529. .6555, 6658. .6739, 6821. 

7439. .7491, 7615. .7674, 8263. 
10155. .10252 



Seq. ID OJ991117_ll . 9C22.C7 
Strand 

End 10263 
Method GENSCAN 
End 10252 . 

Score .93 

.6899, 6998.. 7067, 7200.. 7322, 
.8467, 8602. .8683, 9784. .9898, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16533 
34876 
6335 

OJ991117_ll . 9C22 .C7 . o4 . tm 
6529 



End 

Method 
End 

none Score 
6529. .6558, 6649. .6735, 6658. .6741, 6672. .6740, 6672. .6743, 
6817. .6870, 6821. .6862, 6823. .6867, 6868. .6894, 6869. .6895, 
6876. .6899 



Seq. ID OJ991117_11.9C22.C7 
Strand 

10263 

TBLASTX: Maize 
6899 
86 



OJ991117 11.9C22.C7 



Seq. No. 16533 
Gene No. 34876 
Start 6335 

Name OJ991117_ll . 9C22 . C7 . o3 . np 

Start 6532 
GI 4539422 

Exons 6532.. 6555, 6658.. 6739, 6821. 

7439. .7491, 7615. .7674, 8263. 
9984. .10072 

GI Descrip. (AL04 9171) putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



10263 
AAT/NAP 
10072 
883 

6899, 6998. .7067, 7200. 
8467, 8602. .8683, 9784, 



.7322, 
.9870, 



Seq. No. 16533 

Gene No. 34876 

Start 6335 

Name OJ991117_ll . 9C22 . C7 . o3 . tm 

Start 6999 

GI none 
Exons 



Seq. ID OJ991117_ll. 9C22.C7 
Strand 
End 

Method 
End 
Score 



10263 

TBLASTX: Maize 

7676 

87 



6999. .7067, 7000. .7068, 7197. .7325, 7198. .7323, 7199. .7324, 



17092 



7424. .7492, 7428.-7493, 7613. .7675, 7614. .7676 



Seq. No. 16533 Seq. ID 

Gene No. 34876 Strand 

Start 6335 End 

Name OJ991117_ll . 9C22 . C7 . ol . tw Method 

Start 7012 End 

GI none Score 
Exons 



OJ991117_11.9C22.C7 
10263 

TBLASTX: Wheat 

7675 

75 



7012. .7068, 7012. .7080, 7197. .7340, 7199. .7306, 7424. .7489, 
7428. .7490, 7439. .7492, 7610. .7675, 7616. .7675 



Seq. No. 16533 

Gene No. 34876 

Start 6335 

Name OJ991117_ll . 9C22 . C7 . o2 . tm 

Start 8262 

GI none 
Exons 



Seq. ID OJ991117_11.9C22.C7 
Strand 
End 

Method 
End 
Score 

8262. .8312, 8263. .8319, 8264. .8467, 8265. .8468, 8596. .8685, 
8600. .8692, 9783. .9863, 9783. .9863, 9864. .9899 



10263 

TBLASTX: Maize 

9899 

88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16533 
34876 
6335 

OJ991117_ll . 9C22 . C7 . o3 . gp 
8404 

16779 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 11.9C22.C7 



10263 
AAT/GAP 
10263 
855 

8404. .8467, 8602. .8683, 9784. .9898, 10042. .10263 

1 4539422/emb | CAB38955 . 1 1 1.0e-22 (AL049171) putative protein 

[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16534 Seq. ID OJ991117_ll . 9C22 . C8 

34877 Strand + 

1 End 5853 

OJ991117_ll. 9C22.C8.ol.np Method AAT/NAP 

1 End 3512 

4680179 Score 4939 

1. .3512 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



16534 Seq. ID OJ991117 

34877 Strand + 

1 End 5853 

0 J991 1 17_1 1 . 9C22 . C8 . o2 . np Method AAT/NAP 

1 End 5853 

6063554 Score 177 

1..28, 4281. .4521, 5679. .5853 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa]' 



11.9C22.C8 



.C98611 (E0464) 
hypothetical 



Seq. No. 16534 Seq. ID 

Gene No. 34878 Strand 

Start 7028 End 

Name OJ991117_ll . 9C22 . C8 . o3 . np Method 

Start 7028 End 

GI 4512231 Score 

Exons 7028.. 7819 



OJ991117_ll. 9C22.C8 
+ 

7819 
AAT/NAP 
7819 
1258 



17093 




GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



beq. NO. 


i a c; "5 a 




beq. iu 


ujyyui / ii.yc^z 


. Co 


Gene No. 


34879 




Strand 


+ 




Start 


8068 




End 


9239 




Name 


OJ991117 11.9C22.C8.o4 


.np 


Method 


AAT/NAP 




Start 


8068 




End 


9239 




GI 


4680179 




Score 


936 




Exons 


8068. .9239 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


16534 




Seq. ID 


OJ991117_11.9C22 


.C8 


Gene No. 


34880 




Strand 


- 




Start 


3948 




End 


4586 




Name 


OJ991117 11.9C22.C8.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


189 




End 


542 




GI 


none 




Score 


255 




Exons 


189. .542 










Seq. No. 


16534 




Seq. ID 


OJ991117_11.9C22 


.C8 


Gene No. 


34880 




Strand 


_ 




Start 


3948 




End 


4586 




Name 


0J991117 11. 9C22.C8.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


546 




End 


739 




GI 


none 




Score 


188 




Exons 


546. .737, 584. .739 










Seq. No. 


16534 




Seq.- ID 


OJ991117_ll. 9C22 


.C8 


Gene No. 


34880 ' 




Strand 


_ 




Start 


3948 




End 


4586 




Name 


OJ991117 11. 9C22.C8.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


674 




End 


1157 




GI 


none 




Score 


535 




Exons 


674. .1114, 675. .1157, 


678. .1154 






Seq. No. 


16534 




Seq. ID 


OJ991117_11.9C22 


.C8 


Gene No. 


34880 




Strand 


- 




Start 


3948 




End 


4586 




Name 


OJ991117 11.9C22.C8.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


711 




End 


1025 




GI 


none 




Score 


198 




Exons 


711. .1025 










Seq. No. 


16534 




Seq. ID 


OJ991117 11.9C22 


.C8 


Gene No. 


34880 




Strand 


_ 




Start 


3948 




End 


4586 




Name 


OJ991117 11.9C22.C8.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


740 




End 


1187 




GI 


none 




Score 


373 




Exons 


740. .1177, 744. .1187 










Seq. No. 


16534 




Seq. ID 


OJ991117_11.9C22, 


.C8 


Gene No. 


34880 




Strand 






Start 


3948 




End 


4586 




Name 


OJ991117 11.9C22.C8.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1098 




End 


1493 




GI 


none 




Score 


57 





17094 



Exons 



1098. .1130, 
1250. .1483 



1098. .1130, 1134. .1187, 1136. .1177, 1242. .1493, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16534 
34880 
3948 

OJ991117_ll. 

1242 

none 

1242. .1574, 

16534 
34880 
3948 

OJ991117_ll. 

1245 

none 

1245. .1508, 

16534 
34880 
3948 

OJ991117_ll. 

1509 

none 

1509. .1934, 

16534 
34880 
3948 

OJ991117_ll. 

1518 

none 

1518. .1763 



9C22.C8.o5.tm 



1295. .1573 



9C22.C8.o5.tw 



1247. .1507 



9C22.C8.o3.tw 



1511. .1927 



9C22.C8.o3.ts 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4 586 

Method TBLASTX: Maize 

End 1574 

Score 306 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4586 

Method TBLASTX : Wheat 

End 1508 

Score 373 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4586 

Method TBLASTX: Wheat 

End 1934 

Score 603 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4586 

Method TBLASTX : Soybean 

End 17 63 

Score 204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16534 
34880 
3948 

OJ991117_ll. 

1581 

none 

1581. .1934, 

16534 
34880 
3948 

OJ991117_ll. 

1962 

none 

1962. .2501, 

16534 
34880 
3948 

OJ991117_ll. 

2199 

none 



9C22.C8.o2.tm 



1586. .1927 



9C22.C8.o2.tw 



2144. .2497, 2221. 



9C22.C8.ol.tc 



Seq. ID OJ991117_ll.9C22.CE 
Strand 

End 4586 

Method TBLASTX : Mai ze 

End 1934 

Score • 463 



Seq. ID OJ991117_11.9C22.C8 
Strand 

4586 

TBLASTX: Wheat 
2502 
633 



End 

Method 
End 
Score 
.2502 



Seq. ID OJ991117_ll. 9C22.C8 
Strand 

End 4586 

Method TBLASTX : Cress 

End 2525 

Score 90 



17095 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2199.. 2381, 2382.. 2525, 2384.. 2524 



16534 
34880 
3948 

OJ991117_ll, 

2289 

none 

2289. .2549, 

16534 
34880 
3948 

OJ991117JL1. 

2348 

none 

2348. .2635, 

16534 
34880 
3948 

OJ991117_ll. 

2508 

none 

2508. .3134, 

16534 
34880 
3948 

OJ991117_ll. 

2687 

none 

2687. .2842, 
3074. .3271 



9C22.C8.o2.ts 



2300.". 2548 



9C22.C8.o3.tm 



2349. .2639 



9C22.C8.ol.tw 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4 58 6 

Method TBLASTX : Soybean 

End 2549 

Score 301 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4 58 6 

Method TBLASTX : Mai ze 

End 2639 

Score 411 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4 58 6 

Method TBLASTX : Wheat 

End 3134 

Score 723 



2511. .2537, 2567. .3013, 3074. .3133 



9C22.C8.ol.tm 
2688. .2849, 2702. 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4586 

Method TBLASTX : Mai ze 

End 3272 

Score 229 

.2851, 2846. .3010, 2847. .3272, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16534 
34880 
3948 

OJ991117_ll, 

3134 

none 

3134. .3415, 

16534 
34880 
3948 

OJ991117_ll. 
3948 
none . 
3948. ;4586 



9C22.C8.o6.tw 



3135. .3467 



9C22.C8.o2.gs 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4 58 6 

Method TBLASTX : Wheat 

End 34 67 

Score 310 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 4 58 6 

Method GENSCAN 

End 4586 

Score .81 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16534 
34881 
8261 

OJ991117_ll. 

8261 

none 



9C22.C8.o9.tw 



Seq. ID OJ991117_11.9C22.C8 
Strand 

End 8459 

Method TBLASTX : Wheat 

End 8459 

Score 215 



17096 




Exons 


8261. .8458, 


8262 


. .8459 










Seq. No. 


16534 








Seq. ID 


OJ991117_ll. 9C22 


.C8 


Gene No. 


34882 








Strand 






Start 


8511 








End 


8861 




Name 


OJ991117 11 


.9C22 


.C8.06. 


tm 


Method 


TBLASTX: Maize 




Start 


8511 








End 


8816 




GI 


none 








Score 


242 




Exons 


8511. .8816 














Seq. No. 


16534 








Seq. ID 


OJ991117_ll. 9C22 


.C8 


Gene No. 


34882 








Strand 






Start 


8511 








End 


8861 




Name 


OJ991117 11 


.9C22 


.C8.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


8511 








End 


8861 




GI 


none 








Score 


308 




Exons 


8511. .8861 














Seq. No. 


16535 








Seq. ID 


OJ991117_ll. 9C22 


.C9 


Gene No. 


34883 








Strand 


+ 




Start 


574 








End 


4243 




Name 


OJ991117 11 


. 9C22 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


574 








End 


4243 




GI 


none 








Score 


. 96 




Exons 


574. .663, 1365.. 


1469, 1596.. 


3156, 3246 


. . 4243 




Seq. No. 


16535 








Seq. ID 


OJ991117_11.9C22 


.C9 


Gene No. 


34883 








Strand 


+ 




C4- yf 

otart 


574 








End 


4243 




Name 


OJ991117 11 


. 9C22 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1743 








End 


4240 




GI 


4063770 








Score 


1274 




Exons 


1743. .3156, 


3246 


. . 4240 










GI Descrip. 


(AB004906) 


transposase 


[Ipomoea purpurea] 




Seq. No. 


16535 








Seq. ID 


OJ991117_ll. 9C22 


.C9 


Gene No. 


34884 








Strand 






Start 


9402 








End 


9746 




Name 


OJ991117 11 


. 9C22 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2672 








End 


2942 




GI 


none 








Score 


336 




Exons 


2672. .2797, 


2673 


. .2942, 


2682 


. .2942 






Seq. No. 


16535 








Seq. ID 


OJ991117_ll. 9C22 


.C9 


Gene No. 


34884 








Strand 






Start 


9402 








End 


9746 




Name 


OJ991117 11 


. 9C22 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3764 








End 


4192 




GI 


none 








Score 


155 




Exons 


3764. .3988, 


3897 


. .4112, 


3976 


..4182, 3977. .4186, 4045. .4188 




4046. .4192 














Seq. No. 


16535 








Seq. ID 


OJ991117_ll. 9C22 


.C9 


Gene No. 


34884 








Strand 






Start 


9402 








End 


9746 




Name 


OJ991117 11 


. 9C22 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


9402 








End 


9746 





17097 



GI none 

Exons 9402.. 9517, 9626.. 9746 

Seq. No. 16536 

Gene No. 34885 

Start 2264 

Name OJ991117_ll . 9C22 . CIO . ol . gs 

Start 2264 

GI none 

Exons 2264.. 2414 



Score 



Seq. ID OJ991117_11.9C22.C10 
Strand 

End 2414 

Method GENSCAN 

End' 2414 

Score .77 



Seq. No. 16537 

Gene No. 34886 

Start 37 

Name OJ991117_09 . 9C17 . CI . ol . gp 

Start 37 

GI 38782_1.R1084 

Exons 37.. 540 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ991117_09.9C17.C1 

Strand + 

End 540 

Method AAT/GAP 

End 540 

Score 800 



Seq. No. 


16537 




Seq. ID 


OJ991117 09.9C17 


.CI 


Gene No. 


34886 




Strand 


+ 




Start 


37 




End 


540 




Name 


OJ991117 09.9C17.Cl.ol. 


gs 


Method 


GENSCAN 




Start 


175 




.End 


248 






none 




Score 


1 




Exons 


175. .248 










Seq. No. 


16538 




Seq. ID 


OJ991117 09.9C17 


.C2 


Gene No. 


34887 




Strand 


+ 




Start 


465 




End 


1253 




Name 


OJ991117 09.9C17.C2.ol. 


gs 


Method 


GENSCAN 




Start 


465 




End 


1253 




GI 


none 




Score 


.76 




Exons 


465. .553, 629. .776, 91£ 


. . 1253 








Seq. No. 


16538 




Seq. ID 


OJ991117_09.9C17 


.C2 


Gene No. 


34888 




Strand 






Start 


1962 




End 


4079 




Name 


OJ991117 09. 9C17.C2.o2. 


gs 


Method 


GENSCAN 




Start 


1962 




End 


3966 




GI 


none 




Score 


.84 




Exons 


1962. .2020, 2100. .2354, 


2484 . . 


3776, 3894.. 3966 




Seq. No. 


16538 




Seq. ID 


OJ991117JD9.9C17 


C2 


Gene No. 


34888 




Strand 






Start, 


1962 




End 


4079 




Name 


OJ991117 09.9C17.C2.o2. 


np 


Method 


AAT/^NAP 




Start 


2089 




End 


4079 




GI 


4455206 




Score 


900 




Exons 


2089. .2363, 2715. .2972, 


3036. . 


3762, 4008.. 4079 




GI Descrip. 


(AL035440) putative beta-1, 3- 


-glucanase 


[Arabidopsis thaliana] 


Seq. No. 


16538 




Seq. ID 


OJ991117_09. 9C17 . 


C2 


Gene No. 


34888 




Strand 






Start 


1962 




End 


4079 





17098 




Name OJ991117_09 . 9C17 . C2 . ol . gp Method AAT/GAP 

Start 2260 End 2814 

GI 83489_1.R1084 Score 821 

Exons 2260.. 2354, 2484.. 2814 

GI Descrip. 1 4 558591/gb | AAD22663 . 1 | AC006555_1 1.0e-25 (AC006555) putative .* 
beta-1, 3-glucanase [Arabidopsis thaliana] 

>gi_4 662 638_gb_AAD26909. 1_AC007233_1 (AC007233) putative 
beta-1, 3-glucanase [Arabidopsis thaliana]' 



Seq. No. 16538 Seq. ID 

Gene No. 34 888 Strand 

Start ' 1962 End 

Name OJ991117_09 . 9C17 . C2 . o2 . gp Method 

Start 3378 End 

GI 431_1.R1084 Score 

Exons 3378.. 3773, 3894.. 4007 

GI Descrip. ? 2160314/dbj | BAA18905 | 3.0e-50 (D25236) possible 

1-3, 1-4-beta-glucanase coding sequence [Oryza sativa] 1 



OJ991117_09.9C17.C2 

4079 
AAT/GAP 
4007 
824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16538 
34889 
5178 

OJ991117_09. 9C17 ,C2 .ol . tc 

413 

none 

413. .496, 414. .551, 417. .548, 
1001. .1126, 7309. .7536, 7344. 
7943.. 8125, 7954/.8163, 8287. 
8584. .8655, 9594. .9662, 9855. 
12908. .13033, 13275 .. 1337 6, 1 
13524. .13667, 13908 .. 14066, 1 
14223. .14333, 14 4 50 .. 144 91 , 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 09.9C17.C2 



19706 

TBLASTX: Cress 
19706 
136 

633. .734, -641. .733, 990. .1127, 
.7553, 7698. .7856, 7726. .7827, 
.8499, 8363. .8497, 8581. .8643, 
.10094, 10050. .10157, 12907. .13056, 
327 6. .13368, 134 69 .. 13705, 
3912. .14016, 14218. .14289, 
4818. .14883, 19419. .19706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16538 
34889 
5178 

OJ991117 
413 
none 
413. 
7392 
7951 



09.9C17.C2.o2.ts 



Seq. ID 

.Strand 

End 

Method 

End 

Score 



OJ991117_09.9C17.C2 
19706 

TBLASTX : Soybean 

13705 

128 



496, 414. .551, 629. .748, 630. .770, 951. .1106, 995. .1087, 
.7514, 7402. .7500, 7704. .7832, 7720. .7833, 7943. .8122, 
.8163, 12928. .13053, 12956 .. 13057 , 13275 .. 1337 9, 



13469. . 13705, 13524. .13700 



Seq. No. 16538 

Gene No. 34889 

Start 5178 

Name OJ991117_09 . 9C17 . C2 . ol . tw 

Start 414 

GI none 
Exons 



Seq. ID OJ991117_09.9C17.C2 
Strand 
End 

Method 
End 
Score 



19706 

TBLASTX : Wheat 
136*42 
138 

414. .554, 629. .742, 630. .734, 7711. .7833, 7713. .7832, 
7926. .8087, 7927. .8094, 7928. .8074, 7940. .8101, 7954. .8100, 
13275. .13379, 1327 6. .13380, 134 66. .13642, 13524. .13640 



Seq. No. 
Gene No. 
Start 



16538 
34889 
5178 



Seq. ID 

Strand 

End 



OJ991117 09.9C17.C2 



19706 



17099 



Name 

Start 

GI 

Exons 



OJ991 117_09 . 9C17 . C2 . o2 . tm Method TBLASTX : Maize 

414 End- 13627 

none Score 192 

414. .551, 414. .554, 416. .553, 629. .778, 630. .779, 918. .992, 
987. .1013, 7728..7832, 7735. .7833, 7957. .8085, 7970. .8086, . 
13019. .13033, 13042. .13116, 13257 .. 13379, 13267 .. 13380, 
13273. .13377, 13275. .13379, 134 66. .13627, 134 67. .13619, 
13469.. 13627 



Seq. No. 16538 

Gene No. 34889 

Start 5178 

Name OJ991117_09 . 9C17 . C2 . o5 . tm 

Start 1013 

GI none 

Exons 1013.. 1126, 1014.. 1127, 7341. 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 

Method TBLASTX : Mai ze 

End 13038 

Score 118 

.7562, 7342. .7491, 12904. .13038 



Seq. No'. 16538 
Gene No. 34889 
Start 5178 

Name OJ991117_09 . 9C17 . C2 . o2 . tw 

Start 2098 
GI none 

Exons 2098.. 2205, 2102.. 2206, 2170. 

2484.. 2570, 2494.. 2571, 2500, 
2558. .2743 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 
Method TBLASTX : Wheat 
End 2743 
Score 109 

.2355, 2172. .2345, 2291. .2356, 
.2592, 2555. .2593, 2557. .2742, 



Seq. No. 16538 Seq. ID 

Gene No. 34889 Strand 

Start 5178 End 

Name OJ991117_09 . 9C17 . C2 . o4 . ts Method 

Start 2098 End 

GI none Score 

Exons 2098.. 2331, 2099.. 2239, 2509.. 2733 



OJ991117_09.9C17.C2 
19706 

TBLASTX : Soybean 

2733 

61 



Seq. No. 16538 

Gene No. 34889 

Start 5178 

Name OJ991117_09 . 9C17 . C2 . o4 . tm 

Start 2098 

GI none 

Exons 2098.. 2160, 2099.. 2161, 2119. 

2134. .2373, 2494. .2553, 2509. 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 
Method TBLASTX : Mai ze 
End 2691 
Score 65 

.2373, 2120.. 2350, 2124.. 2372, 
.2685, 2512. .2691, 2552. .2689 



Seq. No. 16538 
Gene No. 34889 
Start 5178 

Name OJ991117_09 . 9C17 . C2 . o2 . tc 

Start 2122 .. 

GI none 

Exons 2122.. 2253, 2227.. 2331, 2506. 

2747. .2845, 3040. .3387, 3227. 
3867. .3929 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 09.9C17.C2 



19706 

TBLASTX: Cress 
3929 
66 

2640, 2653. .2718, 2746. .2865, 
3388, 3397. .3462, 3478. .3771, 



Seq. No. 
Gene No. 
Start 



16538 
34889 
5178 



Seq. ID 

Strand 

End 



OJ991117 09.9C17.C2 



19706 



17100 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991117_09 . 9C17 . C2 . ol . tm Method 
2693 End 
none Score 



TBLASTX: Maize 

3792 

80 



2693.-2872, 2740. .2868, 2884. .2943, 3079. .3297, 3112. .3294, 
3298.. 3792, 3302.. 3778 



16538 
34889 
5178 

OJ991117_09.9C17.C2.ol.ts 

2758 

none 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 

Method TBLASTX : Soybean 

End 3780 

Score 199 



2758. .2871, 2881. .2982, 3040. .3780, 3134. .3517, 3415. .3549, 
3569..377S 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



16538 
34889 
5178 

OJ991117_09.9C17.C2.o3.tw 

3373 

none 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 

Method TBLASTX : Wheat 

End 19619 

Score 42 



3373. .3459, 3377. .3445, 3476. .3763, 3478. .3759, 19572. .19619 



16538 
34889 
5178 

OJ991117_09.9C17.C2.o3.gs 

5178 

none 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 

Method GENSCAN 

End 10238 

Score .89 



5178.. 5239, 5454.. 5655, 6095.. 6266, 6416.. 6505, 7303.. 7565, 
7680. .7833, 7925. .8162, 8286. .8496, 8581. .8720, 9398. .10238 



16538 
34889 
5178 

OJ991117_09.9C17.C2.o3.np 

7249 

3021270 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 

Method AAT/NAP 

End -15971 

Score 1051 



7249. .7565, 7680. .7833, 7925. .8162, 8286. .8496, 8581. .8699, 
9335.. 9816, 1514 3 .. 154 94 , 15905.. 15971 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



16538 
34889 
5178 

OJ991117_09.9C17.C2.o3.gp 
7770 

LIB34 34-.pl5-Pl-Kl-E8 



OJ991117 09.9C17.C2 



Seq. ID _ 
Strand 

End 19706 
Method AAT/GAP 
End 8639 
Score 1048 
7770. .7833, 7925. .8162, 8286. .8496, 8581. .8639 
'322652/pirl IJQ1677 9.0e-22 S-receptor kinase (EC 2.7.1.-) 
precursor - rape >gi_167181 (M97667) serine/threonine kinase 
receptor [Brassica napus] 1 



16538 
34889 
5178 



Seq. ID OJ991117_09.9C17.C2 
Strand 

End 19706 



17101 



# 



Name OJ991117_09 . 9C17 . C2 . o4 . tw Method TBLASTX : Wheat 

Start -8101 End 14117 

GI none Score 76 

Exons 8101.. 8163, 8287.. 8499, 8363.. 8497, 13858 . . 14058, 13908 .. 14057 , 

14073. .14117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16538 Seq. ID 

34889 Strand 

5178 End 

OJ991117_09 . 9C17 . C2 . o3 . tm Method 

8287 End 

none Score 



OJ991117_09.9C17.C2 
19706 

TBLASTX: Maize 

14276 

106 



8287. .8499, 8363. .8497, 8584. .8634, 13886. . 14017, 13908 .. 14066, 
13912. .14064, 14073. .14117, 14218 .. 14274 , 14223. .14276 



Seq. No. 


16538 


Seq. ID 


OJ991117_09.9C17 


.C2 


Gene No. 


34889 


Strand 






Start 


5178 


End 


19706 




Name 


OJ991117 09.9C17.C2.o3.ts 


Method 


TBLASTX : Soybean 




Start 


8287 


End 


14369 




GI 


none 


Score 


107 




Exons 


8287. .8514, 8363. .8497, 8580 


..8618, 8584. .8661, 13908.. 


14039, 




13908. .14057, 13909 .. 14058, 


14 065. . 14115, 14073. .14117, 






14223. .14369 








Seq. No. 


16538 


Seq. ID 


OJ991117_09.9C17 


.C2 


Gene No. 


34889 


Strand 






Start 


5178 


End 


19706 




Name 


OJ991117 09.9C17.C2.o5.ts 


Method 


TBLASTX : Soybean 




Start 


9576 


End 


19622 




GI 


none 


Score 


67 




Exons 


9576. .9788, 9867. .10031, 14 821 .. 14880 , 


14822. .14884, 






15178. .15240, 15292. .15363, 


15373. . 154 


68, 19191. . 19367, 






19419. .19535, 19497.. 19622 









Seq. No. 16538 Seq. ID 

Gene No. 34B8 9 Strand 

Start 5178 End 

Name OJ991117_09 . 9C17 . C2 . o4 . gp Method 

Start 9961 End 

GI 700286 Score 

Exons 9961.. 10318 



OJ991117_09.9C17.C2 

19706 
AAT/GAP 
10318 
619 



Seq. No. 16538 
Gene No. 34889 
Start 5178 

Name OJ991117_09 . 9C17 . C2 . o4 . gs 

Start 11766 
GI .j none 

Exons 11766. .11868, 12 164 .. 12242 , 

13467. .13704, 13907 .. 14 114 , 
14634. .15052, 15122. .15546 



Seq. ID 
Strand 
End 

Method 

End 
'■- Score 
12903 
14223 



OJ991117 09.9C17.C2 



19706 
GENSCAN 
15546 
.63 

13116, 13242, 
14344, 14424. 



,13380, 
, 14549, 



Seq. No. 16539 Seq. ID OJ991117_09 . 9C17 . C3 

Gene No. 34890 Strand + 

Start 1 End 9281 

Name OJ991117_09 . 9C17 . C3 . ol . np Method AAT/NAP 



17102 



Start 
GI 

Exons 



GI Descrip. 



1 End 9257 

6686398 - Score 1141 

1..249, 349. .586, 683. .833, 937. .1146, 1340. .1524, 2793. .2972, 
3101. .3176, 3286. .3608, 6204. .6509, 6840. .7018, 7347. .7721, 
7815.. 8025, 8357.. 8594, 8686.. 8833, 8949.. 9257 
(AC007234) F1E22.15 [Arabidopsis thaliana] 



Seq. No. 


16539 








Seq. ID 


OJ991117 


Gene No. 


34 890 








Strand 


+ 


Start 


1 








End 


9281 


Name 


OJ991117 09. 


9C17. 


C3.ol. 


gs 


Method 


GENSCAN 


Start 


63 








End 


1227 


GI 


none 








Score 


.98 


Exons 


63. .249, 34S 


>. .586, 683. 


.833, 


937. .1227 




Seq. No. 


16539 








Seq. ID 


OJ991117 


Gene No. 


34890 








Strand 


+ 


Start 


1 








End 


9281 


XT m a 

Name 


OJ991117 09. 


9C17. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


2045 






End 


3578 


GI 


none 








Score 


.92 


Exons 


2045. .2114, 


2773. 


.3050, 


3132. 


..3578 




Seq. No. 


16539 








Seq. ID 


OJ991117 


Gene No. 


34890 








Strand 


+ 


Start 


1 








End 


9281 


Name 


OJ991117 09. 


9C17. 


C3.o3. 


gs 


Method 


GENSCAN 


Start 


6159 








End 


9281 


GI 


none 








Score 


.83 


Exons 


6159. . 6604, 


6718. 


.7139, 


7394. 


.7519, 7600. .7721, 




8357. .8594, 


8686. 


.8833, 


8949. 


, .9072, 9169. .9281 


Seq. No. 


16539 








Seq. ID 


OJ991117 


Gene No. 


34891 








Strand 


+ 


Start 


11099 








End 


11358 


Name 


OJ991117 09. 


9C17. 


C3.ol. 


gp 


Method 


AAT/GAP 


Start 


11099 








End 


11358 


GI 


LIB3431-010- 


Pi-Nl 


-Fll 




Score 


453 



7815. .8025, 



09.9C17.C3 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



11099. . 11358 

'287403/dbj | D10838 | RICSBE1 
branching enzyme 1 



1.0e-lll Rice gene for starch 



16539 

34892 

12211 

OJ99111 

36 

none 
36. .155 
683. .82 
7812 
8687 



7 09.9C17.C3.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 

238, 39. .248, 348. .584 
9, 684. .830, 940 
024, 7814.. 8023, 8350.. 8592, 
797, 9009.. 9158, 9032.. 9082, 



38. 



1155, 960. .1079, 7611 
8397. 
9240. 



OJ991117_09.9C17.C3 
12391 

TBLASTX: Soybean 
9290 
241 

372. .557, 389. .583, 
7721, 



8537, 8686. .8778, 
9290 



16539 Seq. ID 

34892 Strand 

12211 End 

OJ991117 09. 9C17.C3.ol.tc Method 



OJ991117_09.9C17.C3 
12391 

TBLASTX: Cress 



17103 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38 End 9158 

none Score 212 

38. .247, 39. .248, 348. .584, 372. .560, 386. .583, 687. .815, 

689. .790, 949. .1155, 966. .1082, 6890. .6952, 7611. .7721, 

7637. .7726, 7812. .8024, 7814. .8011, 8344. .8592, 8394. .8537, 

8690.. 8794, 9009.. 9158, 9032.. 9157 



16539 
34892 
12211 

OJ991117_09. 9C17.C3.o2.tw 
38 

none 



OJ991117 09.9C17.C3 



Seq. ID 
Strand * 
End 

Method 
End 
Score 

38. .244, 39. .248, 348. .410, 7812. .8024, 7812. .8012, 7814. .8029, 
8344. .8418 



12391 

TBLASTX: Wheat 

8418 

219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16539 
34892 
12211 

OJ991117_09 . 9C17 . C3 . ol . tm 
38 

none 



OJ991117 09.9C17.C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38. .244, 39. .248, 187. .273, 369. .584, 369. .584, 374. .586, 
386. .586, 682. .747, 683:. 790, 684. .827, 940. .1107, 7631. .7735, 
7632. .7721, 7812. .8024, 7812. .8012, 7814. .8023, 8376. .8537, 
8377. .8592, 8686. .8778, 8687. .8791, 9009. .9110 



12391 

TBLASTX: Maize 

9110 

207 



16539 Seq.. ID 

34892 Strand 

12211 End 

OJ991117_09. 9C17.C3.ol.tw Method 

411 End 

none Score 



OJ991117_09.9C17.C3 
12391 

TBLASTX: Wheat 

8794 

219 



411. .584, 413. .583, 417. .584, 683. .790, 684. .827, 684. .824, 
8419. .8595, 8421. .8537, 8686. .8778, 8687. .8794 



Seq. ID OJ991117_09.9C17.C3 
Strand 



16539 
34892 
12211 

OJ991117_09. 9C17.C3.o2.gp 
11890 

38782_1.R1084 
11890. .12391 

1 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



End 

Method 

End 

Score 



12391 
AAT/GAP 
12391 
791 



Seq. No. 16539 Seq. ID 

Gene No. 34892 Strand 

Start 12211 End 

Name OJ991117_09 . 9C17 . C3 . o4 . gs Method 

Start 12211 End 

GI none Score 

Exons 12211. .12257 



OJ991117_09.9C17.C3 

12391 
GEN SCAN 
12257 
. 9 



Seq. No, 
Gene No. 
Start 



16540 
34893 
1 



Seq. ID OJ991117_09.9C17.C4 
Strand + 
End 1886 



17104 




Name 


OJ991117 09.9C17.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1886 




GI 


5091513 


Score 


618 




Exons 


1..725, 769.-936, 1808. .1886 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


16540 


Seq. ID 


OJ991117_09.9C17. 


C4 


Gene No . 


34893 


Strand 


+ 




Start 


1 


End 


1886 




Name 


OJ991117 09 . 9C17 . C4 . ol . gs 


Method 


GENSCAN 




Start 


195 


End 


1322 




GI 


none 


Score 


.71 




Exons 


195..600, 777. .842, 853. .1322 








Seq. No. 


16540 


Seq. ID 


OJ991117_09.9C17. 


C4 


Gene No. 


34894 


Strand 


+ 




Start 


3391 


End 


3637 




Name 


OJ991117 09.9C17.C4.ol.gp 


Method 


AAT/GAP 




Start 


3391 


End 


3637 




GI 


3761181 


Score 


438 




Exons 


3391. .3637 








GI Descrip. 


4521193/dbj IAB013450.il AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


16540 


Seq. ID 


OJ991117_09.9C17. 


C4 


Gene No. 


34895 


Strand 


+ 




Start 


5367 


End 


24963 




Name 


OJ991117 09. 9C17.C4 .o2.gp 


Method 


AAT/GAP 




Start 


5346 


End 


6517 




GI 


52477 1.R1084 


Score 


960 




Exons 


5346. .5439, 6097. .6517 








GI Descrip. 


•4521193/dbj IAB013450.il AB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 1 








Seq. No. 


16540 


Seq. ID 


OJ991117_09.9C17. 


C4 


Gene No . 


34895 


Strand 


+ 




Start 


5367 


End 


24963 




Name 


OJ991117 09.9C17.C4.o2.gs 


Method 


GENSCAN 




Start 


5367 


End 


9994 




GI 


none 


Score 


.62 




Exons 


5367. .5439, 6097. .7401, 7500. 


.7754, 9924.. 9994 




Seq. No. 


16540 


Seq. ID 


OJ991117JD9.9C17. 


C4 


Gene No. 


34895 


Strand 


+ 




otart 


5367 


End 


24963 




Name 


OJ991117 09.9C17.C4.o2.np 


Method 


AAT/NAP 




Start 


6036 


End 


14556 




GI 


4662638 


Score 


913 




Exons 


6036. .6349, 13109 .. 13622, 13686 .. 13978 , 


14289. .14556 




GI Descrip. 


(AC007233) putative beta-1,3- 


glucanase 


[Arabidopsis thaliana] 


Seq. No. 


16540 


Seq. ID 


OJ991117_09.9C17. 


C4 


Gene No. 


34895 


Strand 


+ 




Start 


5367 


End 


24963 




Name 


OJ991117 09.9C17.C4.o3.gp 


Method 


AAT/GAP 




Start 


7696 


End 


8321 




GI 


3767843 


Score 


506 





17105 



Exons 



7696.. 7754, 8090.. 8321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16540 
34895 
5367 

OJ991117_09.9C17.C4 .o3.gs 
12696 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
12696. .14154, 14387 14521, 14660 
15254 ..15555, 15754 .. 16513, 16574 
17394. .18770, 18830 .. 19698 , 20348 
22145. .22311, 22922 .. 23115 , 24116 
24849. .24963 



OJ991117_09. 9C17.C4 
+ 

24963 
GENSCAN 
24963 
.51 

14756, 15011. . 15133, 
17225, 17259. .17385, 
20533, 20729. .20887, 
24202, 24257. .24356, 



Seq. No. 16540 Seq. ID 

Gene No. 34895 Strand 

Start 5367 End 

Name OJ991 117_09 . 9C17 . C4 . o4 . gp Method 

Start 12711 End 

GI 427626 Score 

Exons 12711. .12771, 12853.. 13181 

GI Descrip. 4097948 5.0e-16 (U72255) beta-1 , 3-glucanase precursor [Oryza 
sativa] 



OJ991117_09.9C17.C4 
+ 

24963 
AAT/GAP 
13181 
715 



Seq. No.' 16540 Seq. ID 

Gene No.. 34895 Strand 

Start 5367 End 

Name OJ991117_09 . 9C17 . C4 . o5 . gp Method 

Start 14363 End 

GI 3767610 Score 

Exons 14363. . 14521, 14 660 ..' 14 913 



OJ991117_09. 9C17 .C4 
+ 

24963 - 
AAT/GAP ' 
14913 
700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16540 
34895 
5367 

OJ991 1 17_0 9 . 9C17 . C4 . o3 . np 
15587 
6069646 
15587. .15613, 



18877. 



Seq. ID OJ991117_09. 9C17.C4 
Strand + 
End 24963 
Method AAT/NAP 
End 20933 
Score 981 
.19678, 19960. .20933 
(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

16540 Seq. ID OJ991117_09 . 9C17 . C4 

34896 Strand + 

27521 End 32917 

OJ991117_09. 9C17. C4 .06. gp Method AAT/GAP '■ 

27521 End 28078 

614 05_1 .R1084 Score 8 65 

27521. .27698, 27804. .28078 

f 21 6031 4 /dbj | BAA18 905 | 3.0e-15 (D25236) possible 

1-3, 1-4-beta-glucanase coding sequence [Oryza sativa] 1 



16540 
34896 



Seq. ID OJ991117_09.9C17.C4 
Strand + 



17106 



Start 
Name 
Start 
GI 

Exons 



27521 End 

OJ991117_09 . 9C17 . C4 . o4 . gs Method 

27626 End 

none Score 



32917 
GENSCAN 
30694 
.49 



27626. .29099, 29291 .. 29506, 30302 .. 30456, 30506.. 30694 



Seq. No. 


16540 


Seq. ID 


OJ991117 09.9C17 


,C4 


Gene No. 


34896 


Strand 


+ 




Start 


27521 


End 


32917 




Name 


OJ991117 09.9C17.C4.o4.np 


Method 


AAT/NAP 




Start 


27626 


End 


29302 




GI 


4097948 


Score 


742 




Exons 


27626.-27698, 27804 .. 28592, 


28659. .28! 


B58, 29252.. 29302 




GI Descrip. 


(U72255) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


16540 


Seq. ID 


OJ991117_09.9C17 


.C4 


Gene No. 


34896 


Strand 


+ 




Start 


27521 


End 


32917 




Name 


OJ991117 09.9C17.C4.o7.gp 


Method 


AAT/GAP 




Start 


28570 


End 


29893 




GI 


17588 1.R1084 


Score 


1889 




Exons 


28570. .29099, 29252 .. 29506, 


29664. .29893 




GI Descrip. 


* 58 52 17 0/emb TALI 172 65. 1 IOST17 804 l.Oe- 


-50 Oryza sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 16540 Seq. ID 

Gene No. 34896 Strand 

Start 27521 End 

Name OJ991117_09 . 9C17 . C4 . o5 . np Method 

Start 28848 End 

GI 4835761 Score 

Exons 28848. .29137 

GI Descrip. (AC007202) T8K14.10 [Arabidopsis thaliana] 



OJ991117_09. 9C17.C4 
+ 

32917 
AAT/NAP 
29137 
195 



Seq. No. 


16540 


Gene No. 


34896 


Start 


27521 


Name 


OJ99111 


Start 


29204 


GI 


6562314 


Exons 


29204 . . 


GI Descrip. 


(AL1334 


Seq. No. 


16540 


Gene No. 


34896 


Start 


27521 


Name 


OJ99111' 


Start 


30292 


GI 


4538976 


Exons 


30292. 


GI Descrip. 


(AL0494! 



Seq. ID OJ991117JD9. 9C17.C4 

Strand + 

■ End" 32917 

7_09. 9C17 .C4 .06. np • Method AAT/NAP 

End 29510 

Score 183 

29510 

AL133421) putative protein [Arabidopsis thaliana] 

Seq. ID OJ991117JD9. 9C17.C4 

Strand + 

End 32917 

9.9C17.C4.o7.np Method AAT/NAP 

End 32917 
Score . 209 



32917 



thaliana] 



Seq. No. 16540 Seq. ID OJ991 117_09 . 9C17 . C4 

Gene No. 34897 Strand + 

Start 37842 End 40518 

Name OJ991117_09 . 9C17 . C4 . ol . ts Method TBLASTX : Soybean 



17107 



Start 
GI 

Exons 



6090 
none 

6090.. 6350, 6095.. 633 
7020. .7127, 12846. .13 
13115. .13153, 13116.. 
13764. .13910, 13776. 
27784.". 28041, 28066. 
28637. .28699, 28715. 
38967. .39098, 39029. 
39154. .39225, 39221. 



End 39679 
Score 220 
7, 6348.-6836, 6359.. 6772, 7019.. 7123, 
103, 12851. .13048, 13109 .. 13450, 
13580, 13256. .13495, 13308 .. 13535, 
13871, 13778. .13906, 27776 .. 28054 , 
28534, 28135. .28446, 
38903, 38961. .39155, 
39218, 39148. .39225, 



28104, 28067 
28822, 38802 



39148, 39147. 
39262, 39248. .39391, 39572.. 39679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16540 

34897 

37842 

OJ991 

6093 

none 

6093. 

6576. 

7017. 

12837 

13116 

13761 

27799 

28244 

28630 

38663 

39178 

39569 



Seq. ID OJ991117_ 
Strand + 



09.9C17.C4 



117 09.9C17.C4.ol.tm 



.6350, 6093.. 6350, 6339. 
.6794, 6579.. 6773, 6915. 
.7145, 7017. .7160, 12711 
..13103, 12848. 
..13331, 13331. 
..13877, 13761. 
..28053, 28060. 
..28510, 28282. 
..28707, 28637. 
. .38800, 3-8802. 
..39225, 39181. 
..39685, 39578. 



End 40518 
Method TBLASTX : Mai ze 
End 39725 
Score 256 

6575, 6359.. 6568, 6575.. 6772, 
7016, 6923. .7015, 7016. .7144, 
.12755, 12712. . 12756, 
13102, 13109. .13309, 13115 .. 13327 , 
13588, 13332. .13559, 13710 .. 13754 , 
13922, 27644. .27685, 27770 .. 28054 , 
28278, 28066. .28278, 28067 .. 28282 , 
28347, 28286. .28486, 28378 28509, 
28705, 28712. .28828, 28712 .. 28828 , 
38891, 38960. .39154, 38961 .. 39155, 
39213, 39221. .39256, 39248.-39397, 
39724, 39582.. 39725 



Seq. No. 16540 
Gene No. 34897 
Start 37842 

Name OJ991117_09 . 9C17 . C4 . o3 . tw 

Start 6093 
GI none 

Exons 6093.. 6257, 6095.. 6256, 6096.. 

6352.. 6399, 6356.. 6397, 6357.. 
12849. .13013, 12851. . 13012, 12 
13113. .13160, 13113. . 13160, 13 
27773.-27964, 27778.-27 969, 27 
28052. .28111, 28059. .28106, 28 
38696. .38800, 38 699 38803, 38 



OJ991117_09.9C17.C4 
+ 

40518 

TBLASTX: Wheat 
39003 
191 

6305, 6203.. 6262, 6261.. 6347, 
6407, 12697. .12765, 12 699 .. 127 64 , 
872.. 13018, 13017. .13103, 
13161, 27627. .27698, 
27963, 27968. .28054, 
28111, 38677. .38796, 
39003 



Seq. ID 

Strand 

End 

Method 

End 

Score 



114. 
802. 
064. 
944 . 



Seq. No. 16540 
Gene No. 34897 
Start 37842 

Name OJ991117_09 . 9C17 . C4 . ol . tc 

Start 6099 
GI none 
Exons 6099. . 

7020. . 

12855. 

13764 . 

14368. 

28715. 

39572. 



6356, 6348.. 6395, 6359 
7139, 7167.. 7232, 7245 
.13103, 13236. . 13550, 13253 
.13877, 13920. . 13982, 13998 
.14520, 27806. .28063, 28192 
.28834, 28943. .29074, 29275 



Seq. ID OJ991117_09.9C17.C4 

Strand + 

End 40518 

Method TBLASTX : Cress 

End 39928 

Score 172 

.6400, 6482. .6640, 6486. .6836, 
.7379, 7523..7S85, 7601.. 7756, 
13450, 13257. .13529, 
14129, 14290. .14352, 
28347, 28193. .28534, 
29337, 29353. .29505, 



.39691, 39719. .39787, 39797.. 39928 



17108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16540 
34897 
37842 

OJ991117_09. 

7142 

none 

7142. .7327, 
7496. .7684, 
7652. .7753, 
13916. .14080 
14266. .14451 
14416. .14523 
28861. .29025 
29251. .29436 
39701. .39880 
40067. .40222 
40226. .40294 



9C17.C4.ol.tw 



7143. .7328, 7292. 
7498. .7683, 7499. 
7653.-7769, 13895 
, 14045. 
, 14279. 
, 14423. 
, 28990. 
, 29400. 
, 39715. 



Seq. ID OJ991117_09.9C17.C4 
Strand + 
End 40518 
Method • TBLASTX: Wheat 
End 40294 
Score 231 

.7390, 7293.. 7391, 7294. .7407, 
.7684, 7648.-7752, 7649. .7753, 
..14080, 13902, . 14081, 
14137, 14046. .14138, 142 65 .. 14 4 4 4 , 
14446, 14329. .14451, 144 15 14519, 
14521, 28847. .29026, 28853 29020, 
29082, 28991. .29083, 29250 .. 294 35 , 
29504, 29401. .29508, 294 08 29506, 
39879, 39844. .39951, 39845.-39952, 



40068. .40223, 40079 40234 , 40226 .. 4 0252 , 



Seq. No. 16540 

Gene No. 34897 

Start 37842 

Name OJ991117_09 . 9C17 . C4 . o2 . ts 

Start 7155 

GI none 
Exons 



Seq. ID OJ991117_09.9C17.C4 
Strand + 

40518 

TBLASTX : Soybean 
40294 
216 



End 

Method 
End 
Score 

7155. .7376, 7523. .7753, 7543.-7728, 7745. .7765, 13920 .. 14132, 
13925. .14128, 14290 .. 14532 , 1432 9 .. 14 4 96, 28853 .. 29074 , 
29275.-29487, 29280 .. 294 86, 39707 .. 39955 , 40092 .. 4 0214 , 
40104 . .40211, 40232. .40294, 40233. .40286 



Seq. No. 16540 
Gene No. 34897 
Start 37842 

Name OJ991117_09. 9C17 . C4 . o4 . tm 

Start 7160 
GI none 
Exons 7160.. 7372, 

7472. .7720, 

13925. .14131 

14460. .14522 



29233. .29487 
39728. .39916 
40226. .40294 



7161. ,7373, 7163 
7504.. 7734, 7687 
, 14085. . 14144, 
, 14461. . 14523, 
, 29256. .29480, 
39737. .39931, 
40234. .40293 



Seq. ID OJ991117_09.9C17.C4 
Strand + 
End 40518 
Method • TBLASTX: Maize 
End 40294 
Score 249 
..7378, 7332. .7391, 7472.-7735, 
..7752, 7688.. 7753, 13923 .. 14 132, 
14248. .14502, 14286 .. 14501, 
28840. .29067, 28847 .. 2 9068 , 
29446. .29508, 39727 .. 39900, 
40074. .40223, 4 0088 .. 4 0219, 



Seq. No. 


16540 




Seq. ID 


OJ991117_09.9C17 


-C4 


Gene No. 


34897 




Strand 


+ 




Start 


37842 




End 


40518 




Name 


OJ991117 09.9C17.C4 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18826 




End -j 


19215 




GI 


none 




Score 


143 




Exons 


18826. .19083, 19138 


. . 19215 








Seq. No. 


16540 - 




Seq. ID 


OJ991117_09.9C17 


-C4 


Gene No. 


34897 




Strand 


+ 




Start 


37842 




End 


40518 




Name 


OJ991117 09.9C17.C4 


o2. tm 


Method 


TBLASTX: Maize 




Start 


18877 




End 


19284 





17109 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 
18877. 



19284, 18880. . 19236, 



16540 
34897 
37842 

OJ991117_09.9C17.C4.o3/tm- 

19287 

none 

19287. .19367, 19288 .. 19770, 

16540 
34897 
37842 

OJ991117_09. 9C17.C4 .o2.tw 

19542 

none 

19542. . 19724, 1954 6 .. 19725 , 

16540 
34897 
37842 

OJ991117_09. 9C17.C4 .o6.tm 

19956 

none 

19956. .20135, 19964 .. 20134 , 

16540- 

34897 

37842 

OJ991117_09 . 9C17 . C4 . o4 . tw 

20139 

none 

20139. .20276, 20205 .. 20273, 

16540 
34897 
37842 

OJ991117JD9 . 9C17 . C4 . o5 . tm 

20363 

none 

20363. .20668, 204 16 .. 20595, 
20877. .20915 



Score 4 63 
18882. .19283 

Seq. ID OJ991117_09.9C17.C4 

Strand + 

End 40518 

Method TBLASTX: Maize 

End 19898 

Score 343 
19446. . 19724, 19722. .19898 

Seq. ID OJ991117_09.9C17.C4 

Strand + 

End 40518 

Method TBLASTX : Wheat 

End .19979 

Score 176 
19722. .19841, 19854. .19979 

Seq. ID OJ991117_09.9C17.C4 

Strand + 

End 40518 

Method TBLASTX: Maize 

End 20255 

Score 202 
20142. .2024 9, 20145. ; 20255 

Seq. ID OJ991117_09.9C17 . C4 
Strand + 
End ' 40518 
Method ' TBLASTX : Wheat 
End 20521 
Score 106 
20368. .20520, 20369.. 20521 

Seq. ID OJ991117_09.9C17.C4 

Strand + 

End 40518 

Method TBLASTX : Maize 

End 20915 

Score 259 
20474 . .20668, 20732 .. 20815, ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



16540 
34897 
37842 

OJ991117_09. 9C17.C4 . 

30373. 

none 

30373. .30441, 30494. 



Seq. ID OJ991117_09.9C17.C4 
Strand + 

40518 

TBLASTX: Maize 
30655 
83 



End 

Method 
End 
Score 



o7 . tm 
.30655, 30514.. 30630 



16540 
34897 
37842 

OJ991117_09. 9C17.C4 .o3.ts 
30508 



Seq. ID OJ991117_09.9C17.C4 

Strand + 

End 40518 

Method TBLASTX : Soybean 

End 30658 



17110 






GI 


none 




Score 


200 






Exons 


30508. .30630, 30512 


. .30658 










Seq. No. 


16540 




Seq. ID 


OJ991117_09.9C17 


.C4 




Gene No. 


34897 




Strand 


+ 






Start 


37842 




End 


40518 






Name 


OJ991117 09.9C17.C4 


. 06 . gs 


Method 


GEN SCAN 






Start 


37842 




End 


39953 






GI 


none 




Score 


...7 






Exons 


37842. .37863, 38694 


. .38861, 


38902. .38973, 39261. .39438, 








39553. .39720, 39802 


. .39953 










Seq. No. 


16540 




Seq. ID 


OJ991117_09.9C17 


.C4 




Gene No. 


34897 




Strand 


+ 






Start 


3 /o4z 




End 


40518 






Name 


OJ991117 09.9C17.C4 


. oil . np 


Method 


AAT/NAP 






Start 


38536 




End . 


40518 






GI 


4678386 




Score 


154 






Exons 


38536. .38617, 39705 


. . 40056, 


40369. .40518 






GI Descrip. 


(AL049656) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


16540 




Seq. ID 


OJ991117_09.9C17 


.C4 




Gene No. 


34897 




Strand 


+ 






Start 


37842 




End 


40518 




. -.p 


Name 


OJ991117 09.9C17.C4, 


. olO . np 


Method 


AAT/NAP 




:3 


Start 


38 617 




End 


39685 




. i B 


GI 


4097938 




Score 


258 




: y 


Exons 


38617. .39446, 39477, 


. .39685 










GI Descrip. 


(U72250) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 






Seq. No. 


16540 




Seq. ID 


OJ991117_09.9C17 


.C4 




Gene No. 


34897 




Strand 


+ 




" 7 


Start 


37842 




End 


40518 






Name 


OJ991117 09.9C17.C4, 


. o9. np 


Method 


AAT/NAP 




"I 


Start 


38629 




End 


39682 




3 


GI 


4097946 




Score 


244 






Exons 


38629. .39465, 39493, 


. .39682 










GI Descrip. 


(U72254 ) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




a? 


Seq. No. 


16540 




Seq. ID 


OJ991117_09.9C17 


.C4 


=i 


Gene No. 


34897 




Strand 


+ 






btart 


37842 




End 


40518 






Name 


OJ991117 09.9C17.C4, 


. 08 . np 


Method 


AAT/NAP 






Start 


38693 




End 


39718 






GI 


3641838 




Score 


282 






Exons 


38693. .39718 












GI Descrip. 


(AL023094) putative 


protein 


(fragment) 


[Arabidopsis thaliana] 




Seq. No. 


16540 




Seq. ID 


OJ991117_09.9C17 


.C4 




Gene No. 


34897 




Strand 


+ 






Start 


37842 




End 


40518 






Name 


OJ991117 09.9C17.C4. 


.ol2.np 


Method 


AAT/NAP 






Start 


39563 




End 


40518 






GI 


6562314 




Score 


164 






Exons 


39563. .39602, 39699, 


. .39941, 


40417. .40518 






GI Descrip. 


(AL133421) putative 


protein 


[Arabidopsis thaliana] 





17111 



Seq. No. 


16541 


Seq. ID 


OJ991117 


_09. 


9C17 


.C5 


Gene No. 


34898 


Strand 










Start 


1 


End 


531 








Name 


OJ991117 09.9C17.C5.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


531 








GI 


5734635 


Score 


193 








Exons 


1..221, 294.. 531 












GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16541 


Seq. ID 


OJ991117 


_09. 


9C17 


.C5 


Gene No. 


34898 


Strand 










Start 


1 


End 


531 








Name 


OJ991117_09 . 9C17 .C5 . ol . gs 


Method 


GENSCAN 








Start 


319 


End 


410 








GI 


none 


Score 


.65 








Exons 


319. . 410 












Seq. No. 


16542 


Seq. ID 


OJ991117 


_09. 


9C17, 


.C6 


Gene No. 


34899 


Strand 


+ 








Start 


1016 


End 


2620 








Name 


OJ991117 09.9C17.C6.ol.np 


Method 


AAT/NAP 








Start 


1016 


End 


2285 








GI 


4680179 


Score 


590 








Exons 


1016. .1873, 2042. .2285 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


16542 


Seq. ID 


OJ991117 


_09. 


9C17, 


.C6 


Gene No. 


34899 


Strand 


+ 








Start 


1016 


End 


2620 








Name 


OJ991117 09.9C17.C6.ol.gs 


Method 


GENSCAN 








Start 


1037 


End 


2620 








GI 


none 


Score 


.48 








Exons 


1037.. 2356, 2465.. 2620 












Seq. No. 


16542 


Seq. ID 


OJ991117 


_09. 


9C17, 


.C6 


Gene No. 


34900 


Strand 


+ 








Start 


6748 


End 


7133 








Name 


OJ991117 09.9C17.C6.ol.gp 


Method 


AAT/GAP 








Start 


6748 


End 


7133 








GI 


uC-osflcyp033a04bl 


Score 


633 








Exons 


6748.. 7133 












GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza , 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 










Seq. No. 


16542 


Seq. ID 


OJ991117 


_09. 


9C17. 


.C6 


Gene No. 


34901 


Strand 










Start 


1 


End 


8155 








Name 


OJ991117 09.9C17.C6.o2.np 


Method 


AAT/NAP 








Start 


1, 


End 


8155 








GI 


5852180 


Score 


728 








Exons 


1..34, 4636. .4705, 5412. .5823, 


5875.. 5991, 6982 


. .7052, 






8123. .8155 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 










Seq. No. 


16542 


Seq. ID 


OJ991117_ 


_09. 


9C17. 


,C6 


Gene No. 


34901 


Strand 










Start 


1 


End 


8155 









17112 



Name 


OJ991117 09.9C17.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1259 


End 


1615 




GI 


none 


Score 


277 




Exons 


1259. .1615, 1261. .1614 








Seq. No. 


16542 


. Seq. ID 


OJ991117_09.9C17 


.C6 


Gene No. 


34 901 


Strand 






Start 


1 


End 


8155 




Name 


OJ991117 09.9C17.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


1499 


End 


1798 




GI 


none 


Score 


232 




Exons 


1499. .1798, 1513. .1626 








Seq. No. 


16542 


Seq. ID 


OJ991117_09.9C17 


.C6 


Gene No. 


O A ft ft T 

J 4 901 


Strand 






Start 


1 


End 


8155 




Name 


OJ991117 09. 9C17.C6.o2.gs 


Method 


GENSCAN 




Start 


5125 


End 


8023 




GI 


none 


Score 


.6 




Exons 


5125. .5991, 6419. .6469, 7994. 


.8023 






Seq. No. 


16543 


Seq. ID 


OJ991117_09.9C17, 


.C7 


Gene No. 


34 902 


Strand 


+ 




Start 


49 


End 


761 




Name 


OJ991117 09.9C17.C7.ol.gs 


Method 


GENSCAN 




Start 


49 


End 


761 




GI 


none 


Score 


.69 




Exons 


49. .105, 723. .761 








Seq. No. 


16543 


Seq. ID 


OJ991117_09.9C17. 


.C7 


Gene No. 


34903 


Strand 


+ 




Start 


3664 


End 


4047 




Name 


OJ991117 09.9C17.C7.o2.gp 


Method 


AAT/GAP 




Start 


3664 


End 


4047 




GI 


uC-osflcyp033a04bl 


Score 


641 




Exons 


3664 . .4047 








GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genor 




DNA, chromosome' 1, clone : P0711E10 1 






Seq. No. 


16543 


Seq. ID 


OJ991117JD9.9C17. 


,C1 


Gene No . 


34904 


Strand 


+ 




Start 


9421 


End 


9954 




Name 


OJ991117 09.9C17.C7.o3.gs 


Method 


GENSCAN 




Start 


9421 


End 


9954 




GI 


none 


Score 


.99 




Exons 


9421. .9954 








Seq. No. 


16543 


Seq. ID 


OJ991117_09. 9C17. 


,C7 


Ger)e No. 


34905 


Strand 


+ 




Start 


15762 


End 


16936 




Name 


OJ991117 09.9C17.C7.o5.gs 


Method 


GENSCAN 




Start 


15762 


End 


16936 




GI 


none 


Score 


.97 




Exons 


15762. .16135, 16783. .16936 








Seq. No. 


16543 


Seq. ID 


OJ991117_09.9C17. 


C7 


Gene No. 


34906 


Strand 







17113 



Start 


7206 


End 


7769 






Name 


OJ991117 09.9C17.C7.o5.gp 


Method 


AAT/GAP 






Start 


7206 


End 


7769 






GI 


38782 1.R1084 


Score 


795 






Exons 


7206.. 7228, 7289.. 7769 










GI Descrip. 


' 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza 


sativa genomi 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


16543 


Seq. ID 


OJ991117 


_09.9C17 


.C7 


Gene No. 


34906 


Strand 








Start 


7206 


End 


7769 






Name 


OJ991117 09. 9C17.C7.o4.gp 


Method 


AAT/GAP 






Start 


7262 


End 


7769 






GI 


38782 1.R1084 


Score 


795 






Exons 


7262. .7769 










GI Descrip. 


•6069643/dbj | AP000616 . 1 i AP000616 0.0e+00 Oryza 


sativa genomii 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


16543 


Seq. ID 


OJ991117 


_09.9C17 


.C7 


Gene No. 


34907 


Strand 








Start 


11219- 


End 


17263 






Name 


OJ991117 09.9C17.C7.o8.tw 


Method 


TBLASTX: Wheat 




Start 


5107 


End 


5484 






<5T 


none 


Score 


243 






Exons 


5107.. 5484 










Seq. No. 


16543 


Seq. ID 


OJ991117 


_09. 9C17 


.C7 


Gene No. 


34907 


Strand 








Start 


11219 


End 


17263 






Name 


OJ991117 09. 9C17.C7.ol.np 


Method 


AAT/NAP 






Start 


11190 


End 


16709 






GI 


4680179 


Score 


4129 






Exons 


11190. .14607, 14710. . 15161, 


16686. .16709 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


16543 


Seq. ID 


OJ991117 


_09. 9C17 


-C7 


Gene No. 


34907 


Strand 








Start 


11219 


End 


17263 






Name 


OJ991117 09.9C17.C7.o4.gs 


Method 


GENSCAN 






Start 


• 11219 


End 


15052 






GI 


none 


Score 


.77 






Exons 


11219. .11452, 11462. .12434, 


12531. .14298, 14521 


. .14688, 






14737. .15052 










Seq. No. 


16543 


Seq. ID 


OJ991117 


_09.9C17 


.C7 


Gene No. 


34907 


Strand 








Start 


11219 


End 


17263 






Name 


OJ991117 09.9C17.C7.o2.np 


Method 


AAT/NAP 






Start 


11222 


End 


16739 






GI 


4539660 


Score 


4018 






Exons 


11222. .14 627, 14715. .15161, 


16686. .16739 






GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 






Seq. No. 


16543 


Seq. ID 


OJ991117 


_09. 9C17 


.C7 


Gene No. 


34907 


Strand 








Start 


11219 


End 


17263 






Name 


OJ991117 09.9C17.C7.o5.tw 


Method 


TBLASTX : 1 


Wheat 





17114 



Start 


11234 




GI 


none 




Exons 


11234. .11566, 11255 


. . 11404, 


Seq. No. 


16543 




Gene No. 


34907 




Start 


' 11219 




Name 


■ OJ991117 09.9C17.C7 


. o7 . tm 


Start 


11249 




GI 


none 




Exons 


11249. .11407 




Seq. No. 


16543 




Gene No. 


34907 




Start 


11219 




Name 


OJ991117 09.9C17.C7 


.ol . tm 


Start 


11417 




GI 


none 




Exons 


11417 . . 11512, 11417 


. . 11854, 




11712. .11855, 11818 


. . 11856, 




11859. . 12005, 11861 


. . 12013, 


Seq. No. 


' 16543 




Gene No. 


34907 




Start 


11219 




Name 


OJ991117 09. 9C17.C7 


. ol . tw 


Start 


11567 




GI 


none 




Exons 


11567. .12193, 11618 


. . 12046, 


Seq. No. 


16543 




Gene No. 


34907 




Start 


11219 




Name 


OJ991117 09.9C17.C7 


. o4 . tm 


Start 


12132 




GI 


none 




Exons 


12132. . 12392, 12134 


. . 12391, 


Seq. No. 


16543 




Gene No. 


34907 




Start 


11219 




Name 


OJ991117 09.9C17.C7 


.o2 . ts 


Start 


12152 




GI 


none 




Exons 


12152. .12400, 12153 


. . 12407 


Seq. No. 


16543 




Gene No. 


34907 




Start 


11219 




Name 


OJ991117 09.9C17.C7 


.ol . tc 


Start 


12176 ~~ 




GI 


none 




Exons 


12176. .12319, 12192, 


. .12317, 


Seq. No. 


16543 




Gene No. 


34907 




Start 


11219 





End 11567 
Score 106 



Seq. ID 
-Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117_09. 9C17-.C7 
17263 

TBLASTX: Maize 

11407 

193 



OJ991117 09.9C17.C7 



17263 

TBLASTX: Maize 
12014 
69 

11427. .11636, 11618. . 11734, 
11832. .11855, 11852. . 12010, 
11862. .12014 



Seq. ID OJ991117_09. 9C17.C7 
Strand 
End 

Method 
End 
Score 



17263 

TBLASTX: Wheat 

12193 

122 



•Seq. ID OJ991117_09.9C17.C7 
Strand 

End 17263 

Method TBLASTX : Maize 

End 12392 

Score 237 
12201. .12392 

Seq. ID OJ991117_09.9C17.C7 
Strand 

End 17263 

Method TBLASTX : Soybean 

End 12407 

Score 182 



Seq. ID OJ991117_09. 9C17.C7 
Strand 

End 17263 

Method TBLASTX : Cress 

End 12493 

Score 101 
12320. .124 93, 12374. .124 72 

Seq. ID OJ991117_09.9C17.C7 
Strand 

End 17263 



17115 




Name 


OJ991117 09.9C17.C7 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


12200 




End 


12724 




GI 


none 




Score 


269 




Exons 


12200. .12724, 12204 


. .12572 








Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


.C7 


Gene No. 


34907 




Strand 






Start 


11219 




End 


17263 




Name 


OJ991117 09.9C17.C7 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


12767 




End 


13120 




GI 


none 




Score 


242 




Exons 


12767. .13120, 12804 


. .13118 








Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


.C7 


Gene No. 


34907 




Strand 






Start 


11219 




End 


17263 




Name 


OJ991117 09.9C17.C7 


.o2. tw 


Method 


TBLASTX : Wheat 




Start 


12767 




End 


13193 




GI 


none 




Score 


108 




Exons 


12767. .13192, 12769 


. .13131, 


12782. .13135, 12816. .13193 




Seq. No. 


16543 




Seq. ID 


OJ991117 09.9C17 


.C7 


Gene No. 


34907 




Strand 






Start 


11219 




End 


17263 




Name 


OJ991117 09. 9C17.C7 


.o3 . ts 


Method 


TBLASTX : Soybean 




Start 


12941 




End 


13186 




GI 


none 




Score 


213 




Exons 


12941. .13186 










Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


.C7 


Gene No. 


34 907 




Strand 






Start 


11219 




End 


17263 




Name 


OJ991117 . 09. 9C17.C7 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13157 




End 


13657 




GI 


none 




Score 


160 




Exons 


13157. .13492, 13478 


. .13657 








Seq. No. 


16543 




Seq. ID 


OJ991117JD9. 9C17 


.C7 


Gene No. 


34 907 




Strand 






Start 


11219 




' End 


17263 




Name 


OJ991117 09.9C17.C7 


. 06 . tw 


Method 


TBLASTX: Wheat • 




Start 


13199 




End 


13495 




GI 


none 




Score 


178 




Exons 


13199. .13495, 13236 


. .13451 








Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


.C7 


Gene No. 


34907 




Strand 






Start 


. 11219 




End 


17263 




Name 


OJ991117 09.9C17.C7 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


13208 




End 


13603 




GI 


none 




Score 


146 




Exons 


13208. .13567, 13236 


. .13451, 


13407. .13568, 134 91 .. 13565, 






13571. .13603 










Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


,C7 


Gene No. 


34907 




Strand 






Start 


11219 




End 


17263 





17116 




Name 


OJ991117 09.9C17.C7 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


13544 




End 


14027 


GI 


none 




Score 


291 


Exons 


13544. .14026, 13548 


. . 14027 






Seq. No. 


16543 




Seq. ID 


OJ991117_09.9C17 


Gene No. 


34907 




Strand 




Start 


11219 




End 


17263 


Name 


OJ991117 09.9C17.C7 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


13727 




End 


14015 


GI 


none 




Score 


96 


Exons 


13727. .13999, 13727 


. . 14014, 


13728. .14015 


Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


Gene No. 


34907 




Strand 




Start 


11219 




End 


17263 


Name 


OJ991117 09.9C17.C7 


. o7 . tw 


Method 


TBLASTX: Wheat 


Start 


14168 




End 


14572 


GI 


none 




Score 


78 


Exons 


14168. .14338, 14223 


. . 14342, 


14 351. .14 572, 14 4 18 14 528, 




14519. .14572 








Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


Gene No. 


34907 




Strand 




Start 


11219 




End 


17263 


Name 


OJ991117 09.9C17.C7 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


14253 




End 


14579 


GI 


none 




Score 


38 


Exons 


14253. .14336,-14255 


. .14578, 


14438. .14575, 14466. .14579 


Seq. No. 


16543 




Seq. ID 


OJ991117_09. 9C17 


Gene No. 


34907 




Strand 




Start 


11219 




End 


17263 


Name 


OJ991117 09.9C17.C7 


. o3 . np 


Method 


AAT/NAP 


Start 


15875 




End 


17263 


GI 


5852180 




Score 


304 


Exons 


15875. .16268, 17197 


. .17263 






GI Descrip. 


(AL117265) zhbOOOlO 


. 1 [Oryza 


sativa] 




Seq. No. 


16544 




Seq. ID 


OJ990717_40.9C23 


Gene No. 


34908 




Strand 


+ 


Start 


1 




End 


484 


Name 


OJ990717 40.9C23.C1 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


484 


GI 


4567304 




Score 


411 


Exons 


1..224, 307. .484 








GI Descrip. 


(AC005956) unknown protein [Arabidopsis 


i thaliana] 


Seq. No. 


16544 




Seq. ID 


OJ990717_40.9C23 


Gene No. 


34908 




Strand 


+ 


Start 


1 




End 


484 


Name 


OJ990717 40.9C23.C1 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


15 




End 


417 


GI 


none 




Score 


232 


Exons 


15. .38, 45. .227, 70 


..225, 71 


..226, 306. 


.416, 307. .417 


Seq. No. 


16544 




Seq. ID 


OJ990717_40.9C23 



17117 




Gene No. 


34908 




Strand 


+ 




Start 


1 




End 


484 




Name 


OJ990717 


40.9C23.Cl.ol.gs 


Method 


GENSCAN 




Start 


33 




End 


480 




GI 


none 




Score 


.89 




Exons 


33. .224, 


307. .480 








Seq. No. 


16544 




Seq. ID 


OJ990717_40.9C23 


.CI 


Gene No. 


34908 




Strand 


+ 




Start 


1 




End 


484 




Name 


OJ990717 


40.9C23.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


55 




End 


483 




GI 


none 




Score 


115 




Exons 


55. .153, 


57. .161, 71. .163, 84 


..227, 164. .226, 306. .476, 


307 


Seq. No. 


16544 




Seq. ID 


OJ99071/ 40.9C2J 


.CI 


Gene No. 


34908 




Strand 


+ 




Start 


1 




End 


484 




Name 


OJ990717 


40. 9C23.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


141 




End 


483 




GI 


none 




Score 


144 




Exons 


141. .227, 


149. .226, 303. .479, 


305. .478 


, 306. .479, 307.. 


483 


Seq. No. 


16545 




Seq. ID 


OJ990717__40.9C23 


.C2 


Gene No. 


34909 




Strand 






Start 


98 




End 


172 




Name 


OJ990717 


_40.9C23.C2.ol.gs 


Method 


GENSCAN 




Start 


98 




End 


172 




GI 


none 




Score 


.75 




Exons 


98. .172 










Seq. No. 


16546 




Seq. ID 


OJ990717_40.9C23 


.C3 


Gene No. 


34910 




Strand 


+ 




Start 


306 




End 


1331 




Name 


OJ990717 


40.9C23.C3.ol.np 


Method 


AAT/NAP 




Start 


306 




End 


1331 




GI 


4836928 




Score 


522 




Exons 


306. .912, 


1022. .1144, 1184. .1331 






GI Descrip. 


(AC006085) Similar to protein 


kinases 


[Arabidopsis thaliana 


Seq. No. 


16546 




Seq. ID 


■ OJ990717_40. 9C23 


.C3 


Gene No. 


34910 




Strand 


+ 




Start 


306 




End 


1331 




Name 


OJ990717 


40.9C23.C3.oi.gs 


Method 


GENSCAN 




Start 


320 




End 


1307 




GI 


none 




Score 


.79 




Exons 


320. .1117 


, 1123. .1307 








Seq. No. 


16546 




Seq. ID 


OJ990717_40- ; 9C23 


.C3 


Gene No. 


34910 




Strand 


+ 




Start 


306 




End 


1331 




Name 


OJ990717 


40. 9C23.C3.ol. tm 


Method 


TBLASTX: Maize 




Start 


380 




End 


811 




GI 


none 




Score 


59 




Exons 


380. .421, 


464. .535, 500. .811, 


554. .811 






Seq. No. 


16546 




Seq. ID 


OJ990717__40. 9C23 


.C3 



17118 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 



34910 Strand 

306 End 

OJ990717_40 . 9C23 . C3 . ol . tc Method 

533 End 

none Score 



+ 

1331 

TBLASTX: Cress 

1331 

264 



533. .844, 640. .846, 1193. .1243, 1263. .1331, 1264. .1329 



16546 Seq. ID 

34910 Strand 

306 End 

OJ990717_4 0. 9C23.C3.ol.ts Method 

545 End 

none Score 
545. .844, 574. .846 

16546 Seq. ID 

34910 Strand 
306 End 
OJ990717_40. 9C23.C3.o2.ts Method 
1085 End 
none Score 
1085. .1132, 1087. .1125, 1189. 
1258. .1329, 1260. .1331 

16547 Seq. ID 

34911 Strand 
31 End 
OJ990717_40. 9C23.C10.ol.gs Method 
31 End 
none Score 
31. .97 



OJ990717_40. 9C23.C3 
+ 

1331 

TBLASTX : Soybean 

846 

251 



OJ990717_40. 9C23.C3 
-f- 

1331 

TBLASTX : Soybean 

1331 

63 



1254, 1190. .1243, 1246. .1326, 



OJ990717_40. 9C23.C10 
+ 

97 

GENSCAN 

97 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



16548 
34912 
1 

OJ990717_40 . 9C23 . C12 . ol . np 
1 

4680186 

1..53, 215. .266, 1106. .1306 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990717_40.9C23.C12 

Strand + 

End 1306 

Method AAT/NAP 

End 1306 

Score 390 



16548 

34913 

14243 

OJ990717 

14243 

5852180 



40. 9C23.C12.o3.np 



Seq. ID OJ990717_40.9C23.C12 

Strand + 

End 17189 

Method AAT/NAP 

End 17189 

Score 368 



14243. .14371, 14423 .. 14 817 , 17154. .17189 
(AL117265) zhbOOOlO.l [Oryza sativa] 



16548 Seq. ID 

34913 Strand 

14243 End 
OJ990717_40. 9C23.C12.o4 . np Method 

14449 End 

4680185 Score 
14449. .14862 



OJ990717_40.9C23.C12 
+ 

17189 
AAT/NAP 
14862 
398 



17119 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indic'a] 



Seq. No. 16548 

Gene No. 34913 

Start 14243 

Name OJ9907 17_4 0 . 9C23 . C12 . o5 . np 

Start 14635 

GI 6598595 

Exons 14635. .14698, 15875. . 16108, 17124.. 17189 

GI Descrip. (AC006527) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ990717_40.9C23.C12 

Strand + 

End 17189 

Method AAT/NAP 

End 17189 

Score 56 



Seq. No. 16548 

Gene No. 34914 

Start 858 

Name OJ990717_4 0 . 9C23 . C12 . ol . gp 

Start 858 

GI uC-osflcyp033a04bl 

Exons 858.. 1239 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990717_40.9C23.C12 
Strand 

End 1239 

Method AAT/GAP 

End 1239 

Score 655 



Seq. No. 16548 

Gene No. 34915 

Start 7915 

Name OJ990717__4 0 . 9C23 . C12 . o3 . gp 

Start 7915 ' 

GI uC-osflcyp033a04bl 

Exons 7915.. 8296 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990717_40.9C23.C12 
Strand 

End 82-96 

Method "AAT/GAP 

End 8296 

Score 659 



Seq. No. 


16548 


Seq. ID 


OJ990717_40.9C23 


.C12 


Gene No. 


34916 


Strand 






Start 


10363 


End 


16810 




Name 


OJ990717 40 


. 9C23 . C12 . o3 . tw Method 


TBLASTX: Wheat 




Start . 


4267 


End 


12369 




GI 


none 


Score 


256 




Exons 


4267. .4395, 


11944 .. 12306, 11944. .12369, 


11948. .12331 




Seq. No. 


16548 


Seq. ID 


OJ990717_40.9C23, 


.C12 


Gene No. 


34916 


Strand 






Start 


10363 


End 


16810 




Name 


OJ990717 40 


. 9C23 . C12 . o3 . tm Method 


TBLASTX: Maize 




Start 


4270 


End 


12298 




GI 


none 


Score 


182 




Exons 


4270. .4515, 


11935. .12297, 11944 .. 12297, 


11948. .12298 




Seq. No. • 


16548 


Seq. ID 


OJ990717_40.9C23. 


.C12 


Gene No. 


34916 


Strand 






Start 


10363 


End 


16810 




Name 


OJ990717 40 


. 9C23.C12:o5.tw Method 


TBLASTX: Wheat 




Start 


4580 


End 


12672 




GI 


none 


Score 


257 




Exons 


4580. .4684, 


4685. .4957, 12370. .12672, 12386. .12670 




Seq. No. 


16548 


Seq. ID 


OJ990717_40. 9C23. 


.C12 



17120 




Gene No. 


34916 




Strand 




Start 


10363 




End 


16810 


Name 


OJ990717 40. 


. 9C23.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


4652 




End 


12828 


GI 


none 




Score 


196 


Exons 


4652. .5113, 


4653.. 4964, 4808. 


.5113, 12433.. 12828 


Seq. No. 


16548 




Seq. ID 


OJ990717_40. 9C23 


Gene No. 


34916 




Strand 




Start 


10363 




End 


16810 


Name 


OJ990717 40. 


,9C23.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4685 




End 


12780 


GI 


none 




Score 


210 


Exons 


4685. .5017, 


12384 .. 12653, 12385. .12744 


, 12386. .12676, 



12707. .12742, 12707 .. 12745, 12748 .. 12780, 12749. .12778 



Seq. No. 16548 

Gene No. 34916 

Start 10363 

Name OJ990717_40 . 9C23 . C12 . o4 . tw 

Start 4982 

GI none 
Exons 



Seq. ID OJ990717_40.9C23.C12 
Strand 

End 16810 

Method TBLASTX : Wheat 

End 13026 

Score 253 



4982. .5326, 4982.. 5335, 5025. .5327, 5330. .5386, 5340.. 5381, 
12 697. .12834, 128 47. .13026, 128 65. .13026 



Seq. No. 16548 

Gene No. 34 916 

Start 10363 

Name OJ990717_4 0 . 9C23 . C12 . o5 . tm 

Start 5114 

GI none 
Exons 



Seq. ID OJ990717_40.9C23.C12 
Strand 

End 16810 

Method TBLASTX : Mai ze 

End 13026 

Score 224 



5114. .5332, 5115. .5327, 5132. .5332, 12847. .13026 



Seq. No. 16548 

Gene No. 34916 

Start 10363 

Name OJ9907 17_40 . 9C23 . C12 . 06 . tm 

Start 7089 

GI none 
Exons 



Seq. ID OJ990717_40.9C23.C12 
Strand 

End 16810 

Method TBLASTX : Mai ze 

End 16810 

Score 66 



7089. .7220, 7117. .7179, 16532 1 6657 , 16543 .. 16656, 
16682. .16810, 16708. .16803 



Seq. No. 16548 

Gene No. 34916 

Start 10363 

Name OJ990717_4 0 . 9C23 . C12 . o2 . gs 

Start 10363 

GI none 
Exons 



Seq. ID OJ990717_40.9C23.C12 
Strand 

End 16810 

Method GENSCAN 

End 14907 

Score .41 



10363. .11093, 11-5.96. .13765, 14579. .14907 



Seq. No. 16548 

Gene No. 34916 

Start 10363 

Name OJ9907 17_4 0 . 9C23 . C12 . o2 . np 

Start 10366 

GI 4680179 
Exons 



Seq. ID OJ990717_40.9C23.C12 
Strand 

End 16810 

Method AAT/NAP 

End 15919 

Score 4470 



10366. .13765, 13799. .13856, 14563 .. 14 807 , 15877. .15919 



1*7121 



# 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


16548 




Seq. ID 


OJ990717_40.9C23 


.C12 


Gene No. 


34916 




Strand 






Start 


. 10363 




End 


16810 




Name 


OJ990717 40.9C23.C12 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


10411 




End 


10744 




GI 


none 




Score 


143 




Exons 


10411. .10743, 10475. 


.10744 








Seq. No. 


16548 




Seq. ID 


OJ990717_40.9C23 


.C12 


Gene No. 


34916 




Strand 






Start 


10363 




End 


16810 




Name 


OJ990717 40.9C23.C12 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


10591 




End 


11190 




GI 


none 




Score 


208 




Exons 


10591. .11031, 10607. 


.11029, 


11029. .11190, 11035.. .11187 




Seq. No. 


16548 




Seq. ID 


OJ990717_40.9C23 


.C12 


Gene No. 


34916 




Strand 






Start 


10363 




End 


16810 




Name 


OJ990717 40.9C23.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10744 




End 


11370 




GI 


none 




Score 


41 




Exons 


10744 . . 11370, 10745. 


.10804, 


10747,. .10998, 10856.. 11314 




Seq. No. 


16548 




Seq. ID 


OJ990717_40.9C23 


.C12 


Gene No. 


34916 




Strand 






Start 


10363 




End 


16810 




Name 


OJ990717 40.9C23.C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11242 




End 


11530 




GI 


none 




Score 


204 




Exons 


11242. .11529, 11243. 


.11530 








Seq. No. 


16548 




Seq. ID 


OJ990717_40. 9C23 


.C12 


Gene No. 


34916 




Strand 






Start 


10363 




End 


16810 




Name 


OJ990717 40.9C23.C12 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


11328 




End 


il584 




GI 


none 




Score 


140 




Exons 


11328. .11510, 11329. 


.11583, 


11330. .115! 


34 




Seq. No. 


16548 




Seq. ID 


OJ990717_40.9C23 


.C12 


Gene No. 


34916 




Strand 






Start 


10363 




End 


16810 




Name 


OJ990717 40.9C23.C12 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


11377 




End 


11913 




GI 


none 




Score 


324 




Exons 


11377,. .11913, 11378. 


.11869 








Seq. No. 


16548 




Seq. ID 


OJ990717_40. 9C23 


.C12 


Gene No. 


34916 




Strand 






Start 


10363 




End 


16810 




Name 


OJ990717 40.9C23.C12 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12118 




End 


12363 




GI 


none 




Score 


94 




Exons 


12118. .12363, 12119. 


. 12346 









17122 



Seq. No. 16548 

Gene No. 34916 

Start 10363 

Name OJ990717_40 . 9C23 . C12 . o7 . tw 

Start 13372 

GI none 
Exons ... 



Seq. ID OJ990717_40.9C23, 
Strand 

End 16810 

Method TBLASTX : Wheat 

End 13740 

Score 63 



C12 



13372. .13485, 13373 .. 1348 6, 13531 13740, 13532.. 13684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16549 
34917 
1 

OJ990717_40.9C23.C13.ol.np 
1 

4680179 
1. .1959 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990717_40.9C23. 

Strand + 

End 1959 

Method AAT/NAP 

End 1959 

Score 3278 



C13 



16549 
34917 
1 

OJ990717_40 . 9C23.C13.o3. tw 
6 

none 

6. .71, 64. .300, 65. .382, 65, 



Seq. ID OJ990717_40.9C23. 

Strand + 

End 1959 

Method TBLASTX : Wheat 

End 382 

Score 69 
.382 



C13 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ9907 17_40 . 9C23 . C13 . o2 . tm 

Start 30 

GI none 
Exons 



Seq. ID OJ990717_40.9C23. 

Strand + 

End 1959 

Method TBLASTX : Mai ze 

End 394 

Score 37 



C13 



30. .71, 64. .297, 65.-382, 83. .394, 190. .387 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ9907 17_40 . 9C23 . C13 . ol . gs 

Start 83 

GI none 

Exons 83.. 1900 



Seq. ID OJ990717_40. 9C23. 

Strand + 

End 1959 

Method GENSCAN 

End 1900 

Score 1 



C13 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ9907 17_40 . 9C23 . C13 . o2 . tw 

Start 422 

GI none 

Exons 422.. 949, 503.. 916, 694.. 948 



Seq. ID OJ990717_40. 9C23. 

Strand + 

End 1959 

Method TBLASTX : Wheat 

End 94 9 

Score 569 



C13 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ990717_40. 9C23.C13.ol . ts 

Start 737 

GI none 

Exons 737.. 997, 742.. 996 



Seq. ID OJ990717_40.9C23. 

Strand + 

End 1959 

Method TBLASTX : Soybean 

End 997 

Score 285 



C13 



17123 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ990717_4 0 . 9C23 . C13 . o3 . tm 

Start 796 

GI none 

Exons 796.. 1083, 797.. 1087 



Seq. ID OJ990717_40.9C23.C13 

Strand + 

End 1959 

Method TBLASTX : Mai ze 

End 1087 

Score 379 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ9907 17_4 0 . 9C23 . C13 . ol . tw 

Start 956 

GI none 

Exons 956.. 1582, 958.. 1581 



Seq. ID OJ990717_40.9C23.C13 

Strand + 

End 1959 

Method TBLASTX : Wheat 

End 1582 

Score 731 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ990717_4 0 . 9C23 . C13 . ol . tm 

Start 1139 

GI none 
Exons,, 



Seq. ID OJ990717_4 0.9C23.C13 

Strand + 

End 1959 

Method TBLASTX : Mai ze 

End 1735 

Score 221 



1139. .1297, 1144. .1290, 1295. .1735, 1297. .1722 



Seq. No. 16549 

Gene No. 34917 

Start 1 

Name OJ990717_4 0 . 9C23 . C13 . o4 . tw 

Start 1582 

GI none 
Exons 



Seq. ID OJ990717_4 0.9C23.C13 

Strand + 

End 1959 

Method TBLASTX : Wheat 

End ■ 1949 

Score 227 

1582. .1653, 1583. .1837, 1610. .1690, 1675. .1797, 1804. .1914, 
1896. .1949 



Seq. No. 
Gene No. 
Start 
Name / 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 



16550 
34918 
1 

OJ990717_4 0. 9C23.C14 .ol.np 
1 

2498930 
1..62, 91. .154, 322. .370 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ990717_40.9C23.C14 

Strand + 

End 370 

Method AAT/NAP 

End 370 

Score 100 



16550 
34918 
1 

OJ990717_4 0. 9C23.C14 .ol.gs 
95 

none 
95. .154 



Seq. ID OJ990717_40. 9C23.C14 

Strand + 

End 370 

Method GENSCAN 

End 154 

Score .98 



Seq. No. 16551^ 

Gene No. 34919 

Start 55 

Name OJ990717__4 0 . 9C23 . C17 . ol . gs 

Start 55 



Seq. ID OJ990717_4 0.9C23.C17 

Strand + 

End 129 

Method GENSCAN 

End 129 



17124 



# • 



GI 


none 




Score 


.8 




Exons 


55. .129 










Seq. No. 


16552 




Seq. ID 


OJ990717 40.9C23 


.C18 


Gene No. 


34920 




Strand 






Start 


1 




End 


1258 




Name 


OJ990717 40.9C23.C18 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1258 




GI 


6466937 




Score 


962 




Exons 


1. .1258 










GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 










Seq. No. 


16552 




Seq. ID 


OJ990717 40 . 9C23 


.C18 


Gene No. 


34920 




Strand 






Start 


1 




End 


1258 




Name 


OJ990717 40.9C23.C18 


. ol . tin 


Method 


TBLASTX: Maize 




Start 


3 




End 


491 




GI 


none 




Score 


340 




Exons 


3. .488, 43. .486, 111 


. .491 








Seq. No. 


16552 




Seq. ID 


OJ990717 40 . 9C23 


.C18 


Gene No. 


34920 




Strand 






Start 


1 




End 


1258 




Name 


. OJ9.90717 _40.9C23.C18 


. ol . gs 


Method 


GENSCAN 




Start 


32 




End 


1032 




GI 


none 




Score 


.47 




Exons 


32. .347, 572. .1032 










Seq. No. 


16552 




Seq. ID 


OJ990717 40.9C23. 


.C18 


Gene No. 


34920 




Strand 






Start 


1 




End 


1258 




Name 


OJ990717 40.9C23.C18 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


118 




End 


515 




GI • 


none 




Score 


159 




Exons 


118. .486, 216. .515 










Seq. No. 


16552 




Seq. ID 


OJ990717 40.9C23, 


.C18 


Gene No. 


34920 




Strand 






Start 


1 




End 


1258 




Name 


OJ990717 40.9C23.C18 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


231 




End 


560 




GI 


none 




Score 


96 




Exons 


231. .560, 232. .486 










Seq. No. 


16552 




Seq. ID 


OJ990717_40.9C23. 


,C18 


Gene No. 


34920 




Strand 






Start 


1 




End 


1258 




Name 


OJ990717 40.9C23.C18 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


566 




End 


1048 




GI 


none 




Score 


70 




Exons 


566. .1048, 600. .767, 


608. .931 








Seq. No. 


16552 




•Seq. ID 


OJ990717_40.9C23. 


C18 


Gene No. 


34920 




Strand 






Start 


1 




End 


1258 




Name 


OJ990717 40.9C23.C18, 


,o2.tm 


Method 


TBLASTX: Maize 





17125 




Start 


566 


End 


988 




GI 


none 


Score 


131 




Exons 


566. .988, 728. .985 








Seq. No. 


16553 


Seq. ID 


OJ990717_40.9C23 


.C19 


Gene "No . 


34 921 


Strand 






Start 


: 313 


End 


543 




Name 


OJ990717 -40.9C23.C19.ol.gs 


Method 


GENSCAN 




Start 


313 


End 


543 




GI 


none 


Score 


.59 




Exons 


313. .432, 474. .543 








Seq. No. 


16554 


Seq. ID 


OJ990717_40.9C23 


.C20 


Gene No. 


34 922 


Strand 


+ 




Start 


167 


End 


311 




Name 


OJ990717 40. 9C23.C20.ol.gs 


Method 


GENSCAN 




Start 


167 


End • 


311 




GI 


none 


Score 


.86 




Exons 


167. .311 








Seq. No. 


16555 


Seq. ID 


OJ990717 40.9C23 


. C21 


Gene No. 


34923 


Strand 


+ 




Start 


, 279 


End 


846 




Name 


OJ990717 40. 9C23.C21.ol.gp 


Method 


AAT/GAP 




o tar l - 


279 ' 


End 


846 




GI 


4879016 


Score 


835 




Exons 


279. .846 








GI Descrip. 


6041757/gb IAC011806. 1 IAC011806 0. 0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


16556 


Seq. ID 


OJ990717_40. 9C23, 


.C22 


Gene No . 


34924 


Strand 


+ 




Start 


90 


End 


826 




Name 


OJ990717 40.9C23.C22.ol.gs 


Method 


GENSCAN 




Start 


90 


End 


826 




GI 


none 


Score 


.76 




Exons 


90. .332, 425. .516, 561. .826 








Seq. No. 


16556 


Seq. ID 


OJ990717_40. 9C23. 


.C22 


Gene No . 


34925 


Strand 






Start 


1120 


End 


1212 




Name 


OJ990717 40.9C23.C22.o2.gs 


Method 


GENSCAN 




Start 


1120 


End 


1212 




GI 


none 


Score 


.68 




Exons 


1120. .1212 








Seq. No. 


16556 


Seq. ID 


OJ990717_40.9C23. 


C22 


Gene No. 


34926 


Strand 






otart 


1564 


End 


2307 • . . 




Name 


OJ990717 40.9C23.C22.ol.np 


Method 


AAT/NAP 




Start 


1564 


End 


2307 




GI 


4680183 


Score 


149 




Exons 


1564.. 1653, 2261.. 2307 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


16557 


Seq. ID 


OJ990717_40. 9C23. 


C23 



17126 




Gene No. 


34927 




Strand 


+ 




Start 


192 




End 


257 




Name 


OJ990717 40.9C23.C23.ol 


. OS 


Method 


GENSCAN 




Start 


192 




End 


257 




GI 


none 




Score 


.87 




Exons 


192. .257 










Seq. No. 


16558 




Seq. ID 


OJ990717 40.9C23 


. C24 


Gene No. 


34928 




Strand 


+ • ~~ 




Start 


1 




End 


408 




Name 


OJ990717 40.9C23.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


408 




GI 


4581164 




Score 


263 




Exons 


1. .408 










GI Descrip. 


(AC006220) putative retroelement pol polyprotein [Arabidops. 




thaliana] 










Seq. No. 


16558 




Seq. ID 


OJ9907 17 4 0 9C2 3 




Gene No. 


34929 




Strand 


+ ~~ 




Start 


1292 




End 


1558 




Name 


OJ990717 40. 9C23.C24 .ol 


. tw 


Method 


TBLASTX * Wheat 




Start 


2 ~~ 




End 


304 




GI 


none 




Score 


320 




Exons 


2. .304, 43. .303 










Seq. No. 


16558 




Seq. ID 


OJ990717 40 9C23 




Gene No. 


34929 




Strand 


+ " 




Start 


1292 




End 


1558 




Name 


OJ990717 40.9C23.C24.ol, 


. tm 


Method 


TBLASTX • Ma i ?p 




Start 


115 ~ 




End 


406 




GI 


none 




Score 


326 




Exons 


115.. 399, 116.. 406, 314, 


. . 406 








Seq. No. 


16558 




Seq. ID 






Gene No. 


34929 




Strand 


+ 




Start 


1292 




End 


1558 




Name 


OJ990717 40. 9C23.C24 .ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


190 




End 


403 




.GI 


none 




Score 


189 




Exons 


190.. 399, 191. .403 










Seq. No. 


16558 




Seq. ID 


OJ990717_40.9C23. 


,C24 


Gene No. 


34929 




Strand 


+ 




Start 


1292 




End 


1558 




Name 


OJ990717 40.9C23.C24.ol. 


,gs 


Method 


GENSCAN 




Start 


1292 


End 


1558 




GI 


none 




Score 


.43 




Exons 


1292. .1558 










Seq. No. 


16559 




Seq. ID 


OJ990717__40. 9C23. 


C25 


Gene No. 


34930 




Strand 


+ 




Start 


1 




End 


2028 




Name 


OJ990717 40. 9C23.C25.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


365 




GI 


6063554 




Score 


252 




Exons 


1..84, 193. .365 











GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



17127 




correspond to a region of the predicted gene.; hypothetical 







protein [Oryza sativa] 












Seq. No. 


16559 




Seq. ID 


OJ990717_40.9C23, 


.C25 




Gene No. 


34930 




Strand 


+ 






Start 


1 




End 


2028 






Name 


' OJ990717 40.9C23.C25.o2 


.np 


Method^. 


AAT/NAP 






Start 


1 




End 


2017 






GI 


6466937 




Score 


493 






Exons 


1..38, 954. .2017 












GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 






thaliana] 












Seq. No. 


16559 




Seq. ID 


OJ990717 40.9C23, 


.C25 




Gene No. 


34930 




Strand 


+ 






Start 


1 




End 


2028 






Name 


OJ990717 40.9C23.C25.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


950 




End 


1319 






GI 


none 




Score 


120 






Exons 


950.. 1057, 1062.. 1319, 


1063. . 


1317 








Seq. No. 


16559 




Seq. ID 


OJ990717_40. 9C23. 


,C25 




Gene No. 


34930 




Strand 


+ 






Start 


1 




End 


2028 






Name 


OJ990717 40.9C23.C25.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


953 




End - 


1329 




\ a 


GI 


none 




Score ' 


64 




M 


Exons 


953. .1057, 1069.. 1329, 


1224. . 


1316 






=? 


Seq. No. 


16559 




Seq. ID 


OJ990717_40. 9C23. 


C25 




Gene No. 


34930 




Strand 


+ 




; 


Start 


1 




End 


2028 




1 1 I 


Name 


OJ990717 40.9C23.C25.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


1321 




End 


2028 




: rj, 


GI 


none 




Score 


39 




. ..3 


Exons 


1321. .1338, 1379. .1663, 


1399. 


.1461, 1498. .1635, 1725. .1793, 






1802. .1918, 1826. .1909, 


1957. 


.2028 








Seq. No. 


16559 




Seq. ID 


OJ990717_40. 9C23. 


C25 




Gene No. 


34930 




Strand 


+ 






Start 


1 




End 


2028 






Name 


OJ990717 40.9C23.C25.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


,1379 




End 


1672 






GI 


none 




Score 


280 






Exons 


1379. .1672, 1387. .1638 












Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23. 


C2 6 




Gene No. 


34931 




Strand 


+ 






Start 


77 




End 


3888 






Name 


OJ990717 40.9C23.C26.ol 


.gs 


Method 


GEN SCAN 






Start 


77 




End 


3888 






GI 


none 




Score 


.88 






Exons 


77. .137, 2682. .2885, 3680. .3888 








Seq. No. 


16560 




Seq. ID 


OJ990717_40. 9C23. 


C26 




Gene No. 


34932 




Strand 


+ 






Start 


11723 




End 


19151 





17128 



Name 


OJ990717 40. 9C23.C26, 


o3 . gs 


Method 


GENSCAN 




Start 


11723 




End 


19151 




GI 


none 




Score 


.5 




Exons 


11723. .11825, 12326. . 


12448, 


12692. .12775, 13554. .14109, 






14140. . 14382, 14873. . 


14906, 


15240. .15472, 15594. .15797, 






16693. . 16809, 17756. . 


17893, 


19079. . 19151 




Seq. No. 


16560 




Seq. ID 


OJ990717 40 . 9C23 . 


C26 


Gene No. 


34933 




Strand 






Start 


4569 




End 


6830 




Name 


OJ990717 40.9C23.C26. 


o2 . gs 


Method 


GENSCAN 




Start 


4569 




End 


6830 




GI 


none 




Score 


.57 




Exons 


4569.. 4606, 5330.. 5507, 6306 


. .6830 






Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23. 


C26 


Gene No. 


34934 




Strand 






Start 


12507 




End 


14389 




Name 


OJ990717 40.9C23.C26. 


ol . np 


Method 


AAT/NAP 




Start 


12507 




End 


14389 




GI 


6063554 




Score 


157 




Exons 


12507. .12681, 13822.. 


14048, 


14161.. 14389 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23. 


C26 


Gene No. 


34934 




Strand 






Start 


12507 




End 


14389 




Name 


OJ990717 40.9C23.C26. 


ol.gp 


Method 


AAT/GAP 




Start 


12667 




End 


13098 




GI 


2428185 




Score 


713 




Exons 


12667. .13098 










GI Descrip. 


5852170/emb|AL117265. 


1IOST17 


804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23. 


C26 


Gene No. 


34935 




Strand 






Start 


19062 




End 


22615 




Name 


■ OJ990717 40.9C23.C26. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14972 




End 


16319 




GI 


none 




Score 


57 




Exons 


14972. .15025, 15009. . 


15059, 


16065'. .16319, 16141. .16305 




Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23. 


C26 


Gene No. 


34935 




Strand 






Start 


19062 




End 


22615 




Name 


OJ990717 40.9C23.C26. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16017 




End 


16283, 




GI 


none 




Score 


75 . 




Exons 


16017. .16283, 16120.. 


16266 








Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23. 


C26 


Gene No. 


34935 




Strand 






Start 


19062 




End 


. 22615 




Name 


OJ990717 40.9C23.C26. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


16059 




End 


16283 





17129 




GI 


none 




Score 


75 




Exons 


16059. . 16283, 16120. 


.16266 








Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23 


.C26 


Gene No. 


34935 




Strand 






Start 


19062 




End 


22615 




Name 


OJ990717 40.9C23.C26. 


. o3 . np 


Method 


AAT/NAP 




Start 


19062 




End 


22615 




GI 


4680183 




Score 


269 




Exons 


19062. . 19095, 21332.. 


.21810, 


22592. .22615 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


16560 




Seq. ID 


OJ990717_40. 9C23 


.C26 


Gene No. 


34935 




Strand 


— 




Start 


19062 




End 


22615 




Name 


OJ990717_4 0. 9C23.C26, 


. o3 . tw 


Method 


TBLASTX : Wheat 




Start 


20273 




End 


20629 




GI 


none 




Score 


68 




Exons 


20273. .20476, 20277.. 


.20381, 


20309. .204 


64, 20504.. 20629 




Seq. No. 


16560 




Seq. ID 


OJ990717_40.9C23 


.C26 


Gene No. 


34935 




Strand 


— 




Start 


19062 




End 


22615 




Name 


OJ990717 40.9C23.C26. 


. o4 .gs 


Method 


. GENSCAN 




Start 


20366- 




End 


20635 




GI 


none 




Score 


. 99 




Exons 


20366. .20635 










Seq. No. 


16560 




Seq. ID 


OJ990717_40. 9C23 


.C26 


Gene No. 


34935 




Strand 


"~ 




Start 


19062 




End 


22615 




Name 


OJ990717 40.9C23.C26. 


, o5 . gs 


Method 


GENSCAN 




Start 


20834 




End 


22106 




GI 


none 




Score 


.55 




Exons 


20834 . .21220, 21697.. 


,21909, 


22017. .221 


06 




Seq. No. 


16560 




Seq. ID 


OJ990717_40 . 9C23 


.C26 


Gene No. 


34935 




Strand 


— 




Start 


19062 




End 


22615 




Name 


OJ990717 40.9C23.C26.o2.tw 


Method 


TBLASTX: Wheat 




Start 


21496 ■ 




End 


21837 




GI 


none 




Score 


74 




Exons 


21496. .21837, 21515.. 


21787 








Seq. No. 


16560 




Seq. ID 


OJ990717_40. 9C23 


.C26 


Gene No. 


34935 




Strand 






Start 


19062 




End 


22615 




Name 


OJ990717 40. 9C23.C26. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


21583 




En<4 


21852 




GI 


none 




Score 


185 




Exons 


21583. .21852 










Seq. No. 


16561 




Seq. ID 


OJ990717_40.9C23 


.C27 


Gene No. 


34936 




Strand 


+ 




Start 


457 




End 


557 




Name 


OJ990717 40.9C23.C27. 


ol . gs 


Method 


GENSCAN 




Start 


457 




End 


557 





17130 




GI 


none 






Score 


.99 




Exons 


457. .557 












Seq. No. 


16562 






Seq. ID 


OJ990717_40.9C23 


.C28 


Gene No. 


34937 






Strand 


+ 




Start 


1892 






End 


2658 




Name 


OJ990717 40 


.9C23.C28.ol 


.gs 


Method 


GENSCAN 




Start 


1892 






End 


2658 - 




GI 


none 






Score 


.76 




Exons 


1892. .1982, 


2273. .2658 










Seq. No. 


16562 






Seq. ID 


OJ990717_40.9C23 


.C28 


Gene No. 


34938 






Strand 


+ 




Start 


6721 






End 


9522 




Name 


OJ990717 40 


.9C23.C28.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


295 






End 


760 




GI 


none 






Score 


197 




Exons 


295.. 483, 299. .556, 299 


. .490, 


590. .658 


, 671. .760 




Seq. No. 


16562 






Seq. ID 


OJ990717_40.9C23 


.C28 


Gene No. 


34938 






Strand 


+ 




Start 


6721 






End 


9522 




Name 


OJ990717 40 


.9C23.C28.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


593 






End 


853 




GI 


none 






Score 


184 




Exons 


593.. 790, 598.. 774, 671 


. .853, 


797. .853 






Seq. No. 


16562 






Seq. ID 


OJ990717_40.9C23 


.C28 


Gene No. 


34938 






Strand 


+ 




bt art 


6721 






End 


9522 




Name 


OJ990717 40 


.9C23.C28.ol 


.np 


Method 


AAT/NAP 




Start 


6721 






End 


9487 




GI 


4680203 






Score 


1287 




Exons 


6721. . 6768, 


7987. .9487 










GI Descrip. 


(AF114171) 


rNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


16562 






Seq. ID 


OJ990717_40.9C23 


.C28 


Gene No . 


34938 






Strand 


.+ 




Start 


6721 






End 


9522 




Name 


OJ990717 40 


.9C2"3.C28.o3 


gs 


Method 


GENSCAN 




Start 


6893 






End 


9522 




GI 


none 






Score 


.49 




Exons 


6893. .7415, 


8281. .8415, 


8631. 


.8716, 8822.. 8973, 9369.. 9522 


Seq. No. 


16562 






Seq. ID 


OJ990717_40.9C23 


.C28 


Gene No. 


34938 






Strand 


+ 




Start 


6721 






End 


9522 




Name 


OJ990717 40 


. 9C23.C28.o3, 


tw 


Method 


TBLASTX: Wheat 




Start 


8299 






End 


8690 




GI 


none 






Score 


79 




Exons 


8299. .8436, 


8325. .8450, 


8433. 


.8615, 8441. .8608, 8462. .8 


574, 




8589. .8690, 


8614. .8673 










Seq. No. 


16562 






Seq. ID 


OJ990717_40.9C23 


.C28 


Gene No. 


34938 






Strand 


+ 




Start 


6721 






End 


9522 




Name 


OJ990717 40 


.9C23.C28.o2. 


tm 


Method 


TBLASTX : Maize 





17131 




Start 


8766 




End 


9152 


GI 


none 




Score 


73 


Exons 


8766. .8867, 


8902.. 9072, 9054. 


.9152 




Seq. No. 


16562 




Seq. ID 


OJ990717_40.9C23.C28 


Gene No. 


34938 




Strand 


+ 


Start 


6721 




End 


9522 : 


Name 


OJ990717 40. 


9C23 . C28 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


8951 




End 


9311 


GI 


none 




Score 


84 


Exons 


8951. .9043, 


8952.. 9047, 8953. 


.9054, 9054. .9155, 9064. .9156, 




9065. .9157, 


9065.. 9154, 9155. 


.9208, 9200.. 9295, 9205.. 9306, 




9207. .9311 








Seq. No. 


16563 




Seq. ID 


OJ990717_40.9C23.C32 


Gene No. 


34939 




Strand 




Start 


1 




End 


1103 


Name 


OJ990717 40. 


9C23.C32.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1103 


GI 


4544372 




Score 


479 


Exons 


1. . 1103 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


16563 




Seq. ID 


OJ990717 40.9C23.C32 


Gene No . 


34939 




Strand 




Start 


1 




End 


1103 


Name 


OJ990717 40. 


9C23.C32.ol.tw 


Method 


TBLASTX: Wheat 


Start 


16 




End 


288 


GI 


none 




Score 


172 


Exons 


16. .288 








Seq. No. 


16563 




Seq. ID 


OJ990717_40.9C23.C32 


Gene No. 


34939 




Strand 




Start 


1 




End 


1103 


Name 


OJ990717 40. 


9C23.C32.ol .gs . 


Method 


GENS CAN 


Start. ' 


73 




End 


1022 


GI 


none 




Score 


.59 


Exons 


73. .429, 921 


. .1022 






Seq. No. 


16563 




Seq. ID 


OJ990717_40.9C23.C32 


Gene No. 


34939 




Strand 




Start 


1 




End 


1103 


Name 


OJ990717 40. 


9C23.C32.ol.ts 


Method 


TBLASTX: Soybean 


Start 


642 




End 


923 


GI 


none 




Score 


200 


Exons 


642. .923 








Seq. No. . , 


16564 .j 




Seq.. ID 


OJ990717_40.9C23.C33 


Gene No. 


34940 




Strand 


+ 


Start 


1 




End 


767 


Name 


OJ990717 40. 


9C23.C33.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


767 


GI 


6056375 




Score 


439 


Exons 


1..108, 232. 


.442, 618. .767 






GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases [Arabidopsis 




thaliana] 









17132 




Seq. No. 


16564 






Seq. ID 


OJ990717_40.9C23.C33 


Gene No. 


34940 






Strand 


+ 


Start 


1 






End 


767 


Name 


OJ990717 


40.9C23.C33.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


21 






End 


766 


GI 


none 






Score 


87 


Exons 


21. .107, 


22. .108, 199.. 


417, 


223. .441, 


231. .425, 635. .766, 




637. .765 










Seq. No. 


16564 






Seq. ID 


OJ990717_40. 9C23.C33 


Gene No. 


34940 






Strand 


+ 


Start 


1 






End 


7 67 


Name 


OJ990717 


40.9C23.C33.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


22 






End 


766 


GI 


none 






Score 


92 


Exons 


22. .108, 


179.. 442, 223. 


.447, 


231. .443, 


593. .766, 628. .756 


Seq. No. 


16564 






Seq. ID 


OJ990717_4 0. 9C23.C33 


Gene No. 


34940 






Strand 


+ 


Start 


1 






End 


767 


Name 


OJ990717 


40.9C23.C33.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


28 






End 


426 


GI 


none 






Score 


71 


Exons 


28. .120, 


223.. 426, 300. 


.425. 






Seq. No. 


16564 






Seq. ID 


OJ990717_40.9C23.C33 


Gene No. 


34940 






Strand 


+ 


Start 


1 






End 


767 


Name 


OJ990717 


_40.9C23.C33.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


33 






End 


766 


GI 


none 






Score 


100 


Exons 


33. .101, 


34. .108, 222.. 


443, 


223. .444, 


224. .442, 231. .443, 




616. .765, 


617. .766 








Seq. No. 


16564 






Seq. ID 


OJ990717 40.9C23.C33 


Gene No. 


34940 






Strand 


+ 


Start 


1 






End 


767 


Name 


OJ990717 


40.9C23.C33.ol 


. gs 


Method 


GENSCAN 


Start 


232 






End 


442 


GI 


none 






Score 


. 54 


Exons 


232. .442 










Seq. No. 


16565 






Seq. ID 


OJ990717_40.9C23.C34 


Gene No . 


34941 






Strand 


+ 


Start 


1 






End 


3112 


Name 


OJ990717 


40.9C23.C34 .ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1538 


GI 


. 4680179 






Score 


2109 


Exons 


1..1538 










GI Descrip. 


(AF111709) polyprotein 


[Oryza sativa subsp. indica] 


Seq. No. 


16565 






Seq. ID 


OJ990717_40.9C23.C34 


Gene No. 


34941 






Strand 


+ 


Start 


1 






End 


3112 


Name 


OJ990717 


40.9C23.C34 .ol 


.gs 


Method 


GENSCAN 


Start 


15 






End 


3112 



17133 



GI 


none 




Score 


.5 




Exons 


15.. 1001, 1047.. 1524 


, 1911.. 


1963, 2248 


..2448, 3011. .3112 


Seq. No. 


16565 




Seq. ID 


OJ990717_40.9C23. 


C34 


Gene No. 


34942 . 




Strand 






Start 


1 




End 


2791 




Name 


OJ990717 40.9C23.C34 


. o2 . np. 


Method 


AAT/NAP 




Start 


1 




End 


2791 




GI 


5852180 




Score 


419 




Exons . 


1..52, 2201.. 2603, 2655. .2791 






GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 






Seq. No. 


16565 




Seq. ID 


OJ990717_4 0. 9C23. 


C34 


Gene No. 


34942 




Strand 






Start 


1 




End 


2791 




Name 


OJ990717 40.9C23.C34 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


527 




GI 


none 




Score 


634 




Exons 


3. .527, 35. .526 










Seq. No. 


16565 




Seq. ID 


OJ990717 40.9C23. 


C34 


Gene No. 


34942 




Strand 






Start 


1 




End 


2791 




Name 


OJ990717 40.9C23.C34 


.ol.tc 


Method 


TBLASTX: Cress 




St.art 


234 




End 


551 




"GI 


none 




Score 


83 




Exons 


234..407 v , 408.. 551, 


410. .550 


- t 






Seq. No. 


16565 




Seq. ID 


OJ990717_40. 9C23. 


C34 


Gene No. 


34942 




Strand 






Start 


1 




End 


2791 




Name 


OJ990717 40.9C23.C34 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


320 




End 


575 




GI 


none 




Score 


286 




Exons 


320. .574, 321. .575 










Seq. No. 


16565 




Seq. ID 


OJ990717 40.9C23. 


C34 


Gene No. 


34942 




Strand 






Start 


1 




End 


2791 




Name 


OJ990717 40-. 9C23.C34 


.o2. tm 


Method 


TBLASTX : Maize 




Start 


373 * 




End 


662 




GI 


none 




Score 


366 




Exons 


373. .561, 374. .661, 


375. . 662 








Seq. No. 


16565 




Seq. ID 


OJ990717_4 0 . 9C23 . 


C34 


Gene No. 


34942 




Strand 






Start 


■1 




End 


2791 




Name 


OJ990717 40.9C23.C34 


. ol . tw 


Method 


TBLASTX: Wheat 




■9tart 


534 




End 


1160 




GI 


none 




Score 


659 




Exons 


534. .1160, 590. .1054 


, 906.. 1157 






Seq. No. 


16565 




Seq. ID 


OJ990717_40.9C23. 


C34 


Gene No. 


34942 




Strand 






Start 


1 




End 


2791 




Name 


OJ990717 40.9C23.C34 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


714 




End 


1313 





17134 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 235 

714. .875, 722. .868, 873. .1313, 875. .1057, 1035. .1298 



16565 
34942 
1 

OJ9907 17_40 . 9C23 . C34 . o3 . tw 

1160 

none 



16565 
34942 
1 

OJ990717_40. 9C23.C34 .o3.tm 

1317 

none 

1317. .1514 



Seq. ID OJ990717_40.9C23.C34 
Strand 

End 2791 

Method TBLASTX : Wheat 

End " 1493 

Score 369 



1160. .1429, 1161. .1493, 1164. .1472 



Seq. ID OJ990717_40.9C23.C34 
Strand 

End 2791 

Method TBLASTX : Mai ze 

End 1514 

Score 183 



Seq. No. 16566 

Gene No. 34943 

Start 595 

Name OJ990717_40 . 9C23 . C35 . ol . gs 

Start 595 

GI none 

Exons „ 595..6S6 



Seq. ID OJ990717_40.9C23.C35 
Strand 

End 656 

Method GENSCAN 

End 656 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16567 
34944 
1 

OJ990627_44 . 9C10 . CI . ol . gp 
1 

480_1.R1084 
1. .444 

, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990627_44.9C10.C1 
Strand + 

444 

AAT/GAP 
444 
860 



End 

Method 

End 

Score 



16568 
34945 
44 

OJ990627_4 4 . 9C10 . C3 . ol . gs 
44 

none 

44. .346, 891. .1109 



Seq. ID OJ990627_44.9C10.C3 

Strand + 

End 1109 

Method GENSCAN 

End 1109 

Score . 61 



16568 
34946 
367 

OJ99'0627_44 . 9C10 . C3 . ol . gp 
367 

12420_1.R1084 
367. .494 

1 4 5864 4 9/dbj | BAA7 6393 . 1 1 1.0e-35 (AB025187) cytochrome c oxidase 
subunit 6b- 1 [Oryza sativa] 1 



Seq. ID OJ990627_44 . 9C10.C3 
Strand 

End 4 94 

Method AAT/GAP 

End 4 94 

Score 157 



16569 
34947 



Seq. ID OJ990627_44.9C10.C4 
Strand + 



17135 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3105 End 9200 

OJ990627_4 4 . 9C10 . C4 . ol ..gp Method AAT/GAP 

2862 End 3556 

29544_1.R1084 Score 990 
2862. .2981, 3099.. 3556 

1 4521194/dbj | AB013613 . 1 | AB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence "RCB11 ' 



16569 Seq. ID 

34947 Strand 

3105 End 

OJ990627_4 4 . 9C10 . C4 . ol . np Method 

3090 End 

64 69032 Score 
3090.. 3530, 7061.. 7960 

(AB035183) N-hydroxycinnamoyl /benzoyltransf erase [Ipomoea 
batatas] 



OJ990627_44.9C10.C4" 
+ 

9200 
AAT/NAP 
7960 
1174 



16569 
34947 
3105 

OJ990627_4 4 . 9C10 . C4 . o2 . gs 

3105 

none 



Seq. ID OJ990627_44.9C10.C4 



Strand 
End 

Method 

End 

Score 



+ 

9200 
GENSCAN 
9200 
.41 



3105. .3530, 7061. .7959, 8181, .8205, 8634. .8789, 8925. .9200 



16569 Seq. ID 

34948 Strand 

12482 End 

OJ990627_4 4 . 9C10 . C4 . o2 . np Method 

12482 End 

4584525 Score 



OJ990627_44.9C10.C4 
+ 

13259 
AAT/NAP 
13259 
113 



12482. .12598, 12701. .12770, 13169. .13259 

(AL049607) protein phosphatase 2C-like protein [Arabidopsis 
thaliana] 



Seq. No. 16569 

Gene No. 34 94 9 

Start 2176 

Name OJ990627_44 . 9C10-. C4 . ol . gs 

Start 2176 

GI none 

.Exons 2176.. 2334, 2403.. 2588 



Seq. ID OJ990627_44.9C10.C4 
Strand 

End 2588 

Method 'GENSCAN 

End 2588 

Score .54 



Seq. No. 16569 

Gene No. 34950 

Start 7181 

Name OJ990627_4 4 . 9C10 . C4 . ol . tc 

Start 3101 

GI none 

Exons 3101.. 3229, 3105.. 3233, 3285. 

3426..3536, 7046.. 7279, 7060. 



Seq. ID OJ990627_44.9C10.C4 
Strand 

End 8397 

Method TBLASTX : Cress 

End 7279 

Score 180 

.3431, 3311. .3379, 3426. .3503, 
.7200 



Seq. No. 16569 

Gene No. 34950 

Start 7181 

Name OJ990627 4 4 . 9C10 . C4 . ol . ts 



Seq. ID OJ990627_44. 9C10.C4 
Strand 

End 8397 

Method TBLASTX : Soybean 



17136 



Start 
GI 

Exons 



3102 End 7978 

none Score 162 

3102.. 3233, 3104.. 3229, 3285.. 3410, 3311.. 3376, 3420.. 3503, 

3443.-3535, 7046. .7294, 7053. .7157, 7054. .7200, 7058. .7279, 

7612, 7456. .7599, 7627. .7818, 7628. .7978, 7701. .7838, 



7334 
7721 



.7933, 7870.. 7941 



Seq. No. 16569 

Gene No. 34950 

Start 7181 

Name OJ990627_44 . 9C10 . C4 . ol . tw 

Start 3102 

GI none 

Exons 3102.. 3236, 3104.. 3235 



Seq. ID J)J990627_44.9C10.C4 
Strand 

End 8397 

Method TBLASTX : Wheat 

End 3236 

Score 183 



Seq. No. 16569 Seq. ID 

Gene No. 34950 Strand 

Start 7181 End 

Name OJ990627_4 4 . 9C10 . C4 . o2 . tm Method 

Start 3102 End 

GI none Score 

Exons 3102.. 3236, 3104.. 3235, 3255. 

7055.. 7207, 7060.. 7260 



OJ990627_44 . 9C10.C4 
8397 

TBLASTX: Maize 
7260 
218 

,3536, 3282. .3503, 7046.. 7258, 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16569 Seq. ID OJ990627_4 4 . 9C10 . C4 

34950 Strand 

7181 End 8397 

OJ990627_44 . 9C10 . C4 . o2 . gp Method AAT/GAP 

7181 End 8397 

1118_1.R1084 Score 2415 

7181. .8397 

T 2239089/emb|CAB06430| 2.0e-46 (Z84386) anthranilate 
N-hydroxycinnamoyl /benzoyl transf erase [Dianthus caryophyllus] 
>gi_3288180_emb_CAB114 66_ (Z98758) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16569 
34950 
7181 

OJ990627_4 4 .9C10.C4 .ol.tm 

7261 

none 



Seq. ID OJ990627_44 .9C10.C4 
Strand 

End 8397 

Method TBLASTX : Mai ze 

End 7966 

Score 207 



7261. .7293, 7283. .7468, 7336. .7464, 7462. .7821, 7466. .7966, 
7721. .7951 



Seq. No. 


16569 








Seq. ID 


OJ990627_44.9C10 


,C4 


Gene No. 


34950 








Strand 






Start 


7181 








End 


8397 




Name 


OJ990627 44 


.9C10 


C4 .o3. 


tc 


Method 


TBLASTX: Cress 




Start 


7322 








End 


7612 




GI 


none 








Score 


178 




Exons 


7322. .7543, 


7417 


.7518, 


7541. 


.7612, 7543. .7599 




Seq. No. 


16569 








Seq. ID 


OJ990627_44 . 9C10 


C4 


Gene No. 


34950 








Strand 






Start 


7181 








End 


8397 




Name 


OJ990627 44 


. 9C10 


C4 .o2. 


tc 


Method 


TBLASTX: Cress 





17137 



Start 


7649 






End 


7965 


GI 


none 






Score 


367 


Exons 


7649. .7963, 


7658. 


..7960, 7864. 


.7965 




Seq. No. 


16570 






Seq. ID 


OJ990627_44.9C10.C5 


Gene No. 


34951 






Strand 


+ 


Start 


476 






End 


1084 


Name 


OJ990627 44 


.9C10, 


.C5.ol.np 


Method 


AAT/NAP 


Start 


476 






End 


1084 


GI 


2498930 






Score 


623 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



476.. 539, 709.. 1084 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster ] 



16570 Seq. ID 

34951 Strand 

476 End 

OJ990627_44 . 9C10 .C5.ol.gs Method 

480 End 

none Score 

480. .539, 709. .753, 759. .997 



OJ990627_44.9C10.C5 

+ 

1084 

GENSCAN - 

997 

.9 



-a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



16571 Seq. ID 

34952 Strand 

394 - End 

OJ990627_44 . 9C10 . C6 . ol . gp Method 

394 End 

12420_1.R1084 Score 
394. .541 

■4586449/dbj | BAA76393.il 1.0e-35 (AB025187) cytochrome c oxidase 
subunit 6b-l [Oryza sativa] 1 



OJ990627_44.9C10.C6 
+ 

541 

AAT/GAP 

541 

242 



16572 
34953 
1 

OJ990627_44. 9C10 . C7 . ol . gp 
1 

321_1.R1084 
1. .626 

1 3929545/gb | AAC79990 . 1 | 1.0e-163 (AF067194) S-adenosylmethionine 
decarboxylase [Oryza sativa] 1 



Seq. ID OJ990627_44.9C10.C7 

Strand + 

End 2602 

Method AAT/GAP 

End 62 6 . 

Score 1232 



16572 
34953 
1 

OJ990627_44 .-9C10.C7.ol.np 
1 

6166113 
1..337 

S-ADENOSYLMETHIONINE DECARBOXYLASE PROENZYME (ADOMETDC) (SAMDC) 
gi | 3929545 | gb | AAC7 9990 . 1 | (AF067194 ) S-adenosylmethionine 
decarboxylase [Oryza sativa] 



Seq. ID OJ990627_44.9C10.C7 

Strand + 

End 2602 

Method AAT/NAP 

End 337 

Score 592 



16572 
34953 
1 

OJ990627_44 . 9C10 . C7 . ol . gs 



Seq. ID OJ990627_44 .9C10.C7 

Strand + 

End 2602 

Method GENSCAN 



17138 



Start 


119 




End 


2602 


GI 


none 




Score 


.84 


Exons 


119. .269, 1636. .1695, 1879.. 


2205, 2460, 


.2602 


Seq. No. 


16572 




Seq. ID 


OJ990627_44 . 9C10.C7 


Gene No. 


34 954 




Strand 


+ 


Start 


14096 




End 


17221 


Name . 


OJ990627 44.9C10.C7 


. o4 . gs 


Method 


GENSCAN 


Start 


14096 




End 


16747 


GI 


none 




Score 


.71 


Exons 


14096 .. 14 135, 14749 


. . 15014 , 


16210. .16494, 16565. .16747 


Seq. No. 


16572 




Seq. ID 


OJ990627_44.9C10.C7 


Gene No. 


34954 




Strand 


+ 


Start 


14 09 b 




End 


17221 


Name 


OJ990627 44.9Cl0.C7 


. o4 . np 


Method 


AAT/NAP 


Start 


14809 




End 


17221 


GI 


a >i Ami 

4 406773 




Score 


942 


Exons 


14 809 14 969, 15071 


. . 15115, 


15281. .15336, 15441. .15590, 




15659 15760, 15947 


. . 1604 6, 


16210. .16494, 16565. .16734, 




17093 . . 17221 








GI Descrip. 


(AC006836) putative 


AAA- type 


ATPase [Arabidopsis thaliana] 


Seq. No. 


16572 




Seq. ID 


OJ990627_4 4 . 9C10 .C7 


Gene No. 


34.955 




Strand 


— 


Start 


3171 




- End 


17222 


Name 


OJ990627_44 . 9C10 . C7 


. ol . tm 


' Method 


TBLASTX: Maize 


Start 


1 




End 


558 


GI 


none 




Score 


269 


Exons 


1 . . 183, 2 . . 184 , 2 . . 


184, 191. 


.244, 203.. 


259, 251.. 307, 297. 




302. .352, 399. .434, 


404. .433, 405. .458, 


452. .556, 519. .557 




520.. 558, 543.. 557 








Seq. No. 


16572 




Seq. ID 


OJ990627_44 . 9C10.C7 


Gene No. 


34 955 




Strand 




Start 


3171 




End 


17222 


Name 


OJ990627 44.9C10.C7 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


196 


GI 


none 




Score 


144 


Exons 


1..192, 1..192, 2.. 


196 






Seq. No. 


16572 




Seq. ID 


OJ990627_44 . 9C10.C7 


Gene No. 


34955 




Strand 




Start 


3171 




End 


17222 


Name 


✓*\ -t- rt rt /~ rt A A rt ^ rt 

OJ990627 44.9C10.C7 


. o2 . gs 


Method 


GENSCAN 


Start 


3171 




End 


3899 


GI 


none 




Score 


.93 


Exons 


3171. .3899 








Seq. No. 


16572 




Seq. ID 


OJ990627_44 . 9C10.C7 


Gene No. 


34955 




Strand 




Start 


3171 




End 


17222 


Name 


OJ990627 44.9C10.C7 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


3177 




End 


6167 


GI 


none 




Score 


74 



,380, 



Exons 



3177.. 3431, 3178.. 3309, 3549.. 3599, 3699.. 3875, 6030.. 6167 



17139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



16572 
34955 
3171 

OJ990627_4 4 . 9C10 . C7 . o2 . np 
3177 
4559371 



17222 
AAT/NAP 
6249 
762 

3177. .3595, 3710. .3875, 5025. .5204, 6027. .6249 
(AC006585) putative peroxidase [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 44. 9C10.C7 



16572 
34955 
3171 

OJ990627_44 , 

3177 

none 

3177. . 3437, 
5154. .5204 



9C10.C7.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_44.9C10.C7 
17222 

TBLASTX: Maize 

5204 

68 



3196. .3306, 3549. .3599, 3699. .3875, 5028. .5129, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16572 
34955 
3171 

OJ990627_44 . 9C10 . C7 . o2 . ts 

3186 

none 

3186.. 3446, 3549.. 3599, 3699. 
6027.. 6059, 6099.. 6167 

16572 
34955 
3171 

OJ990627_44 . 9C10 .C7 . o3 . gs 

4565 

none 

4565. .4667, 4 968 . . 4 987 , ' 5025 . 
6860.. 6887, 6995.. 7189, 7191. 
12082. .12121, 12483. .13190 



Seq. ID OJ990627_44.9C10.C7 
Strand 

End 17222 

Method TBLASTX : Soybean 

End 6167 

Score 63 

.3872, 5031.. 5090, 515.4 .. 5207 , 



Seq. ID OJ990627_44 . 9C10.C7 
Strand 

End 17222 
Method GENSCAN 
End 13190 
Score .58 

.5204, 6027. .6164, 6181. .6636, 
.7295, 10891. .11002, 1124 6 .. 11377 , 



Seq. No. 16572 Seq. ID 

Gene No. 34 955 Strand 

Start 3171 End 

Name OJ990627_44 . 9C10 . C7 . o3 . tc Method 

Start 5031 End 

GI none Score 

Exons 5031.. 5207, 5032.. 5205 



OJ990627_44.9C10.C-7 
17222 

TBLASTX: Cress 

5207 

134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16572 
34955 
3171 

OJ990627_44 
6150 
100753 
6150. .6631, 



OJ990627 44.9C10.C7 



9C10.C7.o3.np 



Seq. ID _ 
Strand - ~~ 
End 17222 
Method -j AAT/NAP 
End 15741 
Score 294 
12758. .13038, 15657. .15741 
hydroxyproline-rich glycoprotein - sorghum 

gi I 228939 Iprf | | 1814452D Hyp-rich glycoprotein [Sorghum bicolor] 



16572 
34955 



Seq. ID OJ990627_44 .9C10.C7 
Strand 



17140 



Start 
Name 
Start 
GI 

Exons 



3171 End 17222 

OJ990627_4 4 . 9C10 . C7 . o2 . gp Method AAT/GAP 

6410 End 6881 

3061096 Score 786 
6410. .6881 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16572 
34955 
3171 

OJ990627_4 4.9C10.C7.ol.ts 
15065 
none 
15065. 
15675. 
16351. 

16582. . 16680, 17073.. 17222 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_44 .9C10.C7 
17222 

TBLASTX : Soybean 

17222 

77 



15160, 15505. . 15582, 15505 .. 15588 , 15675 .. 15722 , 
15722, 15737. . 15757, 1594 5 .. 16064 , 16210 .. 16320, 
,16494, 16441. . 16485, 16559 . .16687 , 16568 .. 16687 , 



Seq. No. 16572 
Gene No. 34955 
Start 3171 

Name OJ990627_4 4 . 9C10 . C7 . o2 . tc 

Start 15065 

GI none 

Exons 15065. . 15160, 15505 

15945. .16058, 16210 
16423. . 16485, 16559 
16582. . 16680, 17073 



Seq. ID OJ990627_44.9C10.C7 
Strand 

End 17222 
Method TBLASTX : Cress 
End 17222 
Score 77 
15582, 15675. . 15722, 1594 5 .. 16064 , 
16320, 16215. . 16319, 16342 .. 16494 , 
16687, 16568. . 16687, 16579. .16680, 
17222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16572 Seq. ID 

34955 Strand 

3171 End 

OJ990627_4 4 . 9C10 . C7 . o2 . tm Method 

15945 End 

none Score 



OJ990627_44 . 9C10.C7 
17222 

TBLASTX: Maize 

16503 

141 



,16112, 15945. 
16493, 16210. 



15945. 
16209. 

16572 
34955 
3171 

OJ990627_4 4 . 9C10 . C7 . o4 . tm 

16562 

none 



,16046, 16208. 
, 16503 



16489, 16208. . 16351, 



Seq. ID OJ990627_4 4 . 9C10.C7 
Strand 
End 

Method 
End 
Score 



17222 

TBLASTX: Maize 

16737 

197 



16562. .16687, 16562 .. 16726, 16563 .. 16736, 16564. .16737 



16573 Seq. ID 

34956 Strand 

1 End 

OJ990627_4 4 . 9C10 . G8vol . np Method 

1 End 

1170504 Score 
1..71, 610. .1662 

EUKARYOTIC INITIATION FACTOR (ISOJ4F SUBUNIT P82 ( IEIF- ( ISO) 4 F 
P82) gi | 452440 (M95747) initiation factor (iso)4f p82 subunit 
[Triticum aestivum] 



OJ990627_44 . 9C10.C8 
+ 

4983 
AAT/NAP 
1662 
1373 



Seq. No. 



16573 



Seq. ID OJ990627 -44.9C10.C8 



17141 




Gene No. 


34956 


Strand 


+ 




Start 


1 


End 


4983 




Name 


OJ990627 44.9C10.C8.ol.gs 


Method 


GEN SCAN 




Start 


24 


End 


4983 




GI 


none 


Score 


.66 




Exons 


24. .71, 610. .988, 1127. .1603, 1715. .1821, 2948. .3097, 






324-5.. 3327, 4653.. 4793, 4890.. 4983 






Seq. No. 


16573 


Seq. ID 


OJ990627_44.9C10. 


C8 


Gene No. 


34956 


Strand 


+ 




Start 


1 


End 


4983 




Name 


OJ990627 44.9C10.C8.ol.gp 


Method 


AAT/GAP 




Start 


879 


End 


1629 




GI 


9170 1.R1084 


Score 


1494 




Exons 


879. .1629 








GI Descrip. 


1 322867/pir | IA44452 5.0e-78 translation initiation factor eIF-4F 




isozyme form subunit p82- 


wheat 1 






Seq. No. 


16573 


Seq. ID 


OJ990627_44 . 9C10. 


C8 


Gene No. 


34956 


Strand 


+ 




Start 


1 


End 


4983 




Name 


OJ990627 44.9C10.C8.o2.np 


Method 


AAT/NAP 




Start 


3802 


End 


4977 




GI 


3452091 


Score 


331 




Exons 


3802.. '3967, 4673.. 4793, 48 


90. .4977 






GI Descrip. 


(AJ004899) rudimentary enhancer [Glycine max] 




Seq. No. 


16573 


Seq. ID 


OJ990627_44 . 9C10. 


C8 


Gene No. 


34957 


Strand 


+ 




Start 


9992 


End 


12056 




Name 


OJ990627 44.9C10.C8.o3.gs 


Method 


GENSCAN 




Start 


9992 


End 


12056 




GI 


none 


Score 


.61 




Exons 


9992. .10119, 10325. .10541, 


10664. .10756, 10995 .. 1 1069, 






11155. .11507, 11921. .12056 








Seq. No. 


16573 


Seq. ID 


OJ990627_44 . 9C10. 


C8 


Gene No . 


34957 


Strand 


+ 




Start 


9992 


End 


12056 




Name 


OJ990627 44.9C10.C8.o4.np 


Method 


AAT/NAP 




Start 


10013 


End 


11559 




GI 


2827535 


Score 


343 




Exons 


10013. .10220, 10380. .10567 


, 10635. .10756, 10995 .. 11069, 






11155. .11559 








GI Descrip. 


(AL021633) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16573 


Seq. ID 


OJ990627_44 . 9C10. 


C8 


Gene No. 


34957 


Strand 


+ 




Start 


9992 


End 


12056 




Name 


OJ990627 44.9C10.C8.o2.gp 


Method 


AAT/GAP 




Start 


10463 


End 


11368 




GI 


LIB34 34-003-P1-K1-F7 


Score 


803 




Exons 


104 63. .105 67, 10664. .107 56 


, 10995. .11069, 11155. .11368 




GI Descrip. 


f 2*827535/emb| CAA16543.il 1 


,0e-16 (AL021633) hypothetical 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


16573 


Seq. ID 


OJ990627_44 . 9C10. 


C8 



17142 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



34 958 Strand 

5582 End 

OJ990627_4 4 . 9C10 . C8 . ol . tm Method 

2 End 

none Score 



9624 

TBLASTX: Maize 

2039 

83 



2. .52, 2. ..52, 48. .89, 48. .71, 596. .712, 607. .735, 607. .732, 
660. .734, 676. .750, 735. .803, 736. .753, 740. .805, 740. .802, 
791. .976, 804. .'911, 805. .1023, 813 .. 830, "835 .. 1023, 981. .1040, 
982. .1038, 1069. .1596, 1126. .1608, 1269. .1604, 1635. .1667, 
1635. .1664, 1696. .1767, 1710 .. 1766, * 1780 .. 184 5, 1791. .1835, 
1795. .1869, 1825. .1893, 1839. .1889, 1839. .1904, 1844. .1927, 
1893. .1958, 1894. .1950, 1961. .2017, 1962. .2039, 1967. .2038, 
1980. .2018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16573 
34958 
5582 

OJ990627_4 4.9C10.C8.o3.tc 
2 

none 



Seq. ID OJ990627_44.9C10.C8 
Strand 

End 9624 

Method TBLASTX : Cress 

End 885 

Score 69 



2. .52, 607. .732, 660. .731, 681. .734, 682. .741, 690. .737, 
768. .803, 783. .806, 786. .872, 791. .883, 791. .850, 805. .885, 
813. .884 



Seq. No. 16573 

Gene No. 34958 

Start 5582 

Name OJ990627_4 4 . 9C10 . C8 . ol . tw 

Start 2 

GI none 

Exons 2.. 52, 569.. 802, 576.. 803, 
805. .984 



Seq. ID OJ990627_44.9C10.C8 
Strand 

End 9624 

Method TBLASTX : Wheat 

End 984 

Score 71 
598. .753, 783. .983, 791. .982, 



Seq. No. 16573 
Gene No. 34 958 

Start 5582 

Name OJ990627_4 4 . 9C10 . C8 . ol . ts 

Start 2 
GI none 

Exons 2.. 52, 48.. 89, 607.. 732, i 

734. .802, 735. .803, 783. A 
1165. .1587, 1269. .1541 



Seq. ID OJ990627_44.9C10.C8 
Strand 

End 9624 

Method TBLASTX : Soybean 

End 1587 

Score 81 
160. .713, 715. .750, 726. .749, 734. .781, 
84, 805. .885, 807. .884, 955. .987, 



Seq. No. 16573 

Gene No. 34958 

Start 5582 

Name OJ990627_44 . 9C10 . C8 . ol . tc 

Start 1165 

GI non^e 

Exons 1165.. 1431, 1260.. 1430 



Seq. ID OJ990627_44.9C10.C8 
Strand 

End 9624 

Method TBLASTX: Cress 

End 1431 

Score 266 



Seq. No. 16573 

Gene No. 34958 

Start 5582 

Name OJ990627_4 4 . 9C10 . C8 . o2 . ts 

Start 3864 

GI none 



Seq. ID OJ990627_44.9C10.C8 
Strand 

End 9624 

Method TBLASTX : Soybean 

End 4 97 6 

Score 70 



17143 




Exons 


3864 . . 3968, 


3864. 


.3974, 


3865. 


.3969, 4651. .4794, 


4671. .4799 




4692. .4796, 


4878. 


.4976, 


4891. 


.4974 






Seq. No. 


16573 








Seq. ID 


OJ990627 


_44 . 9C10.C8 


Gene No. 


34958 








Strand 






Start 


5582 








End 


9624 




Name 


OJ990627 44 


. 9C10. 


C8.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3874 








End 


4974 




GI 


none 








Score 


110 




Exons 


3874. .3969, 


3879. 


.3968, 


4651. 


.4794, 4659..4793, 


4891. .4974 




4908. .4973 














Seq. No. 


16573 








Seq. ID 


OJ990627 


_44 . 9C10.C8 


Gene No. 


34958 








Strand 






Start 


5582 








End 


9624 




Name 


OJ990627 44 


. 9C10. 


C8.o4 . 


tm 


Method 


TBLASTX : 


Maize 


Start 


4672 








End 


4976 




GI 


none 








Score 


195 




Exons 


4672. . 4794, 


4672. 


.4794, 


4673. 


.4795, 4674 . .4799, 


4889. .4966 




4891. .4974, 


4893. 


.4976 










Seq. No. 


16573 








Seq. ID 


OJ990627 


__44 . 9C10.C8 


Gene No. 


34958 








Strand 






Start , 


5582 








End 


9624 




Name 


OJ990627 44 


. 9C10. 


C8.o2. 


9 s 


Method 


GENSCAN 




Start 


5582 








End 


9624 




GI 


none 








Score 


.66 


* 


Exons 


5582. .6217, 


6498. 


.6668, 


6773. 


.6868, 6980.. 7239, 


7335. .7811 




8335. .8410, 


8544. 


.8625, 


8969. 


.9011, 9257. .9389, 


9481. . 9624 


Seq. No. 


16573 








Seq. ID 


OJ990627 


_44 . 9C10.C8 


Gene No. 


34958 








Strand 






Start 


5582 








End 


9624 




Name 


OJ990627 44 


. 9C10. 


C8.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5606 








End 


5809 




GI 


none 








Score 


96 




Exons 


5606. .5797, 


5606. 


.5809, 


5607. 


.5804 






Seq. No. 


16573 








Seq. ID 


OJ990627 


_44 . 9C10.C8 


Gene No. 


34958 








Strand 






Start 


c c o o 








End 


9624 




Name 


OJ990627 44 


. 9C10. 


C8.o3. 


np 


Method 


AAT/NAP 




Start 


5699 








End 


7710 




GI 


6453870 








Score 


1153 




Exons 


5699. . 6295, 


6498. 


.6668, 


6773. 


.6868, 6980.. 7239, 


7335. .7710 


GI Descrip. 


(AC011717) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


16573 








Seq. ID 


OJ990627 


_44 . 9C10.C8 


Gene. ; No . 


34958 








Strand 






Start 


5582 








End 


9624 




Name 


OJ990627 44 


. 9C10. 


C8.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5841 








End 


6853 




GI 


none 








Score 


286 




Exons 


5841. .6293, 


5873. 


.6223, 


6140. 


.6298, 6472. .6621, 


6498. .6635 




6525. . 6635, 


6773. 


.6853 











Seq. No. 



16573 



Seq. ID OJ990627_44 . 9C10.C8 

17144 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34959 Strand 

10368 End 

OJ990627_44 . 9C10 . C8 . o3 . tm Method 

10368 End 

none Score 



11247 

TBLASTX: Maize 

11247 

222 



10368. .10535, 10374 .. 10502 , 10376. . 10573, 10538 .. 10567 , 
10661. .10756, 10663. .10755, 10993 .. 11070, 10994 .. 11071, 
11028. .11072, 11127. .11246, 11155.. 11247 " 



16574 
34960 
1 

OJ990627_4 4 . 9C10 . C9 . ol . np 
1 

951453 



Seq. ID OJ990627_44.9C10.C9 
Strand 

End 4564 

Method AAT/NAP 

End 3339 

Score 968 



1..194, 281. .368, 503. .600, 1187. .1405, 1527. .1622, 2447. .2518, 
3183. .3339 

(M95746) initiation factor (iso)4f p82 subunit [Triticum 
aestivum] 



Seq. No. 16574 
Gene No. . 34960 

Start 1 

Name OJ990627_44 . 9C10 . C9 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990627_44 . 9C10.C9 
Strand 

End 4564 
Method TBLASTX: Maize ■ 
End 2521 
Score 2 68 

1..195, 1..195, 3. .197, 12. .197, 279. .377, 281. .367, 493. .603, 
503. .604, 1140. .1373, 1175. .1372, 1177. .1395, 1524. .1625, 
1529. .1624, 1539. .1625, 2422. .2520, 2435. .2521, 2440. .2520, 
2447<. .2521 



Seq. No. 16574 

Gene No. 34960 

Start 1 

Name OJ990627_4 4 . 9C10 . C9 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990627_44 . 9C10.C9 
Strand 

End 4564 

Method TBLASTX : Soybean 

End ... 600 

Score 223' 

1..192, 3. .191, 9. .197, 13. .195, 281. .367, 282. .392, 493. .594, 
503. .595, 505. .600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16574 
34960 
1 

OJ990627_4 4 .9C10.C9.ol. tc 
3 

none 



Seq. ID OJ990627_44 . 9C10.C9 
Strand 

End 4564 

Method TBLASTX : Cress 

End 364 

Score 163 



3. .197, 7. .195, 279. .362, 281. .364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'16574 
34960 
1 

OJ990627_4 4 . 9C10 . C9 . ol . gs 
17 

none 



Seq. ID OJ990627_44 . 9C10.C9 
Strand 

End 4564 

Method GENSCAN 

End 4564 

Score . 6 



17. .194, 281. .368, 560. .600, 1178. .1399, 1527. .1622, 2447. .2518, 
3193. .3475, 3846. .3942, 4142. .4249, 4360. .4564 



17145 



Seq. No. 


16575 


Seq. ID 


OJ990627_44 


.9C10 


.C10 


Gene No. 


34961 


Strand 


+ 






Start 


2232 


End 


2552 






Name 


OJ990627 44.9C10.C10.o2.gs 


Method 


GEN SCAN 






Start 


2232 


End 


2552 






GI 


none 


Score 


.55 






Exons 


2232.. 2299, 2352 .. 24 18, 2445 . 


.2552 








Seq. No. 


16575 


Seq. ID 


OJ990627 44 


.9C10 


.C10 


Gene No. 


34962 


Strand 


+ 






Start 


3935 


End 


4228 






Name 


OJ990627 44 . 9C10 . CIO . ol . np 


Method 


AAT/NAP 






Start 


3935 


End 


4228 






GI 


544262 


Score 


103 






Exons 


3935. .4228 










GI Descrip. 


PISTIL-SPECIFIC EXTENS IN-LIKE 


PROTEIN 


PRECURSOR (PELP) 






gi I 322761 |pir| | JQ1696 pistil 


extensin- 


like protein 


precursor 




(clone pMG15) - common tobacco .gi 1 19929 | emb | CAA78397 | (Z14019) 




pistil extensin like protein 


[Nicotiana tabacum] 






Seq. No. 


16575 


Seq. ID 


OJ990627_44 


9C10 


.C10 


Gene No. 


34963 


Strand 








Start 


173 


End 


647 






Name 


OJ990627 44.9C10.C10.ol.gs 


Method 


GENSCAN 






Start 


173 


End 


647 






GI 


none 


Score 


.59 






Exons 


173. .529, 594. .647 










Seq. No. 


16575 


Seq. ID 


OJ990627_44 


9C10 


.C10 


Gene No. 


34964 


Strand 


— 






Start 


3001 


End 


4196 






Name 


OJ990627 44 . 9C10 . CIO . o3 . gs 


Method 


GENSCAN 






Start 


3001 


End 


4196 






GI 


none 


Score 


.42 






Exons 


3001. .3089, 3214. .3245, 4147. 


.4196 








Seq. No. 


16576 


Seq. ID 


OJ990627_44 


9C10 


.Cll 


Gene No. 


34965 


Strand 


+ 






Start 


139 


End 


484 






Name 


OJ990627 44 . 9C10 . Cll . ol . gs 


Method 


GENSCAN 






Start 


139 


End 


484 






GI 


none 


Score 


.51 






Exons 


139. .251, 297. .484 










Seq. No. 


16576 


Seq. ID 


OJ990627_44 


9C10 


.Cll 


Gene No. 


34966 


Strand 


+ 






Start 


5098 


End 


5450 






Name 


OJ990627 44 . 9C10 . Cll . ol . gp " 


Method 


AAT/GAP 






Start 


5098 - * 


End 


5450 






GI 


2427594 


Score , 


665 






Exons 


5098. .5450 










Seq. No. 


16576 


Seq. ID 


OJ990627_44 . 


9C10 


.Cll 


Gene No. 


34967 


Strand 


+ 






Start 


10554 


End 


18807 






Name 


OJ990627 44 . 9C10 . Cll . o2 . np 


Method 


AAT/NAP 






Start 


10554 


End 


18807 







17146 



GI 


3868853 




Score 


134 








Exons 


10554. .10711, 15974. 


.16040, 


18528. .18807 








GI Descrip. 


(AB013853) GPI-anchored protein [Vigna 


radiata] 








Seq. No. 


16576 




Seq. ID 


OJ990627_ 


4 4 


. 9C10, 


.Cll 


Gene No. 


34967 




Strand 


+ 








Start 


10554 




End 


18807 








Name 


OJ990627_44 . 9C10 .Cll 


.o2 .gp 


Method 


AAT/GAP 








Start 


15170 




End 


16051 








GI 


none 




Score 


1527 








Exons 


-15170. .15529, 15628. 


.16051 












Seq. No. 


16576 




Seq. ID 


OJ990627_ 


4 4 


.9C10, 


.Cll 


Gene No. 


34967 




Strand 


+ 








Start 


10554 




End 


18807 








Name 


OJ990627_44 . 9C10 .Cll 


.o5.gs 


Method 


GEN SCAN 








Start 


15217 




End 


15881 








GI 


none 




Score 


.87 








Exons 


15217. .15325, 15443. 


.15529, 


15628. .15881 








Seq. No. 


16576 




Seq. ID 


OJ990627_ 


44 


.9C10. 


.Cll 


Gene No. 


34967 




Strand 


+ 








Start 


10554 




End 


18807 








Name 


OJ990627_44 . 9C10.C11 


.o6.gs 


Method 


GENSCAN 








Start 


17999 




End 


18707 








GI 


none 




Score 


-.94 








Exons 


17999. .18122, 18244. 


.18321, 


18457. .18707 








Seq. No. 


16576 




Seq. ID 


OJ990627_ 


4 4 


.9C10. 


,C11 


Gene No. 


34968 




Strand 


+ 








Start 


21262 




End 


23993 








Name 


OJ990627_4 4 . 9C10.C11 


.08 .gs 


Method 


GENSCAN 








Start 


21262 




End 


23993 








GI 


none 




Score 


.68 








Exons 


21262 .. 21357 , 22900. 


. 22950, 


23156. .23316, 23567. 


.23867, 






23943. .23993 














Seq. No. 


16576 




Seq. ID 


OJ990627_ 


4 4 


.9C10. 


.Cll 


Gene No. 


34969 




Strand 


+ 








Start 


26388 




End 


26721 








Name 


OJ990627 44.9C10.C11 


. o4 .gp 


Method 


AAT/GAP 








Start 


26388 




End 


26721 








GI 


3107009 




Score 


138 








Exons 


26388. .26408, 26629. 


.26721 













GI Descrip. 4521194/dbj I AB013613 . 1 | AB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. No. 16576 

Gene No. 34970 

Start 4249 

Name OJ990627_4 4 . 9C10 . Cll . o3 . gs 

Start 4249 

GI none 
Exons 



Seq. ID OJ990627_44 . 9C10.C11 
Strand 

End 12276 

Method GENSCAN 

End 12276 

Score .48 



4249. .4487, 5257. .5636, 6645. .7111, 7184. .7374, 7527. .7895, 
9221. .9497, 9507. .9784, 10054 .. 10111, 10291 .. 104 69, 
11537. .11824, 12066. . 1227 6 



17147 






Seq. No. 


16576 


Seq. ID 


OJ990627 44 


. 9C10 


.Cll 




Gene No. 


34970 


Strand 










Start 


4249 


End 


12276 








Name 


OJ990627 44.9C10.Cll.ol.np 


Method 


AAT/NAP 








Start 


6530 


End 


7884 








GI 


3386534 


Score 


980- 








Exons 


6530. .7111, 7184. .7884 












GI Descrip. 


(AF078934) mariner transposase [Glycine max] 








Seq. No. 


16576 


Seq. ID 


OJ990627 44 


. 9C10 


.Cll 




Gene No. 


34971 


Strand 










Start 


13567 


End 


14328 








Name 


OJ990627_4 4 . 9C10 . CI 1 . o4 . gs 


Method 


GENSCAN 








Start 


13567 


End 


14328 








GI 


none 


Score 


. 97 








Exons 


13567 . . 14328 












Seq. No. 


16576 


Seq. ID 


OJ990627_44 


. 9C10 


.Cll 




Gene No. 


34972 


Strand 










Start 


19210 


End 


19860 








Name 


OJ990627 44.9C10.Cll.o7.gs 


Method 


GENSCAN 








Start 


19210 


End 


19860 








GI 


none 


Score 


. 95 






UP 


Exons 


19210. . 19860 












Seq. No. 


16576 


Seq. ID 


OJ990627_44 


. 9C10 


. Cll 




Gene No. 


34973 


Strand 










Start 


21974 


End 


23863 






H 


Name 


OJ990627 44.9C10.Cll.o3.np 


Method 


AAT/NAP 








Start 


21974 


End 


23863 








GI 


6006359 


Score 


69 






ni 


Exons 


21974 . .22076, 23721.. 23863 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16576 


Seq. ID 


OJ990627_44 


. 9C10 


.cii 


* ~ 


Gene No. 


34973 


Strand 










Start 


21974 


End 


23863 






■•- -£ 


Name 


OJ990627 44.9C10.Cll.o3.gp 


Method 


AAT/GAP 








Start . 


23306 


End 


23597 








GI 


69380 1.R1084 


Score 


221 








Exons 


23306. .23334, 23453. .23597 












GI Descrip. 


'4 521194/dbj |AB013613.1|AB013613 6.0e- 


4 0 Oryza sativa DNA, 






centromere sequence RCB11' 












Seq. No. 


16576 


Seq. ID 


OJ990627_44 


9C10 


Cll 




Gene No. 


34974 


Strand 










Start 


27896 


End 


28224 








Name 


OJ990627 44.9C10.Cll.ol.tw 


Method 


TBLASTX: Wheat 






Start 


674 6 ' .-. 


End 


7027 








GI 


none 


Score 


73 








Exons 


6746.. 6859, 6857.. 7018, 6863. 


.7027, 6879.. 7022 








Seq. No. 


16576 


Seq. ID 


OJ990627_44 . 


9C10. 


Cll 




Gene No. 


34974 


Strand 










Start 


27896 


End 


28224 








Name 


OJ990627 44.9C10.Cll.ol.tm 


Method 


TBLASTX: Maize 






Start 


23448 


End 


23606 







17148 



GI none Score 105 

Exons 23448. .23504, 23452 23511, 23452 23505, 23500 .. 23592, 

23505. .23591, 23508.. 23606 



Seq. No. 16576 Seq. ID 

Gene No. 34974 Strand 

Start 27896 End 

Name OJ990627_4 4 . 9C10 . Cll . o5 . gp Method 

Start 27896 End 

GI 3107457 Score 

Exons 27896. .28224 



OJ990627_44.9C10.C11 

28224 
AAT/GAP 
28224 
470 



Seq. No. 16577 

Gene No. 34 975 

Start 1265 

Name OJ990627_4 4 . 9C10 . C12 . ol . gs 

Start 1265 

GI none 
Exons 



Seq. ID OJ990627_44.9C10.C12 



Strand 
End 

Method 

End 

Score 



+ 

3468 
GEN SCAN 
3468 
.57 



1265. .1343, 2071. .2117, 2683. .2746, 3271. .3359, 3439. .3468 



Seq. No. 


16578 




Seq. ID 


OJ990627_44.9C10.C13 


Gene No. 


34976 




Strand 


+ 


Start 


95 




End 


529 


Name 


OJ990627 44.9C10.C13.ol 


.gs 


Method 


GENSCAN 


Start 


. 95 . . 




End „. 


529 


GI 


none 




Score 


.84 * 


Exons 


95. .130, 476. .529 








Seq. No. 


16579 




Seq. ID 


OJ990627_44.9C10.C14 


Gene No. 


34977 




Strand 


+ 


Start 


4909 




End 


7009 


Name 


OJ990627 44.9C10.C14.o2 


.gp 


Method 


AAT/GAP 


Start 


4909 




End 


7009 


GI 


321 1.R1084 




Score 


2112 


Exons 


4909. .5133, 6074. .6223, 


6307. 


.7009 




GI Descrip. 


■ *3929545/gb|AAC79990. 1 1 


l.Oe- 


163 (AF067194 ) S-adenosylmethionine 




decarboxylase [Oryza sativa] 1 






Seq. No. 


16579 




Seq. ID 


OJ990627_44.9C10.C14 


Gene No. 


34977 




Strand 


+ 


Start 


4909 




End 


7009 


Name 


OJ990627 44.9C10.C14.ol 


np 


Method 


AAT/NAP 


Start 


6089 




End 


6223 


GI 


2129921 




Score 


207 


Exons 


6089. .6223 









GI Descrip. hypothetical protein 1 - Madagascar periwinkle gi 1758694 
(U12573) putative [Catharanthus roseus] 



Seq. No. 16579 Seq. ID 

Gene No. 34 977 Strand 

Start 4909 End 

Name OJ990627_4 4 . 9C10 . C14 . o2 . gs Method 

Start 6089 End 

GI none Score 

Exons 6089.. 6223, 6486.. 6972 



OJ990627_44.9qi0.C14 
+ 

7009 
GENSCAN 
6972 
.98 . 



Seq. No. 



16579 



Seq. ID OJ990627_44.9C10.C14 



17149 



Gene No. 34 977 Strand + 

Start 4909 End 7009 

Name OJ990627_4 4 . 9C10 . C14 . o2 . np Method AAT/NAP 

Start 6507 End 7009 

GI 6166113 Score 830 

Exons 6507.. 7009 

GI Descrip. S-ADENOSYLMETHIONINE DECARBOXYLASE PROENZYME (ADOMETDC) (SAMDC) 
. gi|3929545|gb|AAC79990.1| (AF067194) S-adenosylmethionine 
decarboxylase [Oryza sativa] 



OJ990627 44.9C10.C14 



Seq. No. 16579 * Seq. ID _ 

Gene No. 34978 Strand 

Start 1637 End 7009 

Name OJ990627_4 4 . 9C10 . C14 . ol . gs Method GENSCAN 

Start 1637 End 5515 

GI none Score . 68 

Exons 1637. .1724, 2561. .2753, 3582. .3791, 4752. .4864, 4910. .5046, 
5513. .5515 



Seq. No. 16579 Seq. ID 

Gene No. 34978 Strand 

Start 1637 End 

Name OJ990627_4 4 . 9C10 . C14 . ol . gp Method 

Start 3502 End 

GI 3759940 • Score 

Exons 3502.. 3800 



OJ990627_44 . 9C10.C14 

7009 
AAT/GAP 
3800 
517 



Seq. No. 16579 
Gene No. 34978 
Start 1637 

Name OJ990627_4 4 . 9C10 . C14 . ol . tw 

Start 5048 
GI none 
Exons 5048. 

6076. 

6306. 

6764. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_44 . 9C10.C14 
7009 

TBLASTX: Wheat 

7009 

41 



,5089, 5049.. 5090, 5079. .5114, 5080.. 5115, 6075. 
,6111, 6114.. 6224, 6131. .6211, 6299.. 6463, 6301. 



.6392, 6310.. 6438, 6365. 
.7009 



,6463, 6521.. 7009, 6537. 



,6113, 
,6471, 
,7007, 



Seq. No. 16579 

Gene No. 34978 

Start 1637 

Name OJ990627_4 4 . 9C10 . C14 . ol . tc 

Start 6048 

GI none 

Exons 6048.. 6176, 6080.. 6229, 6090. 
6542.. 6940, 6546.-6995 



Seq. ID OJ990627_44.9C10.C14 
Strand 

End 7009 

Method TBLASTX : Cress 

End 6995 

Score 94 

.6176, 6130.. 6234, 6540.. 6995, 



Seq. No. 16579 

Gene No. 34978 

Start 1637 

Name OJ990627_4 4 . 9C10 . C14 . ol . ts 

Start 6065 

GI none 

Exons 6065.. 6262, 6081.. 6221, 6130. 

Seq. No. 16579 

Gene No. 34978 



Seq. ID OJ990627_44.9C10.C14 

Strand - 

End 7009 

Method TBLASTX : Soybean 

End 7004 

Score 153 

.6258, 6542. .7003, 6543. .7004 

Seq. ID OJ990627_44.9C10.C14 
Strand 



17150 



Start 
Name 
Start 
GI 

Exons 



1637 

OJ990627_4 4 .9C10.C14.ol. tm 
6075 
none 
6075. 
6286. 
6380. 
6764 . 



End 

Method 

End 

Score 



7009 

TBLASTX: Maize 

7009 

53 



.6113, 6082.. 6111, 6109.. 6234, 6114.. 6221, 6137.. 6253, 

,6369, 6305.. 6367, 6310.. 6369, 6367.. 6411, 6371.. 6412, 

,7009, 6412/. 6438, 6413.. 6469, 6464.. 6700, 6486.. 7007, 

,7009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16580 
34979 
592 

OJ990527_4 1 . 9C17 . CI . ol . gs 
592 
none 

592. .603, 715. .794, 1051. .1171, 1297. .1617 



Seq. ID OJ990527_41.9C17.C1 
Strand 

End 1617 

Method GENSCAN 

End 1617 

Score .69 



16581 Seq. ID 

34980 Strand 

835 End 

OJ990527_41. 9C17 . C2 . ol . gp Method 

835 End 

7710_1.R1084 Score 
'835. .1398, 2013. .2088, 2193. .2281, 2395 
2779.. 2937, 3074.. 3298, 3370 



OJ990527_41.9C17.C2 
+ 

13485 
AAT/GAP 
4250 
3191 

2512, 2599.. 2702, 



3681, 3970. .4250 
, 231587/sp|Q01859| ATP2_ORYSA 0.0e+00 ATP SYNTHASE BETA'CHAIN, 

MITOCHONDRIAL PRECURSOR >gi_28 3001_pir S25304 H+-transporting 

ATP synthase (EC 3.6.1.34) beta chain precursor, mitochondrial 
rice >gi_21814 7_dbj_BAA01372_ (D10491) mitochondrial Fl-ATPase 
[Oryza sativa] 1 



Seq. No. 16581 

Gene No. 34 980 

Start 835 

Name OJ990527_4 1 . 9C17 . C2 . ol . tm 

Start 931 

GI none 
Exons 



Seq. ID OJ990527_41.9C17.C2 

Strand + 

End 13485 

Method TBLASTX : Mai ze 

End 4092 

Score 45 



931. .969, 1027. .1062, 1029. .1061, 1140. .1400, 1147. .1401, 



1970.. 2092, 1989.. 2108, 2189. 

2394.. 2513, 2410.. 2514, 2597. 

2647.. 2703, 2727.. 2933, 2774. 

2870.. 2980, 3035.. 3301, 3071. 

-3355.. 3681, 3357.. 3716, 3360. 
3969.. 4082 



.2284, 2189.. 2281, 2194.. 2283, 

.2623, 2598.. 2702, 2599.. 2697, 

.2941, 2775. .2849, 2776. .2937, 

.3115, 3073.. 3303, 3338.. 3682, 

.3683, 3935.. 4015, 3967.. 4092, 



Seq. No. 16581 
Gene No. 34 980 

Start 835 

Name OJ990527_4 1 . 9C17 . C2". ol . gs 

Start 937 
GI none 
Exons 937.. 1320, 2013.. 

2779.. 2937, 3074. 

5074. .5167, 5260. 

7009. .7168, 7608. 

13159. . 13485 



Seq. ID OJ990527_41.9C17.C2 
Strand + 
End 13485 
-Method GENSCAN 
End 13485 
Score .78 
2088, 2193. .2281, 2395. .2512, 2599. .2702, 
.3298, 3370. .3681, 3970. .4070, 4804. .4977, 
.5466, 6097.. 6345, 6449.. 6658, 6730.. 6894, 
.7724, 8650. .9017, 9488. .9604, 11654 .. 11710, 



17151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No* 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16581 
34980 
835 

OJ990527_4 1 . 9C17 . C2 . ol . np 
937 

231587 



Seq. ID OJ990527_41.9C17.C2 
Strand + 

13485 
AAT/NAP 
4080 
2491 



End 

Method 
End 
Score 

937.. 1398, 2013.. 2088, 2193.. 2281, 2395.. 2512, 2599.. 2702, 
2779.. 2937, 3074.. 3298, 3370.. 3681, 3970.. 4080 - 
ATP SYNTHASE BETA CHAIN, MITOCHONDRIAL PRECURSOR 

gi|283001|pir| IS25304 H+-transporting ATP synthase (EC 3.6.1.34) 
beta chain precursor, mitochondrial - rice 

gi|218147|dbj IBAA01372.il (D10491) mitochondrial Fl-ATPase 
[Oryza sativa] 



16581 
34980 
835 

OJ990527_41. 9C17 .C2.ol.tc 
1140 
none 

1140. .1229, 1150. .1230, 1227. .1400, 1228 
2013.. 2108, 2189.. 2284, 2206.. 2283, 2394 
2598.. 2702, 2598.. 2702, 2775.. .2846, 2775 
2910.. 2945, 3035.. 3283, 3070.. 3282, 3355 
3357. .3716, 3967. .4029, 3969. .4067 



Seq. ID OJ990527_41.9C17.C2 

Strand + 

13485 

TBLASTX: Cress 
4067 
98 

.1401, 2012.. 2095, 
.2513, 2410. .2514, 
,2942, 2776.. 2937, 
,3681, 3357.. 3683, 



End 

Method 

End 

Score 



16581 
34980 
835 

OJ990527_41. 9C17 . C2 . ol . ts 

1140 

none 

1140. .1400, 1147. .1401, 1970, 
2206. .2283, 2393. .2452, 2394, 
2599. .2694, 2678. .2701, 2774, 
2776. .2937, 2776. .2937, 3035, 
3357. .3716, 3967. .4029, 3969, 

16581 
34980 
835 

OJ990527_41.9C17.C2.ol.tw 
1338 
none 
1338. 
2189. 
2410. 
2775. 



.1400, 1339. 

.2284, 2189. 

.2514, 2598. 

,2873, 2776. 



.1401, 1989, 

.2281, 2203. 

.2702, 2599. 
.2871 



16581 
34980 
835 

OJ990527_41 . 9C17 . C2 . o4 . tw 

2875 

none 

2875. .2937, 2875. .2985, 3035. 



Seq. ID OJ990527_41.9C17.C2 

Strand + 

End 13485 

Method TBLASTX : Soybean 

End 4076 

Score 381 

.2095, 1989.. 2108, 2189.. 2284, 
.2513, 2410.. 2514, 2598.. 2702, 
.2932, 2775.. 2846, 2775.. 2933, 
.3301, 3073. .3303, 3355.. 3681, 
.4049, 3981. .4049, 4044. .4076 

Seq. ID OJ990527_41.9C17.C2 

Strand + 

End 13485 

Method TBLASTX : Wheat 

End 2873 

Score 82 

.2108, 2013. .2087, 2015. .2116, 
.2283, 2394.. 2510, 2394.. 2513, 
.2703, 2771. .2872, 2775. .2846, 



Seq. ID OJ990527_41. 9C17.C2 

Strand + 

End 13485 

Method TBLASTX : Wheat 

End 3199 

Score 108 



,3199, 3070.. 3198 



17152 




Seq. No. 


16581 








Seq. ID 


OJ990527_41.9C17.C2 


Gene No. 


34 980 








Strand 


+ 


Start 


835 








End 


13485 


Name 


OJ990527 41 


.9C17. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3358 








End 


4028 


GI 


none 








Score 


512 


Exons 


3358. .3681, 


3360. 


.3701, 


3967 


..4026, 3969.. 4028 


Seq. No. 


16581 








Seq. ID 


OJ990527_41.9C17.C2 


Gene No. 


34980 








Strand 


+ 


Start 


835 








End 


13485 


Name 


ojyy udZ f 41 


.9C17. 


C2.o2. 


np 


Method 


AAT/NAP 


Start 


5096 








End 


8303 


GI 


4455199 








Score 


756 


Exons 


5096. .5167, 


5260. 


.5457, 


6060 


..6345, 6449. .6658, 6739. .6894, 




7009. .7175, 


7615. 


.7759, 


7844 


..7966, 8244. .8303 


GI Descrip. 


(AL035440) 


putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


16581 








Seq. ID 


OJ990527_41.9C17.C2 


Gene No. 


34 980 








Strand 


+ 


Start 


835 








End 


13485 


Name 


OJ990527 41 


. 9C17 . 


C2.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


5102 








End 


5457 


GI 


none 








Score 


42 


Exons 


5102. .5167, 


5254 . 


. 5457 








Seq. No. 


16581 








Seq. ID 


OJ990527_41. 9C17.C2 


Gene No. 


34 980 








Strand 


+ 


Start 


835 








End 


13485 


Name 


OJ990527 41 


. 9C17 . 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5120 








End 


5466 


GI 


none 








Score 


49 


Exons 


5120. .5170, 


5254 . 


. 5466, 


5262 


. .5453 




Seq. No. 


16581 








Seq. ID 


OJ990527_41 . 9C17.C2 


Gene No. 


34 980 








Strand 


+ 


Start 


835 








End 


13485 


Name 


OJ990527 41 


.9C17. 


C2.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5132 








End 


5454 


GI 


none 








Score 


42 


Exons 


5132. .5170, 


5254. 


.5454 








Seq. No. 


16581 








Seq. ID 


OJ990527_41.9C17.C2 


Gene No. 


34 980 








Strand 


+ 


Start 


835 








End 


13485 


Name 


OJ990527 41 


.9C17. 


C2.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6138 








End 


6649 


GI 


none 








Score 


185 


Exons 


6138. .6284, 


6142. 


.6345, 


6143 


..6352, 6145. .6285, 6575. .6649 


Seq. No. 


16581 








Seq. ID 


OJ990527_41.9C17.C2 


Gene No. 


34980 








Strand 


+ 


Start 


835 








End 


13485 


Name 


OJ990527 41 


.9C17. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6455 








End 


8100 


GI 


none 








Score 


113 


Exons 


6455. . 6571, 


6730. 


.6888, 


7586 


..7759, 7606. .7713, 7835. .7930, 



17153 




7835.. 7930, 7843.. 7935, 8026.. 8100, 8028.. 8099 



Seq. No. 


16581 




Seq. ID 


OJ990527 


_41.9C17 


.C2 


Gene No. 


34980 




Strand 


+ 






Start 


835 




End 


13485 






Name 


OJ990527 41.9C17 


.C2.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


7603 




End 


8405 






GI 


none 




Score 


182 






Exons 


7603.. 7713, 7604 


..7759, 7610 


..7756, 7835.. 7933, 


7843. .7932 




8022.. 8096, 8023 


..8100, 8352 


. .8405 








Seq. No. 


16581 




Seq. ID 


OJ990527 


_41.9C17 


.C2 


Gene No. 


34980 




Strand 


+ 






Start 


835 




End 


13485 






Name 


OJ990527 41.9C17 


.C2.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


7685 




End 


8100 






GI 


none 




Score 


106 






Exons 


7685.. 7759, 7688 


..7756, 7835 


..7930, 7836.. 7934, 


7843. .7929 




8026.. 8100, 8028 


..8099 










Seq. No. 


16581 




Seq. ID 


OJ990527 


_41.9C17 


,C2 


Gene No. 


34980 




Strand 


+ 






Start 


835 




End 


13485 






Name 


OJ990527 41.9C17, 


.C2.o3.np 


Method 


AAT/NAP 






Start - 


10523 




End 


12517 






GI >: 


4522005 




Score - 


41 






Exons 


10523. .10723, 12' 


174. .12517 










GI Descrip. 


(AC007069) putative non-LTR 


retroelement reverse transcripl 




[Arabidopsis thaliana] 










Seq. No. 


16581 




Seq. ID 


OJ990527 


_41.9C17 


.C2 


Gene No. 


34980 




Strand 


+ 






Start 


835 




End 


13485 






Name 


OJ990527 41.9C17, 


.C2.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


12980 




End 


13258 






GI 


none 




Score 


195 






Exons 


12980. .13108, 12987. .13109, 


13100. .13258 






Seq. No. 


16581 




Seq. ID 


OJ990527 


_41.9C17 


.C2 


Gene No. 


34980 




Strand 


+ 






Start 


835 




End 


13485 






Name 


OJ990527 41.9C17. 


.C2.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


12989 




End 


13339 






GI 


none 




Score 


132 * 






Exons 


12989. .13108, 12993. . 13112, 


13106. . 13177, 13292 


. .13339 




Seq. No. 


16582 




Seq. ID 


OJ990527 


_41.9C17 


.C3 


Gene No. 


34981 




Strand 


+ 






Start 

i 


1381 




End 


3642 






Name 


OJ990527 41.9C17. 


,C3 .ol . gs 


Method 


GENSCAN 






Start 


1381 




End 


3642 






GI 


none 




Score 


.56 






Exons 


1381. .1862, 3274. 


.3286, 3496 


. .3642 








Seq. No. 


16582 




Seq. ID 


OJ990527 


_41.9C17, 


.C3 


Gene No. 


34982 




Strand 


+ 






Start 


6598 




End 


7110 







17154 



Name 


OJ990527 41.9C17.C3.o2.gs 


Method 


GENSCAN 




Start 


6598 


End 


7110 




GI 


none 


Score 


.79 




Exons 


6598.. 6751, 7016.. 7110 








Seq. No. 


16582 


Seq. ID 


OJ990527_41.9C17 


,C3 


Gene No. 


34983 


Strand 


+ 




Start 


11572 


End 


13011 




Name 


OJ990527 41.9C17.C3.ol.np 


Method 


AAT/NAP 




Start 


11527 


End 


12948 




GI 


2244906 


Score 


752 




Exons 


11527. .12948 








GI Descrip. 


(Z97339) indole-3-acetate beta-glucosyltransf erase like 


pre 




[Arabiciopsis thaliana] 






Seq. No. 


16582 


Seq. ID 


OJ990527_41. 9C17 


.C3 


Gene No. 


34983 


Strand 


+ 




Start 


11572 


End 


13011 




Name 


OJ990527 41.9C17.C3.o4.gs 


Method 


GENSCAN 




Start 


11572 


End 


13011 




GI 


none 


Score 


.71 




Exons 


11572. .13011 








Seq. No. 


16582 


Seq. ID 


OJ990527_41. 9C17 


.C3 


Gene No. 


34984 


Strand 






Start 


8813 


End 


10088 




Name 


OJ990527 41. 9C17 . C3 . o3 . gs 


Method 


GENSCAN 




Start 


' 8813 


End 


10088 




GI 


none 


Score 


.79 




Exons 


8813.. 8915, 9519. .9585, 9833. .9928, 10043. .10088 




Seq. No. 


16582 


Seq. ID 


OJ990527_41. 9C17 


.C3 


Gene No. 


34985 


Strand 






Start 


14337 


End 


16138 




Name 


OJ990527 41.9C17.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


11545 


End 


12918 




GI 


none 


Score 


70 




Exons 


11545. .11592, 11770. .12015, 


12181. .12231, 12355. .12504, 






12546. . 12746, 12547 .. 12753, 


12814. .12918, 12837. .12917 




Seq. No. 


16582 


Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34985 


Strand 






o cart 


14337 


End 


16138 




Name 


OJ990527 41. 9C17 . C3 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


11548 


End 


12924 




GI 


none 


Score 


62 




Exons 


11548. .11664, 11789. .11821, 


11824. .11991, 12346. .12519, 






12361. . 12489, 12555 .. 12770 , 


12556. .12747, 12799. .12924 




Seq. No. 


16582 


Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34985 


Strand 






Start 


14337 


End 


16138 




Name 


OJ990527 41.9C17.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


11548 


End 


11991 




GI 


none 


Score 


65 




Exons 


11548. .11592, 11716. .11745, 


11797. .11991, 11808. .11960 





17155 




Seq. No. 


16582 




Seq. ID 


OJ990527_41.'9C17 


.C3 


Gene No. 


34985 




Strand 






Start 


14337 




End 


16138 




Name 


OJ990527 41.9C17.C3 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


12181 




End 


12810 




GI 


none 




Score 


49 




Exons 


12181. .12273, 12352 


. .12510, 


12361. .12510, 12562. .12810, 






12568. .12729, 12570 


. .12758 








Seq. No. 


16582 




Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34 985 




Strand 






Start 


14337 




End 


16138 




Name 


OJ990527 41.9C17.C3 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


12454 




End 


12785 




GI 


none 




Score 


59 




Exons 


12454. .12495, 12555 


. .12785, 


12556. .12777 




Seq. No. 


16582 




Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34985 




Strand 






Start 


14337 




End 


16138 




Name 


OJ990527 41.9C17.C3 


. o5 . gs 


Method 


GENSCAN 




Start 


14337 




End 


16016 




GI 


none 




Score 


.49 




Exons 


. 14337. . 14411, 14662 


. .14758, 


14976. .15088, 15124. .15884, 






15986. .16016 










Seq. No. 


16582 




Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34985 




Strand 






Start 


14337 




End 


16138 




Name 


OJ990527 41.9C17.C3 


. o2 . np 


Method 


AAT/NAP 




Start 


15112 




End 


16138 




GI 


4514637 




Score 


886 




Exons 


15112. . 15884, 15986 


. .16138 








GI Descrip. 


(AB021176) root cap protein 


2 [Zea mays] 




Seq. No. 


16582 




Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34985 




Strand 






Start 


14337 




End 


16138 




Name 


OJ990527 41.9C17.C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15229 




End 


15402 




GI 


none 




Score 


140 




Exons 


15229. . 15402, 15230 


. .15400 








Seq. No. 


16582 




Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34985 




Strand 






Start 


14337 




End 


16138 




Name 


OJ990527 41.9C17.C3 


. o2.tc 


Method 


TBLASTX: Cress 




Start 


15260 




End 


16046 




GI 


none 




Score 


105 ' 




Exons 


15260. . 15478, 15280 


. . 15540, 


15550. .15654, 15805. .15822, 






15827. .15883, 15829 


. . 15885, 


16011. . 16046 




Seq. No. 


16582 




Seq. ID 


OJ990527_41.9C17 


.C3 


Gene No. 


34985 




Strand 






Start 


14337 




End 


16138 




Name 


OJ990527 41.9C17.C3, 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


15310 




End 


15540 





17156* 



GI none Score 95 

Exons 15310. . 15540, 15332.. 15487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16582 
34985 
14337 

OJ990527_4 1 . 9C17 . C3 . o2 . tm 

15485 

none 



Seq. ID OJ990527_41.9C17.C3 
Strand 

End 16138 

Method TBLASTX : Maize 

End 16046 

Score 61 



15485. .15640, 15715 ".. 15873, 15716 15922, 15987.. 16046 

OJ990527 41.9C17.C3 



16582 
34985 
14337 

OJ990527_41. 9C17 . C3 . o2 . tw 

15757 

none 



Seq. ID 
Strand 

End 16138 

Method TBLASTX : Wheat 

End 16052 

Score 107 



15757. .15873, 15758 .. 15874 , 15966.. 16052 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



16583 
34986 
3490 

OJ990527_41.9C17.C4 .ol.np 

3490 

6899648 



Seq. ID OJ990527_41.9C17.C4 

Strand + 

End 8697 

Method AAT/NAP 

End 8697 

Score 1137 



3490.. 3696, 5042.. 5066, 5174.. 5265, 5582.. 5763, 5940.. 6012, 
6122. .6190, 6279. .6352, 6427. .6580, 7022. .7062, 7179. .7325, 
7407. .7891, 8624. .8697 

(AC012189) Contains Thioredoxin domain PF| 00085. ESTs 
gb|T42351, gb|AA042405 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16583 Seq. ID 

34986 Strand 

3490 End 

OJ990527_41 . 9C17 . C4 . ol . gp Method 

3560 End 

90901 1.R1084 Score 



OJ990527_41 . 9C17 .C4 
+ 

8697 
AAT/GAP 
6459 
1139 



3560.. 3696, 5042.. 5066, 5174.. 5265, 5582.. 5763, 5940.. 6012, 
6122.. 6190, 6279.. 6352, 6427.. 6459 

? 1621495/dbj |BAA12903| 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] 1 



Seq. No. 


16583 








Seq. ID 


OJ990527_ 


41. 


9C17, 


.C4 


Gene No. 


34986 








Strand 


+ 








Start 


3490 








End 


8697 








Name 


OJ990527 41 


.9C17, 


.C4.o2 


.gp 


Method 


AAT/GAP 








Start 


7731 






End 


8324 








GI 


4716757 








Score 


841 








Exons 


7731. .7844, 


7990. 


. .8324 














Seq. No. 


16583 








Seq. ID 


OJ990527_ 


41*. 


9C17. 


■ C4 


Gene No. 


34987 








Strand 


+ 








Start 


10893 








End 


14853 








Name 


OJ990527 41 


.9C17, 


,C4.o2 


. np 


Method 


AAT/NAP 








Start 


10893 








End 


14853 








GI 


4388818 








Score 


2638 









17157 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10893. .14853 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



16583 Seq. ID 

34987 Strand 
10893 End 
OJ990527_4 1 . 9C17 . C4 . o3 . gp Method 
12164 End 
2428449 Score 
12164. .12600 

4 388818/gb | AAD19773 | 3.0e-40 (AC006528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



OJ990527_41.9C17.X4 
+ 

14853 
AAT/GAP 
12600 
826 



16583 Seq. ID 

34987 Strand 

10893 End 

OJ990527_4 1 . 9C17 . C4 . o4 . gp Method 

13648 End 

1621494 Score 
13648. .13890 

1621495/dbj IBAA12903I 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] 



OJ990527_41.9C17.C4 
+ 

14853 • 
AAT/GAP 
13890 
446 



Seq. No. 16583 Seq. ID 

Gene No. 34 988 Strand 

Start 16455 End 

Name OJ990527_4 1 . 9C17 . C4 . o3 . gs Method 

Start 16455 End 

GI none Score 

Exons 16455. . 16790 



OJ990527_41.9C17.C4 
+ 

16790 
GENSCAN 
16790 
.94 



Seq. No. 
Gene No. 
_Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



16583 Seq. ID OJ990527 41.9C17.C4 

34989 Strand 
20615 End 
OJ990527_4 1 . 9C17 . C4 . o5 . gp Method 
20615 End 
uC-osflcypl72d01bl Score 
20615. .20986 

, 1346109/sp|P49027|GBLP_ORYSA 1.0e-43 GUANINE NUCLEOTI DE-BINDING 
PROTEIN BETA SUBUNIT-LIKE PROTEIN (GPB-LR) (RWD) 
>gi_540535_dbj_BAA07404_ (D38231). RWD [Oryza sativa] • 



OJ990527_41, 
+ 

23051 
AAT/GAP 
20986 
728 



16583 Seq. ID 

34 989 Strand 
20615 End 
OJ990527_41.9C17.C4.o5.np Method 
20650 " End 

1346109 Score 
20650. .21546, 22636. .22746 

GUANINE NUCLEOTI DE-BINDING PROTEIN BETA SUBUNIT-LIKE PROTEIN 
(GPB-LR) (RWD) gi | 540535 | dbj | BAA07404 | (D38231) RWD [Oryza 
sativa] 



OJ990527_41.9C17.C4 
+ 

23051 
AAT/NAP 
22746 
1430 



16583 
34989 



Seq. ID OJ990527_41.9C17.C4 
Strand + 



17158 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20615 End 23051 

OJ990527_41. 9C17.C4 .o6.gp Method AAT/GAP 

21210 End 23051 

38014_1.R1084 Score 1447 

21210. .21546, 22636.. 23051 

1 1346109/ sp I P4 9027 | GBLP_ORYSA 3.0e-54 GUANINE NUCLEOTI DE-BINDING 
PROTEIN BETA SUBUNIT-LIKE PROTEIN (GPB-LR) (RWD) 
>gi_540535_dbj_BAA07404_ (D38231) RWD [Oryza sativa] 1 



16583 Seq. ID 

34990 Strand 

23693 End 

OJ990527_4 1 . 9C17 . C4 . o7 . gp Method 

23693 End 

none Score 
23693. .24043 



OJ990527_41.9C17.C4 
+ 

24043 
AAT/GAP 
24043 
679 



Seq. No. 16583 Seq. ID OJ990527_4 1 . 9C17 . C4 

Gene No. 34 991 Strand + 

Start 30154 End 35456 

Name OJ990527_4 1 . 9C17 . C4 . o7 . gs Method GENSCAN 

Start 30154 • End 35456 

GI none Score . 6 

Exons 30154. .31579, 31785 31810, 32077 .. 327 4 8 , 34 605 .. 34727 , 
34974. .35456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16583 
34992 
36551 

OJ990527_41. 9C17.C4 .o6.np 

36381 

6692258 



Seq. ID OJ990527_41.9C17.C4 

Strand + 

End 42709 

Method AAT/NAP 

End 42709 

Score 918 



36381. .36571, 36789.-37297, 37518 .. 37 995, 38094 .. 38226, 
38828..38994, 39040 .. 39197 , 39357 .. 39513, 39591 .. 39883, 
39999. .40048, 42685. .42709 



GI Descrip. (AC010870) unknown protein [Arabidopsis thaliana] 



Seq. No. 16583 
Gene No. 34 992 

Start 36551 

Name OJ990527_4 1 . 9C17 . C4 . 08 . gs 

Start 36551 
GI . none 
Exons 36551. 

39357. 

40681. 



Seq. ID OJ990527_41. 9C17.C4 
Strand + 
End 42709 
Method GENSCAN 
End 40776 
Score .99 

.37297, 37518. .37995, 38094 .. 38224 , 38853 .. 391 97 , 
.39513, 39591. .39883, 39999 .. 4 0058 , 4 0515 .. 4 0604 , 
.40776 



Seq. No. 16583, Seq. ID 

Gene No. 34993V---- ' - Strand 

Start 42695 End 

Name OJ990527_4 1 . 9C17 . C4 . olO . gs Method 

Start 42695 End 

GI none Score 

Exons 42695. .42889 



OJ990527_41.9C17.C4 
+ 

42889 
GENSCAN 
42889 
.82 



Seq. No. 
Gene No. 



16583 
34994 



Seq. ID OJ990527_41. 9C17.C4 
Strand + 



17159 



O 4- —i 4- 

otart 




End 


47376 




Name 


OJ990527 41. 9C17.C4 .oll.gs 


Method 


GENSCAN 




Start 


42995 


End 


47376 




GI 


none 


Score 


.41 




Exons 


42995. .43028, 43096 .. 43238 , 


43307. .43355, 4 3523 .. 4 3751 , 




45322. .45355, 47206.. 47376 








Seq. No. 


16583 


Seq. ID 


OJ9905_27_41. 


9C17.C4 


Gene No. 


34994 


Strand 


+ 




Start 


42995 


End 


47376 




Name 


OJ990527 41. 9C17.C4 .o9.gp 


Method 


AAT/GAP 




Start 


45753 


End 


45836 




GI 


LIB3477-003-P1-K1-E9 


Score 


121 




Exons 


45753. .45836 








GI Descrip. 


■2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


_1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


16583 


Seq. ID 


OJ990527_41. 


9C17.C4 


Gene No. 


34994 


Strand 


+ 




Start 


42995 


End 


47376 




Name 


OJ990527 41.9C17.C4.ol0.gp 


. Method 


AAT/GAP 




Start 


46839 


End 


46926 




GI 


LIB3477-003-P1-K1-E9 


Score 


114 




Exons 


46839. .46926 








GI Descrip. 


1 2498586/ sp| Q40638 | MP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


16583 


Seq. ID 


OJ990527_41. 


9C17.C4 


Gene No . 


34995 


Strand 






Start 


13 


End 


151 




Name 


OJ990527 41.9C17.C4.ol.gs 


Method 


GENSCAN 




Start 


13 


End 


151 




GI 


none 


Score 


.45 




Exons 


13:. 151 








Seq. No. 


16583 


Seq. ID 


OJ990527_41. 


9C17.C4 


Gene No. 


34996 


Strand 






Start 


16362 


End 


18922 




Name 


OJ990527 41.9C17.C4.o4.np 


Method 


AAT/NAP 




Start 


16362 


End 


18880 




GI 


.3461820 


Score 


176 




Exons 


16362. .16435, 17574 . .17833, 


18000. .18105, 18168. .18280, 




18381. .18452, 18 68 9. . 18880 








GI Descrip. 


(AC004138) unknown protein 


[Arabidopsis thaliana] 




Seq. No'. 


16583 


Seq. ID 


OJ990527_41. 


9C17.C4 


Gene No. 


34996 - 


Strand 






Start 


16362 


End 


18922 




Name 


OJ990527 41. 9C17 .C4 .o4 . gs 


Method 


GENSCAN 




Start 


174 4 8 


End 


18922 




GI 


none 


Score 


.45 




Exons 


17448. . 17 603, 17 653. .177 45, 


18004. .18130, 18381. .18 


452, 




18642. .18922 








Seq. No. 


16583 


Seq. ID 


OJ990527_41. 


9C17.C4 



17160 




Gene No. 


34997 




Strand 






Start 


41269 




End 


41695 




Name 


OJ990527 41.9C17 


C4 .o9.gs 


Method 


GENSCAN 




Start 


41269 


End 


41695 




GI 


none 




Score 


.46 




Exons 


41269. .41376, 41570. .41695 








Seq. No. 


16583 




Seq. ID 


OJ990527 


_41. 9C17.C4 


Gene No. 


34997 




Strand 


- 




Start 


41269 




End 


41695 




Name 


OJ990527 41.9C17. 


C4.o8.gp 


Method 






Start 


41347 




End 


41676 




GI 


LIB34 31-002-P1-N1-A10 


Score 


653 




Exons 


41347. .41676 










GI Descrip. 


'4521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza 


sativa DNA, 




similar sequence 


to Pib gene 








Seq. No. 


16583 




Seq. ID 


OJ990527 


_41.9C17.C4 


Gene No. 


34998 




Strand 






o tar z 


'50815 




End 


53919 




Name 


OJ990527 41.9C17. 


C4.o7.tc 


Method 


TBLASTX: 


Cress 


Start 


3605 




End 


6196 




GI 


none 




Score 


88 




Exons 


3605. .3694, 5043. 


.5066, 5171. 


.5209, 5209.. 5268, 


5551. .5751 




5579. .5758,. 6122. 


.6196 








Seq. No. 


16583 




Seq.. ID 


OJ990527 


_41.9C17.C4 


Gene No. 


34998 




Strand 






otan 


50815 




End 


53919 




Name 


OJ990527 41.9C17. 


C4 .ol3.tm 


Method 


TBLASTX: 


Maize 


Start 


5214 




End 


5763 




GI 


none 




Score 


82 




Exons 


5214.. 5285, 5215. 


.5268, 5594. 


.5656, 5600. .5758, 


5602. .5751 




5605. .5763, 5714. 


.5758 








Seq. No. 


16583 




Seq. ID 


OJ990527 


_41.9C17.C4 


Gene No. 


34998 




Strand 






Start ' 


50815 




End 


53919 




Name 


OJ990527 41.9C17. 


C4 .o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


5675 




End 


7679 


GI 


none 




Score 


103 




Exons 


5675.. 5758, 6128. 


.6193, 6282. 


.6353, 6424. .6468, 


6425. .6469 




6514. .6591, 6548. 


.6589, 7022. 


.7060, 7206.. 7325, 


7207. .7323 




7220. .7324, 7401. 


.7679, 7405. 


.7677 






Seq. No. 


16583 




Seq. ID 


OJ990527 


_41.9C17.C4 


Gene No. 


34998 




Strand 






Start 


50815 




End 


53919 




Name 


OJ990527 41.9C17. 


C4 .08 . tm 


Methqd 


TBLASTX: 


Maize 


Start 


5945 




End 


6591 




GI 


none 




Score 


72 




Exons 


5945. .6013, 5945. 


.6025, 5947. 


.6015, 6119. .6193, 


6122. .6193 




6166.. 6195, 6265. 


.6354, 6276. 


.6368, 6277. . 6375, 


6424 . . 6519, 




6425.. 6538, 6425. 


.6526, 6548. 


.6589, 6551. . 6580, 


6553. . 6591 



Seq. No. 16583 Seq. ID OJ990527_4 1 . 9C17 . C4 

Gene No. 34 998 Strand 



17161 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50815 

OJ990527_41.9C17.C4.o2.tm 
7001 
none 
7001. 
7179. 



.7060, 7022.. 7069, 7175. 
.7325, 7401. .7592, 7405. 
7620. .7700, 7690. .7848, 7716. 



16583 
34998 
50815 

OJ990527_41. 9C17 .C4 .o3. tc 

7171 

none 

7171.. 7296, 7176.. 7298, 7176. 
7405. .7581 



End 

Method 

End 

Score 



53919 

TBLASTX : Maize 

7878 

53 



,7324, 7176. .7325, 7177. .7323, 
,7590, 7599. .7697, 7600. .7698, 
,7850, 7719. .7847, 7831. .7878 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 41.9C17.C4 
53919 

TBLASTX: Cress 

7583 

96 



.7307, 7177. .7308, 7401. .7583, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16583 
34998 
50815 

OJ990527_41. 9C17 . C4 . o7 . ts 
7716 
none 

7716. .7877, 7738. .7881, 7764. .7892 



Seq. ID OJ990527 41.9C17.C4 



Strand 
End 

Method 
End 
Score 



16583 Seq. ID 

34998 Strand 

50815 End 
OJ990527_4 1 . 9C17 . C4 . ol4 . trn Method 

9289 End 

none Score 

9289.. 9507, 9513.. 9701 

16583 Seq. ID 

34998 Strand 

50815 End 

OJ990527_4 1 . 9C17 . C4 . o4 . tw Method 

9415' ' End 

none Score 



53919 

TBLASTX: Soybean 

7892 

189 



OJ990527_41.9C17.C4 
53919 

TBLASTX: Maize 

9701 

146 



OJ990527_41.9C17.C4 
53919 

TBLASTX: Wheat 

9797 

102 



9415. .9498, 9417. .9497, 9424. .9507, 9501. .9632, 9545. .9628, 
9549. .9635, 9620. .9793, 9627. .9797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



16583 Seq. ID 

34998 Strand 
50815 End 
OJ990527_41. 9C17 .C4 .o3. tw Method 
11197 End 
none Score 

11197. .11349, 11217. .11^42, 11329 

11346. .11438, 11431. .11502, 11442 

11551. .11622, 11569. .11622 

16583 Seq. ID 

34998 Strand 
50815 End 
OJ990527_4 1 . 9C17 . C4 . o2 . tw Method 
12327 End 



OJ990527 41.9C17.C4 



53919 

TBLASTX: Wheat 
11622 
182 

11439, 11344. .11433, 
11483, 11456. .11551, 



OJ990527_41.9C17.C4 
53919 

TBLASTX: Wheat 
12936 



17162 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

12327. .12737, 12328 .. 12777 , 

16583 
34998 
50815 

.OJ990527_4 1 . 9C17 . C4 . o7 . tm 

12373 

none 

12373. . 12438, 124 39 .. 1287 6, 

16583 
34998 
50815 

OJ990527_41.9C17.C4 .o5.ts 

12547 

none 

12547. .12876, 12556. . 12801, 

16583 
34998 
50815 

OJ990527_41 . 9C17 . C4 . o4 . tc 

12565 

none 

12565. .12858, 12873. .13001, 

16583 
34998 
50815 

OJ990527_41 .9C17.C4 .o6.tw 

13212 

none 

13212. .13361, 13222. .13485, 



16583 
34998 
50815 

OJ990527_41.9C17.C4. 

13486 ■ 

none 

13486. . 13587, 13489, 



16583 
34998 
50815 

OJ990527_41.9C17.C4. 
13489 

none . } 

13489. . 13695, 13489. 

16583 
34998 
50815 

OJ990527_41.9C17.C4, 

13491 

none 



06 . tm 
.13917, 

06. tc 
. 13695 

ol . tw 



Score 338 
12777. .12857, 12874.. 12936 

Seq. ID OJ990527_41.9C17.C4 
Strand 

End 53919 

Method. TBLASTX..: Maize 

End 12999 

Score 72 
12585. .12875, 12874 .. 12999 

Seq. ID OJ990527_41. 9C17.C4 
Strand 

End 53919 

Method TBLASTX : Soybean 

End 12999 

Score 287 
12576. .12806, 12862.. 12999 

Seq. ID OJ990527_4 1 . 9C17 . C4 
Strand 

End 53919 

Method TBLASTX : Cress 

End 13002 

Score T 191 
12874. .13002 

Seq. ID OJ990527_41.9C17.C4 
Strand 

End 53919 

Method TBLASTX : Wheat 

End 13490 

Score 323 
13431. .13490 

Seq. ID OJ990527_41.9C17.C4 
Strand 

End 53919 

Method TBLASTX : Mai ze 

End 13917 

Score 34 9 
13524. .13784 

Seq. ID OJ990527_41 . 9C17 .C4 
Strand 

End 53919 

Method TBLASTX : Cress 

End 13695 

Score 204 



Seq. ID OJ990527_41.9C17.C4 
Strand 

End 53919 

Method TBLASTX : Wheat 

End 14271 

Score 7 9 



17163 




Exons 


13491. .13757, 13492 


. .13800, 


13533. .13796, 13837 .. 14271, 






13893. .14027, 13966 


. .14103, 


14154. .14252 




Seq. No. 


16583 




Seq. ID 


OJ990527_41.9C17 


.C4 


uene iNO . 


1A QQQ 




Strand 






Start 


50815 




End 


53919 




Name 


OJ990527 41..9C17.C4 


.o3 . ts 


Method 


TBLASTX: Soybean 




Start 


13513 




End 


13902 




GI 


none 




Score 


387 




Exons 


13513. .13902, 13533 


.13808, 


13534. .13857, 13535.. 13864 




Seq. No. 


16583 




Seq. ID 


OJ990527_41.9C17 


.C4 


bene ino . 


Of* y y o 




Strand 






Start 


50815 




End 


53919 




Name 


OJ990527 41.9C17.C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13920 




End 


14366 




GI 


none 




Score 


129 




Exons 


13920. .14012, 13921. 


.14079, 


14055. . 14 366, 14056. .14361 




Seq. No. 


16583 




Seq. ID 


OJ990527_41. 9C17 


.C4 




1A QQQ 

oh y y o 




Strand 






Start 


50815 




End. 


53919 




Name 


OJ990527 41.9C17.C4. 


o5 . tc 


Method 


TBLASTX : Cress 




Start 


14245 




End 


14844 




GI 


none 




Score 


58 




Exons 


14245. .14373, 14368. 


.14472, 


14 473. . 14 619, 14 635. .1484 4 




Seq. No. 


16583 




Seq. ID 


OJ990527_41.9C17 


.C4 


bene lno . 


"3 A QQQ 

oh y y o 




Strand 






Start 


50815 




End 


53919 




Name 


OJ990527 41.9C17.C4. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


14385 




End 


14820 




GI 


none 




Score 


171 




Exons 


14385. .14576, 14398. 


. 14601, 


14 620. . 14820, 14 629. .14760 




Seq; No. 


16583 




Seq. ID 


OJ990527_41.9C17 


C4 


bene ino . 


"3 A QQQ 




Strand 






Start 


50815 




End 


53919 




Name 


OJ990527 41.9C17.C4. 


o3 . tm 


Method 


TBLASTX: Maize • 




Start 


14422 




End 


14848 




GI 


none 




Score 


557 




Exons 


14422. .14844, 14424. 


. 14846, 


14603. .14848 




Seq. No. 


16583 




Seq. ID 


OJ990527_41.9C17. 


C4 


rt y\ rt VT rt 

bene jno . 


T A Q Q Q 

o 4! y y o 




Strand 






Start 


50815 




End 


53919 




Name 


OJ990527 41.9C17.C4. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


14446 




End 


14844 




GI - 


n,one 




Score 


310 




Exons 


14446. .14721, 14448. 


.14729, 


14731. .14844 




Seq. No. 


16583 




Seq. ID 


OJ990527_41.9C17. 


C4 


Gene No. 


34998 




Strand 






Start 


50815 




End 


53919 




Name 


OJ990527 41.9C17.C4. 


olO . tm 


Method 


TBLASTX : Maize 




Start 


15288 




End 


15665 




GI 


none 




Score 


266 





17164 




Exons 


15288. 


.15665, 


15308 


. . 15451, 


15491. .15643 






Seq. No. 


16583 








Seq. ID 


OJ990527 


_41.9C17 


.C4 


Gene No. 


34998 








Strand 








Start 


50815 








End 


53919 






Name 


OJ990527 41.9C17.C4 


. o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


- 15306 








End 


15701 






GI 


none 








^- Score 


292 






Exons 


15306. 


.15626, 


15311 


. . 15634, 


15627.. 15701 * 






Seq. No. 


16583 








Seq. ID 


OJ990527 


_41.9C17 


C4 


Gene No . 


34998 








Strand 








Start 


50815 








End 


53919 






Name 


OJ990527 41.9C17.C4 


. o7 . tw 


Method 


TBLASTX : 


Wheat 




Start 


16068 








End 


16460 






GI 


none 








Score 


307 






Exons 


16068. 


.16460, 


16077 


. .16280, 


16091. .16456 






Seq. No. 


16583 








Seq. ID 


OJ990527 


_41.9C17 


C4 


Gene No. 


34998 








Strand 








Start 


50815 








End 


53919 






Name 


OJ990527 41.9C17.C4 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


20617 








End 


22734 






GI 


none 








Score 


152 






Exons 


20617. 


.20811, 


20664 


. 20810, 


20725. .20799, 20845 


. . 21117 , 






20847. 


.20933, 


20866 


.20979, 


20926. .21090, 20962 


. .21090, 






20994 . 


.21116, 


21001 


.21063, 


21049. .21087, 21061 


. .21117, 






21154 . 


.21534, 


21156 


.21329, 


21175. .21246, 21199 


. .21288, 






21202. 


.21366, 


21208 


.21531, 


21265. .21378, 22615 


. .22734, 






22644 . 


.22718 














Seq. No. 


16583 








Seq. ID 


OJ990527 


_41.9C17. 


C4 


Gene No. 


34998 








Strand 








Start 


50815 








End 


53919 






Name 


OJ990527 41.9C17.C4 


ol . tm 


Method 


TBLASTX: 


Maize 






20644 








End 


22819 






GI 


none 








Score 


205 






Exons 


2064 4 . 


.20802, 


20664. 


.20801, 


20815. .21549, 20847 


. .20936, 






20991. 


.21116, 


21058. 


.21156, 


21153. .21545, 21322 


. .21546, 






22635. 


.22670, 


22636. 


.22671, 


22671. .22733, 22671 


. .22736, 






22672. 


.22737, 


22672. 


.22737, 


22790. .22819 






Seq. No. 


16583 








Seq. ID 


OJ990527 


_41.9C17. 


C4 


Gene No. 


34998 








Strand 








Start 


50815 








End 


53919 






Name 


OJ990527 41.9C17.C4. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


20665 








End 


22734 




C T 


none 








Score 


141 






Exons 


20665. 


.20796, 


20676. 


.20807, 


20695. .20760, 20725 


. ,20799V 






20749. 


.20832,- 


20845. 


.21117, 


20845. .20940, 20847 


. .21116, 






20866. 


.20979, 


20926. 


.21090, 


20962. .21090, 21154 


. .21531, 






21156. 


.21329, 


21199. 


.21240, 


21202. .21366, 21259 


. .21378, 






21322. 


.21531, 


22636. 


.22734, 


22644. .22718 






Seq. No. 


16583 








Seq. ID 


OJ990527_ 


_41.9C17. 


C4 


Gene No. 


34998 








Strand 








Start 


50815 








End 


53919 







17165 



Name 


OJ990527 41.9C17.C4 


. ol5 . tm 


Method 


TBLASTX: Maize 




Start 


23702 






End 


24046 




GI 


none 






Score 


40 




Exons 


23702. 


.23746, 23713 


. .23868, 


23747. .23869, 23876 .. 23893, 






23987. 


.24046 










Seq. No. 


16583 






Seq. ID 


OJ990527_41. 9C17 


.C4 


Gene No. 


. 34998 






Strand 






otart 


50815 






End 


53919 




Name 


OJ990527 41.9C17.C4 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


24173 






End 


24616 




GI 


none 






Score 


115 




Exons 


24173. 


.24268, 24178 


. .24267, 


24320. .24430, 24 4 60 .. 24 537 , 






24461. 


.24517, 24539 


. .24616, 


24547. .24606 




Seq. No. 


16583 






Seq. ID 


OJ990527_41.9C17 


-C4 


Gene No. 


34998 






Strand 






Of 3 


50815 






End 


53919 




Name 


OJ990527 41.9C17.C4 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


31057 






End 


31587 




GI 


none 






Score 


54 




Exons 


31057. 


.31203, 31213 


. .31281, 


31213. .31281, 31285. .31311, 






31311. 


.31583, 31315 


. .31581, 


31381. .31587 




Seq. No. 


16583 






Seq. ID 


OJ990527_41.9C17 


.C4 


Gene No . 


34998 






Strand 






Start 


50815 






End 


53919 




Name 


OJ990527 41.9C17.C4 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


37773 






End 


37997 




GI 


none 






Score 


265 




Exons 


37773. 


.37997, 37805 


. .37996 








Seq. No. 


16583 






Seq. ID 


OJ990527_41.9C17 


.C4 


Gene No. 


34998 






Strand 






Start 


50815 






End 


53919 




Name 


OJ990527 41.9C17.C4 


. o2.tc 


Method 


TBLASTX: Cress 




Of -y-f- 

o car l 


38864 






End 


40058 




GI 


none 






Score 


182 




Exons 


38864. 


.39148, 38865 


. .39002, 


39048. .391! 


97, 39357. .39515, 






39374. 


.39412, 39399 


. .39503, 


39587; .39883, . 39588 .. 39728 , 






39589. 


.39885, 39589 


. .39789, 


39783..39884, 39829 .. 39897, 






39996. 


.40058, 39998 


. .40045 








Seq. No. 


16583 






Seq. ID 


OJ990527_41. 9C17 


.C4 


Gene No. 


34998 






Strand 






otart 


50815 






End 


53919 




Name 


OJ990527 41.9C17.C4, 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


39048 






End 


39883 




GI 


none 






Score 


79 




Exons 


39048. 


.39194, 39357, 


. .39515, 


39568. .397? 


39, 39584. .39883, 






39590. 


.39808 










Seq. No. 


16583 






Seq. ID 


OJ990527_41. 9C17 


,C4 


Gene No. 


34998 






Strand 






Start 


50815 






End 


53919 




Name 


OJ990527 41.9C17.C4. 


, o4 . tm 


Method 


TBLASTX : Maize 




Start 


39346 






End 


39822 





17166 




GI 


none 


Score 


170 




Exons 


39346. .39513, 39366 .. 39515, 


39366. .39506, 39367 .. 39513, 






39587. .39799, 39589. . 39789, 


39592. .39822 




Seq. No. 


16583 


Seq. ID 


OJ990527_41.9C17 


.C4 


Gene No . 


34998 


Strand 






Start 


50815 


End 


53919 




Name 


OJ990527 41.9C17.C4.o9.tw 


Method 


TBLASTX: Wheat 




Start 


39348 - 


* End 


39762 




GI 


none 


Score 


122 




Exons 


39348. .39515, 39568.-397 62, 


39584. .39760 




Seq.- No. 


16583 


Seq. ID 


OJ990527_41.9C17 


,C4 


Gene No. 


34998 


Strand 






Start 


50815 


End 


53919 




Name 


OJ990527 41.9C17.C4.ol2.gs 


Method 


GENSCAN 




Start 


50815 


End 


53919 




GI 


none 


Score 


.56 




Exons 


50815. .50925, 52369 .. 524 64 , 


52554. .52679, 53560 .. 53728 , 






53852. .53919 








Seq. No. 


16584 


Seq. ID 


OJ990527_41.9C17 


.C5 


Gene No . 


34999 


Strand 


+ 




Start 


1481 


End 


2773 




Name 


OJ990527 41.9C17.C5.ol.np 


Method 


AAT/NAP 




Start 


1481 


End : ^ 


2773 




GI 


6553935 


Score 


534 




Exons 


1481. .1671, 1930. .2773 








GI Descrip. 


(AC011915) putative tRNA isopentenyl transferase [Arabidop 




thaliana] 








Seq. No. 


16584 


Seq. ID 


OJ990527_41. 9C17 


.C5 


Gene No. 


34999 


Strand 


-f 




Start 


1481 


End 


2773 




Name 


OJ990527 41.9C17.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1928 


End 


2277 




GI 


none 


Score 


177 




Exons 


1928;. 2122, 1946.. 2125, 2201 


..2251, 2203.. 2277 




Seq. No. 


16585 


Seq. ID 


OJ990527_41.9C17 


C6 


Gene No. 


35000 


Strand 


-f 




Start 


4107 


End 


6981 




Name 


OJ990527 41.9C17.C6.o2.gs 


Method 


GENSCAN 




Start 


4107 


End 


6981 




GI 


none 


Score 


.99 




Exons 


4107. .4247, 6851. .6865, 6886 


. .6981 






Seq. No. 


16585 


Seq. ID 


OJ990527_41. 9C17. 


C6 


Gene No. 


35001 


Strand 


+ 




Start 


7585 


End 


8668 




Name 


OJ990527 41 . 9C17 .C6.o3.gs 


Method 


GENSCAN 




Start 


7585 


End 


8668 




GI 


none 


Score 


.83 




Exons 


7585. .8142, 8260. .8319, 8654 


. .8668 






Seq. No. 


1658 5 


Seq. ID 


OJ990527_41.9C17. 


C6 


Gene No. 


35002 


Strand 


+ 





17167 




o tar u 


i fiQQQ 

luyyy 




End 


1 1 1 *3 O 

iiuy 








Name 


OJ990527 41.9C17.C6.o2. 


.np 


Method 


AAT/NAP 








Start 


10998 




End 


11139 








GI 


5777623 




Score 


172 








Exons 


10998. .11139 














GI Descrip. 


(AJ245900) CAA303711.1 


protein [Oryza 


sativa] 








Seq. No. 


16585 




Seq. ID 


OJ990527 


_41. 


9C17 


.C6 


Gene No. 


JbUU o 




Strand 










Start 


2302 




End 


3798 








Name 


OJ990527 41.9C17.C6.ol. 


gs 


Method 


GENSCAN 








Start 


2302 




End 


3798 








GI 


none 




Score 


. 61 








Exons 


2302.. 2373, 2459.. 2608, 


3093 . 


.3155, 3256. .3798 








Seq. No. 


16585 




Seq. ID 


OJ990527 


_41. 


9C17 


.C6 


Gene No . 


*3 c a n o 




Strand 










Start 


2302 




End 


3798 








Name 


OJ990527 41.9C17.C6.ol. 


gp 


Method 


AAT/GAP 








Start 


2698 




End 


3137 








GI 


4715238 




Score 


659 








Exons 


2698.. 3009, 3093.. 3137 














Seq. No. 


16585 




Seq. ■ ID 


OJ990527_ 


_41. 


9C17 


.C6 


Gene No . 


35004 




Strand 










Start 


9925 




End 


11206 








Name 


OJ990527 41.9C17.C6.o4. 


gs 


Method 


GENSCAN 








Start 


9925 




End 


11206 








GI 


none 




Score 


.66 








Exons 


9925. .10106, 11071. .11206 












Seq. No. 


16586 




Seq. ID 


OJ990527 


_41. 


9C17 


,C7 


Gene No. 


35005 




Strand 


+ 








Start 


1107 




End 


2677 








Name 


OJ990527 41.9C17.C7.ol. 


gs 


Method 


GENSCAN 








Start 


1107 


End 


2677 








GI • 


none 




Score 


.79 








Exons 


1107. .1269, 1854. .2138, 


2179. 


.2226, 2604. .2677 








Seq. No. 


16586 




Seq. ID 


OJ990527_ 


_41. 


9C17 


.C7 


Gene No. 


35006 




Strand 










b tar t 


926 




End 


4939 








Name 


OJ990527 41.9C17.C7.o2. 


np 


Method 


AAT/NAP 








Start 


926 




End 


4939 








GI 


4680186 




Score 


223 








Exons 


926. .1179, 2010. .2190, 


2663. . 


2724, 4749. .4939 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


16586 




Seq. ID 


OJ990527_ 


_41. 


9C17 


.C7 


Gene No. 


35006 




Strand 










Start 


926 




End 


4939 








Name 


OJ990527 41.9C17.C7.ol. 


np 


Method 


AAT/NAP 








Start 


985 




End 


4939 








GI 


4680183 




Score 


195 








Exons 


985. .1074, 1681. .1751, 


4914. . 


4939 











GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



17168 




Seq. No. 


16586 








Seq. ID 


OJ990527_41.9C17 


.C7 


taene no. 


jjUUo 








otrana 






Start 


926 








End 


4939 




Name 


OJ990527 41 


.9C17 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


3164 








End 


4752 




GI 


none 






- 


Score 


.57 




Exons 


3164. .3435, 


4212 


. .4272, 


4627, 


. .4752 






Seq. No. 


16587 - 








Seq. ID 


OJ990527_41. 9C17 


,C8 


L*ene no. 


35007 








Strand 


+ 




Start 


123 








End 


1281 




Name 


OJ990527 41 


. 9C17 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


123 








End 


1281 




GI 


none 








Score 


.85 




Exons 


123. .516, 741. .965, 1124. .1281 






Seq. No. 


1 fi^ft7 
IDjo / 








oeq. Jlu 


OJ990527_41. 9C17 


.C8 


bene no . 


35007 








Strand 


+ 




Start 


123 








End 


1281 




Name 


O TQ QH ^97 A 1 


QP1 7 

. .7^1 / . 


.vo.Ol. 


<3P 




AAT/GAP 




Start 


OZ / 








bna 


985 




GI 


9 7 QQ c. c. Q 








Score 


557 




Exons 


£9 7 Q Q c 














- 

Seq. No. 


1 £ Ci Q 7 
1 DO O / 








oeq. id 


OJ990527_41. 9C17 


.C8 


bene lno . 


35008 








Strand 


+ 




Start 


5444 








End 


6653 




Name 




QP1 7 




gs 


Method 


GENSCAN 




Start 


R / A A 
0 ft 4 4 








End 


6653 




GI 


none 








Score 


.89 




Exons 


0444. . Ddjo / 


o y z i . 


£ £ c; o 










Seq. No. 


1000/ 








Seq. ID 


OJ990527_41. 9C17 


.C8 


belle LNO • 


35009 








Strand 






Start 


2228 








End 


5133 




Name 


OJ990527 41, 


. 9C17 . 


C8 . o2 . 


crs 


Method 


GENSCAN 




Start 


2228 








End 


5133 




GI 


none 








Score 


. 61 




Exons 


2228. .2387, 


4214 . 


.4332, 


4771. 


.5133 






Seq. No. 


16587 








Seq. ID 


OJ990527_41.9C17 


.C8 


Vacilc IN (J • 


35010 








Strand 






Start 


6173 








End 


6526 




Name 


OJ990527 41, 


.9C17. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6173 








End 


6526 




GI 


none 








Score 


184 




Exons 


6173. .6319, 


6180. 


. 6365, 


6213. 


.6368, 6479. .6526, 6480. .6524 


Seq. No. 


16587 








Seq. ID 


OJ990527_41.9C17 


.C8 


uene no . 


35010 








Strand 






Start 


6173 








End 


6526 




Name 


OJ990527 41. 


, 9C17. 


C8.0I. 


tm 


Method 


TBLASTX: Maize 




Start 


6174 








End 


6448 




GI 


none 








Score 


329 




Exons 


6174. . 6446, 


6176. 


. 6448 










Seq. No. 


16588 








Seq. ID 


OJ990527_41.9C17, 


.C9 



17169 



Gene No. 


35011 


Strand 


+ 




otar z 


3618 


End 


10698 




Name 


OJ990527 41.9C17.C9.o2.gs 


Method 


GENSCAN 




Start 


3618 


End 


10698 




GI 


none 


Score 


.82 




Exons 


3618.. 3765, 6882.. 7126, 7185.. 7303, 7455.. 7539, 


7923. .9635, 




9752.. 9827, 10001.. 10698 








Seq. No. 


16588 


Seq. ID 


OJ990527 


41.9C17.C9 


uene no . 


35011 


Strand 


+ 




Start 


3618 


End 


10698 




Name 


ujyyuj-i / ^ i . yui / . . oi . gp 


Metnoa 


7\ TV rp / pTi n 

Ml /bAr 




Start 


6562 


End 


6999 




GI 


2427623 


Score 


815 




Exons 


6562. .6999 








Seq. No. 


16588 


Seq. ID 


OJ990527_ 


41.9C17.C9 


Liene no . 


35011 


Strand 


+ 




Start 


3618 


End 


10698 




Name 


r\ TQQri^Ol A 1 Qm *7 r*Q 

ujyyuD^ / 4 1 . yui / . . oz . gp 


Metnoa 


AAT/GAP 




Start 


8470 


End 


8919 




GI 


none 


Score 


839 




Exons 


8470. .8919 








Seq. No. 


16588 


Seq. ID 


OJ990527_ 


41.9C17.C9 


Gene No . 


35012 


Strand 


- 




Start 


335 


End 


2091 




Name 


uuyyuoz / 41 . yui / . uy . 01 . gs 


Metnoa 


GENSCAN 




Start 


335 


End 


2091 




GI 


none 


Score 


.44 




Exons 


335. .492, 2013. .2091 








Seq. No. 


16588 


Seq. ID 


OJ990527 


41.9C17.C9 


Liene no . 


35013 


Strand 


- 




Start 


10298 


End 


10754 




Name 


OJ990527 41. 9C17 . C9 . o3 . gp 


Method 


AAT/GAP 




Start '■ 


10298 


End 


10754 




GI 


none 


Score 


910 




Exons 


10298. .10754 








Seq. No. 


16588 


Seq. ID 


OJ990527_ 


41.9C17.C9 


Gene No. 


35014 


Strand 






Start 


12065 


. . End 


17602 




Name 


OJ990527 41.9C17.C9.o4.gp 


Method 


AAT/GAP 




o Lai L 


11916 


End 


12904 




GI 


60029 1.R1084 


Score 


1131 




Exons 


11916. . 12199, 12277. .12348, 


12510. .12569, 12662. 


.12904 


GI Descrip. 


, 5882747/gb|AAD55300.1|AC008263 31 2.0e-42 (AC008263) Similar 




gb AF04 9930 PGP237-11 from 


Petunia x hybrida and 


coptains a 




PF_00097 Zinc (RING) finger 


domain. [Arabidopsis 


thaliana] 1 


Seq. No. 


16588 


Seq. ID 


OJ990527_ 


41.9C17.C9 


Gene No. 


35014 


Strand 






Start 


12065 


End 


17602 




Name 


OJ990527 41.9C17.C9.o3.gs 


Method 


GENSCAN 




Start 


12065 


End 


17364 




GI 


none 


Score 


.73 





17170 



Exons 



12065. .12199, 12277. .12388, 13005 13142, 13664 .. 13885, 
14001. .14172, 14829. . 15842, 16127 16295, 16396 .. 16621, 
16979. .17364 



Seq. No. 16588 
Gene No. 35014 
Start 12065 

Name OJ990527_4 1 . 9C17 . C9 . ol . ts 

Start 12077 
GI none 
Exons 12077. 

12501. 

13001. 

13663. 

14003. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 41.9C17.C9 



,12205, 12087. .12200, 12277. 

,12575, 12508. .12588, 12648. 

13141, 13004. .13144, 13017. 

13851, 13832. . 13888, 13843. 
14071 



17602 

TBLASTX: Soybean 
14072 
148 

12345, 12277. .12378, 
12917, 12662. . 12898, 
13154, 13661. .13813, 
13887, 13992. .14072, 



Seq. No. 16588 

Gene No. 35014 

Start 12065 

Name OJ990527_4 1 . 9C17 . C9 . o2 . tc 

Start 12090 

GI none 

Exons 12090. .12200, 12098 .. 12202, 
12277. . 12378, 12501. .12557 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_41.9C17.C9 
17602 

TBLASTX: Cress 

12557 

106 



12098. .12202, 12277. .1234 5, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990527 41.9C17.C9 



16588 
35014 
12065 

OJ990527_41.9C17.C9.ol.np 
12101 
5882747 

12101. .12199, 12277. .1234 8, 
13005. .13142, 13664. .13827 

(AC008263) Similar to gb|AF049930 PGP237-11 from Petunia x 
hybrida and contains a PF| 00097 Zinc (RING) finger domain. 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



17602 
AAT/NAP 
13827 
862 



12510. .12569, 12662. .12896, 



16588 
35014 
12065 

OJ990527_41. 9C17 . C9 . ol . tm 

12165 

none 

12165. . 12224, 12167. 
12501. .12575, 12508. 
13004. .13144, 13004. 
13661. .13888, 13663. 
14003. . 14140, 14005. 



,12202, 
,12588, 
,13144, 
,13887, 
14142 



Seq. ID OJ990527_41.9C17.C9 
Strand 

End 17602 

Method TBLASTX : Maize 

End 14142 

Score 51 
12277. .12348, 12277. .12378, 
12648. .12917, 12662 .. 128 98 , 
13017. .13148, 13035. .13145, 
13992. .14135, 14 001 .. 14 135, 



Seq. No. 16588 

Gene No. 35014 

Start 12065 

Name OJ990527_4 1 . 9C17 . C9 . ol . tc 

Start 12649 

GI none 

Exons 12649. .12855, 12651 .. 12917 , 
13004 .. 13144, 13017. . 13154, 



Seq. ID OJ990527_41.9C17.C9 
Strand 

End 17602 

Method TBLASTX : Cress 

End 13888 

Score 286 
12659. .12898, 13004 13141, 
13661. .13822, 13663 .. 13872 , 



17171 



13856. .13888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16588 



Seq. ID OJ990527 41.9C17.C9 



35014 Strand 
12065 End 17602 

OJ990527_4 1 . 9C17 . C9 . o5 . gp Method AAT/GAP 

13068 End 13824 

LIB3433-029-P1-K1-E12 Score 385 

13068. .13142, 13664. .13824 

, 5882747/gb|AAD55300.1|AC008263_31 4.0e-23 (AC008263) Similar to 
gb_AF04 9930 PGP237-11 from Petunia x hybrida and contains a 
PFJD0097 Zinc (RING) finger domain. [Arabidopsis thaliana] ■ 



Seq. No. 


16588 


Seq. ID 


OJ990527_41.9C17.C9 


Gene No. 


35014 


Strand 




Start 


12065 


End 


17602 


Name 


OJ990527 41.9C17.C9.o6.gp 


Method 


AAT/GAP 


Start 


13789 


End 


14174 


GI 


uC-osroM202041gl0bl 


Score 


437 


Exons 


13789. .13885, 14001. .14174 






GI Descrip. 


J41olo4 l.Ue-4b (AFUozUz4) 


Phybl [Pimpinella brachycarpa] ' 


Seq. No. 


16588 


• Seq.. ID 


OJ990527_41.9C17.C9 


Gene No. 


35014 


Strand 




Start 


12065 


• End 


17602 


Name 


OJ990527 41. 9C17rC9.o7.gp 


Method 


AAT/GAP 


Start 


14445 


End 


14979 


GI 


uC-osroM202041gl0bl 


Score 


250 


Exons 


14 44 5. .14 474, 14829. .14 97 9 






GI Descrip. 


'3415134 1.0e-45 (AF082024)' 


Phybl [Pimpinella brachycarpa] 1 


Seq. No. 


16588 


Seq. ID 


OJ990527__41.9C17.C9 


Gene No. 


35014 


Strand 




Start 


12065 


End 


17602 


Name 


OJ990527 41.9C17.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


14878 


End 


15324 


GI 


none 


Score 


248 


Exons 


14 878. .15042, 14 87 9. .15043, 


14880. . 15065, 1504 5 .. 15206, 




15046. .15201, 15047. .15202, 


1524 4. .15324, 15245. .15322 


Seq. No. 


16588 


Seq. ID 


OJ990527_41.9C17.C9 


Gene No. 


35014 


Strand 




Start 


12065 


End 


17602 


Name 


OJ990527 41. 9C17 . C9 . o2 . ts 


Method 


TBLASTX: Soybean 


Start 


14878 


End 


17602 


GI 


5606777 


Score 


336 


Exons 


14 878. .15201, 14 87 9. .15202, 


17447. .17602 • 


GI Descrip. 









Seq. No. 16588 Seq. ID 

Gene No. 35014 Strand 

Start 12065 End 

Name OJ990527_4 1 . 9C17 . C9 . o3 . tc Method 

Start 15253 End 

GI none Score 

Exons 15253. . 15423, 15275.. 15424 



OJ990527__41.9C17.C9 
17602 

TBLASTX; Cress 

15424 

145 



17172. 




Seq. No. 


16588 


Seq. ID 


OJ990527_41.9C17 


C9 


Gene No. 


35014 


Strand 






Start 


12065 


End 


17602 




Name 


OJ990527 41. 9C17 . C9 . o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15265 


End 


15489 




GI _ . . 


none 


Score 


108 




Exons 


15265. .15489, 15266. .15448 








Seq. No. 


" 16588 


Seq. ID 


OJ990527_41.9C17 


C9 


Gene No. 


35014 


Strand 






Start 


12065 


End 


17602 




Name 


OJ990527 41.9C17.C9.o'3.tm 


Method 


TBLASTX: Maize 




Start 


15370 


End 


17134 




GI 


none 


Score 


258 




Exons 


15370. .15483, 164 02 .. 16623, 16403 .. 16624 , 16404 .. 16628, 






16979. .17134, 16981. .17133 








Seq. No. 


16589 • 


Seq. ID 


OJ990527_41.9C17. 


C10 


Gene No. 


35015 


Strand 






Start 


134 


End 


1637 




Name 


OJ990527_41. 9C17 . C10 . ol . np 


Method 


AAT/NAP 




Start 


134 


End 


1637 




GI 


5882746 


Score 


171 




Exons 


134. .358, 1392. .1637 








GI Descrip. 


(AC008263) ESTs gb|T04421 and 


gb|AA58 6001 come from this ge 




[Arabidopsis thaliana] 








Seq. No. 


16589 


Seq. ID 


OJ990527_41.9C17. 


CIO 


Gene No. 


35015 


Strand 






Start 


134 


End 


1637 




Name 


OJ990527 41. 9C17 . C10 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


146 


End 


322 




GI 


none 


Score 


135 




Exons 


146. .322, 150. .320 








Seq. No. 


16589 


Seq. ID 


OJ990527_41.9C17. 


C10 


Gene No. 


35015. 


Strand 






Start 


134 


End ' 


1637 




Name 


OJ990527 41. 9C17 . C10 . ol . gs 


Method 


GENSCAN 




Start 


199 


End 


1616 




GI 


none 


Score 


.52 




Exons 


199. .358, 1392. .1616 








Seq. No. 


16589 


Seq. ID 


OJ990527_41. 9C17. 


C10 


Gene No. 


35015 


Strand 






Start 


134 


End 


1637 




Name 


OJ990527 41. 9C17 . C10 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1404 


End 


1557 




GI 


none 


Score 


93 




Exons 


1404.. 1553, 1404. '.1556, 1405. 


1557 






Seq. No. 


16590 ■ 


Seq. ID 


OJ990627_43. 9C03. 


CI 


Gene No. 


35016 


Strand 






Start 


35 


End 


467 




Name 


OJ990627 43. 9C03 . CI . ol . gp 


Method 


AAT/GAP 




Start 


35 


End 


467 




GI 


LIB34 77-003-P1-K1-E9 


Score 


134 





17173 




Exons 35. .143, 435.-467 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


16591 








Seq. ID 


OJ990627_43 


.9C03 


.C2 


Gene No. 


35017 








Strand 


+ 






Start 


61 








^End 


400 






Name 


OJ990627 43. 


9C03 


.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


61 








End 


400 






GI 


426290 








Score 


130 






Exons 


61. .82, 303. 


.400 














GI Descrip. 


3415134 1.0e-45 


(AF082024) Phybl [Pimpinella brachycarpa] 


Seq. No. 


16592 








Seq. ID 


OJ990627_43, 


. 9C03 


.C3 


Gene No. 


35018 








Strand 


+ 






Start 


562 








End 


770 






Name 


OJ990627 43. 


9C03 


.C3.ol. 


QS 


Method 


GENSCAN 






Start 


562 








End 


770 






GI 


none 








Score 


.74 






Exons 


562. .770 
















Seq. No. 


16592 








Seq. ID 


OJ990627_43. 


. 9C03 


.C3 


Gene No. 


35019 








Strand - 


- 






Start 


- 2032 








End 


4490 






Name 


OJ990627 43. 


9C03 


.C3.o2. 


gs 


Method 


GENSCAN 






Start 


2032 








End 


4490 






GI 


none 








Score 


.66 






Exons 


2032. .2255, 


3733 


. .3817, 


4467 


. .4490 








Seq. No. 


16593 








Seq. ID 


OJ990627_43. 


. 9C03 


.C4 


Gene No. 


35020 








Strand 


+ 






Start 


4877 








End 


9249 






Name 


OJ990627 43. 


9C03 


.C4.o2. 


gs 


Method 


GENSCAN 






Start 


4877 








End 


9166 






GI' 


none 








Score 


.43 






Exons 


4877. .4922, 


6280 


. .6448, 


7548 


..9166 








Seq. No. 


16593 








Seq. ID 


OJ990627_43. 


9C03 


.C4 


Gene No. 


35020 








Strand 


+ 






Start 


4877 








End 


9249 






Name 


OJ990627 43. 


9C03 


.C4.ol. 


np 


Method 


AAT/NAP 






Start 


7789 








End 


9249 






GI 


5669782 








Score 


514 






Exons 


7789. .8587, 


8660, 


. .9249 












GI Descrip. 


(AF108010) HvlLRR2 [Hordeum 


vulgare] 








Seq. No. 


16593 








Seq. ID 


OJ990627_43. 


9C03 


.C4 


Gene No. 


35020-j 








Strand 


+ 






Start 


4877 








End 


9249 






Name 


OJ990627 43. 


9C03, 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8746 








End 


9048 






GI 


none 








Score 


214 






Exons 


8746. . 9048, 


8904 . 


, . 9008 












Seq. No. 


16593 








Seq. ID 


OJ990627_43. 


9C03, 


.C4 


Gene No. 


35020 








Strand 


+ 







17174 




Start 


4877 








End 


9249 




Name 


OJ990627 43 


. 9C03. 


. C4 .ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


8749 








End 


9210 




GI 


none 








Score 


190 




Exons 


8749. .9096, 


9070. 


. . 9210 










Seq. No. 


16593 








Seq. ID 


OJ990627 43.9C03 


.C4 


Gene No. 


35020 








Strand 


+ 




Start 


4877 








End 


9249 




Name 


OJ990627 43, 


. 9C03. 


,C4 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8969 








End 


9246 




GI 


none 








Score 


67 




Exons 


8969. .9235, 


8970. 


. 9062, 


8971. 


.9246, 9126. .9188 




Seq. No. 


16594 








Seq. ID 


OJ990627 43.9C03 


.C5 


Gene No. 


35021 








. Strand 


+ 




Start 


324 








End 


852 




Name 


OJ990627 43, 


, 9C03, 


CS.ol. 


crs 


Method 


GENSCAN 




Start 


324 








End 


852 




GI 


none 








Score 


.56 




Exons 


324. .852 














Seq. No. 


16594 








Seq. ID 


OJ99.0627_43.9C03. 


.C5 


Gene No. 


35022 








Strand 






Start 


2580 








End 


5269 




Name 


OJ990627 43. 


9C03. 


C5.o2. 


OS 


Method 


GENSCAN 




Start 


2580 






End 


5269 




GI 


none 








Score 


.81 




Exons 


2580. .3065, 


3110. 


.3272, 


4666. 


.4869, 5136.. 5269 




Seq. No. 


16594 








Seq. ID 


OJ990627_43. 9C03, 


,C5 


Gene No. 


35023 








Strand 






Start 


5798 








End 


6091 




Name 


OJ990627 43. 


9C03. 


CS.ol, 


tm 


Method 


TBLASTX : Maize 




Start 


5798 








End 


6091, 




GI 


none 








Score 


108 




Exons 


5798. .5899, 


5894. 


. 6091, 


5895. 


.6083 






Seq. No. 


16594 








Seq, ID 


OJ990627_43. 9C03. 


.C5 


Gene No. 


35024 








Strand 






Start 


6170 








End 


6406 




Name 


OJ990627 43. 


9C03. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6170 








End 


6406 




GI 


none 








Score 


196 




Exons 


6170. . 6406 














Seq. No. 


16595 








Seq. ID 


OJ990627_43. 9C03. 




Gene No. 


35025 








Strand 






Start .. 


1 








End 


958 




Name 


OJ990627 43. 


9C03. 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


958 




GI 


4557437 








Score 


756 




Exons 


1. .958 















GI Descrip. cell division cycle 20 gi 1 1362897 | pir | | A56021 probable cell 
division control protein p55CDC - human gi 1468032 (U05340) 
p55CDC [Homo sapiens] 



17175 




Seq. No. 


16595 






Seq. ID 


OJ990627_43.9C03. 


,C6 


Gene No. 


35025 






Strand 






Start 


1 






End 


958 




Name 


OJ990627 


43.9C03.C6, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


233 






End 


684 




GI 


none 






Score 


67 




Exons 


233. .331, 


253. .351, 


373. .456, 


382.". 694 






Seq. No. 


16595 






Seq. ID 


OJ990627_43.9C03. 


,C6 


Gene No. 


35025 






Strand 






Start 


1 






End 


958 




Name 


OJ990627 


43.9C03.C6. 


>ol . gs 


Method 


GEN SCAN 




Start 


247 




End 


680 




GI 


none 






Score 


.53 





Exons 247 . . 680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16595 
35025 
1 

OJ990627_4 3 . 9C03 . C6 . ol . tm 

253 ' 

none 



Seq. ID OJ990627_43.9C03.C6 

Strand 

End 958 

Method TBLASTX: Maize 

End 681 

Score 71 



2S3..348, 254. .322, 373. .504, 378. .563, 382. .591, 382. .486, 
395. .580, 604. .681 



16596 
35026 
578 

OJ990627_4 3 . 9C03 . C8 . ol . gs 

578 . 

none 

578. .600, 719. .874, 1000.. 



Seq. ID OJ990627_43.9C03.C8 
Strand 

End 1099 

Method GENSCAN 

End 1099 

Score . 8 



1099 



Seq. No. 


16597 


Seq. ID 


OJ990627 


Gene No. 


35027 


Strand 


+ 


Start 


1 


End 


889 


Name 


OJ990627 43.9C03.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


889 


GI 


5042463 


Score 


100 


Exons 


1..167, 735, .889 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


16598 


Seq. ID 


OJ990627 


Gene No. 


35028 


Strand 


+ 


Start 


1 


End 


1494 


Name 


OJ990627 43. 9C03.C10.ol .np 


Method 


AAT/NAP 


Start 


1 


End 


1494 


GI 


6721512 


Score 


51 


Exons 


1..23, 1351. .1494 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


16598 


Seq. ID 


OJ990627_ 


Gene No. 


35029 


Strand 




Start 


145 


End 


1640 


Name 


OJ990627 43.9C03.C10.ol.gs 


Method 


GENSCAN 


Start 


145 


End 


1640 


GI 


none 


Score 


.46 



17176 



• # 



Exons 


145.. 250, 1555.. 1640 










Seq. No. 


16599 




Seq. ID 


OJ990627_43. 9C03 


.Cll 








Strand 


+ 




Start 


3315 




End 


7003 




Name 


OJ990627 43.9C03.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


3315 


End 


5495 




GI 


none 




Score 


.99 




Exons 


3315. .5495 










Seq. No. 


16599 




Seq. ID 


OJ990627_43. 9C03 


.Cll 


Gene No. 


35030 




Strand 


+ 




Start 


3315 




End 


7003 




Name 


OJ990627 43.9C03.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


3315 


End 


7003 




GI 


4680181 




Score 


484 




Exons 


3315.. 3680, 4659.. 4850, 


4947. 


.5451, 6973.. 7003 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. indica] 




Seq. No. 


16599 




Seq. ID 


OJ990627 43.9C03 


.Cll 


Gpnp Mr) 


35030 




Strand 


+ 




Start 


jjI j 




End 


7003 




Name 


ojyyub^/ 43 . 9C03 . Cll . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


O H 1 1 




End 


3833 




GI 


none 




Score 


36 




Exons 


J^ll . . jjIj, .304 U . .J5/1U, 


"3 *7 o n 


.3833 






Seq. No. 


16599 




Seq. ID 


OJ990627 43.9C03. 


.Cll ■ 


Gene No. 


35030 




Strand 


+ 




Start 


•5-51 c 




End 


7003 




Name 


ojyyub^ / 4i . 9C03 . Cll . ol , 


■ gp 


Method 


AAT/GAP 




Start 


RIOT 


End 


5579 




GI 


LIB34 33-034- PI -Kl -Ffi 




Score 


888 




Exons 


5123. .5579 










GI Descrip. 


'2832636/emb|CAA167 65.1 | 


I 7.0e- 


-20 (AL021711) hypothetical protein 




[Arabidopsis thaliana] 1 










Seq. No. 


16599 




Seq. ID 


OJ990627 43.9C03. 


Cll 




35030 




Strand 


+ 




Start 


3315 




End 


7003 




Name 


OJ990627 43.9C03.Cll.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


5235 




End 


5468 




GI 


none 




Score 


243 




Exons 


5235. .5468, 5357. .5467 










Seq. No. 


16600 




Seq. ID 


OJ990627__43.9C03. 


C12 


Genp No 


35031 




Strand 


+ 




Start 


1275 




End 


4035 




Name 


OJ990627 43. 9C03.C12.ol. 


gs 


Method 


GENSCAN 




Start 


1275 


End 


3999 




GI 


none 




Score 


.75 




Exons 


1275. .1339, 1416. .1468, 


1848. . 


.2506, 3847.. 3999 




Seq. No. 


16600 




Seq. ID 


OJ990627_43. 9C03. 


C12 


Gene No. 


35031 




Strand 


+ 




Start 


1275 




End 


4035 




Name 


OJ990627 43.9C03.C12.ol. 


gp 


Method 


AAT/GAP 





17177 




Start 


2328 


End 


4035 








GI 


2428351 


Score 


851 








Exons 


2328.. 2506, 3760.. 4035 












Seq. No. 


16601 


Seq. ID 


OJ990627 


_43 


. 9C03 


.C13 


bene no . 


o c n *5 o 


Strand 


+ 








Start 


228 


End 


635 








Name 


OJ990627 43.9C03.C13.ol.gs 


Method 


GENSCAN 








Start 


228 


End 


635 








GI 


none 


Score 


.79 








Exons 


228. .635 












Seq. No. 


16601 


Seq. ID 


OJ990627 


J 3 


9C03 


.C13 


bene no . 




Strand 










Start 


1034 


End 


1112 








Name 


OJ990627 43.9C03.C13.o2.gs 


Method 


GENSCAN 








Start 


1034 


End 


1112 








GI 


none 


Score 


.97 








Exons 


1034. .1112 












Seq. No. 


16602 


Seq. ID 


OJ990627_ 


_43. 


9C03 


.C15 


Gene No. 


35034 


Strand 


+ 








O Ldl L 


i 
± 












Name 


OJ990627 43. 9C03 .C15 . ol . np 


' ' Method 


AAT/NAP 








Start 


1 


End 


1667 








GI 


5852172 


Score 


117 








Exons 


1. .120, 1547. .1667 












GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 










Seq. No. 


16602 


Seq. ID 


OJ990627 


_43. 


9C03 


.C15 


Gene No. 


35034 


Strand 


+ 








Q+- a r-+- 
OLdit 


i 
i 


End 


3919 








Name 


OJ990627 43.9C03.C15.ol.gs 


Method 


GENSCAN 








Start 


172 


End 


3919 








GI 


none 


Score 


.66 








Exons 


172. .337, 1684. .1826, 2785.. 


2878, 3259 


..3485, 3490. 


.3577, 




3606. .3919- 












Seq. No. 


16602 


Seq. ID 


OJ990627_ 


_43. 


9C03 


C15 


uclJc NO . 




Strand 


■f 








Start 


• 5498 


End 


5859 








Name 


OJ990627 43.9C03.C15.o2.gs 


Method 


GENSCAN 








Start 


5498 


End 


5859 








GI 


none 


Score 


.46 








Exons 


5498. .5623, 5671. .5859 












Seq. No. 


16602 


Seq. ID 


OJ990627_ 


43. 


9C03. 


C15 


bene no . 




Strand 


+ 








Start 


16924 


End 


19157 








Name 


OJ990627 43. 9C03 . C15 . o7 . gs 


Method 


GENSCAN 








Start 


16924 


End 


19157 








GI 


none 


Score 


.61 








Exons 


16924. .16932, 18708. .19157 












Seq. No. 


16602 


Seq. ID 


OJ990627 


43. 


9C03. 


C15 


Gene No. 


35037 


Strand 










Start 


22558 


End 


23386 









17178 



Name 

Start 

GI 

Exons 



OJ990627_4 3 . 9C03 . C15 . o3 . gp Method AAT/GAP 

22363 End 22879 

none Score 990 
22363. .22879 



Seq. No. 16602 Seq. ID OJ990627 

Gene No. 35037 Strand + 

Start ... 22558 End 23386 

Name OJ990627_4 3 . 9C03 . C15 . o9 . gs Method GENSCAN 

Start 22558 End 23386 

GI none Score .82 

Exons 22558. .22953, 23273.-23386 



43. 9C03.C15 



Seq. No. 16602 Seq. ID 

Gene No. 35038 Strand 

Start 1490 End 

Name OJ990627_4 3 . 9C03 . C15 . ol . gp Method 

Start 1490 End ' 

GI 427610 Score 

Exons 1490.. 1536, 1564.. 1627, 1733.. 1827 

GI Descrip. 5852172/emb I CAB55410 . 1 | 4.0e-ll (AL117265) 
sativa] 



OJ990627 43.9C03.C15 



1827 
AAT/GAP 
1827 
271 



zhb0002.1 [Oryza 



Seq. No. 16602 >: Seq. ID 

Gene No. 35039 Strand 

Start 6962 End 

Name OJ990627_43 . 9C03 . CI 5 . o3 . gs Method 

Start 6962 End 

GI none Score 

Exons 6962.. 7516 



OJ990627_43.9C03.C15 

7516 
GENSCAN 
7516 
. 65 



Seq. No. 16602 

Gene No. 35040 

Start 11415 

Name OJ990627_4 3 . 9C03 . C15 . o5 . gs 

Start 11415 

GI none 
Exons 



Seq. ID OJ990627_43.9C03.C15 
Strand 

End 12920 

Method GENSCAN 

End 12920 

Score . 66 



11415. .11593, 11619. . 117 97, 11814 . . 12182 , 12778. .12920 



Seq. No. 16602 
Gene No. 35041 
Start 13937 

Name OJ990627_4 3 . 9C03 . C15 . o2 . tm 

Start 13265 
GI none 
Exons 13265. 

13345. 

13404, 

13812. 



,13339, 13266. .13340, 
,13386, 13352. .13393, 
,13568, 1341.0. . 13553, 
,13901 • 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13269. .13340, 
13393. . 13554, 
13800. . 13925, 



OJ990627 43.9C03.C15 



16105 

TBLASTX: Maize 
13925 
76 

13270. .13341, 
13403. . 13513, 
13801. .13881, 



Seq. No. 16602 Seq. ID 

Gene No. 35041 Strand 

Start 13937 End 

Name OJ990627_4 3 . 9C03 . C15 . 06 . gs Method 

Start 13937 End 

GI none Score 

Exons 13937. .16105 



OJ990627_4 3. 9C03.C15 

16105 
GENSCAN 
16105 
.47 



17179 




oeq . wo . 


1 fifiH9 


Seq. ID 


OJ990627 




. Clo 


Gene No. 


35041 


Strand 








Start 


13937 


End 


16105 






Name 


OJ990627 43.9C03.C15.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


15671 


End 


16096 






GI 


none 


Score 


219 






Exons 


15671. .15724, 157 95 .. 16037 , 


15800. .16096, 15840 


. .16088 




oeq. wo. 


1 DDL) J 


oeq . i u 


uu yyuoz / 


4 5 . ycu3 


. C17 


Gene No. 


35042 


Strand 








Start 


762 


End 


1064 






Name 


OJ990627 43. 9C03 . C17 . ol . gs 


Method 


GENSCAN 






Start 


7 62 


End 


1064 






GI 


none 


Score 


.69 






Exons 


762. .1064 










Seq. No. 


16604 


Seq. ID 


OJ990627 


_43.9C03, 


.C18 


i^ono Mo 


35043 


Strand 


+ 






Start 


1 


End 


1469 






Name 


OJ990627 43. 9C03 . C18 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


1469 






GI 


4519258 


Score 


1160 






Exons 


1..363, 507. .841, 878. .1469 










GI Descrip. 


(AB017914) L-zip+NBS+LRR [Oryza sativa] 






oeq. wo. 


16604 


Seq. ID 


OJ990627 




. Clo 


Gene No. 


35043 


Strand 


+ 






Start 


1 


End 


1469 






Name 


OJ990627 43. 9C03 . C18 . ol . gs 


Method 


GENSCAN 






Start 


561 


End 


1099 






GI 


none 


Score 


.83 






Exons 


561. .775, 1039. .1099 










Seq. No. 


16605 


Seq. ID 


OJ990627 


_4 3.9C03. 


X20 




35044 


Strand 








Start 


1 


End 


711 






Name 


OJ990627 43. 9C03 . C20 . ol . gp 


Method 


AAT/GAP 






Start 


1 


End 


711 






GI 


426290 


Score 


219 






Exons 


1. .30, .191. .258, 647. .711 










GI Descrip. 


3415134 1.0e-45 (AF082024) Phybl [Pimpinella brachycarpa] 


Seq. No. 


16605 


Seq. ID 


OJ990627 


_43.9C03. 


C20 




35044 


Strand 








Start 


1 


End 


711 






Name 


OJ990627 43. 9C03 . C20 . ol . np 


Method 


AAT/NAP 






Start 


191 


End 


705 






GI 


3415134 


Score 


102 




" i 


Exons 


191. .258, 647. .705 










GI Descrip. 


(AF082024) Phybl [Pimpinella 


brachycarpa] 






Seq. No. 


16606 


Seq. ID 


OJ990627_ 


_4 3. 9C03. 


C21 


Gene No. 


35045 


Strand 


+ 






Start 


2772 


End 


6047 






Name 


OJ990627 43. 9C03 . C21 . ol . gs 


Method 


GENSCAN 






Start 


2772 


End 


4929 







17180 



GI 


none 








Score 


.86 


Exons 


2772. .3236, 


4879. 


.4929 








Seq. No. 


16606 








Seq. ID 


OJ990627 43.9C03.C21 


Gene No. 


35045 








Strand 


+ 


otart 


OTTO 








• End 


6047 


Name 


OJ990627 43 


.9C03. 


C21.ol. 


n J?. 


■ Method 


AAT/NAP 


Start 


2112" 






End 


6047 


GI 


4836950 








Score 


4 65 


Exons 


2772. .2876, 


2982. 


.3236, 


5704 


. .6047 




GI Descrip. 


(AC006085) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


16606 








Seq. ID 


OJ990627_43.9C03.C21 


Gene No. 


35045 








Strand 


+ 


O -4- v-4- 

o tar z 


2772 








End 


6047 


Name 


OJ990627 43 


.9C03. 


C21.ol. 


gp 


Method 


AAT/GAP 


Start 


3027 






End 


6047 


GI 


51076. 1.R1084 






Score 


1047 


Exons 


3027. .3236, 


5704. 


.6047 








GI Descrip. 


'3415134 1. 


Oe-45 


(AF082024) 


Phybl [Pimpinella brachycarpa] 1 


Seq. No. 


16606 








Seq. ID 


OJ990627_4 3 . 9C03 . C21 


Gene No. 


35045 








Strand 


+ 


Start 


2772 








End 


6047 


Name 


OJ990627 43 


. 9C03. 


C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3139 








End 


6043 


GI 


none 








Score 


77 


Exons 


3139. .3237, 


' 3201. 


.3275, 


5701 


..5784, 5701. .5775, 5703. .5852, 




5766. .5924, 


5776. 


.5925, 


5777 


..5926, 5785. .5937, 5926. .6042, 




5926. .6042, 


5927. 


.6043 








Seq. No. 


16607 








Seq. ID 


OJ990627_4 3. 9C03.C22 


Gene No. 


35046 








Strand 


+ 


Start 


476 








End 


760 


Name 


OJ990627 43 


. 9C03. 


C22.ol. 


np 


Method 


AAT/NAP 


Start 


476 








End 


760 


GI 


2498930 








Score 


111 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



476. .539, 707. .760 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



16607 Seq. ID 

35046 Strand 

47 6 End 
OJ990 627_4 3 . 9C03 . C22 . ol . gs Method 

480 End 

none Score 
480. .539 



OJ990627_43.9C03.C22 
+ 

760 

GENSCAN 

539 

.91 



Seq. No. 16608 . . Seq. ID 

Gene No. 35047 Strand 

Start 6346 End 

Name OJ990527_34 . 9C03 . C2 . o3 . gs Method 

Start 6346 End 

GI none Score 
Exons 



OJ990527_34 .9C03.C2 
+ 

10177 
GENSCAN 
10177 
.53 



6346. .6557, 8227. .9065, 9132. .9633, 9687. .9940, 10167. .10177 



17181 




Seq. No. 


16608 


Seq. ID 


OJ990527 


_34 


. 9C03 


.C2 


Gene No. 


35048 


Strand 


+ -* 










1 n£7n 


End 


11570 








Name 


OJ990527 34 . 9C03 . C2 . o2 . np 


Method 


AAT/NAP 








Start 


10670 


End 


11570 








GI 


5852178 


Score 


491 








Exons 


10670. .10978, 11010. .11106, 


11468. .11570 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 










Seq. No. 


16608 


Seq. ID 


OJ990527 


_34: 


. 9C03. 


.C2 


bene wo. 




Strand 


+ 








Start 


14713 


End 


16870 








Name 


OJ990527 34.9C03.C2.o5.gs 


Method 


GENSCAN 








Start 


14713 


End 


15524 








GI 


none 


Score 


.59 








Exons 


14713. ,14 94 0, 1504 3. .15183, 


15447. .15524 








Seq. No. 


16608 


Seq. ID 




_34. 


.9C03. 


,C2 


Gene No. 


35049 


Strand 


+ 










14713 


End 


16870 








Name 


OJ990527 34.9C03.C2.o3.np 


Method 


AAT/NAP 








Start 


15420 


End 


16870 








GI 


6539588 


Score 


109 








Exons 


15420. .15613, 16810. .16870 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16608 


Seq. ID 


OJ990527_ 


_34. 


. 9C03. 


.C2 


Gene No . 


35049 


Strand 


+ 








Start 


14713 


End 


16870 








Name 


OJ990527 34.9C03.C2.o6.gs 


Method 


GENSCAN 








Start 


15932 


End 


16603 








GI 


none 


Score 


.92 








Exons 


15932. .16079, 16315.. 16603 












Seq. No. 


16608 


Seq. ID 


OJ990527_ 


_34, 


-9C03, 


.C2 


oene wo . 


35050 


Strand 










Start 


373 


• End 


2151 








Name 


OJ990527 34.9C03.C2.ol.gs 


Method 


GENSCAN 








Start 


373 


End 


2151 








GI 


none 


Score 


.69 








Exons 


373... 682, 764. .877, 945. .1004, 2032. .2151 








Seq. No. 


16608 


Seq. ID 


OJ990527_ 


_34, 


. 9C03. 


,C2 


Gene No. 


35051 


Strand 












2506 


End 


5671 ' 








Name 


OJ990527 34.9C03.C2.ol.np 


Method 


AAT/NAP 








Start 


2506 


End 


3426 








GI 


5852178 


Score 


362 








Exons 


2506.. 2600, 2967.. 3067, 3117 


. .342£ 










GI Descrip. 


(AL117265) zhb0008.1' [Oryza 


sativa] 










Seq. No. 


16608 


Seq. ID 


OJ990527_ 


_34. 


9C03. 


C2 


Gene No. 


35051 • 


Strand 










Start 


2506 


End 


5671 








Name 


OJ990527 34.9C03.C2.o2.gs 


Method 


GENSCAN 








Start 


2855 


End 


5671 








GI 


none 


Score 


.41 









17182 



Exons 



2855. .3432, 3470. .3782, 4164. .4378, 4420. .4498, 4580. .5671 



Seq. No. 16608 

Gene No. 35052 

Start 10745 

Name OJ990527_34 . 9C03 . C2 . o4 . gs 

Start 10745 
GI . . none 
Exons 



Seq. ID OJ990527_-34.9C03.C2 
Strand 

End 13098 

Method GENSCAN 

End 13098 

Score .53 



10745. .10929, 11088 1124 8, 11424 .. 114 96, 12028 .. 12152, 
12980. .13098 



Seq. No. 16609 Seq. ID 

Gene No. 35053 Strand 

Start 1 End 

Name OJ990527_34 . 9C03 . C3 . ol . np Method 

Start 1 End 

GI 6691716 Score 

Exons 1..81, 154. .332, 407. .562, 2177. .2199 
GI Descrip. 



OJ990527_34.9C03.C3 
+ 

7226 
AAT/NAP 
2199 
145 



(AP000492) hypothetical protein [Oryza sativa] 



gi|6691717|dbj |BAA89397.1| 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 


16609 




Seq. ID 


OJ990527_34.9C03. 


C3 


Gene No. 


35053 




Strand 


+ 




Start 


1 * 




End 


7226 




Name 


OJ990527 34 


.9C03.C3.ol.gs 


Method 


■GENSCAN 




Start 


17 84 




End 


7226 




GI 


'none ■ 




Score 


.63 




Exons 


1784. .1829, 


2607.. 2801, 3007 


..3250, 3295. .3442, 4698. .4£ 


189 




5024. .5223, 


5340. .5411, 7166 


. .7226 






Seq. No. 


16609 




Seq. ID 


OJ990527_34.9C03. 


C3 


Gene No . 


35054 




Strand 


+ 




Start 


7480 




End 


11852 




Name 


OJ990527 34 


. 9C03.C3.o2.gs 


Method 


GENSCAN 




Start 


7480 




End 


11852 




GI 


none 




Score 


.48 




Exons . 


7480. .8086, 


8333. .10074, 10301. .104 53, 


11114. .11216, 






11402. .1149 


6, 11783. .11852 








Seq. No. 


16609 




Seq. ID 


OJ990527_34.9C03. 


C3 


Gene No. 


35054 




Strand 


+ 




Start 


7480 




End 


11852 




Name 


OJ990527 34 


. 9C03.C3.o3.np 


Method 


AAT/NAP 




Start 


7561 




End 


10179 




GI 


5669778 




Score 


903 




Exons 


7561. . 10179 










GI Descrip. 


(AF108008) 


HV1LRR1 [Hordeum 


vulgare] 






Seq. No. 


16609 




Seq. ID 


OJ990527_34 . 9C03. 


C3 


Gene No. 


35054 




Strand 


+ 




Start 


7480 




End 


11852 




Name 


OJ990527 34 


. 9C03.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


7591 




End 


10146 




GI 


none 




Score 


76 




Exons 


7591. .7749, 


8062.. 8238, 8254 


..8379, 84i 


35. .8541, 8533. .8676 




8695. .8862, 


9913. . 10146 









17183 




Seq. No. 


16609 






Seq. ID 


OJ990527_34 . 9C03.C3 


Gene No . 








btrano 


+ 


Start 


7480 






End 


11852 


Name 


OJ990527 34 


.9C03 


. C3 . o2 . np 


Method 


AAT/NAP 


Start 


7603 






End 


9357 


GI 


5669782 






Score 


848 


Exons 


7603. .9357 










GI Descrip. 


(AF108010) 


HvlLRR2 [Hordeum 


vulgare] 




Seq. No. 


16609 






Seq. ID 


OJ990527_34 . 9C03.C3 


Gene No . 








Strand 


+ 


Start 


7480 






End 


11852 


Name 


OJ990527 34 




. LJ . Ol . t S 


Method 


TBLASTX: Soybean 


Start 


8278 






End 


9045 


GI 


none 






Score 


128 


Exons 


8278. .8520, 


bo jy 


. . 0 DO 1 , O / lb 


..8852, 8719. .8862, 8905. .9045, 




8926. .9036 










beq. no. 


i Douy 






Seq. ID 


OJ990527 34.9C03.C3 


Gene No. 


35054 






Strand 


+ 


Start 


7480 






End 


11852 


Name 


OJ990527 34 


. ycu J 


. C J . ol . tw 


Method 


TBLASTX: Wheat 


Start 


8521 






End 


8846 


GI 


none 






Score 


313 


Exons 


8521. .8844, 


Q C A A 


. . o o 4 p 






beq. no. 


i cariQ 
1 bouy 






Seq. ID 


OJ990527_34.9C03.C3 


Gene No. 


35054 






Strand 


+ 


Start 


7480 






End 


11852 


Name 


OJ990527 34 


. ycu j 


. . o^ . tm 


Method 


TBLASTX: Maize 


Start 


8695 






End 


8899 


GI 


none 






Score 


210 


Exons 


8695. .8886, 


q can 
oby / 


O O C O OTCA 


. .8899 




beq . no . 








Seq. ID 


OJ990527_34.9C03.C3 


Gene No. 


35054 






Strand 


+ 


Start 


7480 






End 


11852 


Name 


OJ990527 34 


. 9C03 


.C3.ol. tm 


Method 


TBLASTX: Maize 


Start 


9259 






End 


10167 


GI 


none 






Score 


105 


Exons 


9259. .9459, 


9520 


..9804, 9797 


..9838, 9829. .10167, 9861. .10154 


Seq. No. 


16609 






Seq. ID 


OJ990527_34.9C03.C3 


Gene No. 


35054 






Strand 


+ 


Qf- art- 


7480 






End 


11852 


Name 


OJ990527 34 


. 9C03, 


.C3.o2. ts 


Method . 


TBLASTX: Soybean 


Start 


9790 






End 


10146 


GI 


5342535 






Score 


-183 


Exons 


9790. .10146 










GI Descrip. 


4092771 3.0e-20 


(AF105139) disease resistance gene homolog 1A 




[Brassica napus] 








Seq. No. 


16610 






Seq. ID 


OJ990527_34 . 9C03.C4 v " 


Gene No. 


35055 






Strand 


+ 


Start 


1068 






End 


6708 


Name 


OJ990527 34 


. 9C03. 


,C4 .ol.np 


Method 


AAT/NAP 



17184 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1068 End 6708 

6498441 Score 6852 

1068.. 2131, 2462.. 2925, 2989.. 3362, 3546.. 3680, 3855.. 4281, 
4474. .4770, 4942. .6339, 6433. .6708 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



16610 Seq. ID OJ990527 

35056 Strand + 

8642 End 9361 

OJ990527_34 . 9C03 . C4 . o2 . gs Method GENSCAN 

8642 End 9361 

none Score .95 
8642. .9361 



34 .9C03.C4 



Seq. No. 16610 Seq. ID OJ990527_34 . 9C03 . C4 

Gene No. 35057 Strand 

Start 7357 End 7740 

Name OJ990527_34 . 9C03 . C4 . ol . gp Method AAT/GAP 

Start 7357 End 7740 

GI uC-osflcyp033a04bl Score 669 

Exons 7357.. 7740 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


16610 








Seq. ID 


OJ990527_34 .9C03.C4 


Gene No. 


35058 








Strand 




Start 


9820 








End 


15564 


Name 


OJ990527 34 


. 9C03. 


.C4 .o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


1056 








End 


1608 


GI 


none 








Score 


34 


Exons 


1056. .1091, 


1216. 


. .1263, 


1270. 


.1368, 1287. .1367, 1335. .1574 




1351. .1608 












Seq. No. 


16610 








Seq. ID 


OJ990527_34.9C03.C4 


Gene No. 


35058 








Strand 




Start 


9820 








End 


15564 


Name 


OJ990527 34, 


.9C03. 


C4 .08. 


tm 


Method 


TBLASTX: Maize 


Start 


1221 








End 


1508 


GI 


none 








Score 


189 


Exons 


1221. .1508, 


1258. 


. 1506 








Seq. No. 


• 16610 








Seq. ID 


OJ990527_34.9C03.C4 


Gene No. 


35058 








Strand 




Start 


9820 








End 


15564 


Name 


OJ990527 34. 


.9C03. 


C4 .06. 


tw 


Method 


TBLASTX: Wheat 


Start 


2346 








End 


2832 


GI 


• none 








Score 


400 


Exons 


2346. .2519, 


2347. 


.2832, 


2541. 


.2801 




Seq. No. 


16610 








Seq. ID 


OJ990527_34 .9C03.C4 


Gene No. 


35058 








Strand 




Start 


9820 








End 


15564 


Name 


OJ990527 34. 


9C03. 


C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2996 








End 


12254 


GI 


none 








Score 


225 



17185 




Exons 


2996. .3439, 


2997 


.3452, 2998. 


.3459, 3193.. 3453, 12036.. 


12254 


Seq. No. 


16610 






Seq. ID 


OJ990527_34.9C03 


.C4 




OCA CO 

jjUjo 






C" +- ~- — — — 1 

btrana 






Start 


9820 






Ena 


i c c <r a 

15564 




Name 


OJ990527 34 


.9C03 


C4 .o3. ts 


Method 


TBLASTX : Soybean 




Start 


3037 






End 


i o o n n 




GI 


none 






Score 


11 / 




Exons 


3037. .3261, 


3268. 


.3402, 12075 


. . l^^uy 






Seq. No. 


16610 






Seq. ID 


OJ990527_34 . 9C03 


.C4 


bene lno . 


jjUjo 






Strand 






Start 


9820 






End 


15564 




Name 


OJ990527 34 


. 9C03. 


C4 .o2.tm 


Method 


TBLASTX: Maize 




Start 


3127 






End 


12254 




GI 


none 






Score 


392 




Exons 


3127. .3483, 


3162. 


.3473, 3193. 


.3483, 12009.. 12254 




Seq. No. 


16610 






Seq. ID 


OJ990527_34.9C03 


.C4 


bene lno . 


jjUjo 






Strand 






Start 


9820 






End 


1 C C f~ A 

15564 




Name 


OJ990527 34 


.9C03. 


C4 . o4 . tm 


Method 


TBLASTX : Maize 




Start 


3510 






End 


11963 




GI 


none 






Score 


363 




Exons 


3510. .3878, 


3511. 


.3894, 11688 


. . 11963 






Seq. No. 


16610 






Seq. ID 


OJ990527_34 . 9C03 


.C4 


Gene No. 


35058 






Strand 






C -|- 


9820 






End 


T C C /" A 

15564 




Name 


OJ990527 34 


. 9C03. 


C4 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


3538 






End 


11963 




GI 


none 






Score 


14 9 




Exons 


3538. .3909, 


11658 


..11927, 11659. . 11859, 


11691 . . 1 1927 , 






11931. .11963, 11931. .11963 








Seq. No. 


16610 






Seq. ID 


OJ990527_34.9C03 


.C4 


oene lno. 


35058 






Strand 






Start 


9820 






End 


15564 




Name 


OJ990527 34 


. 9C03. 


C4 . o4 .tw 


Method 


TBLASTX: Wheat 




Start 


3567 






End 


11906 




GI 


none 






Score 


493 




Exons 


3567. .3980, 


3568. 


.3987, 11667 


. 11906 






Seq. No. 


16610 






Seq. ID 


OJ990527_34 . 9C03 


.C4 




35058 






Strand 






Start 


9820 






End 


15564 




Name 


OJ990527 34 


. 9C03. 


C4 .o3.tm 


Method 


TBLASTX: Maize 




Start 


4585 






End 


11688 




QI 


none 






Score 


63 




Exons 


4585. .4725, 


11391 


..11654, 11400. . 11687, 


11404. .11688 




Seq. No. 


16610 






Seq. ID 


OJ990527_34.9C03 


C4 


Gene No. 


35058 






Strand 






Start 


9820 






End 


15564 




Name 


OJ990527 34, 


9C03. 


C4 .o7.tw 


Method 


TBLASTX: Wheat 




Start 


4642 






End . 


5076 




GI 


none 






Score 


234 





17186 



8'^ . 




Exons 


4642. .4866, 


4657.. 4866, 4662. 


.4883, 4927. .5076, 4938. .5075 


Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03 


.C4 


bene ino . 


jDUjo 




btranc 






Start 


9820 




End 


15564 




Name 


OJ990527 34. 


.9C03.C4.ol3.tw 


Method 


TBLASTX : Wheat 




Start 


5079 




End 


5391 




GI 


none 




Score 


1 0 0 
loo 




Exons 


5079. .5255, 


5131. .5391 








Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03 


.C4 


Con q M /-s 
belle INO . 






O 4- v -> « *4 

btrand 






Start 


9820 




End 


15564 




Name 


OJ990527 34. 


9C03.C4 .o5.tm 


Method 


TBLASTX : Mai ze 




Start 


5584 




T-l _1 

End 


c c\ n t 

5907 




GI 


none 




Score 






Exons 


5584. .5907, 


5613. .5894 








Seq. No. 


16610 




Seq. ID 


OJ990527_34 . 9C03 


.C4 


Vjtsiie LNvJ • 


J JUjO 




Strand 






Start 


9820 




End 


15564 




Name 


OJ990527 34. 


9C03.C4.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


5587 




End 


5976 




GI 


none 




Score 


130 




Exons 


5587. .5736, 


5610. .5735, 5854. 


.5976, 5857.. 5976 




Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03 


-C4 


otsiie vi \J . 


^ R ACQ 




Strand 






Start 


9820 




End 


15564 




Name 


OJ990527 34. 


9C03.C4 .o2.tw 


Method 


TBLASTX: Wheat 




Start 


5737 




End 


11400 




GI 


none 




Score 


58 




Exons 


5737. .5853, 


10834. .10872, 10857. .11369, 10870. .11400 




Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03 


.C4 


Gene No. 


35058 




Strand 






JLdJ. L 


9820 




End . 


15564 




Name 


OJ990527 34. 


9C03.C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


6019 




End 


10827 




GI 


none 




Score 


106 




Exons 


6019. .6177, 


6253.. 6348, 10201 


. .10827, 


10204. . 10326, • 






10313. .10771, 10486.. 10821 








Seq. No. 


16610' 




Seq. ID 


OJ990527_34.9C03. 


.C4 


Gene No. 


35058 




Strand 






O Ldl L 


9820 




End 


15564 




Name 


OJ990527 34. 


9C03.C4 .o3.gs 


Method 


GENSCAN 




Start 


9820 




End 


15564 




GI 


none 




Score 


.41 




Exons 


9820. .10859, 


10973. .14069, 14296 .. 14 324 , 14 363 .. 15128 , 






15475. .15564 










Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03. 


,C4 


Gene No. 


35058 




Strand 






Start 


9820 




End 


15564 




Name 


OJ990527 34. 


9C03.C4 .o2.np 


Method 


AAT/NAP 




Start 


9823 




End 


14072 





17187 



GI 


4680179 




Score 


4727 




Exons 


9823.. 12950, 12984. 


.14072 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


subsp. indica] 




Seq. No. 


IddIO 




Seq. ID 


OJ990527_34.9C03 


.C4 


bene v*o . 


O C C\ c o 

35058 




Strand 






Start 


9820 




End 


15564 




Name 


OJ990527 34.9C03.C4 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


no /to 

9868 




End 


10201 




GI 


none 




Score 


117 




Exons 


9868. .10200, 9889.. 


10197, 9932.. 10201 






Seq. No. 


16610 




Seq. ID 


OJ990527_34 . 9C03 


.C4 


belle 1NO . 


35058 




Strand 






Start 


noon 

9820 




End 


15564 




Name 


OJy90527 34.3C03.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


i Art y| o 

10048 




End 


10647 




GI 


none 




Score 


207 




Exons 


10048. .10488, 10064 


. .10489, 


10486. .10647, 10493. .10639 




Seq. No. 


1 bblU 




Seq. ID 


OJ990527_34.9C03 


.C4 


Gene No. 


35058 




Strand 








9820 




End 


15564 




Name 


OJ990527 34.9C03.C4 


. 06 . tm 


Method 


.TBLASTX: Maize 




Start 


i r\ <r ri ^ 

10696 




End 


10986 




GI 


none 




Score 


123 




Exons 


10696. .10872, 10700 


. .10873, 


10783. . 10878, 10863 .. 10985, 






10866. . 10985, 10870 


. .10986 








Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03, 


.C4 




35058 




Strand 






Start ■ 


9820 




End 


15564 




Name 


OJyy052 / 34.9C03.C4 


. 02 . ts 


Method 


TBLASTX : Soybean 




Start 


1078 6 




End 


11045 




GI 


none 




Score 


72 




Exons 


10786. . 10887, 10787 


. .10870, 


10866. .1104 5, 1087 9. .1104 0 




Seq. No. 


16610 




Seq. ID 


OJ990527__34.9C03, 


,C4 


belle LNO • 


■D c n c o 

35058 




Strand 






Start 


o. o o n 

9820 




End 


15564 




Name 


OJyy052 / 34.9C03.C4 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11403 




End 


11660 




GI 


none 




Score 


228 




Exons 


11403. .11660, 11404 


. .11649 








Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03. 


C4 


bene lno . 


~i c f\ n a 

35058 




Strand 






Start 


.? O Z. VJ 




End 


15564 




Name 


OJ990527 34.9C03.C4. 


. ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


11907 




End 


12026 




GI 


none 




Score 


135 




Exons 


11907. .12026, 11908. 


. .12018 








Seq. No. 


16610 




Seq. ID 


OJ990527_34.9C03. 


C4 


Gene No. 


35058 




Strand 






Start 


9820 




End 


15564 




Name 


OJ990527 34.9C03.C4. 


.oll.tw 


Method 


TBLASTX: Wheat 





17188 




Start 


12486 


End 


12923 




GI 


none 


Score 


77 




Exons 


1248 6. .12527, 12555. .12668, 


12556. .12669, 12714. .12923, 






12715. .12867 








Seq. No. 


16610 


Seq. ID 


OJ990527_34.9C03 


.C4 


Gene No. 


o a f\ c o 


Strand 


- 




Start 


9820 


End 


15564 




Name 


OJ990527 34.9C03.C4.o9.tm 


Method 


TBLASTX: Maize 




Start 


12606 


End 


12929 




GI 


none 


Score 


188 




Exons 


12606. .12929 








Seq. No. 


16610 


Seq. ID 


OJ990527_34.9C03 


'.C4 


Gene No. 


o c n c o 


Strand 


- 




Start 


9820 ■ 


End 


15564 




Name 


OJ990527 34. 9C03.C4 .o7 . tm 


Method 


TBLASTX: Maize 




Start 


13290 


End 


13595 




GI 


none 


Score 


90 




Exons 


13290. .13595, 13465. .13581 








Seq. No. 


16610 


Seq. ID 


OJ990527_34.9C03 


.C4 


Gene No. 


35058 


Strand 


- 




Start 


9820 


End 


15564 




Name 


OJ990527 34.9C03.C4.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


13476 


End 


13838 




GI 


none 


Score 


147 




Exons 


13476. .13838, 13477. .13836 








Seq. No. 


16610 


Seq. ID 


OJ990527_34 . 9C03 


.C4 


Gene No. 


35058 


Strand 






Start 


9820 


End 


15564 




Name 


OJ990527 34.9C03.C4.o2.gp 


Method 


AAT/GAP 




ot ar l 


14399 


End 


14853 




GI 


95437 1.R1084 


Score 


734 




Exons 


14399. . 14853 








GI Descrip. 


•4 512226/dbj I AB014 738 . 1 | ABO 14 738 1 . Oe- 


■134 Oryza sativa 






gypsy-type retrotransposon 


RIRE3 DNA, 


internal region, < 


comf 




sequence f 








Seq. No. 


16611 


Seq. ID 


OJ990527 34.9C03 


.C5 


Gene No. 


35059 


Strand 


+ 




Start 


435 


End 


5337 




Name 


OJ990527 34.9C03.C5.ol.gs 


Method 


GENSCAN 




Start 


435 


End 


5337 




GI 


none 


Score 


.44 




Exons 


435. .580, 676. .1034, 2473.. 


2493, 2765. 


.3339, 3492.. 4394 






4495. .4798, 4955. .5337 








Seq. No. 


16611 


Seq. ID 


OJ990527_34 . 9C03 


.C5 


Gene No. 


35059 


Strand 


+ 




Start 


435 


End 


5337 




Name 


OJ990527 34.9C03.C5.ol.np 


Method 


AAT/NAP 




Start 


2626 


End 


5334 




GI 


5902445 


Score 


4029 




Exons 


2626. .5334 








GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 





17189 






1DD11 


Qarr T H 

oeq . i u 




*5 A 
OH . 






Gene No. 


35060 


Strand 


+ 








Start 


13172 


End 


14281 








Name 


OJ990527 34 .9C03.C5.o4 .gs 


Method 


GEN SCAN 








Start 


13172 


End 


14272 








GI 


none 


Score 


.97 








Exons 


13172: .14272 










- 


Seq. No. 


16611 


Seq. ID 


OJ990527_ 


34. 


9C03 


.C5 


flpnp Mo 
V3C11C • 


35060 


Strand 


+ 








Start 


13172 


End 


14281 








Name 


OJ990527 34.9C03.C5.o4.np 


Method 


AAT/NAP 








Start 


13193 


End 


14281 








GI 


3953459 


Score 


239 








Exons 


13193. .13367, 13986. .14281 












GI Descrip. 


(AC002328) F20N2.4 [Arabidopsis thaliana] 








Seq. No. 


16611 


Seq. ID 


OJ990527 


34. 


9C03 


.C5 


Gene' No. 


35060 


Strand 


+ 








Start 


13172 


End 


14281 








Name 


OJ990527 34 . 9C03 . C5 . o3 . np 


Method 


AAT/NAP 








Start 


13334 


End 


13822 








GI 


3025124 


Score 


266 








Exons 


13334.. 13822 r . 












GI Descrip. 


HYPOTHETICAL 17.7 KD PROTEIN 


SLR1419 gi| 1653717 | 


dbj 


IBAA18628 




(D90916) hypothetical protein 


. [Synechocystis sp. 


] 






Seq. No. 


16611 


Seq. ID 


OJ990527_ 


34. 


9C03 


.C5 


f^pnp No 


35061 


Strand 


+ 








Start 


19081 


End 


22360 








Name 


OJ990527 34 . 9C03 . C5 . o5 . np 


Method 


AAT/NAP 








Start 


19081 


End 


22357 








GI 


6907089 


Score 


4734 








Exons 


19081. .20342, 20437. .22357 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No.. 


16611 


Seq. ID 


OJ990527_ 


34. 


9C03, 


.C5 




35061 


Strand 


+ 








Start 


19081 


End 


22360 








Name 


OJ990527 34 . 9C03 . C5 . 06 . gs 


Method 


GENSCAN 








Start 


19081 


End 


22360 








GI 


none 


Score 


.85 








Exons 


19081. .19210, 19277. . 19568, 19614 .. 20342, 20437. 


.20716, 






20861. .22360 












Seq. No. 


16611 


Seq. ID 


OJ990527_ 


34. 


9C03. 


.C5 


Gene No. 


35062 


Strand 










Start 


5680 


End 


11388 - 








Name 


OJ990527 34 . 9C03 . C5 . o2 . np 


Method 


AAT/NAP 








Start 


5680 


End 


8599 








GI 


6691716 


Score . 


2492 








Exons 


5680. .6119, 6193. .6307, 6457. 


.6558, 6633. . 6820, 


6898. .7077, 




7154. .7256, 7339. .7513, 7705. 


.8599 











GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi|6691717|dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



17190 




Seq. No. 


16611 


Seq. ID 


OJ990527_34.9C03.C5 


Gene No. 




Strand 




Start 


5680 


End 


11388 


Name 


OJ990527 34. 9C03 . C5 . o2 . gs 


Method 


GEN SCAN 


Start 


5731 


End . 


11388 


GI 


none 


Score 


' .76 


Exons 


5731.. 6119, 6193.. 629*7, 6369. 


.6558, 6633. .6820, 6991. .7256, 




7339. .7658, 7715. .8745, 9892. 


.10137, 


11211. .11388 - 


beq. no. 


1 obi 1 


Seq. ID 


OJ990527_34.9C03.C5 


Gene No. 


35063 


Strand 




Start 


11985 


End 


12387 


Name 


OJ990527 34.9C03.C5.o3.gs 


Method 


GENSCAN 


Start 


11985 


End 


12387 


GI 


none 


Score 


.48 


Exons 


11985. .12119, 12145.. 12387 






Seq.. No. 


16611 


Seq. ID 


OJ990527_34.9C03.C5 


Gene No. 


35064 


Strand 






i jy y j 


End 


14509 


Name 


OJ990527 34.9C03.C5.ol.gp 


Method 


AAT/GAP 


Start 


13993 


End 


14509 


GI 


LIB34 31-052-P1-N1-C2 


Score 


998 


Exons 


13993. .14509 






GI Descrip. 


, 2982456/emb|CAA18220.1| 2.0e 


-28 (AL022223) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


16611 


Seq. ID 


OJ990527_34.9C03.C5 


Gene No. 


35065 


Strand 




Start 


15796 


End 


18799 


Name 


OJ990527 34 . 9C03 . C5 . o5 . gs 


Method 


GENSCAN 


Start 


15796 


End 


18799 


GI 


none 


Score 


.75 


• Exons 


157 96. .15912, 164 06. . 164 38, 17295. . 17< 


565, 18039. .18111, 




18696. .18799 






beq. wo. 


16611 


Seq. ID 


OJ990527_34.9C03.C5 


Gene No. 


35066 


Strand 




Start 


22992 


End 


23092* 


Name 


OJ990527 34.9C03.C5.o7.gs 


Method 


GENSCAN 


Start 


22992 


End 


23092 


GI 


none 


Score 


.57 


Exons 


22992.. 23092 






Seq. No.- 


16611 


Seq. ID 


OJ990527_34.9C03.C5 


Gene No. 


35067 


Strand 




Start 


22995 


End 


23141 


Name 


OJ990527 34 . 9C03 . C5 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


2658 


End 


3075 


GI 


none 


Score 


424 


Exons 


2658. .3074, 2659. .3075 






Seq. No. 


16611 


Seq. ID 


OJ990527_34 . 9C03.C5 


Gene No. 


35067 


Strand 




Start 


22995 


End 


23141 


Name 


OJ990527 34.9C03.C5.o2.ts 


Method 


TBLASTX: Soybean 



17191 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



2920 
none 

2920. .3351, 

16611 
35067 
22995 

OJ990527_34 , 

3018 

none 

3018. .3269, 



2967. .3092 

9C03.C5.o2. tm 
3019. .3270, 3265. 



16611 
35067 
22995 

OJ990527_34 . 9C03 . C5 . o3 . tw 

3120 

none 

3120. .3329, 3121. .3546 



16611 
35067 
22995 

OJ990527_34 

3593 

none 

3593. .3847, 



16611 
35067 
22995 

OJ990527_34, 

3605 

none 

3605. .3826, 

16611 
35067 
22995 

OJ990527_34 . 

4202 

none 

4202. .4495, 

16611 
35067 
22995 

OJ990527_34 . 

4206 

none 

4206. .4340, 
4447 . .4596, 

16611 
35067 
22995 

OJ990527 34. 



9C03.C5.o4 .ts 



3594. .3845 



9C03.C5.o4.tw 



3606. .3971 



9C03.C5.ol.tm 



4203. .4472, 4450. 



9C03.C5.o5.tw 



4208. .4423, 4209. 
4551. .4598 



9C03.C5.o6.tm 



End 3351 
Score 288 



Seq. ID OJ990527_34.9C03.C5 
Strand 

End 23141 

Method TBLASTX : Mai ze 

End 34 62 

Score 251 
.3438, 3436.. 3462 

Seq. ID OJ990527_34.9C03.C5 
Strand 

End 23141 

Method TBLASTX : Wheat 

End 354 6 

Score 413 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_34.9C03.C5 
23141 

TBLASTX: Soybean 

3847 

191 



Seq. ID OJ990527_34.9C03.C5 
Strand 

End 23141 

Method TBLASTX : Wheat 

End 3971 

Score 341 



Seq. ID OJ990527_34.9C03.C5 
Strand 

23141 

TBLASTX: Maize 
4527 
330 



End 

Method 
End 
Score 
.4527 



Seq. ID OJ990527_34 . 9C03 .C5 
Strand 

End 23141 
Method TBLASTX : Wheat 
End -,4 598 
Score 244 

.4472, 4442. .4510, 4446. .4520, 



Seq. ID OJ990527_34.9C03.C5 
Strand 

End 23141 

Method TBLASTX : Maize 



17192 



Start 


4668 






End 


4941 




GI 


none 






Score 


93 




Exons 


4668. . 


4766, 4669. .4767, 4758 


..4832, 4762. .4845, 4858. .4941 


Seq. No. 


16611 






Seq. ID 


OJ990527_34.9C03 


.C5 


Gene No. 


35067 






Strand 






Start 


22995 






End 


23141 




Name 


OJ990527 34.9C03.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


4711 






End 


20198 




GI 


none 






Score 


354 




Exons 


4711. . 


5202, 4734.. 4820, 4872 


..5000, 5194.. 5325, 20097.. 


20198 


Seq. No. 


16611 






Seq. ID 


OJ990527_34.9C03 


.C5 


bene No . 


35067 






Strand 






Start 


22995 






End 


23141 




Name 


OJ990527 34.9C03.C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


5023 






End 


. 5286 




GI 


none 






Score 


169 




Exons 


5023. . 


5205, 5145.. 5204, 5184 


..5285, 5184. .5285, 5185. .5286 


Seq. No. 


16611 






Seq. ID 


OJ990527_34.9C03 


.C5 


Gene No. 


35067 






Strand 






Start 


22995 






End 


23141 




Name 


OJ990527 34.9C03.C5 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


8189 






■ End 


8479 




GI 


none 






Score 


207 




Exons 


8189. . 


8479 










Seq. No. 


16611 






Seq. ID 


OJ990527_34.9C03 


. C5 


Gene No. 


35067 






Strand 






Start 


22995 






End 


23141 




Name 


OJ990527 34.9C03.C5 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


13385 






End 


13789 




GI 


none 






Score 


191 




Exons 


13385. 


.13555, 13387 


. 13455, 


13391. .13549, 13501. .13554, 






13582. 


.13788, 13586 


.13789, 


13586. .13789 




Seq. No. 


16611 






Seq. ID 


OJ990527_34.9C03 


.C5 


Gene No . 


35067 






Strand 






Start 


22995 






End 


23141 




Name 


OJ990527 34.9C03.C5 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13431 






End 


13611 




GI 


none 






Score 


67 




Exons 


13431. 


. 13532, 13433. 


. 13585, 


13433. . 13552, 13582.. 13611 




Seq. No. 


16611 






Seq. ID 


OJ990527_34.9C03 


.C5 


Gene No . 


35067 






Strand 






Start 


22995 






End 


23141 




Name 


OJ990527 34.9C03.C5. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


13630 




End 


13846 




GI 


none 






Score 


220 




Exons 


13630. 


.13839, 13664. 


.13846 








Seq. No. 


16611 






Seq." ID 


OJ990527_34.9C03 


.C5 


Gene No. 


35067 






Strand 






Start 


22995 






End 


23141 




Name 


OJ990527 34.9C03.C5. 


ol.tc 


Method 


TBLASTX: Cress 





17193 



Start 


14006 


End 


14266 




GI 


none 


Score 


102 




Exons 


14006. .14110, 14014. .14121, 


14111. .14266, 14119.. 14265 




Seq. No. 


16611 


Seq. ID 


OJ990527_34.9C03 


.C5 


Gene No . 


jjUd / 


Strand 






Start 


22995 


End 


23141 




Name 


OJ990527 34 . 9C03 . C5 . o3 . ts 


Method 


TBLASTX: Soybean 




Start 


14006 


End 


14266 




GI 


none 


Score 


85 




Exons 


14006. .14116, 14111. .14266, 


14119. . 14259 




Seq. No. 


16611 


Seq. ID 


OJ990527_34.9C03 


.C5 


Gene No. 


35067 


Strand 






Start 


22995 


End 


23141 




Name 


OJ990527 34 . 9C03 . C5 . 06 . np 


Method 


AAT/NAP 




Q 4- a y- "h 

o tar l 


22995 


End 


23141 




GI 


6498441 


Score 


99 




Exons 


22995. .23141 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


16612 


Seq. ID 


OJ990527_34 .9C03. 


.C6 


Gene No. 


35068 ' 


Strand 


+ 




Start 


'468 


End 


1105 




Name 


OJ990527 34 . 9C03 . C6 . ol . np 


Method 


AAT/NAP 




Start 


468 


End 


1105 




GI 


2498930 


Score 


723 




Exons 


468. .536, 704. .1105 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 




PROTEIN) gi (1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


16612 


Seq. ID 


OJ990527_34 . 9C03, 


,C6 


Gene No . 


35068 


Strand 


+ 




Start 


468 


End 


1105 




Name 


OJ990527 34 . 9C03 . C6 . ol . gs 


Method 


GENSCAN 




Start 


477 


End 


1006 




GI 


none 


Score 


.47 




Exons 


477. .536, 704. .1006 








Seq. No. 


16613 


Seq. ID 


OJ990627_37.9C10. 


XI 


Gene No. 


35069 


Strand 


+ 




Of a -r+- 


1 


End 


2178 




Name 


OJ990627 37.9C10.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2157 




GI 


4680179 


Score 


2867 




Exons 


1. .2157 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


16613 


Seq. ID 


OJ990627_37 . 9C10. 


CI 


Gene No. 


35069 


Strand 


+ 




Start 


1 


End 


2178 




Name 


OJ990627 37.9C10.Cl.o5.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


220 




GI 


none 


Score 


246 




Exons 


1..219, 2. .220, 29. .220 









17194 



Seq. No. 16613 

Gene No. 35069 

Start 1 

Name OJ990627_37 . 9C10 . CI . o3 . tw 

Start 1 

GI none 

Exons 1..375, 2.. 403 



Seq. ID OJ990627_37.9C10.C1 

Strand + 

End 2178 

Method TBLASTX : Wheat 

End 403 

Score 4 61 



Seq. No. 16613 

Gene No. 35069 

Start 1 

Name OJ990627_37 . 9C10 . CI . ol . gs 

Start 101 

GI none 

Exons 101.. 785, 818. .2178 



Seq. ID OJ990627_37.9C10.C1 

Strand + 

End 2178 

Method GENSCAN 

End 2178 

Score .99 



Seq. No. 16613 

Gene No. 35069 

Start 1 

Name OJ990627_37 . 9C10 . CI . o3 . tm 

Start 290 

GI none 
Exons 



Seq. ID OJ990627_37. 9C10.C1 

Strand + 

End 2178 

Method TBLASTX : Maize 

End 781 

Score 159 



290. .469, 455. .781, 581. .628, 616. .768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16613 
35069 
1 

OJ990627_37 . 9C10 . CI . ol . ts 

344 

none 



Seq. ID OJ990627_37. 9C10.C1 

Strand + 

End 2178 

Method TBLASTX : Soybean 

End 739 

Score 56 



344. .376, 344. .376, 361. .456, 380. .739, 380. .688, 496. .711 



16613 
35069 
1 

OJ990627_37. 9C10 . CI . o5 . tw 

452 

none 

452. .757, 496. .711 



Seq. ID OJ990627_37.9C10.C1 

Strand + 

End 2178 

Method TBLASTX : Wheat 

End 757 

Score 378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16613 
35069 
1 

OJ990627_37. 9C10 . CI . ol . tw 

760 

none 



Seq. ID OJ990627_37. 9C10.C1 

Strand + 

End 2178 

Method TBLASTX: Wheat 

End 1179 

Score 576 



760. .1179, 783. .1142, 811. .1164, 815. .1177 



16613 
35069 
1 

OJ990627_37 . 9C10 . CI . o3 . ts 

778 

none 

778. .1005 



Seq. ID OJ990627_37. 9C10.C1 

Strand + 

End 2178 

Method TBLASTX : Soybean 

End 1005 

Score 203 



17195 



Seq. No. 16613 Seq. ID 

Gene No. 35069 Strand 

Start 1 End 

Name OJ990627_37 . 9C10 . CI . ol . tm Method 

Start 826 End 

GI none Score 

Exons 826.. 1179, 828.. 1076 



OJ990627_37.9C10.C1 
+ 

2178 

TBLASTX: Maize 

1179 

474 



Seq. No. 16613 Seq. ID 

Gene No. 35069 Strand 

Start 1 End 

Name OJ990627_37 . 9C10 . CI . o2 . tw Method 

Start 1222 End 

GI none Score 

Exons 1222.. 1746, 1296.. 1742 



OJ990627_37.9C10.C1 
+ 

2178 

TBLASTX: Wheat 

1746 

571 



Seq. No. 16613 Seq. ID 

Gene No. 35069 Strand 

Start 1 End 

Name OJ990627_37 . 9C10 . CI . o4 . tm Method 

Start 1393 End 

GI none Score 

Exons 1393.. 1710, 1432.. 1695, 1506.. 1709 



OJ990627_37.9C10.C1 
+ 

2178 

TBLASTX: Maize 

1710 

273 



Seq. No. 16613 Seq. ID 

Gene No. 35069 '* Strand 

Start 1 . End 

Name - OJ990627_37 . 9C10 . CI . ol . tc Method 

Start 1453 End 

GI none Score 

Exons 1453.. 1626, 1474.. 1572, 1627. 

Seq. No. 16613 Seq. ID 

Gene No. 35069 Strand 

Start 1 End 

Name OJ990627_37 . 9C10 . CI . o2 . ts Method 

Start 1539 End 

GI none Score 

Exons 1539.. 1793, 1546.. 1794, 1666.. 1794 

Seq. No. 16613 Seq. ID 

Gene No. 35069 Strand 

Start 1 End 

Name OJ990627_37 . 9C10 . CI . o2 . tm Method 

Start 1711 End 

GI none Score 

Exons 1711.. 2028, 1713.. 2024, 1726.. 2031 

Seq. N f o. 16613 Seq. ID 

Gene No. 35069 Strand 

Start 1 End 

Name OJ990627_37 . 9C10 . CI . o4 . tw Method 

Start 1752 End 

GI none Score 

Exons 1752.. 2135, 1753.. 2139, 1997.. 2140 



OJ990627_37.9C10.C1 
+ 

2178 

TBLASTX: Cress 

1770 

102 



1770, 1629. .1754 



OJ990627_37.9C10.C1 
+ 

2178 

TBLASTX: Soybean 

1794 

298 



OJ990627_37.9C10.C1 
+ 

2178 

TBLASTX: Maize 

2031 

460 



OJ990627_37.9C10.C1 
+ 

2178 

TBLASTX: Wheat 

2140 

457 



Seq. No. 



16614 



Seq. ID OJ990627_37 . 9C10.C2 



1719.6 




Gene No. 


35070 


Strand 












1 


End 


4 2. y 








Name 


OJ990627 37. 9C10 . C2 . ol . np 


Method 


AAT/NAP 








Start 


1 


End 


429 








GI 


6907088 


Score 


478 








Exons 


1. .429 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16615 


Seq. ID 


OJ990627 


_37 


. 9C10 


.C3 


Gene No . 


35071 


Strand 


+ 








Start 


2057 


End 


2804 








Name 


OJ990627 37. 9C10 . C3 . ol . gs 


Method 


GENSCAN 








Start 


2057 


End 


2804 








GI 


none 


Score 


.81 








Exons 


2057. .2116, 2730. .2804 












Seq. No. 


16615 


Seq. ID 


OJ990627_ 


_37, 


. 9C10 


.C3 


Gene No. 


35072 


Strand 










Of a rf 


1849 


End 










Name 


OJ990627 37.9C10.C3.ol.np 


Method 


AAT/NAP 








Start 


1849 


End 


3523 








GI 


6539588 


Score 


194 








Exons 


1849. .1906, 3219. .3523. 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No."" 


16615 


Seq. ID 


OJ990627_ 


_37. 


.9C10 


.C3 


Gene No . 


35072 


Strand 










Start 


1849 


End 


3523 








Name 


OJ990627 37. 9C10 . C3 . o2 . gs 


Method 


GENSCAN 








Start 


3220 


End 


3464 








GI 


none 


Score 


.54 








Exons 


3220. .3464 












Seq. No. 


16616 


Seq. ID 


OJ990627_ 


_37. 


, 9C10 


.C4 


Gene No . 


35073 


Strand 


+ 








Start 


449 


End 


808 








Name 


OJ990627 37.9C10.C4.ol.gs 


Method 


GENSCAN 








Start 


449 


End 


761 








GI 


none 


Score 


.53 








Exons 


449. .561, 640. .761 












Seq. No. 


16616 


Seq. ID 


OJ990627_ 


_37. 


9C10, 


.C4 


Gene No. 


35073 


Strand 


+ 








o uar l 


449 


End 


808 








Name 


OJ990627 37. 9C10 . C4 . ol . np 


Method 


AAT/NAP 








Start 


449 


End 


808 








GI 


2443320 


Score 


413 








Exons 


449.. 808 












GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis ] 








Seq. No. 


16617 


Seq. ID 


OJ990627_ 


37 . 


9C10. 


.C5 


Gene No. 


35074 


Strand 










Start 


5108 


End 


5186 








Name 


OJ990627 37. 9C10 . C5 . ol . gp 


Method 


AAT/GAP 








Start 


5108 


End 


5186 








GI 


LIB3477-003-P1-K1-E9 


Score 


107 








Exons 


5108. .5186 













17197 




GI Descrip. 1 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


16618 


Seq. ID 


OJ990627_37 


. 9C10 


.C6 


Gene Wo. 


35075 


Strand 


- 






Start 


1406 


End 


1582 






Name 


OJ990627' 37.9C10.C6.ol.gs 


Method 


GENSCAN 






Start 


1406 


End 


1582 






GI 


none 


Score 


.89 






Exons 


1406. .1582 










Seq. No. 


16619 


Seq. ID 


OJ990627_37 


. 9C10 


.C7 


Gene No. 


35076 


Strand 


+ 






Start 


3156 


End 


3519 






Name 


OJ990627 37.9C10.C7.ol.np 


Method 


AAT/NAP 






Start 


3156 


End 


3519 






GI 


6907088 


Score 


244 






LAUllo 


3156. .3293, 3469. .3519 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16619 


Seq. ID 


OJ990627_37 


. 9C10. 


.C7 


Gene No. 


35077 


Strand 


- 






Start 


1588 


End . 


2365 






Name 


OJ990627 37.9C10.C7.ol.gs 


Method 


GENSCAN , . 






Start 


1588 


End 


2365 






GI" 


none 


Score 


.53 






Exons 


1588. .1852, 2083. .2176, 2182. 


.2365 








Seq. No. 


16619 


Seq. ID 


OJ990627_37, 


.9C10, 


,C7 


Gene No. 


35078 


Strand 








Start 


2274 


End 


2783 






Name 


OJ990627 37.9C10.C7.ol.gp 


Method 


AAT/GAP 






Start 


2274 


End 


2783 






GI 


38782 1.R1084 


Score 


805 






Exons 


2274. .2783 










GI Descrip. 


1 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


16620 


Seq. ID 


OJ990627_37, 


, 9C10. 


C8 


Gene No. 


35079 


Strand 


+ 






Start 


4777 


End 


6601 






Name 


OJ990627 37. 9C10.C8.o4 .np 


Method 


AAT/NAP 






Start 


4777 


End 


6601 






GI 


6907086 


Score 


1214 






Exons 


4777. .5553, 5614. .5785, 6016. 


.6126, 6246. .6601 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16620 


Seq. ID 


OJ990627_37 . 


9C10. 


C8 


Gene No. 


35080 


Strand 








Start 


1 


End 


2728 






Name 


OJ990627 37. 9C10 . C8 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


2694 






GI 


5257279 


Score 


409 






Exons 


1..272, 318. .1059, 2641. .2694 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza sativa] 







17198 



Seq. No. 16620 

Gene No. 35080 

Start 1 

Name OJ990627_37 . 9C10 . C8 . o2 . np 

Start 1 

GI 4680179 

Exons 1..121, 224.. 1280 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990627_37.9C10.C8 
Strand 

End 2728 
Method AAT/NAP 
End 1280 
Score . . 525 



Seq. No. 16620 

Gene No. 35080 

Start 1 

Name OJ990627_37 . 9C10 . C8 . ol . gs 

Start 35 

GI none 
Exons 



Seq. ID OJ990627_37.9C10.C8 
Strand 

End 2728 

Method GENSCAN 

End 2728 

Score .57 



35.. 1451, 1743.. 1898, 2023.. 2150, 2187.. 2320, 2339.. 2473, 
2655. .2728 



Seq. No. 16620 

Gene No. 35080 

Start 1 

Name OJ990627_37 . 9C10 . C8 . ol . tm 

Start 402 

GI none 

Exons 402 . . 803 



Seq. ID OJ990627_37. 9C10.C8 
Strand 

End 2728 - 

Method TBLASTX : Mai ze 

End 803 

Score 239 



Seq. No. 16620 

Gene No. 35080 

Start 1 

Name OJ990627_37 . 9C10 . C8 . ol . tw 

Start 684 

GI none 

Exons 684.. 1049 



Seq. ID OJ990627_37. 9C10.C8 
Strand 

End 2728. 

Method TBLASTX : Wheat 

End 1049 

Score 265 



Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16620 
35080 
1 

OJ990627_37 . 9C10 . C8 . o3 . np 
1771 
6002794 
1771. .2552 

(AF149813) unknown [Oryza sativa] 



Seq. ID OJ990627_37. 9C10.C8 
Strand 

End 2728 

Method AAT/NAP 

End 2552 

Score 1202 



16621 
35081 
441 

OJ990627_37.9C10.C9.ol.gs 

441 

none 



Seq. ID OJ990627_37.9C10.C9 

Strand + 

End 4510 

Method GENSCAN 

End v 4510 

Score . 63 



441. .570, 580. .729, 823. .975, 1232. .1482, 2232. .2302, 
2647. .2685, 3433. .3452, 4284. .4510 



Seq. No. 16621 

Gene No. 35082 

Start 10162 

Name OJ990627_37 . 9C10 .C9 . ol . np 



Seq. ID OJ990627_37.9C10.C9 

Strand + 

End 13905 

Method AAT/NAP 



17199 



Start 10162 End 13905 

GI 6907087 Score 454 

Exons 10162. .10300, 12731 13253, 13804.. 13905 

GI Descrip. (AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 16621 

Gene No. 35083 

Start 14449 

Name OJ990627_37 . 9C10 . C9 . o4 . gs 

Start 14449 

GI none 
Exons 



Seq. ID OJ990627_37.9C10.C9 



Strand 
End 

Method 

End 

Score 



+ 

15853 
GENSCAN 
15853 
.51 



14 4 4 9. .14 4 93, 15254. .15550, 15680. .15853 



Seq. No. 16621 

Gene No. 35084 

Start 13489 

Name OJ990627_37 . 9C10 . C9 . o2 . np 

Start 13489 

GI 4680186 

Exons 13489. .13598, 14198. .14311 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990627__37.9C10.C9 
Strand 

End 14311 

Method AAT/NAP 

End 14311 

Score 104 



Seq. No. 


16622 






Seq. ID 


OJ990627_37.9C.10 


.Cll 


Gene No.. 


35085 






Strand 


+ 




Start 


495 






' End 


1091 




Name 


OJ990627 


_37.9C10.C11 


. ol . gs 


Method 


GENSCAN 




Start 


495 






End 


1091 




GI 


none 






Score 


.4 




Exons 


495. .745, 


1031. .1091 










Seq. No. 


16623 






Seq. ID 


OJ990627_37.9C10 


.C12 


Gene No. 


35086 






Strand 






Start 


1 






End 


1380 




Name 


OJ990627 


3.7.9C10.C12, 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 






End 


1380 




GI 


2443320 






Score 


1985 




Exons 


1. .1380 












GI Descrip. 


(D85597) 


polyprotein 


[Oryza 


australiensis] 




Seq. No. 


16623 






Seq. ID 


OJ990627_37.9C10 


.C12 


Gene No. 


35086 






Strand 






Start 


1 






End 


1380 




Name 


OJ990627 


37. 9C10.C12. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16 






End 


619 




GI 


none 






Score 


558 




Exons 


16. . 609, 


24. .614, 83. 


, .619 








Seq. No. 


16623 






Seq. ID 


OJ990627_37.9C10 


.C12. 


Gene No. 


35086 






Strand 






Start 


1 






End 


1380 




Name 


OJ990627 


37. 9C10.C12. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


81 






End 


389 




GI 


none 






Score 


104 




Exons 


81. .161, 


150. .389, 151. .387 









17200 



Seq. No. 


16623 




Seq. ID 


OJ990627_37.9C10 


.C12 


Gene No. 


35086 




o crana 




Start 


1 




End 


1380 




Name 


OJ990627 37.9C10.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


177 ' 




End 


599 




GI 


none 




Score 


269 




Exons 


177. .599 










Seq. No. 


16623 




Seq. ID 


OJ990627_37.9C10, 


.C12 


Gene No. 


35086 




Strand 




Start 


1 




tjllQ 


i -ion 
loo U 




Name 


OJ990627 37. 9C10.C12.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


619 




End 


1092 




GI 


none 




Score 


69 




Exons 


619. .729, 644. .721, 729. 


. .845, 


730. .789 


, 840. .1040, 843.. 


, 105! 




844. .1056, 847. .1092 






Seq. No. 


16624 




Seq. ID 


OJ990627_37. 9C10. 


C15' 


Gene No. 


35087 




Strand 




u Lai L 


X 




End 


1435 




Name 


OJ990627 37.9C10.C15.ol. 


,np 


Method 


AAT/NAP 




Start 


1 


End. 


1435 




GI 


4680204 




Score 


772 




Exons 


1. .1435 










GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 





Seq. No. 16624 

Gene No. 35087 

Start 1 

Name OJ990627_37 . 9C10 . C15 . ol 

Start 389 

GI none 

Exons 389.. 484, 389.. 559, 522, 
682.. 792 



Seq. ID OJ990627_37.9C10.C15 
Strand 

End 1435 

tw Method TBLASTX : Wheat 

End 7 92 

Score 42 
.689, 554. .790, 641. .790, 652. .792, 



Seq. No. 16625 

Gene No. 35088 

Start 14 

Name OJ990627_37.9C10.C16.ol, 

Start 14 

GI 342_1.R1084 

Exons 14.. 520, 630.. 727, 810., 

GI Descrip. » 4574 4 06/gb | AAD24042 . 1 | 
sativa] ' 



gp 



Seq. ID OJ990627_37.9C10.C16 
Strand 

End 2595 
Method AAT/GAP 
2595 
4164 



End 

Score 
829, 865.. 2595 
0.0e+00 (AF121139) . RIM2 protein [Oryza 



Seq. No. 16625 

Gene No. 35088 

Start 14 

Name OJ990627_37 . 9C10 . CI 6 . ol 

Start 937 

GI none 

Exons 937.. 2550 



gs 



Seq. ID OJ990627_37.9C10.C16 
Strand 

End 2595 

Method GENSCAN . } 

End 2550 

Score .93 



Seq. No. 16625 

Gene No. 35088 

Start 14 

Name OJ990627 37 . 9C10 . C16 . ol . 



tw 



Seq. ID OJ990627_37.9C10.C16 
Strand 

End 2595 

Method TBLASTX : Wheat 



17201 






Start 


985 








End 


2302 






GI 


none 








Score 


52 






Exons 


985. .1077, 


986. . 


1051, 1066.. 


1146, 1151 


..1270, 1159.. 1299, 






1160. .1300, 


1247 


. .1342, 


1279 


..1338, 1345. .1389, 


1350. .1385, 






1384 . .2301, 


1400 


. .2302, 


1577 


. .2302 






Seq. No. 


16625 








Seq. ID 


OJ990627 


_37.9C10.C16 




Gene No. 


35088 








Strand 


- 






Start 


14 








End 


2595 






Name 


OJ990627 37 


.9C10 


.CI6.0I 


.np 


Method 


AAT/NAP 






Start 


1469 






End 


2595 






GI 


6742729 








Score 


1810 






Exons 


1469. .2595 
















GI Descrip. 


(AF121139) 


RIM2 ; 




[Oryza sativa] 








Seq. No. 


16625 








Seq. ID 


OJ990627 


_37.9C10.C16 




Gene No. 


35088 








Strand 








Start 


14 








End 


2595 






Name 


OJ990627 37 


.9C10 


.CI6.0I 


.tc 


Method 


TBLASTX: 


Cress 




Start 


1567 








End 


2018 






GI 


none 








Score 


88 






Exons 


1567. .1716, 


1567 


9m n 


X 0 / 1 


..2014, 1577. .2014, 


1 O T /" OHIO 


: r:r 


Seq. No. 


16625 








Seq. ID 


OJ990627 


_37.9C10.C16 


:sJ 


Gene No . 


35088 








Strand 






t fi 


Start 


14 








End 


2595 






Name 


OJ990627 37 


. 9C10 


.C16.ol, 


.tm 


Method 


TBLASTX : 


Maize 


rf 


Start 


1945 








End 


2259 




. -5 


GI 


none 








Score 


68 




: : i;r 


Exons 


1945. .2175, 


1945 


9 9 ^ Q 




. .2248 






: =P 

: : 3 


Seq. No. 


16625 








Seq. ID 


OJ990627 


_37.9C10.C16 




Gene No. 


35088 

*+j \s \j \j 








Strand 








Start 


14 








End 


2595 






Name 


OJ990627 37 


. 9C10 


.C16.o2. 


.tw 


Method 


TBLASTX: 


Wheat 


2 


Start 


2303 








End 


2595 




,-:= 


GI 


none 








Score 


81 




-I 


Exons 


2303. .2389, 


2305 


9 P Q 

. . £. JO O , 


2422 


..2595, 2462. .2590 




r s 


Seq. No. 


16626 








Seq. ID 


OJ990627 


_37.9C10.C17 


K c 


Gene No . 


35089 








Strand 


+ 






Start 


2175 








End 


2617 






Name 


OJ990627 37 


. 9C10, 


.C17.ol. 


gs 


Method 


GENSCAN 






Start 


2175 






End 


2617 






GI 


none 








Score 


. 99 






Exons 


2175. .2188, 


2257. 


. .2617 












Seq. No. 


16627 








Seq. ID 


OJ990627 


_37.9C10.C18 




Gene No 


35090 








Strand 


+ ' -j 






Start 


152 








End 


904 






Name 


OJ990627 37, 


. 9C10, 


,C18.ol. 


gs 


Method 


GENSCAN 






Start 


152 








End 


904 






GI 


none 








Score 


.42 






Exons 


152. .395, 695. .904 












Seq. No. 


16627 








Seq. ID 


OJ990627_ 


_37.9C10.C18 




Gene No. 


35091 








Strand 







17202 



Start 


2925 


End 


3079 


Name 


OJ990627 37.9C10.C18.o2.gs 


Method 


GENSCAN 


Start 


2925 


End 


3079 


GI 


none 


Score 


.47 


Exons 


2925. . 3079 






Seq. No. 


16628 


Seq. ID 


OJ990627_37. 9C10:C19 


Gene No. 


35092 


Strand 




Start 


1 


End 


310 




OJ990627 37. 9C10 . C19 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


310 


GI 


629693 


Score 


141 


Exons 


1. .310 






GI Descrip. 


probable integrase - common 


tobacco (fragment) 




gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 


16629 


Seq. ID 


OJ990627 


_37.9C10 


.C21 


Gene No. - 


35093 


Strand 








Start 


57 


End 


on Q A 






Name 


OJ990627 37. 9C10 . C21 . ol . gs 


Method 


GENSCAN 






Start 


57 


End 


2784 






GI 


none 


Score 


. 6 






Exons 


57. .328, 406. .994, 1092. .1128, 1228.. 


1360, - 2611 


. .2784 




Seq. No. 


16630 


Seq. ID 


; OJ990-627 


_37.9C10. 


.C22 


Gene No. 


35094 


Strand 








Start 


344 


End 


1267 






Name 


OJ990627 37. 9C10 . C22 . ol . np 


Method 


AAT/NAP 






Start 


320 


End 


1267 






GI 


4680203 


Score 


539 






Exons 


320. .1267 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 






Seq. No. 


16630 


Seq. ID 


OJ990627_ 


_37.9C10. 


C22 


Gene No. 


35094 


Strand 








Start 


. 344 


End 


1267 






Name 


OJ990627 37. 9C10 . C22 . ol . gs 


Method 


GENSCAN 






Start 


344 


End 


1195 






GI 


none 


Score 


.8 






Exons 


•344. .1060, 1070. .1195 










Seq. No. 


16630 


Seq. ID 


OJ990627_ 


_37.9C10. 


C22 


Gene No. 


35094 


Strand 






Start 


344 


' End 


1267 







Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990627_37. 9C10 . C22 . ol . tw Method 
524 End 
none Score 



TBLASTX: Wheat 
1267 
69 



524. .628, 525. .632, 653. .691, 698. .745, 734. .925, 750. .890, 
929. .1090, 933. .1055, 1109.. 1267, 



16630 
35094 
344 

OJ990627_37.9C10.C22.ol.tc 

938 

none 



Seq. ID OJ990627_37.9C10.C22 
Strand 

End 1267 

Method TBLASTX: Cress 

End 1267 

Score 68 



938. .1090, 951. .1055, 1109. .1267 



17203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16631 Seq. ID 

35095 Strand 

124 End 

OJ990627_37 . 9C10 . C23 . ol . gs Method 

124 End 

none Score 



OJ990627_37.9C10.C23 
+ 

1084 
GENSCAN 
1084 
.7 



124. .474, 534. .596, 666. .728, 998. .1084 



16632 
35096 
1 

OJ990627_37. 9C10 . C27 . ol . np 
1 

1086900 



OJ990627 37.9C10.C27 



Seq. ID 
Strand 

End 2928 
Method AAT/NAP 
End 2868 
Score 299 

1..104, 1281.. 1387, 1566.. 1669, 1786.. 1901, 2622.. 2868 

(U41278) contains similarity to G beta repeats ( PROSITE : PS00670 ) 

of the beta-transducin family [Caenorhabditis elegans] 



16632 
35096 
1 

OJ990627_37 . 9C10 . C27 . ol . gp 
29 

LIB3433-051-P1-K1-H11 



OJ990627 37.9C10.C27 



Seq. ID 
Strand 

End 2928 
Method AAT/GAP 
End 1675 
Score 427 
29. .104, 1281. .1387, 1570. .1675 

1 2982268 4.0e-24 (AF051217) probable 40S ribosomal protein S15 
[Picea mariana] ' 



16632 
35096 
1 

OJ990627_37 . 9C10 . C27 . ol . gs 

495 

none 



Seq. ID OJ990627_37.9C10.C27 
Strand 

End 2928 

Method GENSCAN 

End 2883 

Score .88 



495. .516, 1566. .1675, 1792. .1899, 2446. .2548, 2666. .2883 



16632 
35096 
1 

OJ990627_37. 9C10 . C27 . o3 . ts 
1280 
none 
1280. 
1566. 
2674. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 37.9C10.C27 



1321, 1318.. 1389, 1325. 
1676, 1789.. 1899, 1793. 
2826, 2674.. 2838, 2675. 



16632 
35096 
1 

OJ99062'7_37 . 9C10 . C27 . ol . tc 

1799 

none 

1799. .1897, 1807. .1899, 2443. 
2674. .2826, 2678. .2830, 2737. 



2928 

TBLASTX: Soybean 
2839 
72 

.1390, 1558. .1677, 1565. .1681, 
.1891, 2443. .2550, 2444. .2548, 
.2839, 2737. .2829 

Seq. ID OJ990627_37.9C10.C27 
Strand 

End 2928 

Method TBLASTX : Cress 

End 2838 

Score 87 

.2547, 2459. .2548, 2665. .2838, 
.2829 



Seq. No. 



16632 



Seq. ID OJ990627 37.9C10.C27 



17204 



Gene No. 35096 Strand 

Start 1 End 2928 

Name OJ990627_37 . 9C10 . C27 . o2 . gp Method AAT/GAP 

Start 2462 End 2928 

GI 1631780 Score 616 

Exons 2462..2548, 2666.. 2928 

GI Descrip. 1086900 5.0e-15 (U41278) contains similarity to G beta repeats 
- (PROSITE:PS00670) of the beta-transducin family [Caenorhabditis 
elegans] 



Seq. No. 16632 Seq. ID 

Gene No. 35096 Strand 

Start 1 End 

Name OJ990627_37 . 9C10 . C27 . o2 . tm Method 

Start 2722 End 

GI none Score 

Exons 2722.. 2835, 2723.. 2836 



OJ990627_37.9C10.C27 
2928 

TBLASTX: Maize 

2836 

150 



Seq. No. 16632 Seq. ID 

Gene No. 35097 Strand 

Start 3174 End 

Name OJ990627_37 . 9C10 . C27 . o2 . ts Method 

Start 3174 End 

GI none Score 

Exons 3174.. 3254, 3178.. 3255, 3267.. 3356, 

3385. .3549, 3411. .3533, 3430. .3549 



OJ990627_37 . 9C10 . C27 
4023 

TBLASTX: Soybean 
3549 
119 

3268.. 3375, 3304.. 3363, 



Seq. No. 


16632 








Seq. ID 


OJ990627_37.9C10 


.C27 


Gene No. 


35097 








Strand 






Start 


3174 








End 


4023 




Name 


OJ990627 37 


.9C10 


.C27.ol 


. tm 


Method 


TBLASTX; Maize 




Start 


3178 








End 


3933 




GI 


none 








Score 


88 




Exons 


3178. .3255, 


3340 


. .3684, 


3778. 


.3933 






Seq. No. 


16632 








Seq. ID 


OJ990627_37.9C10, 


.C27 


Gene No. 


35097 








Strand 






Start 


3174 








End 


4023 




Name 


OJ990627 37 


.9C10. 


.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3178 








End 


3585 




GI 


none 








Score 


88 




Exons 


3178. .3255, 


3340. 


. .3585 










Seq. No. 


16632 








Seq. ID 


OJ990627_37.9C10. 


X27 


Gene No. 


35097 








Strand 






Start 


3174 








End 


4023 




Name 


OJ990627 37 


.9C10. 


,C27.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3178 








End 


3948 




GI 


none .. 








Score * 


88 




Exons 


3178. .3255, 


3340. 


.3663, 


3778. 


.3948 






Seq. No. 


16632 








Seq. ID 


OJ990627_37.9C10. 


C27 


Gene No. 


35097 








Strand 






Start 


3174 








End 


4023 




Name 


OJ990627 37, 


.9C10. 


C27.o4, 


.ts 


Method 


TBLASTX: Soybean 




Start 


3772 








End 


4023 




GI 


none 








Score 


146 





17205 



Exons 



3772.. 3933, 3777.. 3821, 3891.. 3932, 3979.. 4023 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start . } 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16632 
35098 
4344 

OJ990627_37.9C10.C27 .ol.ts 

4344 

none 



Seq. ID OJ990627_37.9C10.C27 
Strand 

End 4728 

Method TBLASTX : Soybean 

End 4728 

Score 148 



4344. .4466, 4345..4467> 4486.-4728, 4521. .4727 



16633 
35099 
1 

OJ990627_37. 9C10 . C28 . ol . np 
1 

5295971 
1..3202 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ990627_37.9C10.C28 
Strand 

End 3336 

Method AAT/NAP 

End 3202 

Score 2287 



16633 Seq. ID. 

35099 \Strand 
1 End 
OJ990627_37.9C10.C28.ol.gs Method 
122 * End 
none Score 
122. .1624, 1745. .3336 

16633 Seq. ID 

35100 Strand 
4157 End 
OJ990 627_37 . 9C10 . C28 . o2 . ts Method 
94 End 
5509260 Score 
94. .594, 116. .160, 118. .468, 326. .556 



16633 
35100 
4157 

OJ990627_37 . 9C10 . C28 . o2 . tw 

106 

none 

106. .420, 109. .513 

16633 
35100 
4157 

OJ990 627_37 . 9C10 . C28 . o2 . tc 

208 

none 

208. .471, 214. .390, 239. .472 

16633 
35100 
4157 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_37.9C10.C28 

3336 
GENSCAN 
3336 
.4 



OJ990627_37.9C10.C28 
5731 

TBLASTX : Soybean 

594 

61 



OJ990627_37.9C10.C28 
5731 

TBLASTX: Wheat 

513 

112 



Seq. ID OJ990627 37.9C10.C28 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



5731 

TBLASTX: Cress 

472 

93 



OJ990627 37.9C10.C28 



5731 



17206 




Name 


OJ990627 37 


.9C10 


.C28.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


247 








End 


567 




GI 


none 








Score 


169 




Exons 


247. .567, 248. .547 










Seq. No. 


16633 








Seq. ID 


OJ990627_37.9C10. 


C28 


Gene No. 


35100 








Strand 






Start 


4157 








End 


5731 




Name 


OJ990627 37 


. 9C10 


.C28 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


895 








End 


" 1392 




GI, 


none 








Score 


151 




Exons 


895. .1392, 


1019. 


. 1387 










Seq. No. 


16633 








Seq. ID 


OJ990627_37.9C10. 


C28 


Gene No. 


35100 








Strand 






Start 


4157 








End 


5731 




Name 


OJ990627 37 


. 9C10 


.C28.0.1 


. tc 


Method 


TBLASTX: Cress 




Start 


925 








End 


1401 




GI 


none 








Score 


44 




Exons 


925. .1401, 


941. . 


1111, 1084.. 


1311, 1295 


. . 1357 




Seq. No. 


16633 








Seq. ID 


OJ990627_37.9C10. 


C28 


Gene No. 


35100 








Strand 






Start 


4157 








End 


5731. 




Name 


OJ990627 37 


. 9C10 


.C28.ol, 


.tm 


-. Method 


TBLASTX : Maize 




Start 


994 








End 


1417 




GI 


none 








Score 


40 




Exons 


994 . . 1065, 


995. . 


1054, 1049.. 


1417, 1078 


. .1416 




Seq. No. 


16633 








Seq. ID 


OJ990627_37.9C10. 


C28 


Gene No. 


35100 








Strand 






Start 


4157 








End 


5731 




Name 


OJ990627 37 


. 9C10 


.C28.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1066 








End 


1626 




GI 


none 








Score 


57 




Exons 


1066. . 1155, 


1067 


. .1156, 


1162 


..1626, 1172. .1609 




Seq. No. 


16633 








Seq. ID 


OJ990627_37.9C10. 


C28 


Gene No. 


35100 








Strand 






Start 


4157 








End 


5731 




Name 


OJ990627 37 


. 9C10 


.C28.o3, 


.ts 


Method 


TBLASTX: Soybean 




Start 


1429 








End 


1761 




GI 


none 








Score 


82 




Exons 


1429. . 1761, 


1436 


. .1690, 


1585 


. .1665 






Seq. No. 


16633 








Seq. ID 


OJ990627_37.9C10. 


C28 


Gene No. 


35100 








Strand 






Start 


4157 








End 


5731 




Name 


OJ990627 37 


. 9C10 


.C28.o3, 


, tw 


Method 


TBLASTX: Wheat 




Start 


1699 








End 


2151 




GI 


none 








Score 


79 




Exons 


1699. .1785, 


1786 


. .2151, 


1840 


..2136, 18 


74. .2137 




Seq. No. 


16633 








Seq. ID 


OJ990627_37.9C10. 


C28 


Gene No. 


35100 








Strand 






Start 


4157 








End 


5731 




Name 


OJ990627 37 


. 9C10 


.C28.o3, 


.tm 


Method 


TBLASTX: Maize 





17207 



Start 1765 End 2173 

GI none Score 156 

Exons 1765.. 2172, 1973.. 2173 



Seq. No. 16633 

Gene No. 35100 

Start 4157 

Name OJ990627J37 . 9C10 . C28 . o4 . tm 

Start 2668 

GI none 
Exons 



Seq. ID OJ990627_37.9C10.C28 
Strand 
End 

Method 
End 
Score 



5731 

TBLASTX: Maize 

2992 

57 



2668. .2991, 2681. .2785, 2689. .2991, 2873. .2992 





1 6633 






Cpn T D 


O.TQQn 697 


_37. 


. 9C10 


. V— c~ o 




35100 






c+- ya nH 










OLdi L 


4157 






Hi 1 1 Li 










Name 






• L. W 


Mot" hnH 


TRT.A^TX • 


Wheat 




Start 


2686 






End 


3066 








GI 


none 






Score 


59 








R vr>n 


2686 3066 2953 


3039 
















X U O J J 






Seq. ID 


OJ990627 


37 . 


. 9C10 


CO ft 


VJC11C INU < 


35100 






Strand 










Start 


4157 






End 


5731 








Name 








Method 


GEN SCAN 








Start 


4157 






End 


5731 








GI 


none 






Score 


.87 








Exons 


4157..4487, 5721. 


. .5731 














Seq. No. 


16634 






Seq. ID 


OJ990627 


_37. 


■ 9C10 


.C29 


Gene No. 


35101 






Strand 


+ 








Start 


864 






End 


2775 








Name 


OJ990627 37.9C10. 


.C29.ol 


.gs 


Method 


GENSCAN 








Start 


864 




End 


2775 








GI 


none 






Score 


.7 








Exons 


864. .1044, 1406.. 


.1931, 


1989. 


.2031, 2670.. 2775 








Seq. No. 


16635 






Seq. ID 


OJ990627 


_37. 


, 9C10 


.C32 


Gene No. 


35102 






Strand 


+ 








Start 


491 






End 


1116 








Name 


OJ990627 37.9C10. 


.C32.ol 


.gs 


Method 


GENSCAN 








Start 


491 






End 


1020 








GI 


none 






Score 


.82 








Exons 


491. .550, 718. .1020 















Seq. No. 16635 Seq. ID 

Gene No. 35102 Strand 

Start 491 End 

Name OJ990627_37 . 9C10 . C32 . ol . np Method 

Start 4 91 End 

GI 2498930 Score 

Exons 491.. 550, 718.. 1116 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG 



37. 9C10.C32 



OJ990627_ 
+ 

1116 
AAT/NAP 
1116 
673 



(SHORT GASTRULATION 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 
Gene No. 
Start 



16636 
35103 
87 



Seq. ID OJ990627__37.9C10.C33 
Strand + 
End 530 



17208 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990627_37 . 9C10 . C33 . ol . gs Method 

87 End 

none Score 
87. .257, 262. .455, 457. .530 



GENSCAN 

530 

.71 



16637 Seq. ID 

35104 Strand 
1 - End 

OJ990627_37 . 9C10 . C37 . ol . np Method AAT/NAP 
1 End 5347 

5852180 Score 452 

1..37, 1280. .1333, 2316. .2434, 2486.-2933, 5284 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990627_37.9C10.C37 

+ . 

5347 



5347 



16637 Seq. ID 

35104 Strand 

1 End 
OJ990627_37 . 9C10 . C37 . ol . gs Method 

394 End 

none Score 

394. .429, 1430. .1633 



OJ990627_37.9C10.C37 
+ 

5347 
GENSCAN 
1633 
.53 



Seq. No. 16637 Seq. ID 

Gene No. 35105 Strand 

Start 1182 End 

Name OJ990627_37 . 9C10 . C37. . ol . ts Method 

Start 140 End 

GI none Score 

Exons 140. .406 



OJ990627_37 . 9C10 . C37 
4780 

TBLASTX: Soybean 

406 

193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16637 Seq. ID OJ990627_37.9C10.C37 

35105 Strand 

1182 End 4780 

OJ990627_37 . 9C10 . C37 . ol . gp Method AAT/GAP 

1182 End 1563 

uC-osflcyp033a04bl Score 667 

1182. .1563 

' 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



16637 
35105 
1182 

OJ990627_37. 9C10 . C37 . o2 . np 
1314 
6523547 
1314. .1364, 
(AJ242540) 

carteri f. nagariensis] 

16637 
35105 
1182 

OJ990 627_37 . 9C10 . C37 . o2 . gs 

2435 

none 



Seq. ID OJ990627_37.9C10.C37 
Strand 

End 4780 
Method AAT/NAP 
End , 4758 
Score 285 
2314. .3010, 3138. .3383, 4146. .4198, 4709. .4758 
hydroxyproline-rich glycoprotein DZ-HRGP- [Volvox 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_37.9C10.C37 

4780 
GENSCAN 
4780 
.66 



2435. .2881, 3846. .3975, 4164. .4220, 4651. .4780 



17209 




Seq. No. 


16638 






Seq. ID 


OJ990627_37 


.9C10. 


C39 


Gene No . 


35106 






Strand 








Start 


441 






End 


484 






Name 


OJ9 90627 37 . 9C10 .C39 


. ol 


. as 


Method 


GENSCAN 






Start 


441 ~ 






End 


484 






GI 


none 






Score 


.86 






Exons 


441 . . 484 














Seq. No. 


16639 






Seq. ID 


OJ990627_37 


. 9C10. 


C40 


Gene No. 


35107 






Strand 


+ 






Start 


191 






End 


2036 






Name 


OJ990627 37.9C10.C40 


.ol 


.np 


Method 


AAT/NAP 






Start 


191 






End 


2036 






GI 


6006359 






Score 


78 






Exons 


191. .291, 1957. .2036 














GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


16640 






Seq. ID 


OJ990627_37, 


.9C10. 


C41 


Gene No. 


35108 






Strand 


+ 






Start 


155 






End 


1455 






Name 


OJ990627 37.9C10.C41, 


.ol 


• gp 


Method 


AAT/GAP 






Start 


155 






End 


743 






GI 


2310235 






Score 


304 






Exons 


155. .192, 604. .743 ' 














GI Descrip. 


5852182/emb|CAB55420, 


.11 


9.0e- 


-13 (AL117265) zhb0012, 


. 1 [Oryza 




sativa] 














Seq. No. 


16640 






Seq. ID 


OJ990627_37, 


. 9C10. 


C41 


Gene No . 


35108 






Strand 


■+ 






Start 


155 






End 


1455 






Name 


OJ990627 37.9C10.C41. 


.ol 


.gs 


Method 


GENSCAN 






Start 


604 






End 


1416 






GI 


none 






Score 


.86 






Exons 


604. .1416 














Seq. No. 


16640 






Seq. ID 


OJ990627_37. 


. 9C10. 


C41 


Gene No. 


35108 






Strand 


+ 






Start 


155 






End 


1455 






Name 


OJ990627 37.9C10.C41. 


.ol 


.np 


Method 


AAT/NAP 






Start 


604 






End 


1455 






GI 


4680203 






Score 


941 






Exons 


604 . .1455 














GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 






Seq. No. 


16640 






Seq. ID 


OJ990627_37. 


,9C10. 


C41 


Gene No . 


35108 






Strand 


+ 






Start 


155 






End 


1455 






Name 


OJ990627 37.9C10.C4l. 


ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


955 






End 


1306 






GI 


none 






Score 


103 






Exons 


955. .1062, 1045. .1296, : 


1053. 


.1295, 1055. .1306 






Seq. No. 


16640 






Seq. ID 


OJ990627_37. 


, 9C10. 


C41 


Gene No. 


35108 






Strand 


+ 






Start 


155 






End 


1455 






Name 


OJ990627 37.9C10.C41. 


ol 


.ts 


Method 


TBLASTX: Soybean 





17210 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1078 End 
none Score 
1078.. 1296, 1086.. 1292, 1303.. 1368 



16641 
35109 
25 

OJ990807_33.9C03.Cl.ol.gs 
25 

none 

25. .270, 410. .648 

16642 
35110 
288 

OJ990807_33 . 9C03 . C2 . ol . gs 

288 

none 

288. .577 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1368 
238 



OJ990807__33.9C03.C1 
648 

GEN SCAN 

648 

.53 



OJ990807_33.9C03.C2 
+ 

577 

GENSCAN 

577 

.96 



Seq. No. 16642 

Gene No. 35111 

Start 5657 

Name OJ990807_33 . 9C03 . C2 . o4 . gs v 

Start 5657 

GI * "none 

Exons 5657.. 5669, 5689.. 5764, 5775. 

Seq. No. 16642 

Gene No. 35112 

Start 7944 

Name OJ990807_33 . 9C03 . C2 . o5 . gs 

Start 7944 

GI none 

Exons 7944.. 8023, 8153.. 8159 

Seq. No. 16642 

Gene No. 35113 

Start 10714 

Name OJ990807_33 . 9C03 . C2 . o2 . gp 

Start 10714 

GI none 

Exons 10714 . . 11466 



Seq. ID OJ990807_33. 9C03.C2 

Strand + 

End 6387 

Method GENSCAN 

End 6387 

Score .78 
.5872, 5939. .6387 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID' 

Strand 

End 

Method 

End 

Score 



OJ990807_33. 9C03.C2 
+ 

8159 
GENSCAN 
8159 
.65 



OJ990807_33. 9C03.C2 
+ 

11466 
AAT/GAP 
11466 
1320 



Seq. No. 
Gene No. 
Start 
Name 
Start ... 
GI 

Exons 



16642 
35114 
279 

OJ990807 

279 

none 

279. .745 



33.9C03.C2.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33.9C03.C2 
745 

AAT/GAP 

745 

883 



Seq. No. 16642 Seq. ID 

Gene No. 35115 Strand 

Start 3911 End 

Name OJ990807__33 . 9C03 . C2 . o3 . gs Method 

Start 3911 End 



OJ990807_33. 9C03.C2 

4895 

GENSCAN 

4895 



17211 



GI 


none 


Score 


. 69 




Exons 


3911. .4156, 4181. .4574, 4597 


. . 4895 






Seq. No. 


16642 


Seq. ID 


OJ990807_33.9C03 


.C2 


Gene No. 


35116 


Strand 






Start 


10420 


End 


14341 




Name 


OJ990807 33. 9C03 . C2 . 06 . gs 


Method 


GENSCAN 




Start 


10420 ~ 


End 


14341 




GI 


none 


Score 


.7 




Exons 


10420. .10566, 10578. .10800, 


13359. .14341 




Seq. No. 


16642 


Seq. ID 


OJ990807_33.9C03 


. C2 


Gene No. 


35116 


Strand 






Start 


10420 


End 


14341 




Name 


OJ990807 33.9C03.C2.ol.np 


Method 


AAT/NAP 




Start 


13352 


End 


14320 




GI 


542058 


Score 


481 




Exons 


13352. .14320 








GI Descrip. 


HSR203J protein - common tobacco gi | 444002 | emb | CAA54 393 






(X77136) HSR203J [Nicotiana 


tabacum] 






Seq. No. 


16642 


Seq. ID 


OJ990807_33.9C03 


C2 


Gene No . 


35116 


Strand 






Start 


10420 


End 


14341 




Name 


OJ990807 33.9C03.C2.o4.gp 


Method 


AAT/GAP 




Start . 


13480 


End 


13998 




GI 


uC-osflm202113f08bl 


Score 


985 




Exons 


13480. .13998 








GI Descrip. 


1 542058/pir | IS42807 1.0e-31 


HSR203J protein - common tobacco 




>gi_4 4 4 002_emb_CAA54393_ (X77136) HSR203J [Nicotiana tabacum 


Seq. No. 


16642 


Seq. ID 


OJ990807_33.9C03 


C2 


Gene No . 


35117 


Strand 






Start 


16334 


End 


17341 




Name 


OJ990807 33.9C03.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3930 


End 


17311 




GI 


none 


Score 


68 




Exons 


3930. .4028, 3956.. 4054, 4052 


..4261, 4328. .4378, 4361. .4471, 




4362. .4433, 4475. .4531, 4479 


..4529, 4545. .4688, 4546. .4689, 




4791. .4877, 4792. .4878, 13394 .. 13699, 


13395. .13493, 






13596. .13682, 13697. .13795, 


137 90. .13900, 137 94. .13892, 






13892. .14113, 1398 6. .14105, 


14129. .14206, 14243. .14308, 






16367. .16657, 16368. .16439, 


165 60. .16625, 16710. . 16853, 






16712. . 168 64, 16904. .17107, 


16905. .16991, 17132. . 17203, 






17246. .17311 








Seq. No. 


16642 


Seq. ID 


OJ990807_33. 9C03. 


C2 


Gene No. 


35117 


Strand 






Start 


16334 


End 


17341 




Name 


OJ990807 33.9C03.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


4052 


End 


16852 




GI 


none 


Score 


69 




Exons 


4052. .4327, 4349. .4423, 134 63 .. 13789, 


13778. .13855, 






16400. .16639, 16778. .16852 








Seq. No. 


16642 


Seq. ID 


OJ990807_33. 9C03. 


C2 


Gene No. 


35117 


Strand 







17212 



Start 
Name 
Start 
GI 

Exons 



16334 End 

OJ990807_33 . 9C03 . C2 . o2 . tm Method 

4112 End 

none Score 



17341 

TBLASTX: Maize 

16864 

149 



4112. .4363, 4125. .4400, 4361. .4459, 4362. .4433, 13547 .. 13789, 
13596. .13790, 137 63 .. 13891, 13764 .. 13901, 16520 16645, 
16551. .16628, 167 10 .. 16853, 16712.. 16864 



Seq. No. 16642 
Gene No. 35117 
Start 16334 

Name - OJ990807_33 . 9C03 . C2 . ol . tm 

Start 4475 
GI none 
Exons 4 4 75 . .4 

4806. .4 

13986. . 

16911. . 

17198 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990807 33.9C03.C2 



528, 4545. .4688, 4546. 
907, 4816.. 4887, 13907 
14192, 14243. .14344, 14247 
16976, 16973. .17104, 16973 



17341 

TBLASTX: Maize 
17318 
122 

4689, 4641. .4787, 4702. .4785, 
.13972, 13970. . 14191, 

14345, 16910. .16975, 
17203, 16977. .17207, 



17308, 17201. .17317, 17202.. 17318 



Seq. No. 16642 
Gene No. 35117 
Start 16334 

. Name OJ990807_33 . 9C03 . C2 . ol . tw 

Start 4512 
GI none 

Exons 4512. .4604, 4545.. 4673, 4546. 

4807. .4896, 4815. .4913, 13949 
14246. .14380, 14247 .. 14 318 , 16922 
17165. .17308, 17241.. 17315 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990807 33.9C03.C2 



17341 

TBLASTX: Wheat 
17317 
60 

4671, 4641. .4784, 4714. .4764, 
.14191, 13986. .14192, 

17317, 16926. .17102, 



OJ990807 33.9C03.C2 



Seq. No. 16642 Seq. ID 

Gene No. 35117 Strand 

Start 16334 End 

Name OJ9908 07_33 . 9C03 . C2 . o2 . tc Method 

Start 4554 End 

GI none Score 

Exons 4554. .4721, 4555.-4689, 4812. .4880, 1394 9 . . 1398 1 , 13985 .. 14 101 , 

13986. .14099, 14243 .. 14308, 16904 .. 16951 , 16911 .. 16952 , 

16952. .16984, 16953 .. 16985, 16988 .. 17104 , 17040 .. 17102, 
17075. .17311 



17341 

TBLASTX: Cress 

17311 

87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 



16642 Seq. ID 

35117 Strand 

16334 End 

OJ990807_33 . 9C03 . C2 . o2 . np Method 

16331 End 

5487873 • Score 
16331.. 17323 

(AF110333) PrMC3 [Pinus radiata] 



16642 

35117 

16334 

OJ990807 

16334 

none 



33. 9C03.C2.o7.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33. 9C03.C2 

17341 
AAT/NAP 
17323 
507 



OJ990807_33. 9C03.C2 

17341 
GENSCAN 
17341 
1 



17213 



Exons 


16334. .17341 






Seq. No. 


16643 




Seq. ID 


Gene No. 


35118 




Strand 


Start 


1 




End 


Name 


OJ990807 33.9C03.C3.ol. 


np 


Method 


Start 


1 




End 


GI 


6671947 




Score 


Exons 


1..68, 144. .207 






GI Descrip. 


(AC016795) putative ubiquitin 


carboxyl 




[Arabidopsis thaliana] 






Seq. No. 


16644 




Seq. ID 


Gene No. 


35119 




Strand 


Start 


1478 




End 


Name 


OJ990807 33 . 9C03.C4 .ol . 


gs 


Method 


Start 


1478 ~ 




End 


GI 


none 




Score 


Exons 


1478. .1591, 2352. .2369 






Seq. No. 


16644 




Seq. ID 


Gene No. 


35120 




Strand 


Start 


9391 




End 


Name 


OJ990807 33. 9C03.C4 .o3. 


OS 


Method 


Start 


9391 ~~ 




End 


GI 


none 




Score 


Exons 


9391. .9481, 9563. .9613, 


11803 


..12026 


Seq. No. 


16644 




Seq. ID 


Gene No. 


35121 




Strand 


Start 


4038 




End 


Name 


OJ990807 33.9C03.C4.o2. 


gs 


Method 


Start 


4038 


End 


GI 


none 




Score 


Exons 


4038. .5084 






Seq. No. 


16644 




Seq. ID 


Gene No. 


35121 




Strand 


Start 


4038 




End 


Name 


OJ990807 33. 9C03.C4 .ol. 


np 


Method 


Start 


4050 




End 


GI 


5487873 




Score 


Exons 


4050. .4499, 13332. . 13834 




GI Descrip. 


(AF110333) PrMC3 [Pinus 


radiata] 


Seq. No. 


16644 




Seq. ID 


Gene No. 


35121 




Strand 


Start 


4038 




End 


Name 


OJ990807 33.9C03.C4.oi. 


gp 


Method 


Start 


12700 




End 


GI 


3762775 




Score 


Exons 


12700. . 13214 






Seq. No. 


16644 




Seq. ID 


Gene No. 


35121 




Strand 


Start 


4038 




End 


Name 


OJ990807 33.9C03.C4.o4. 


gs 


Method 



OJ990807_33.9C03.C3 
207 

AAT/NAP 

207 

135 



OJ990807_33.9C03.C4 
+ 

2369 
GENSCAN 
2369. 
.42 



OJ990807_33. 9C03.C4 
+ 

12026 
GENSCAN 
12026 
.51 



OJ990807_33. 9C03.C4 

14997 
GENSCAN 
5084 
.58 



OJ990807_33.9C03.C4 

14997 
AAT/NAP 
13834 
524 



OJ990807_33. 9C03.C4 

14997 
AAT/GAP 
13214 
881 



OJ990807_33.9C03.C4 

14997 
GENSCAN 



17214 



Start 
GI 

Exons 



12843 End 
none Score 
12843. .13778, 14950. .14997 



14997 
.99 



Seq. No. 16644 
Gene No. 35122 
Start' 15974 

Name OJ990807_33 . 9C03 .C4 . o5 . gs 

Start 15974 
GI none 

Exons 15974. .16167, 16596 16726, 

19113. .19187, 19693. .19789, 
20296. .20356, 20640 .. 20799, 
21864. .21964, 22007 .. 22028 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18372 

19952 



OJ990807 33.9C03.C4 



22631 
GEN SCAN 
22469 
.83 

18426, 18646. 
20035, 20072. 



21077. .21169, 21675. 
22030. .22146, 22234. 



.18754, 
.20128, 
.21723, 
.22469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16644 
35122 
15974 
OJ990807 
15986 
5824481 
15986. .1 
17613. .1 
19693. .1 
20664. .2 
fZ74031) 
(SW:DLD1 
EST EMBL 
from thi 



_33. 9C03.C4 .o2 .np 



6093, 16477, 

7675, 17918. 

9789, 19952, 

0778, 21077. 



.16520, 
.18030, 
.20013, 
.21183 



Seq. ID OJ990807_33.9C03.C4 
Strand 

End 22631 

Method AAT/NAP 

End 21183 

Score 416 
16596. .16721, 16936 .. 17021, 
1864 6. .18754, 19113. .19187, 
20092. .20128, 20296 .. 20356, 



Similarity to Yeast D-lactate dehydrogenase 
_YEAST) ; cDNA EST EMBL:C12235 comes from this gene; cDNA 
:C12916 comes from this gene; cDNA EST EMBL:C10532 comes 
s gene; cDNA EST EMBL:C10979 comes... 



16644 
35122 
15974 

OJ990807_33. 9C03 . C4 . o3 . np 
21893 
5306245 
21893. .21996, 22195.. 22631 

(AC006438) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990807_33.9C03.C4 
Strand 

End 22631 

Method AAT/NAP 

End 22631 

Score 156 



16644 
35123 
25077 

OJ990807_33. 9C03.C4 .ol. ts 

4071 

none 

4071. .4391, 4090. .4155, 4252. 
4516. .4569, 4524. .4589, 4617. 
4-941. . 
13146. 
13308. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4335, 4387 
.4808, 4654 



OJ990807 33.9C03.C4 



27686 

TBLASTX: Soybean 
13724 
43 

4458, 4389. .4460, 
4698, 4771. .4827, 



5030, 12910. . 12975, 12921 .. 13145, 13048 .. 13146, 
.13250,, 13206. .13310, 13210 .. 13311, 13282 134 1 6, 
.13415, 13431. . 13634, 13440 .. 13694 , 13644. .13724 



Seq. No. 16644 Seq. ID 

Gene No. 35123 Strand 

Start 25077 End 

Name OJ990807_33 . 9C03 . C4 . 06 . tm Method 

Start 4086 End 

GI none Score 



OJ990807_33.9C03.C4 
27686 

TBLASTX: Maize 

12992 

102 



17215 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4086. .4232, 4087. .4176, 4146. .4232, 12903. .12992 



16644 
35123 
25077 

OJ990807_33. 9C03.C4 .ol . tc 

4173 

none 



Seq. ID OJ990807_33.9C03.C4 
Strand 

End 27686 

Method TBLASTX : Cress 

End 13211 

Score 47 



4173. .4391, 12879. .12992, 12919. .12993, 13047. .13145, 
13048. .13146, 13128. .13211 



Seq. No. 16644 

Gene No. 35123 

Start 25077 

Name OJ990807_33 . 9C03 . C4 . ol . tm 

Start 4239 

GI none 
Exons 



Seq. ID OJ990807_33. 9C03.C4 
Strand 

End 27686 

Method TBLASTX : Mai ze 

End 13422 

Score 160 



4239. .4460, 4252. .4458, 4516. .4569, 4524. .4586, 4527. .4604, 
13053. .13145, 13054. .13146, 13146. . 13301, 13210 .. 13302, 
13311. .13421, 13318.. 13422 



Seq. No. 16644 

Gene No. 35123 

Start 25077 

Name OJ990807_33 . 9C03 . C4 . o3 . tc 

Start 4524 

GI none 
Exons 



Seq. ID OJ990807_33.9C03.C4 
Strand 

End 27686 

Method TBLASTX : Cress 

End 13640 

Score 38 

4524. .4589, 4542. .4571, 4680. .4808, 4681. .4827, 13248 .. 13421 , 
13416. .13487, 134 88. .13640 



Seq. No. 16644 

Gene No. 35123 

Start 25077 

Name OJ9908 07_33 . 9C03 . C4 . o2 . tm 

Start 4611 

GI none 
Exons 



Seq. ID OJ990807_33. 9C03.C4 
Strand 

End 27686 

Method TBLASTX : Maize 

End 13702 

Score 202 

4611. .4808, 4627. .4827, 4872. .4904, 13428 13634 , 13440 .. 13631 , 
13652.. 13702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16644 
35123 
25077 

OJ990807_33. 9C03.C4 .ol.tw 

4644 

none 



Seq. ID OJ990807_33.9C03.C4 
Strand 
End 

Method 
End 
Score 



27686 

TBLASTX: Wheat 

13715 

63 



4644. .4715, 4650. .4808, 4651. .4824, 4858. .4941, 4872. .4946, 
4980. .5030, 13449. . 13634, 134 64 .. 13676, 13653. .13715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1,6644 
35123 
25077 

OJ990807_33. 9C03.C4 .o3.tm 
13841 



none 
13841. 
20685. 
21078. 



.13894, 13877. 
,20780, 20686. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13978, 20684 . .20779, 20685 
20781, 20686. .20781, 21078 



OJ990807 33.9C03.C4 



27686 

TBLASTX: Maize 
22278 
106 

20780, 
21170, 



.21170, 21079. .21171, 21091 .. 2117 1 , 21 663 .. 2174 9, 



17216 





21674 , 


..21712, 21864 


. .21965, 


21866. .21964, 22045 


. .22146, 






22053, 


..22148, 22233 


. .22256, 


22234. .22278 






Seq. No. 


16644 






Seq. ID 


OJ990807 


33. 9C03. 


.C4 


Gene No. 


35123 






Strand 








Start 


25077 






End 


27686 






Name 


OJ990807 33.9C03.C4 


.o2.ts , 


Method 


TBLASTX : 


Soybean 




Start 


15956 






End 


17045 




GI 


none 






Score 


136 






Exons 


15956. 


,.16096, 15969 


. .16094, 


16477. .16521, 16478 


. .16522, 






16591. 


,.16722, 16592 


. .16723, 


16947. . 17045 






Seq. No. 


16644 






Seq. ID 


OJ990807 


_33.9C03, 


,C4 


Gene No. 


35123 






Strand 








Start 


25077 






End 


27686 






Name 


OJ990807 33.9C03.C4 


. o5 . tm 


Method 


TBLASTX : 


Mai ze 




Start 


15974 






End 


16094 






GI 


none 






Score 


114 






Exons 


15974 . 


.16087, 15974 


. .16093, 


15978. .16094 






Seq. No. 


16644 






Seq. ID 


OJ990807 


33. 9C03. 


,C4 


Gene No. 


35123 






Strand 








Start 


25077 






End 


27686 






Name 


OJ990E 


i07_33.9C03.C4 


. o4 . tm 


Method 


TBLASTX: 


Maize • 




Start 


16459 






End 


17028 






GI 


none 






Score 


63 






Exons 


16459. 


.16521, 16477 


. . 16521, 


16478. .16522, 16479 


. .16523, 






16590. 


.16727, 16591 


. . 16728, 


16591. . 16725, 16593 


. .16730, 






16942. 


.17028, 16944 


. . 17021 










Seq. No. 


16644 






Seq. ID 


OJ990807 


33. 9C03. 


,C4 


Gene No. 


35123 






Strand 








Start 


25077 






End 


27686 






Name 


OJ990807 33.9C03.C4 


,o2.tc 


Method 


TBLASTX: 


Cress 




Start 


21077 






End 


22149 






GI 


none 






Score 


97 






Exons 


21077. 


.21172, 21078 


. .21170, 


21672. .21731, 21837 


. .21956, 






21870. 


.21965, 21872 


. .21967, 


21872. .21967, 22056 


. .22145, 






22078. 


.22149 












Seq. No. 


16644 






Seq. ID 


OJ990807 


33. 9C03. 


C4 


Gene No. 


35123 






Strand 








Start 


25077 






End 


27686 






Name 


OJ990807 33.9C03.C4 


. o4 . np 


Method 


AAT/NAP 






Start 


24541 






End 


27686 






GI 


5295950 




Score 


210 






Exons 


24541. 


.24566, 25298 


. .25459, 


25732. .25914, 26017 


. .26536, 






27666. 


.27686 












GI -jDescrip . 


(AB026295) EST AU066268 (S5980 ) corresponds to , 


a region 


of 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


16644 






Seq. ID 


OJ990807 


_33.9C03. 


C4 


Gene No. 


35123 






Strand 








Start 


25077 






End 


27686 






Name 


OJ990807 33.9C03.C4 


. 06 . gs 


Method 


GENSCAN 






Start 


25077 




End 


27275 






GI 


none 






Score 


.65 







17217 



Exons 


25077. .25499, 25772. 


.25927, 


26039. .26911, 27175. 


.27275 




Seq. No. 


16645 




Seq. ID 


OJ990807_ 


33.9C03 


.C5 


Gene No. 


35124 




Strand 


*~ 






Start 


104 




End 


1932 






Name 


OJ990807 33.9C03.C5. 


ol . gs 


Method 


GENSCAN 






Start 


104 




End 


1932 






GI 


none 




Score 


. 97 






Exons 


104. .257, 460. .650, 


1653. .1792, 1869., 


. 1932 






Seq. No. 


16645 




Seq. ID 


OJ990807_ 


33.9C03 


.C5 


Gene No. 


35125 




Strand 








Start 


2654 




End 


2824 






Name 


OJ990807 33.9C03.C5. 


o2 . gs 


Method 


GENSCAN 






Start 


2654 




End 


2824 






GI 


none 




Score 


. 69 






Exons 


2654. .2824 












Seq. No. 


16646 




Seq. ID 


OJ990807_ 


33.9C03 


.C6 


Gene No. 


35126 




Strand 


+ 






Start 


467 




End 


985 






Name 


OJ990807 33.9C03.C6. 


ol . gs 


Method 


GENSCAN 






Start 


467 




End 


985 






GI 


none 




Score 


, 8 






Exons 


467.. 526,. 627.. 654, 


828.. 985 








Seq. No. 


1664 6 




Seq. ID 


OJ990807^ 


33. 9C03 


.C6 


Gene No. 


35127 




Strand 


+ 






Start 


8922 




End 


24103 






Name 


OJ990807 33.9C03.C6. 


o3 . gs 


Method 


GENSCAN 






Start 


8922 




End 


24103 






GI 


none 




Score 


. 77 






Exons 


8 922. .9039, 9125. .9212, 10213. .10339, 


11097. .11191, 






11610. .11701, 11873. 


.11926, 


12768. . 12£ 


!20, 13017. 


. 13084, 






13323. .13398, 13705. 


.13788, 


14339. . 144 


t87, 14921. 


. 15038, 






15129. . 15245, 15496. 


.15716, 


16142. . 16231, 16378. 


. 1-6489, 






16925. .17050, 17125. 


. 17262, 


17354 .. 17404, 17484. 


. 17596, 






18799. .18864, 19128. 


. 19275, 


19563. . 19664, 20041. 


.20113, 






20193. .20359, 20452. 


.20562, 


23168. .23738, 24063. 


.24103 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 



16646 

35127 

8922 

OJ9908 

10146 

250106 

10146. 

11873. 

13705. 

15496. 

17120. 

19563. 

VALYL- 

gi| 100 

[Synec 

16646 



OJ990807_33.9C03.C6 
+ 



07_33.9C03.C6.o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11097 
13017 
14921 
16378 
17491 
20452 

TRNA SYNTHETASE ( VALINE- -TRNA LIGASE) (VALRS) 
1391 |dbj | BAA10881 | (D64006) valyl-tRNA synthetase 
hocystis sp. ] 

Seq. ID OJ990807 33.9C03.C6 



7 

.10339, 
.11926, 
.13788, 
.15716, 
.17242, 
. 19646, 



10895. 
12768. 
14339. 
16142. 
17364. 
20102. 



,10978, 
.12820, 
. 14487, 
.16231, 
.17411, 
.20359, 



. 11191, 
. 13084, 
, 15038, 
.16489, 
, 17596, 
,20556 



24103 
AAT/NAP 
20556 
1305 

11610. 
13329. 
15129. 
16940. 
19128. 



11701, 
13398, 
15245, 
17072, 
19386, 



17218 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35127 Strand 

8922 End 

OJ990807_33 . 9C03 . C6 . ol . gp Method 

16378 End 

LIB3432-058-P1-K1-C7 Score 



+ 

24103 
AAT/GAP 
17594 
871 



16378. . 16489, 16940 17050, 17125 .. 17262 , 17354 17404 , 
17484.. 17594 

'4982399/gb|AAD36880.1|AE001819_3 2.0e-33 (AE001819) valyl-tRNA 
synthetase [Thermotoga maritima] ' 



Seq. No. 16646 Seq. ID OJ990807_33 . 9C03 . C6 

Gene No. 35128 Strand 

Start 886 End 7769 

Name OJ990807_33 . 9C03 . C6 . ol . np Method AAT/NAP 

Start 886 End 4783 

GI 6539553 Score 6380 

Exons 886.. 4783 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ' No. 16646 

Gene No. 35128 

Start 886 

Name OJ990807_33 . 9C03 . C6 . o2 . gs 

Start 1332 

GI none 

Exons 1332.. 2565, 2938.. 3821, 3857, 
7126.. 7309, 7686.. 7769 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33. 9C03.C6 

7769 
GENSCAN 
7769 
.71 



,4726, 4977. .5256, 5396. .5543, 



Seq. No. 


16646 






Seq. ID 


OJ990807 


_33.9C03.C6 


Gene No. 


35129 






Strand 






Start 


22575 






End 


27528 




Name 


OJ990807 33.9C03, 


. C6 .o3 . np 


Method 


AAT/NAP 




Start 


22575 






End 


27528 




GI 


2443320 




Score 


78 




Exons 


22575. 


..22645, 27502. .27528 








GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


16646 






Seq. ID 


OJ990807 


_33.9C03.C6 


Gene No. 


35130 






Strand 






Start 


28612 






End 


29946 




Name 


OJ990807 33.9C03. 


.C6.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


1022 






End 


1497 




GI 


none 






Score 


126 




Exons 


1022. . 


,1135, 1022. 


,.1135, 1054 


. .1137, 1057. .1137, 


1101. .1139, 




1137. . 


,1406, 1140. 


,.1406, 1147 


. . 1407, 1422. . 1496, 


1426. ..J 4.9 7 


Seq. No. 


1664 6 






Seq. ID 


OJ990807 


_33. 9C03.C6 


Gene No. 


35130 






Strand 






Start 


28612 






End 


29946 




Name 


OJ990E 


i07_33.9C03. 


.C6.o6.ts 


Method 


TBLASTX: 


Soybean 


Start 


1149 






End 


1490 




GI 


none 






Score 


97 




Exons 


1149. . 


1358, 1170. 


.1358, 1377 


. .1490, 1384. .1464 





17219 



















Seq. No. 


16646 








Seq. ID 


OJ990807_33.9C03 


.C6 


Gene No. 


35130 








Strand 






o car u 


Zo blZ 








tna 


zy y 4 o 




Name 


OJ990807 33. 


9C03, 


C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


1353 








End 


.1685 




GI 


none 








Score 


208 




Exons : 


1353. .1685, 


1366. 


. 1677, 


1368, 


..1685 






Seq. No. 


16646 








Seq. ID 


OJ990807_33.9C03 


.C6 


Gene No. 


35130 








Strand 






o tar z 










T-> _ _J 

Lna 


zy y 4 b 




Name 


OJ990807 33. 


9C03. 


C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1503 








End 


1848 




GI 


none 








Score 


104 




Exons 


1503. .1847, 


1648 . 


.1848 










Seq. No. 


16646 








Seq. ID 


OJ990807_33. 9C03 


.C6 


Gene No. 


35130 








Strand 
















End 


29946 




Name 


OJ990807 33. 


9C03. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1701 








End 


2246 




GI 


none 








Score 


35 




Exons 


1701. .1907, 


1731. 


.1832, 


1902. 


.2246, 1926. .2099 




"Seq. No. 


16646 








Seq. ID 


OJ990807_33.9C03 


.C6 


Gene No. 


35130 








Strand 






OUdlt 


Z O D±Z 








End 


29946 




Name 


OJ990807 33. 


9C03. 


C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


1782 








End 


2247 




GI 


none 








Score 


56 




Exons 


1782. .2246, 


1897. 


.1995, 


1929. 


.2093, 2065.. 2247 




Seq. No. 


16646 








Seq. ID 


OJ990807_33.9C03 


.C6 


Gene No. 


35130 








Strand 






Start 


28612 . 








End 


29946 




rvalue 








L o 


Method 


TBLASTX: Soybean 




Start 


1917 








End 


2381 




GI 


5509260 








Score 


355. 




Exons 


1917. .2381 














GI Descrip. 


- 














Seq. No. 


16646 








Seq. ID 


OJ990807_33.9C03 


.C6 


Gene No. 


35130 








Strand 






otari 


9 Q £ 1 9 
Z O 0 ± Z 








End 


29946 




Name 


OJ990807 33. 


9C03. 


C6.ol . 


tc 


Method 


TBLASTX: Cress 




Start 


2028 








End 


2288 




GI 


none 








Score 


259 




Exons 


2028. .2288 














Seq. No. 


16646 








Seq. ID 


OJ990807_33. 9C03 


.C6 


Gene No. 


35130 








Strand 






Start 


28612 








End 


29946 




Name 


OJ990807 33. 


9C03. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2301 








End 


3056 




GI 


none 








Score 


496 




Exons 


2301. .3047, 


2301. 


.2534, 


2318. 


.2548, 2572. .3048, 2598. .3056 



17220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene .No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16646 

35130 

28612 

OJ990807 

2706 

none 



33. 9C03.C6.o3.ts 



Seq. ID OJ990807_33. 9C03.C6 
Strand 
End 

Method 
End 
Score 



29946 

TBLASTX : Soybean 

3104 

78 



2706. .2879, 2880. .3104, 2895. .3095, 2926. .3096 



16646 
35130 
28612 

OJ990807_33 . 9C03 . C6 . o7 . tm 

2706 

none 

2706.. 2873, 2892.. 3200, 2926. 



Seq. ID OJ990807_33. 9C03.C6 
Strand 
End 

Method 
End 
Score 
.3117 



29946 

TBLASTX: Maize 

3200 

86 



16646 
35130 
28612 

OJ990807_33. 9C03 . C6 . o5 . tw 
3057 
none 

3057.. 3230, 3057.. 3221, 3058.. 3222 



Seq. ID OJ990807 33.9C03.C6 



Strand 
End 

Method 
End 
Score 



29946 

TBLASTX: Wheat 

3230 

158 



16646 
35130 
28612 

OJ990807_33 ;-9C03 . C6 . o2 . tm 

3521 

none 



Seq. ID OJ990807_33.9C03.C6 
Strand - " 
End 

Method 
End 
Score 



29946 

TBLASTX: Maize 

3843 

387 



3521.. 3688, 3522.. 3836, 3523.. 3816, 3523.. 3843 



16646 
35130 
28612 

OJ990807_33. 9C03 . C6 . o4 . tm .. 

4341 

none 

4341. .4646, 4343. .4654, 4346. 



Seq. ID OJ990807_33. 9C03.C6 
Strand 
End 

Method 
End 
Score 
.4648 



29946 

TBLASTX: Maize 

4654 

267 



Seq. No. 16646 Seq. ID 

Gene No. 35130 Strand 

Start 28612 End 

Name OJ990807_33 . 9C03 . C6 . o4 . tw Method 

Start 4403 End 

GI none Score 

Exons 4403. .4789, 4404. .4778 



OJ990807_33.9C03.C6 
29946 

TBLASTX: Wheat 

4789 

226 



Seq. No. ~' 16646 
Gene No. 35130 
Start 28612 

Name OJ990807_33. 9C03 . C6 . o2 . tc 

Start 10171 
GI none 
Exons 10171, 

11605, 

15498. 



10368, 10214. .10339, 
11703, 11610. . 11693, 
15578, 15499. . 15654, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33.9C03.C6 
29946 

TBLASTX: Cress 

19275 

119 



10892. .10981, 11097. .11192, 
13339. .13395, 14342. .14479, 
1564 6. . 15732, 1 614 0 . . 1 61 90, 



17221 



16185.-16241, 16379. .16498, 16379 164 68 , 16381 .. 16482, 
16940. .17038, 16964. .1704 4, 17128'. .17214, 19174. .19275, 
19188. .19274 



Seq. No. 16646 

Gene No. 35130 

Start 28612 

Name OJ990807_33 . 9C03 . C6 . o5 . ts 

Start 14987 

GI none 
Exons 



29946 

TBLASTX : Soybean 
15573 
89 

14 987. .15040, 14 988. .15041, 14 994. .15041, 15128. .1524 4, 
15129. . 15248, 15129 .. 15245, 15493 15573, 15507. .15572 



Seq. ID OJ990807_33. 9C03.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16646 
35130 
28612 

OJ990807_33.9C03.C6.o3. tm 
15134 



none 
15134 . 
15493, 
16378. 



,15244, 15135. 
,15714, 15509. 
16437, 16379. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
15248, 15135 
15730, 16118 
16435 



OJ990807 33.9C03.C6 



29946 

TBLASTX: Maize 
16437 
190 

15245, 15491. . 15715, 
16237, 16140. .16241, 



Seq. No. 16646 Seq. ID 

Gene No. 35130 Strand 

Start 28612 End - 

Name OJ990807__33 . 9C03 . C6 . 08 . tm Method 

Start 16931 - End 

GI none Score 
Exons 



OJ990807_33.9C03.C6 
29946 

TBLASTX: Maize 

17279 

187 



16931. . 17050, 16932. . 17051, 16937 .. 17050, 16939 17052, 
16939. .17055, 17095 .. 17199, 17122 .. 17175, 17124 17201, 
17161. .172 62, 17166. .1727 9, 17167. .17262 



Seq. No. 16646 

Gene No. 35130 

Start 28612 

Name OJ9908 07_33 . 9C03 . C6 . oil . tm 

Start 17502 

GI . none 

Exons 17 502. .17561, 17503. .17589, 
19128. .19265 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33.9C03.C6 
29946 

TBLASTX: Maize 

19269 

93 



17504. .17584, 19117. .19269, 



Seq. No. 16646 

Gene No. 35130 

Start 28612 

Name OJ990807_33 . 9C03 . C6 . olO . tm 

Start 18171 

GI none 

Exons . 18171. . 18224, 18 17 1 18230, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33.9C03.C6 
29946 

TBLASTX: Maize 

18583 

51 



18307. .18444, 18325. .18444, 



18444. .18494, 18508 .. 18567 , 18509. .18583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16646 

35130 

28612 

OJ990807 

18820 

none 



33.9C03.C6.ol2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33. 9C03.C6 
29946 

TBLASTX: Maize 

19054 

86 



17222 



Exons 



18820. .19053, 18821.. 19054 



Seq. No. 16646 Seq. ID 

Gene No. 35130 Strand 

Start 28612 End 

Name OJ990807_33 . 9C03 . C6 . o2 . ts Method 

Start 19117 End 

GI none - Score 

Exons 19117. .19167, 19128 .. 191 69, 19162 

19363. .19473, 19563 .. 19616, 19565 



19281, 
19615 



OJ990807_33. 9C03.C6 
29946 

TBLASTX : Soybean 

19616 

55 

19164. .19280, 



Seq. No. 16646 Seq. ID 

Gene No. 35130 Strand 

Start 28612 End 

Name OJ990807_33 . 9C03 . C6 . o9 . tm Method 

Start 19363 End 

GI none Score 

Exons 19363. .19473, 1937 1 .. 19475, 19552 19650, 19555 

19556. .19663, 1 9562 .. 19663, 19563 .. 19664 , 20011 

20022. .20114 



OJ990807 33.9C03.C6 



29946 

TBLASTX: Maize 
20114 
142 

19650, 
20112, 



Seq. No. 16646 

Gene No. 35130 

Start 28612 

Name OJ990807_33 . 9C03 . C6 . ol . tm 

Start 20191 

GI none 

Exons 20191. .20358, 20192 .. 20359, 
20452. .20583, 20454. .20612 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33. 9C03.C6 
29946 

TBLASTX: Maize 

20616 

140 



20195. .20350, 20452 20616, 



Seq. No. 


16646 




Gene No. 


35130 




Start 


28612 




Name 


OJ990807 33. 


9C03.C6.o4. 


Start 


28612 




GI 


none 




Exons 


28612. .28722 


, 28795. .28 


Seq. No. 


16647 




Gene No. 


35131 




Start 


1792 




Name 


OJ990807 33. 


9C03.C7.o2. 


Start 


1792 




GI 


none 




Exons 


1792. .1915, 


2953. .3059, 




5216. .5331, 


5876. .5974, 



Seq. ID OJ990807_33. 9C03.C6 
Strand 

End 29946 

gs Method GENSCAN 

End 29946 

Score .84 
924, 29879. .29946 

Seq. ID OJ990807_33. 9C03.C7 

Strand + 

End 7298 

gs Method GENSCAN 

End 6263 

Score .86 
3373. .3448, 3876. .4023, 4447. .4568, 
6154. .6263 



Seq. No. 16647 
Gene No. 35131 
Start 1792 

Name OJ990807_33 . 9C03 . C7 . ol . np 

Start 2835 
GI 6671947 
Exons- 2835. .2891, 

4712. .4930, 

6473. . 6553, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3382.. 3448, 3876.. 4023, 
5027.. 5135, 5216.. 5331, 
7275. .7298 



OJ990807_33. 9C03.C7 
-t 

7298 
AAT/NAP 
7298 
1772 

4129. .4286, 4365. .4630, 
5876. .5974, 6154 . . 6263, 



GI Descrip. (AC016795) putative ubiquitin carboxyl-terminal hydrolase 



17223 



[Arabidopsis thaliana] 



Seq. No. 16647 Seq. ID 

Gene No. 35132 Strand 

Start 27 End 

Name OJ990807_33 . 9C03 . C7 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27 . . 766 



OJ990807_33.9C03.C7 
766 

GEN SCAN 

766 

.65 



Seq. No. 16647 

Gene No. 35133 

Start 2922 

Name OJ990807_33 . 9C03 . C7 . o2 . tm 

Start 2922 

GI none 

Exons 2922.. 2960, 3020.. 3136, 3868. 

3903. .4028, 4127. .4183, 4129. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4023, 3869 
.4185, 4130 



OJ990807 33.9C03.C7 



4426 

TBLASTX: Maize 
4185 
72 

,4024, 3869. .4042, 

.4183 



Seq. No. 16647 

Gene No. 35133 

Start 2922 

Name OJ990807_33 . 9C03 . C7 . ol . ts 

Start 3875 

GI none 

Exons 3875.. 4024, 3886.. 4035, 3895. 

4355. .4426, 4363. .4422 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33.9C03.C7 
4426 

TBLASTX : Soybean 

4426 

184 



,4035, 4129.. 4284, 4130 .. 4285;,- 



Seq. No. 16647 

Gene No. 35133 

Start 2922 

Name OJ990807_33 . 9C03 . C7 . o3 . tc 

Start 3880 

GI none 
Exons 



Seq. ID OJ990807_33. 9C03.C7 
Strand 
End 

Method 
End 
Score 



4426 

TBLASTX: Cress 

4201 

175 



3880. .4035, 3881. .4024, 4128. .4196, 4129. .4200, 4130. .4201 



Seq. No.. 16647 
Gene No. 35134 
Start 4387 

Name OJ990807_33 . 9C03 . C7 . ol . tm 

Start 4387 
GI none 
Exons 4387, 

4424, 

4710, 

5030. 

5875. 



,4422, 4387. .4428, 4391. 

,4630, 4425. .4631, 4534. 

,4931, 4711. .4932, 4711. 

,5134, 5214. .5357, 5215. 

,5973, 6130.. 6261, 6130. 



Seq. ID OJ990807_33.9C03.C7 
Strand 

End 6570 

Method TBLASTX : Mai ze 

End 6570 

Score 52 

.4444, 4402. .4500, 4421. .4630, 
.4632, 4709. .4930, 4710. .4931, 
.4947, 5029. .5133, 5029. .5133, 
.5331, 5872. .5973, 5873. .5977, 
.6261, 6152. .6292, 6465. .6548, 



6470-. . 6532, 6472. . 6570 



Seq. No. . 16647 

Gene No. 35134 

Start 4387 

Name OJ990807_33. 9C03 . C7 . ol . tc 

Start 4430 

GI none 

Exons 4430. .4630, 4433. .4630, 4534 
4711. .4881 



Seq. ID OJ990807_33.9C03.C7 
Strand 

End 6570 

Method TBLASTX : Cress 

End 4882 

Score 318 

.4632, 4540. .4638, 4709. .4882, 



17224 



Seq. No. 16647 

Gene No. 35134 

Start 4387 

Name OJ990807_33 . 9C03 . C7 . o2 . ts 

Start 4543 

GI none 

Exons 4543.. 4638, 4544.. 4630, 4546. 
4711. .4881 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_33.9C03.C7 
6570 

TBLASTX : Soybean 

4887 

160 



4632, 4709. .4885, 4711. .4887, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16647 
35134 
4387 

OJ990807_33. 9C03.C7 ,o2. tc 

4883 

none 

4883. .4930, 4885. .4929, 5024. 
5214.. 5357, 5215.. 5331, 5222, 

16647 
35134 
4387 

OJ990807_33. 9C03 . C7 . o3 . ts 

4888 

none 

4888. .4929, 4889. .4930, 5023, 
5214.. 5357, 5215.. 5331, 5219. 
5874. .5969, 5875. .5970, 6130. 
6465. .6551, 6470. .6529, 6510. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990807 33.9C03.C7 



6570 

TBLASTX: Cress 
5962 
72 

5134, 5024. .5110, 5026. .5133, 
5335, 5873.. 5962, 5875.. 5961 



Seq. ID OJ990807_33.9C03.C7 
Strand 

End 6570 

Method TBLASTX : Soybean 

End 6557 

Score 62 

.5133, 5024. .5134, 5026.. 5133, 
.5335, 5872. .5970, 5873.. 5977, 
,6261, 6130. .6261, 6158. .6262, 
.6557 



Seq. No. 16647 

Gene No. 35134 

Start 4387 

Name OJ990807_33 . 9C03 . C7 . o4 . tc 

Start 6130 

GI none 

Exons 6130.. 6261, 6130.. 6261, 6158. 
6510. .6557 



Seq. ID OJ990807_33. 9C03.C7 
Strand 

End 6570 

Method TBLASTX : Cress 

End 6557 

Score 187 

.6262, 6470. .6523, 6471. .6551, 



Seq. No. 16648 Seq. ID 

Gene No. 35135 Strand 

Start 1 End 34 0 

Name OJ990807_35 . 9C17 . CI . ol . gp Method AAT/GAP 

Start 1 End 340 

GI 28932_1.R1084 Score 571 

Exons 1. .340 

GI Descrip. 1 1839188 2.0e-39 (U86081) root hair defective 3 
thaliana] ' 



OJ990807_35. 9C17.C1 
+ 



[Arabidopsis 



Seq. No. 16648 Seq. ID 

Gene No. 35135 Strand 

Start 1 . End 

Name OJ990807_35 . 9C17 . CI . ol . gs Method 

Start 82 End 

GI none Score 

Exons 82 . . 282 



OJ990807_35. 9C17.C1 
+ 

340 

GEN SCAN 

282 

.81 



17225 



Seq. No. 


16649 


Seq. ID 


OJ990807 


_35.9C17.C2 


Gene No. 


35136 


Strand 


+ 




Start 


757 


End 


1326 




Name 


OJ990807 35 . 9C17 . C2 . ol .as 


Method 


GENSCAN 




Start 


757 _ 


End 


1326 




GI 


none 


Score 


. 91 




Exons 


757 . . 1326 








Seq. No. 


16650 


Seq. ID 


OJ990807_ 


_35.9C17.C3 


Gene No. 


35137 


Strand 


+ 




Start 


228 


End 


482 




Name 


OJ990807 35 9C17 C3 ol as 


Method 


GENSCAN 




Start 


228 ~~ 


End 


482 




GI 


none 


Score 


. 54 




F.xon s 

j_j *\ 1 i fc-J 


228 . . 482 








Sea. No. 


16650 


Seq. ID 


OJ990807 


35. 9C17 ,C3 


Gene No . 


35138 ; 


Strand 


+ 




Start 


1083 


End 


12182 




Name 


OJ990807 35. 9C17 . C3 . ol . np 


Method 


AAT/NAP 




Start 


1083 


End 


12182 




GI 


5734621 


Score 


192 




F. x on s 


1083. .1180, 11535. .11644, 


11931. . 12182 






GT DpsrriD 

«l J— s v-» J- J- » 


(AP000391) ESTs AUO'67992 (C11433) ,AU077424 (C11433) correspond 




a region of the predicted gene.; Similar to ABC 


transporter- 




(U43892) [Oryza sativa] 








Seq. No. 


16650 


Seq. ID 


OJ990807_ 


_35.9C17.C3 


Gene No. 


35138 


Strand 


+ 




Start 


1083 


End 


12182 




Name 


OJ990807 35. 9C17 . C3 . o3 . gs 


Method 


GENSCAN 




Start 


3965 


End 


9113 




GI 


none 


Score 


.56 




Exons 


3965. .3972, 4748. .4861, 5445. .5736, 591 


8. .6054, 


7461. .7643, 



8954 . . 9113 

Seq. No. 16650 
Gene No. 35139 
Start 16975 

Name OJ990807_35 . 9C17 . C3 . o2 . np 

Start 16930 
GI 1839188 
Exons 16930. .17074, 

18535. .18598, 

19125. .19181, 

20228. .20306, 

21919. .22015, 

22995. .23091, 



17374. .17440, 
18683. .18748, 
19329. .19487, 
20679. .20844, 
22105. .22266, 
23381. .23438, 



Seq. ID OJ990807_35. 9C17 .C3 

Strand + 

End 24291 

Method AAT/NAP 

End 23629 

Score 1669 
1758 6. . 17 688, 18345. . 18415, 
188 60. .18 907, 18 988 .. 19050, 
19621. .19689, 1 97 68 .. 198 60, 
21272. .21396, 21535 .. 21797, 
22350. .22454, 22775 .. 22869, ' 
23471. .23629 



GI Descrip. (U86081) root hair defective '3 [Arabidopsis thaliana] 



Seq. No. 16650 

Gene No. 35139 

Start 16975 

Name OJ990807_35 . 9C17 . C3 . 06 . gs 

Start 16975 

GI none 
Exons 



Seq. ID OJ990807_35. 9C17 .C3 

Strand + 

End 24291 

Method GENSCAN 

End 24291 

Score .76 



16975. .17074, 17374 .. 174 4 0, 18263. .18415, 18535. .18598, 



17226 






18860. .18907, 18988 


. .19050, 


19125. .19181, 19329 


. . 19487, 






19621. . 19689, 20105 


. .20133, 


20228. .20306, 20679 


. . 20844, 






21272. .21361, 21662 


. .21797, 


21919. .22015, 22105 


. .22266, 






22350. .22454, 22775 


. .22869, 


22995. .23091, 23381 


. . 23596, 






24220. .24291 












Seq. No. 


16650 




Seq. ID 


OJ990807 


35 . 9C17 


.C3 


Gene No. 


35139 




Strand 


+ 






Start 


16975 




End ' 


24291 






Name 


OJ990807 35.9C17.C3 


. ol . gp 


Method 


AAT/GAP 






Start 


22180 




End 


23684 






GI 


28932 1.R1084 




Score 


1265 






Exons 


22180. .22266, 22350 


. .22454, 


22775.-22869, 22995 


. .23091, 






23381. .23684 












GI Descrip. 


•1839188 2.0e-39 (U86081) root hair defective 3 


[Arabidops 




thaliana] ' 












Seq. No. 


16650 




Seq. ID 


OJ990807 


35 . 9C17 


.C3 


Gene No. 


35140 




Strand 


+ 






Start 


30326 




End 


32919 






Name 


OJ990807 35.9C17.C3 


. o3 . gp 


Method 


AAT/GAP 






Start 


30258 




End 


31867 






GI 


450 1.R1084 




Score 


1509 






Exons 


30258 . . 30680, 31277 


. . 31321, 


31478. .31867 






GI Descrip. 


1 283006/pir | IS28608 


9.0e-37 


osc6 protein - rice 






Seq. No. 


16650 




Seq. ID 


OJ990807_ 


35 . 9C17 


.C3 


Gene No. 


35140 




Strand 


+ 






Start 


30326 




End 


32919 






Name 


OJ990807 35.9C17.C3 


. o4 .np 


Method 


AAT/NAP 






Start 


30326 


End 


31327 






GI 


283006 




Score 


544 






Exons 


30326. .30680, 31277 


. .31327 










GI Descrip. 


osc6 protein - rice 












Seq. No. 


16650 




Seq. ID 


OJ990807_ 


35 . 9C17 


.C3 


Gene No. 


35140 




Strand 


+ 






Start 


30326 




End 


32919 






Name 


OJ990807 35.9C17.C3 


.o9.gs 


Method 


GENSCAN 






Start 


30326 




End 


32919 






GI 


none 




Score 


.61 






Exons 


30326. .30680, 32288 


. .32388, 


32659.. 32919 






Seq. No. 


16650 




Seq. ID 


OJ990807_ 


_35.9C17 


.C3 


Gene No. 


35141 




Strand 


+ 






Start 


34749 




End 


37802 






Name 


OJ990807 35.9C17.C3 


. o5 . np 


Method 


AAT/NAP 






Start 


34749 




End 


37802 






GI .. 


6498436 




Score 


267 






Exons 


34749..34797, 37173 


. .37418, 


37672. .37802 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16650 




Seq. ID 


OJ990807_ 


_35. 9C17 


.C3 


Gene No. 


35141 




Strand 


+ 






Start 


34749 




End 


37802 






Name 


OJ990807 35.9C17.C3 


o4 . gp 


Method 


AAT/GAP 






Start 


35904 




End 


36335 







17227 



GI 


2428185 


Score 


Exons 


35904. .36335 




GI Descrip. 


5852170/emb|AL117265. 1 IOST17804 l.Oe- 




indica (GLA4 ) genomic DNA, 


chromosome 


Seq. No. 


16650 


Seq. ID 


Gene No. 


35141 


Strand 


Start 


34749 


End 


Name 


OJ990807 35. 9C17 . C3 . o5 . gp 


Method 


Start 


36881 


End 


GI 


LIB34 33-026-P1-K1-C1 


Score 


Exons 


36881. .37053 




GI Descrip. 


1 5852170/emb| AL1172 65. 1 IOST17804 l.Oe- 




indica (GLA4 ) genomic DNA, 


chromosome < 


Seq. No. 


16650 


Seq. ID 


Gene No. 


35142 


Strand 


Start 


821 


End 


Name 


OJ990807 35.9C17.C3.o2.gs 


Method 


Start 


821 


End 


GI 


none 


Score 


Exons 


821. .953, 1097. .1210, 1579. .1609, 361! 


Seq. No. 


16650 


Seq. ID 


Gene No. 


35143 


Strand 


Start -*■ 


11397 


End 


Name 


OJ990807 35.9C17.C3.o4.gs 


Method 


Start 


11397 


End 


GI 


none 


Score 


Exons 


11397. .11975 




Seq. No. 


16650 


Seq. ID 


Gene No. 


35144 


Strand 


Start 


25793 


End 


Name 


OJ990807 35.9C17.C3.o2.gp 


Method 


Start 


25343 


End 


GI 


840 1.R1084 


Score 


Exons 


25343.. 27033 




GI Descrip. 


M105681 1.0e-141 (AF049348) unknown | 


Seq. No. 


16650 


Seq. ID 


Gene No. 


35144 


Strand 


Start 


25793 


End 


Name 


OJ990807 35. 9C17 . C3 . o3 . np 


Method 


Start 


25792 


End 


GI 


4105681 


Score 


Exons 


25792. .26971 




GI Descrip. 


(AF049348) unknown [Oryza 


sativa] 


Seq. No. 


16650 


Seq. ID 


Gene No. 


35144 


Strand 


Start 


25793 


End 


Name 


OJ990807 35. 9C17 . C3 . o7 . gs 


Method 


Start 


25793 


End 


GI 


none 


Score 


Exons 


25793. .26971 





705 



OJ990807_35.9C17.C3 
+ 

37802 
AAT/GAP 
37053 
258 



OJ990807_35.9C17.C3 

3700 
GENSCAN 
3700 
.59 



OJ990807_35. 9C17.C3 

11975 
GENSCAN 
11975 
.66 



OJ990807_35.9C17.C3 

2703.3 
AAT/GAP 
27033 
3319 



OJ990807_35. 9C17.C3 

27033 
AAT/NAP 
26971 
2223 



OJ990807_35.9C17.C3 

27033 
GENSCAN 
26971 
.99 



17228 



Seq. No. 16650 
Gene No. 35145 
Start 34522 

Name OJ990807_35 . 9C17 . C3 . o4 . tm 

Start 17035 
GI none 
Exons 17035. .17088, 

17584. .17685, 

18536. .18601, 



17372. . 17440, 
18342. .1841-6, 
18682. .18747, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17373. . 17441, 
18344. .18409, 



OJ990807 35.9C17.C3 



39579 

TBLASTX: Maize 
18913 
69 

17578 
18532 



18701. .18748, 18857, 



17688, 
18600, 
18913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16650 
35145 
34522 

OJ990807_35 . 9C17 . C3 . ol . tc 
18544 
none 
18544 
18824 

19124. .19183, 19322 



OJ990807 35.9C17.C3 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

18600, 18545. .18601, 1867 6 .. 1874 4 , 18701 .. 1874 8 , 
18919, 18985. .19053, 18985 .. 19074 , 19116 .. 19184 , 
19498, 19326. .19499, 19621 19689, 



39579 

TBLASTX: Cress 

20828 

82 



19623. .19679, 19808 198 61, 20184 20309, 20670.. 20828 



16650 
35145 
34522 

OJ990807_35. 9C17 .C3 . ol . ts 
19006 
none 

19006. .19053, 19116. .19211, 19322 .. 194 8 9, 19326 
19621. . 19689, 19623 19688 , 19765 .. 19791 , 19807 



Seq. ID OJ990807_35.9C17.C3 
Strand 

39579 

TBLASTX: Soybean 
21372 
48 

19499, 
19878, 



End 

Method 

End 

Score 



20207. .20293, 20226 .. 20315, 20661 .. 20831 , 20663 .. 20830, 
21268. /21372 



Seq. No. 16650 

Gene No. 35145 

Start 34522 

Name OJ990807_35 . 9C17 .C3 . o5 . tm 

Start 19380 

GI none 

Exons 19380. .19499, 19380 .. 194 90, 
' 19621. .19689 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_35.9C17.C3 
39579 

TBLASTX: Maize 

19689 

177 



19382. .19498, 19618 19689, 



Seq. No. 16650 Seq. ID 

Gene No. 35145 Strand 

Start 34522 End 

Name OJ990807_35 . 9C17 . C3 . ol . tm Method 

Start 20685 End 

GI none Score 
Exons 



OJ990807_35.9C17.C3 
39579 

TBLASTX: Maize 

22017 

60 



20685. .20744, 2068 9 .. 20748 , 20691 .. 20747 , 20713 .. 2074 8 , 

20750. .20836, 20751 .. 20840, 20755 .. 20850 , 20755 .. 20850, 

21280. .21333, 21325 .. 21396, 21526 217 98 , 21534 21797 , 

21908. .22012, 21916 .. 22011, 21917 .. 22012 , 21919.. 22017 



Seq. No. 16650 Seq. ID 

Gene No. 35145 Strand 

Start 34522 End 

Name OJ990807_35 . 9C17 .C3 . o2 . ts Method 

Start 21712 End 



OJ990807_35.9C17.C3 
39579 

TBLASTX: Soybean 
22176 



17229 




GI 


none 








Score 95 






Exons 


21712. 


.21798, 


21714 


. .21797, 


21908. . 


22030, 


21916. 


.22044, 




22105. 


.22176, 


22113 


. .22172 










Seq. No. 


16650 








Seq. 


ID OJ990807 


35.9C17 


Gene No. 


35145 








Strand 






Start 


34522 








End 


39579 




Name 


OJ990807 35.9C17.C3, 


.o2. tm 


Method TBLASTX: Maize 


Start - 


25829 




.... 




End 


26872 




GI 


none 








Score 4 6 






Exons 


25829. 


.25915, 


25841, 


. .25915, 


25841. . 


25915, 


25844 . 


.25912, 




25863. 


.25904, 


25866. 


. .25904, 


25866. . 


25904, 


25976. 


.26059, 




25976. 


.26041, 


25979. 


. .26059, 


25997. . 


26074, 


25997. 


.26074, 




25998. 


.26048, 


25998. 


. .26048, 


25998. . 


26060, 


26033. 


.26059, 




26126. 


.26209, 


26126. 


. .26203, 


26126. . 


26206, 


26126. 


.26212, 




26138. 


.26191, 


26144 , 


. .26209, 


26177. . 


26209, 


26252. 


.26335, 




26252. 


.26317, 


26252, 


. .26344, 


26252. . 


26332, 


26261. 


.26350, 




26270. 


.26335, 


-26303, 


. .26344, 


26390. . 


26467, 


26390. 


.26449, 




26390. 


.26545, 


26402. 


. .26452, 


26405. . 


26503, 


26405. 


.26596, 




26405. 


.26518, 


26418. 


. .26504, 


26435. . 


26467, 


26477. 


.26569, 




26505. 


.26561, 


26507 . 


, .26569, 


26516. . 


26587, 


26525. 


.26638, 




26570. 


.26587, 


26627. 


, .26677, 


26627. . 


26665, 


26627. 


.26671, 




26639. 


.26683, 


26816. 


.26872 










Seq. No. 


16650 








Seq. 


ID OJ990807 


35.9C17 


Gene No. 


35145 








Strand 






Start 


34522 








End 


39579 




Name 


OJ990807 35.9C17.C3. 


. olO . gs 


Method GENSCAN 




Start 


34522 






End 


39579 




GI 


none 








Score 


.77 






Exons 


34522. 


.35097, 


35099. 


.35446, 


36227. . 


36310, 


36863. 


.36942, 




37245. 


.37566, 


37660. 


.37737, 


39122. . 


39504, 


39561. 


.39579 



Seq. No. 16650 Seq. ID 

Gene- No. 35146 Strand 

Start 39835 End 

Name OJ990807_35 . 9C17 . C3 . ol . tw Method 

Start 39835 End 

GI none Score 
Exons 



OJ990807_35. 9C17.C3 
40090 

TBLASTX: Wheat 

40090 

60 



39835. .39894, 39853 .. 39891, 39885 .. 4 0070 , 39896 .. 40081, 
39898. .40089, 39899. .40090 



Seq. No. 16650 

Gene No. 35147 

Start 40322 

Name OJ990807_35 . 9C17 . C3 . o3 . tm 

Start 40322 

GI ' none 

Exons 40322 
40495 



OJ990807 35.9C17.C3 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

40414, 40387. .40467, 4 0388 .. 4 0612 , 40398 .. 40565, 
40605, 40618. .40662, 40619. .40669 



40669 

TBLASTX: Maize 

40669 

75 



Seq. No. 16651 Seq. ID 

Gene No. 35148 Strand 

Start 1580 End 

Name OJ990807_35 . 9C17 . C5 . ol . np Method 

Start 1580 End 

GI 5852172 Score 



OJ990807_35.9C17.C5 
+ 

1718 
AAT/NAP 
1718 
102 



17230 



Exons 1580.. 1718 

GI Descrip. (AL117265) zhb0002.1 [Oryza sativa] 



Seq. No. 16651 Seq. ID 

Gene No. 35149 Strand 

Start 1604 End 

Name OJ990807_35 . 9C17 . C5 . o2 . gs Method 

Start 1604 End 

GI none Score 

Exons 1604.. 1741, 1945.. 2035 



OJ990807_35.9C17.C5 

2035 

GENSCAN 

2035 

.57.,;. 



Seq. No. 16652 Seq. ID 

Gene No. 35150 Strand 

Start 2214 End 

Name OJ990807_35 . 9C17 . C6 . o2 . gs Method 

Start 2214 End 

GI none Score 

Exons 2214 . . 3832 



OJ990807_35.9C17.C6 
+ 

4412 
GENSCAN 
3832 
.73 



Seq. No. 


16652 


Seq. ID 


OJ990807 


_35. 9C17 


.C6 


Gene No. 


35150 


Strand 


+ 






Start 


2214 


End 


4412 






Name 


OJ990807 35.9C17.C6.o2.np 


Method 


AAT/NAP 






Start 


2391 


End 


4412 






GI 


2244842 


Score 


1075 






Exons 


2391.. 2542, 2589.. 2996, 3039. 


.3465, 3520.. 3835, 


4360. .4412 


GI Descrip. 


(Z97337) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


16652 


Seq. ID 


OJ990807 


_35. 9C17 


.C6 


Gene No. 


35151 


Strand 








Start 


1 


End 


828 






Name 


OJ990807 35.9C17.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


789 






GI 


4587567 


Score 


133 






Exons 


1..59, 463. .789 










GI Descrip. 


(AC006550) F10O3.7 [Arabidopsis thaliana] 






Seq. No. 


16652 


Seq. ID 


OJ990807 


_35. 9C17 


.C6 


Gene No. 


35151 


Strand 








Start 


1 


End 


828 






Name 


OJ990807 35.9C17.C6.ol.gs 


Method 


GENSCAN 






Start 


49 


End 


828 






GI 


none 


Score 


.84 






Exons 


49. .305, 468. .828 











Seq. No. 16652 

Gene No. 35152 

Start 2457 

Name OJ990807_35 . 9C17 . C6 . ol . tc 

Start 2457 

GI none 
Exons 



Seq. ID OJ990807_35. 9C17.C6 
Strand 

End 3830 

Method TBLASTX: Cress ' 

End 3728 

Score 85 



2457. .2591, 2727. .2939, 3336. .3464, 3428. .3727, 3474. .3728 



Seq. No. 16652 

Gene No. 35152 

Start 2457 

Name OJ990807 35 . 9C17 . C6 . o2 . tm 



Seq. ID OJ990807_35. 9C17.C6 
Strand 

End 3830 

Method TBLASTX : Maize 



17231 




Start 


2631 








End 


3464 




GI 


none 








Score 


107 




Exons 


2631. .2861, 


2760. 


.2861, 


2853. 


.3059, 2864.. 3058, 3033.. 3161 




3051. .3155, 


3144 . 


.3350, 


3279. 


.3464, 3366. .3458 




Seq. No. 


16652 








Seq. ID 


OJ990807_35.9C17 


.C6 


Gene No. 


35152 








Strand 






Start 


2457 








End - 


3830 




Name 


OJ990807 35 


.9C17. 


C6.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


2646 








End 


3599 




GI 


none 








Score 


107 




Exons 


2646. .2906, 


2865. 


.3206, 


2996. 


.3067, 3126.. 3452, 3290.. 3415, 




3453. .3599 














Seq. No. 


16652 








Seq. ID 


OJ990807 35.9C17 


.C6 


Gene No. 


35152 








Strand 






Start 


2457 








End 


3830 




Name 


OJ990807 35 


.9C17. 


C6.ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


3483 








End 


3830 




GI 


none 








Score 


275 




Exons 


3483. .3830, 


3521. 


.3829 










Seq. No. 


16652 








Seq. ID 


OJ990807_35.9C17 


.C6 


Gene No. 


35152 








Strand 






Start 


2457 








End 


3830 




Name 


OJ990807 35 


. 9C17 . 


C6.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


3541 








End 


3824 




GI 


none 








Score 


379 




Exons 


3541. . 3807, 


3542. 


.3823, 


3543. 


.3824 






Seq. No. 


16653 








Seq. ID 


OJ990807_35.9C17, 


.C7 


Gene No. 


35153 








Strand 


+ 




Start 


1 








End 


171 




Name 


OJ990807 35 


.9C17. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


171 




GI 


2244842 








Score 


202 




Exons 


1. . 171 














GI Descrip. 


(Z97337) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


16653 








Seq. ID 


OJ990807_35.9C17. 


■ C7 


Gene No. 


35154 








Strand 


+ 




Start 


2298 








End 


3493 




Name 


OJ990807 35 


.9C17. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


2298 








End 


3493 




GI 


none 








Score 


. 99 




Exons 


2298. .2575, 


2668. 


.3493 










Seq. No. 


16653 








Seq. ID 


OJ990807_35.9C17. 


.C7 


Gene No. 


35155 








Strand 






Start 


6028 ; 








End 


9967 




Name 


OJ990807 35 


. 9C17. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3 








End 


174 




GI 


none 








Score 


216 




Exons 


3. .173, 7..: 


174, 7 


. .174 










Seq. No. 


16653 








Seq. ID 


OJ990807_35.9C17. 


,C7 


Gene No. 


35155 








Strand 







17232 




Start 


6028 








End 


9967 




Name 


OJ990807 35 


. 9C17 


.C7.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


4 








End 


174 




GI 


none 








Score 


197 




Exons 


4. .174, 34. 


. 174 












Seq. No. 


16653 








Seq. ID 


OJ990807_35. 9C17 


.C7 


Gene No. 


35155 








Strand 






Start 


6028 








End 


9967 




Name 


OJ990807 35, 


. 9C17 


,C7.o2. 


tm 


Method 


TBLASTX: Maize " 




Start 


7 








End 


177 




GI 


none 








Score 


196 




Exons 


7. .174, 19., 


. 177 












Seq. No. 


16653 








Seq. ID 


OJ990807_35. 9C17 


.C7 


Gene No. 


35155 








Strand 






Start 


6028 








End 


9967 




Name 


OJ990807 35, 


. 9C17 


,C7.o2. 


np 


Method 


AAT/NAP 




Start 


4935 








End 


6339 




GI 


2462640 








Score 


277 




Exons 


4935. .4968, 


6050 


. .6339 










GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 




Seq. No. 


16653 








Seq. ID 


OJ990807_35. 9C17 


,C7 


Gene No. 


35155 








Strand 






Start 


6028 • 








End 


9967 




Name 


OJ990807_35. 


.9C17 


.C7.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


5682 








End 


5999 




GI 


none 








Score 


103 




Exons 


5682. . 5864, 


5892 


. .5999 










Seq. No. 


16653 








Seq. ID 


OJ990807_35. 9C17 


,C7 


Gene No. 


35155 








Strand 






Start 


6028 








End 


9967 




Name 


OJ990807 35, 


, 9C17 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


6028 








End 


9737 






none 








Score 


. 45 




Exons 


6028. . 6555, 


8961 


. .9203, 


9237. . 


,9737 






Seq. No. 


16653 








Seq. ID 


OJ990807_35. 9C17 


.C7 


Gene No. 


35155 








Strand 






Start 


6028 








End 


9967 




Name 


OJ990807 35. 


. 9C17 


,C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6148 








End 


6537 




GI 


none 








Score 


88 




Exons 


6148. .6396, 


6421 


. .6537 










Seq. No. 


16653 








Seq. ID 


OJ990807_35. 9C17 


.C7 


Gene No. 


35155 








Strand 






Start 


6028 








End 


9967 ' 




Name 


OJ990807 35. 


9C17 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7000 








End 


7410 




GI 


none 








Score 


118 




Exons 


7000. . 7410, 


7244 


. .7399 










Seq. No. 


16653 








Seq. ID 


OJ990807_35. 9C17 


.C7 


Gene No. 


35155 








Strand 







17233 



Start 6028 End 

Name OJ990807_35 . 9C17 . C7 . o5 . np Method 

Start 8542 End 

GI 5852084 Score 

Exons 8542.. 8664, 9917.. 9967 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



9967 
AAT/NAP 
9967 
84 



Seq. No. 16654 Seq. ID 

Gene No. 35156 Strand 

Start 268 End 

Name OJ990807_35 . 9C17 . C8 . ol . gp Method 

Start 268 End 

GI none Score 

Exons 268.. 563, 1084.. 1158 



OJ990807_35. 9C17 .C8 
+ 

1158 
AAT/GAP 
1158 
579 



Seq. No. 


16654 


Seq. ID 


OJ990807_35.9C17.C8 


Gene No. 


35157 


Strand 




Start 


33 - 


End 


6341 


Name 


OJ990807 35. 9C17 . C8 . ol . np 


Method 


AAT/NAP 


Start 


33 


End 


2112 


GI 


2665536 


Score 


307 


Exons 


33. .295, 579. .696, 766. .825, 


1185. .1316, 1957. .2112 


GI Descrip. 


(AF027808) HCF106 precursor 


protein [Zea mays] 


Seq. No. 


16654 


Seq. ID 


OJ990807_35.9C17.C8 


Gene No. ' 


35157 


Strand 




Start 


33 


End 


6341 


Name 


OJ990807 35.9C17.C8.ol.gs 


Method 


GENSCAN 


Start 


576 


End 


6341 


GI 


none 


Score 


.47 


Exons 


576. .696, 766. .825, 1185. .1306, 1917.. 


2025, 3622.. 3733, 




3856. .4128, 4271. .4338, 5205 


..5300, 5924. .6016, 6282. .6341 


Seq. No. 


16654 


Seq. ID 


OJ990807_35.9C17.C8 


Gene No. 


35157 


Strand 




Start 


33 


End 


6341 


Name 


OJ990807 35. 9C17 . C8 . ol . tm 


Method 


TBLASTX: Maize 


Start 


580 


End 


1298 


GI 


none 


Score 


138 


Exons 


580. .699, 580. .696, 764. .826 


, 764. .826 


, 765. .827, 766. .828, 




766. .828, 1182. .1298, 1183.. 


1272 




Seq. No. 


16654 


Seq. ID 


OJ990807_35.9C17.C8 


Gene No. 


35157 


Strand 




Start 


33 


End 


6341 


Name 


OJ990807 35.9C17.C8.o2.tm 


Method 


TBLASTX : Maize 


Start 


4905 


End 


6336 


GI 


none 


Score 


74 


Exons 


4905. .4982, 4905. .4982, 4930 


..49§3, 5203.. 5301, 5205.. 5321, 




5206.. 5301, 5863.. 5928, 5913 


..6017, 5914. .6018, 5924. .6019, 



5924. .6016, 6086. .6142, 6091. .6144, 6092. .6145, 6270. .6335, 
6271. .6336 



Seq. No. 16655 Seq. ID OJ990807_35 . 9C17 . C9 

Gene No. 35158 * Strand 

Start 12 End 772 

Name OJ990807_35 . 9C17 . C9 . ol . gs Method GENSCAN 



17234 



Start 12 End 772 

GI none Score .96 

Exons 12.. 231, 586.. 772 



Seq. No. 16656 Seq. ID 

Gene No. 35159 Strand 

Start 472 End 

Name OJ990807_35 . 9C17 . CIO . ol . np Method 

Start 472 End 

GI 2498930 Score 

Exons 472.. 535, 703.. 915 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi| 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990807_35.9C17.C10 
+ 

915 

AAT/NAP 
915 
391 



Seq. No. 


16656 




Seq. ID 


OJ990807 35 


. 9C17 .C10 


Gene No. 


35159 




Strand 


+ 




Start 


472 




. End 


. 915 




Name 


OJ990807 35.9C17.C10. 


, ol . gs 


' Method 


GENSCAN 




Start 


476 




End 


900 




GI 


none 




Score 


.86 




Exons 


476. .535, 703. .900 










Seq. No. 


16657 




Seq. ' ID 


OJ990807_35 


.9C17.C11 


Gene No. 


35160 




Strand 


+ 




Start 


29 




End 


768 




Name 


OJ990807 35.9C17.C11. 


ol .gs 


Method 


GENSCAN 




Start 


29 




End 


768 




GI 


none 




Score 


.45 




Exons 


29. .451, 485. .581, 725. .768 








Seq. No. 


16658 




Seq. ID 


OJ990807_35 


.9C17.C12 


Gene No. 


35161 




Strand 


+ 




Start 


33 




End 


471 




Name 


OJ990807 35.9C17.C12. 


ol.gp 


Method 


AAT/GAP 




Start 


33 




End 


471 




GI 


uC-osflcypl69c05al 




Score 


827 




Exons 


33. .471 










GI Descrip. 


'3892058/gb|AAC78271. 


1IAAC78271 3.0e- 


17 (AC002330) 


putative 




glutamate-Vaspartate- 


■binding 


peptide 


[Arabidopsis ■ 


thaliana] 



Seq. No. 16658 Seq. ID 

Gene No. 35162 Strand 

Start 255 End 

Name OJ990807_35 . 9C17 . C12 . ol . np Method 

Start 255 End 

GI 4587571 Score 

Exons 255.. 455, 548.. 729, 1560.. 1642, 1976.. 
GI Descrip. 



OJ990807_35.9C17.C12 

2098 
AAT/NAP 
2098 
324 
2098 



(AC006550) Belongs to the PF| 01027 Uncharacterized protein 
family UPF0005 with 7. transmembrane domains. [Arabidopsis 
thaliana] 



Seq. No. 16658 Seq. ID 

Gene No. 35162 Strand' 

Start 255 End 

Name OJ990807_35 . 9C17 . C12 . ol . gs Method 

Start 261 End 

GI none Score 



OJ990807_35 . 9C17 . C12 

2098 
GENSCAN 
1149 
.93 



17235 




Exons 


261. .455, 548. .705, 1107. .1149 






Seq. No. 


16658 




Seq. ID 


OJ990807_35.9C17. 


C12 


Gene No. 


35162 




Strand 






Start 


255 




End 


2098 




Name 


OJ990807_35 . 9C17 .C12 . ol , 


. ts 


Method 


TBLASTX : Soybean 




Start 


273 




End 


728 




GI 


none 




Score 


93 




Exons 


273.-485, 289. .453, 542. 


. .721, 


545. . 643, 


591. .728 




Seq. No. 


16658 




Seq. ID 


OJ990807_35.9C17. 


C12 


Gene No. 


35162 




Strand 






Start 


255 




End 


2098 




Name 


OJ990807_35 . 9C17 . CI 2 . ol . 


. tm 


Method 


TBLASTX: Maize 




Start 


276 




End 


721 




GI 


none 




Score 


91 




Exons 


276. .458, 292. .456, 545. 


. .721, 


569. .706, 


570. .710 




Seq. No. 


16659 




Seq. ID 


OJ990807_35.9C17. 


C13 


Gene No. 


35163 




Strand 






Start 


758 




End 


1384 




Name 


OJ990807_35. 9C17 .C13.ol. 


,gs 


Method 


GENSCAN 




Start 


758 




End 


1384 




GI 


none 




Score 


. 9 




Exons 


758. .871, 979. . 1384 










Seq. No. 


16659 




Seq. ID 


OJ990807 35.9C17. 


C13 


Gene No. 


35163 




Strand 






Start 


758 




End 


1384 




Name 


OJ990807 35.9C17.C13.ol. 


,np 


Method 


AAT/NAP 




Start 


773 




End 


1243 




GI 


3892058 




Score 


143 




Exons 


773. .871, 979. .1243 










GI Descrip. 


(AC002330) putative glutamate 


-/aspartate-binding peptide 




[Arabidopsis thaliana] 










Seq. No. 


16660 




Seq. ID 


OJ990807 35.9C17. 


C14 


Gene No. 


35164 




Strand 


+ 




Start 


4529 




End 


7204 




Name 


OJ990807 35.9C17.C14.o2. 


gs 


Method 


GENSCAN 




Start 


4529 




End 


7204 




GI 


none 




Score 


.53 




Exons 


4529. .4593, 6116. .6183, 


7137. 


.7204 






Seq. No. 


16660 




Seq. ID 


OJ990807_35.9C17. 


C14 


Gene No. 


35165 




Strand 






Start 


12423 




End 


14835 " 




Name 


OJ990807 35.9C17.C14.o2. 


gp 


Method 


AAT/GAP 




Start 


12423 .. 9 




End 


14835 




GI 


none 




Score 


890 




Exons 


12423. .12518, 14427. .148 


:35 








Seq. No. 


16661 




Seq. ID 


OJ990807_35.9C17. 


C15 


Gene No. 


35166 




Strand 






Start 


1061 




End 


1627 




Name 


OJ990807 35. 9C17.C15.ol. 


gs 


Method 


GENSCAN 




Start 


1061 




End 


1627 





17236 




GI 


none 


Score 


.45 


Exons 


1061. .1173, 14 68. . 1627 






Seq. No. 


16662 


Seq. ID 


OJ990807 35.9C17.C16 


Gene No. 


35167 


Strand 


+ 


Start 


5065 


End 


11439 


Name 


OJ990807 35.9C17.C16.o2.gs 


Method 


GEN SCAN 


Start 


5065 


End 


11439 


GI 


none 


Score 


.71 


Exons 


5065. .5143, 5584. .5698, 7609. .7697, 8306. .8450, 8668. .9440, 




9805.. 10013, 10124 . .10432, 


10717. .10821, 10897.. 11439 


Seq. No. 


16662 


Seq. ID 


OJ990807_35.9C17.C16 


Gene No. 


35168 


Strand 




Start 


3517 


End 


4014 


Name 


OJ990807 35.9C17.C16.ol.gp 


Method 


AAT/GAP 


Start 


2467 


End 


2552 


GI 


LIB3477-003-P1-K1-E9 


Score 


101 


Exons 


2467. .2552 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


16662 


Seq. ID 


OJ990807_35.9C17.C16 


Gene No. 


35168 


Strand 




Start 


3517 


End 


4014 


Name 


OJ990807 35.9C17.C16.ol.gs 


Method 


GENSCAN 


Start 


3517- 


End 


4014 


GI 


none 


Score 


.85 


Exons 


3517. .3717, 3937. .4014 






Seq. No. 


16662 


Seq. ID 


OJ990807_35.9C17.C16 


Gene No. 


35169 


Strand 




Start 


12118 


End 


17667 


Name 


OJ990807 35.9C17.C16.o3.gs 


Method 


GENSCAN 


Start 


12118 


End " 


17667 


GI 


none 


Score 


.48 


Exons 


12118. .13220, 13241. .13694, 


137 91. .14156, 14189. .144 54, 




14632. .15242, 15358 .. 16523, 


16603. .17667 


Seq. No. 


16662 


Seq. ID 


OJ990807_35.9C17.C16 


Gene No. 


35169 


Strand 




Start 


12118 


End 


17667' 


Name 


OJ990807 35.9C17.C16.o3.ts 


Method 


TBLASTX: Soybean 


Start 


12529 


End 


12930 


GI 


none 


Score 


85 


Exons 


12529. .12930, 12707. .12823 






Seq. No. . ? 


16662 


Seq. ID 


OJ990807_35.9C17.C16 


Gene No. 


35169 


Strand 




Start 


12118 


End 


17667 


Name 


OJ990807 35.9C17.C16.o3.tm 


Method 


TBLASTX: Maize 


Start 


12550 


End 


12915 


GI 


none 


Score 


82 


Exons 


12550. .12774, 12772. .12915 






Seq. No. 


16662 


Seq. ID 


OJ990807_35.9C17.C16 



17237 



Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12697 




End 


13086 




GI 


none 




Score 


104 




Exons 


12697. .12753, 12784. . 

- 


12891, 


12925. .13086 




Seq. No.- % 


16662 




Seq. ID 


OJ990807_35 . 9C17 


.C16 


Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13326 




End 


13745 




GI 


none 




Score 


81 




Exons 


13326. .13616, 13656. . 


13745 








Seq. No. 


16662 




Seq. ID 


OJ990807_35. 9C17 


.C16 


Gene No. 


35169 




. Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


13380 




End 


13790 




GI 


none 




Score 


75 




Exons 


13380. .13631, 13653.. 


13790, 


13657. .13788 




Seq. No. 


16662 




Seq. ID 


OJ990807_35. 9C17 


.C16 


Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13941 




End 


14410 




GI 


none 




Score 


79 




Exons 


13941. .14090, 13954.. 


14085, 


14129. .14410, 14280. .14 372 




Seq. No. 


16662 




Seq. ID 


OJ990807_35. 9C17 


.C16 


Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14099 




End 


14557 




GI 


none 




Score 


225 




Exons 


14099. .14557, 14100.. 


14408, 


14171. .14557 




Seq. No. 


16662 




Seq. ID 


OJ990807_35. 9C17 


.C16 


Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14105 




End 


14408 




GI 


none 




Score 


109 




Exons 


14105. . 14407, 14145. . 


14408 








Seq. No. 


16662 




Seq. ID. 


OJ990807_35. 9C17 


.C16 


Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14426 




End 


14830 




GI 


none 




Score 


179 




Exons 


14426. . 14779, 14429. . 


14770, 


-14 4 69. .14771, 14 68 9.. 14781, 






14774. .14830, 14784. . 


14825 








Seq. No. 


16662 




Seq. ID 


OJ990807_35. 9C17 


.C16 



17238 




Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


14558 




End 


14776 




GI 


none 




Score 


183 




Exons 


14558. . 14776, 14559. . 


14771 








Seq. No. 


16662 




Seq. ID 


OJ990807_35.9C17 


.CI 6 


Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name . 


OJ990807 35.9C17.C16. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


14627 




End 


14992 




GI 


none 




Score 


138 




Exons 


14627. .14761, 14768. . 


14992 








Seq. No. 


16662 




Seq. ID 


OJ990807_35. 9C17 


.C16 


Gene No. 


35169 




Strand 






Start 


12118 




End 


17667 




Name 


OJ990807 35.9C17.C16. 


o5 . t s 


Method 


TBLASTX : Soybean 




Start 


15402 




End 


15740 




GI 


none 




Score 


202 




Exons 


15402. .15740 










Seq. No. 


16663 




Seq. ID 


OJ990807_35.9C17 


.C17 


Gene No. 


35170 




Strand 






Start 


1264 




End 


2591 




Name 


OJ990807 35.9C17.C17. 


o2 . gs 


Method 


GENSCAN 




Start 


1264 




End 


2591 




GI 


none 




Score 


.59 




Exons 


1264.. 1302, 1570.. 1603, 1695 


. . 1972, 2493. .2591 * ■ 




Seq. No. 


16664 




Seq. ID 


OJ990807_35.9C17 


.C18 


Gene No. 


35171 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ990807 35.9C17.C18. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


681 




GI 


5852178 




Score 


267 




Exons 


1..87, 119. .222, 586. 


. 681 








GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 






Seq. No. 


16664 




Seq. ID 


OJ990807_35. 9C17 


.C18 


Gene No. 


35171 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ990807 35.9C17.C18. 


o2 . np 


Method 


AAT/NAP 




Start 


1 




End 


1408 




GI 


6063554 




Score 


126 




Exons 


1..57, 142. .189, 1236 


. .1408 









GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C9-8611 (E0464 ) 
correspond to a region of the predicted gene.'; hypothetical 
protein [Oryza sativa] 

Seq. No. 16664 Seq. ID OJ990807_35.9C17.C18 

Gene No. 35172 Strand + 

Start 3640 End 4008 

Name OJ990807_35 . 9C17 . C18 . o2 . gs Method GENSCAN 

Start 3640 End 4008 

GI none Score . 96 



17239 




Exons 


3640. .3748, 


3881. .4008 








Seq. No. 


16664 




Seq. ID 


OJ990807_35.9C17 


.C18 


Gene No. 


35173 




Strand 






Start 


205 




End 


3059 




Name 


OJ990807 35 


.9C17.C18.ol.gs 


Method 


GEN SCAN 




Start 


205 




End 


3059 




GI 


none 




Score 


.73 




Exons 


205. .358, 535. .607, 1139. .1263, 2454.. 


2644, 3018.. 3059 




Seq. No. 


16664 




Seq. ID 


OJ990807_35.9C17 


.C18 


Gene No. 


35174 




Strand 






Start 


4891 




End 


5132 




Name 


OJ990807_35 


. 9C17 . C18 . o3 . gs 


Method 


GEN SCAN 




Start 


4891 




End 


5132 




GI 


none 




Score 


.91 




Exons 


4891 . .5132 










Seq. No. 


16665 




Seq. ID 


OJ990807_34.9C17 


.CI 


Gene No. 


35175 




Strand 






Start 


24 




End 


312 




Name 


OJ990807 34 


.9C17.Cl.ol.tw 


Method 


TBLASTX: Wheat 




S-tart 


24 r. 




End 


312 




GI 


none 




Score 


74 




Exons 


24. .92, 24.- 


.104, 25.'. 99, 224. 


.268, 228 


..311, 229. .312' 




Seq. No. 


16666 




Seq. ID 


OJ990807_34.9C17, 


,C3 


Gene No. 


35176 




Strand 


+ 




Start 


1 




End 


108 




Name 


OJ990807 34 


.9C17.C3.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


108 




GI 


2586082 




Score 


91 




Exons 


1. .108 










GI Descrip-. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


16667 




Seq. ID 


OJ990807_34.9C17 < 


.C4 


Gene No. 


35177 




Strand 


+ 


■** ■ 


Start 


240 




End 


491 




Name 


OJ990807 34 


.9C17.C4.ol.gp 


Method 


AAT/GAP 




Start 


240 




End 


491 




GI 


4714644 




Score 


466 




Exons 


240. .491 










Seq. No. 


16667 




Seq. ID 


OJ990807_34.9C17, 


,C4 


Gene No. 


35178 




Strand 






Start 


389 




End 


484 




Name 


OJ990807 34, 


.9C17.C4.ol.gs 


Method 


GENSCAN 




Start 


389 




End 


484 




GI 


none 




Score 


.65 




Exons 


389. .484 










Seq. No. 


16668 




Seq. ID 


OJ990807_34.9C17. 


,C5 


Gene No. 


35179 




Strand 






Start 


145 




End 


2259 




Name 


OJ990807 34, 


.9C17.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


141 




End 


1054 




GI 


none 




Score 


4 65 





17240 



Exons 



141. .506, 142. .735, 146. .1054, 146. .1054 



OJ990807 34.9C17.C5 



Seq. No. 16668 Seq. ID _ 

Gene No. 35179 Strand 

Start 145 End 2259 

Name OJ990807_34 . 9C17 . C5 . ol . gp Method AAT/GAP 

Start 145 End 541 

GI 9564_2.R1084 Score 745 

Exons 145. . 541 

GI Descrip. '3913425/ sp| 02 28991 DD15_ARATH 1.0e-113 PUTATIVE PRE-MRNA 
SPLICING FACTOR ATP- DEPENDENT RNA HELICASE >gi_2275203 
(AC002337) RNA helicase isolog [Arabidopsis thaliana] 1 



Seq. No. 


16668 


Seq. ID 


OJ990807_34 . 9C17 .C5 


Gene No. 


35179 


Strand 




Start 


145 


End 


2259 


Name 


OJ990807 34.9C17.C5.ol.np 


Method 


AAT/NAP 


Start 


145 


End 


2161 


GI 


3913425 


Score 


2166 


Exons 


145. .1229, 1373. .1560, 1871.. 


2161 




GI Descrip. 


PUTATIVE PRE-MRNA SPLICING FACTOR ATP- 


■DEPENDENT RNA HELICASE 




gi 12275203 |gb IAAB63825.il (AC002337) putative pre-mRNA splici: 




factor RNA helicase [Arabidopsis thaliana] 


Seq. No. 


16668 


Seq. ID 


OJ990807_34.9C17.C5 


Gene No. 


35179 


Strand 




Start 


145 


End 


2259 


Name 


OJ990807 34.9C17.C5.ol.gs 


Method 


GENSCAN 


Start 


145 


End 


2161 


GI 


none 


Score 


.88 


Exons 


145. .1229, 1373. .1560, 1871.. 


2161 




Seq. No. 


16668 


Seq. ID 


OJ990807_34.9C17.C5 


Gene No. 


35179 


Strand 




Start 


145 


End 


2259 


Name 


OJ990807 34.9C17.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


149 


End 


1996 


GI 


none 


Score 


46 


Exons 


149. .697, 198. .266, 333. .686, 


548.. 688, 704..1234, 720.. 995, 




725.. 1279, 10'32.. 1334, 1343.. 


1543, 1372. .1545, 1868. .1996 


Seq. No. 


16668 


Seq. ID 


OJ990807_34.9C17.C5 


Gene No. 


35179 


Strand 




Start 


145 


End 


2259 


Name 


OJ990807 34.9C17.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


159 


End 


544 


GI 


none 


Score 


339 


Exons 


159. .497, 161. .544 






Seq. No. 


16668 


Seq. ID 


OJ990807_34 . 9C17 ,C5 


Gene No. 


35179 


Strand 




Start 


145 


End 


2259 


Name 


OJ990807 34.9C17.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


545 


End 


976 


GI 


none 


Score 


522 


Exons 


545. .976, 546. .974, 551. .976 







17241 



Seq. No. 16668 

Gene No. 35179 

Start 145 

Name OJ990807_34 . 9C17 . C5 . o3 . ts 

Start 977 

GI none 
Exons 



Seq. ID OJ990807_34.9C17.C5 
Strand 
End 

Method 
End 
Score 



2259 

TBLASTX : Soybean 

1211 

145 



977. .1210, 977. .1210, 978. .1211, 1020. .1211 



Seq. No. 16668 Seq. ID 

Gene No. 35179 Strand 

Start 145 End 

Name OJ990807_34 .9C17.C5.o"3. tm Method 

Start 1055 End 

GI none Score 

Exons 1055.. 1234, 1065.. 1235 



OJ990807_34.9C17.C5 
2259 

TBLASTX: Maize 

1235 

131 



Seq. No. 16668 

Gene No. 35179 

Start 145 

Name OJ990807_34 . 9C17 . C5 . o4 . ts 

Start 1438 

GI none 
Exons 



Seq. ID OJ990807_34.9C17.C5 
Strand 
End 

Method 
End 
Score 



2259 

TBLASTX : Soybean 

2162 

74 



1438. .1545, 1457. .1516, 1540. .1563, 1853. .1990, 1868. .2035, 
1875.. 2036, 2105.. 2161, 2112.. 2162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16668 m Seq. ID OJ990807_34 . 9C17 . C5 

35179 ' Strand 

145 End 2259 

OJ990807_34 . 9C17 . C5 . o2 . gp Method AAT/GAP 

1468 End 2259 

LIB3477-004-P1-K1-C9 Score 889 

1468. .1560, 1871. .2259 

'3913425/ sp | 02 28991 DDI 5_ARATH 1.0e-35 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP- DEPENDENT RNA HELICASE >gi_2275203 (AC002337) RNA 
helicase isolog [Arabidopsis thaliana] 1 



Seq. No. 16668. 

Gene No. 35179 

Start 145 

Name OJ990807_34 . 9C17 . C5 . o2 . tm ' 

Start 1952 

GI none 
Exons 



Seq. ID OJ990807_34.9C17.C5 
Strand 
End 

Method 
End 
Score 



2259 

TBLASTX: Maize 

2162 

126 



1952. .2041, 1953. .2042, 2090. .2161, 2091. .2162 



Seq. No. 


16669 












Seq. ID 


OJ990807_ 


_34 


. 9C17 


.C6 


Gene No. 


35180 












Strand 


+ 








Start 


27 












End 


115 








Name 


OJ990807 


_34. 


9C17 


.C6. 


ol. 




Method 


GENSCAN 








Start 


27 












End 


115 








GI 


none 












Score 


.75 








Exons 


27. .115 






















Seq. No. 


16670 












Seq. ID 


OJ990807_ 


_34 


9C17 


.C7 


Gene No. 


35181 












Strand 


+ 








Start 


747 












End 


2403 








Name 


OJ990807 


_34. 


9C17 


C7. 


ol. 


np 


Method 


AAT/NAP 








Start 


747 












End 


2382 









17242 




GI 6714393 Score 259 

Exons 747.. 779, 1837.. 1970, 2007.. 2382 

GI Descrip. (AC012393) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


16670 








Seq. ID 


OJ990807 


_34.9C17 


,C7 


Gene No. 


35181 








Strand 


+ 






Start 


747 








End 


2403 






Name 


OJ990807 34 


.9C17 


.C7.ol. 


gs 


Method 


GEN SCAN 






Start 


1786 








End 


2403 






GI 


none 








Score 


.66 






Exons 


1786. .2403 
















Seq. No. 


16670 








Seq. ID 


OJ990807 


_34.9C17 


.C7 


Gene No. 


35182 








Strand 








Start 


4348 








End 


5237 






Name 


OJ990807 34 


.9C17 


.C7.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1792 








End 


2346 






GI 


none 








Score 


62 






Exons 


1792. .1956, 


2029 


. .2085, 


2206 


..2346, 2212. .2334 






Seq. No. 


16670 








Seq. ID 


OJ990807 


_34.9C17, 


.C7 


Gene No. 


35182 








Strand 








Start 


4348. 








End 


5237 






Name 


OJ990807 34 


.9C17 


.C7.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2029 








End 


2346 






GI 


none 








Score 


79 






Exons 


2029. .2085, 


2193 


. .2342, 


2206 


. .2346 








Seq. No. 


16670 








Seq. ID 


OJ990807 


_34.9C17, 


.C7 


Gene No. 


35182 








Strand 








Start 


4348 








End 


5237 






Name 


OJ990807 34 


.9C17 


.C7.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2200 








End 


2498 






GI 


none 








Score 


198 






Exons 


2200. .2352, 


2203 


. .2337, 


2439 


..2498, 2460. .2489 






Seq. No. 


16670 








Seq. ID 


OJ990807 


_34.9C17, 


.C7 


Gene No. 


35182 








Strand 








Start 


4348 








End 


5237 






Name 


OJ990807 34 


.9C17 


.C7 .o2 . 


gs 


Method 


GENSCAN 






Start 


4348 








End 


5237 






GI 


none 








Score 


.55 






Exons 


4348. .4547, 


4630 


. .4713, 


4849 


..4978, 5190. .5237 






Seq. No. 


16671 








Seq. ID 


OJ990807 


_34 . 9C17 , 


.C8 


Gene No. 


35183 








Strand 








Start 


223 








End 


2198 






Name 


OJ990807 34 


.9C17 


.C8.ol. 


gs 


Method 


GENSCAN 






Start 


223 








End 


2198 






GI 


none 








Score 


.73 






Exons 


223. .388, 1562..: 


1660, 1750.. 


1827, 1938 


. .2198 






Seq. No. 


16671 








Seq. ID 


OJ990807 


_34 . 9C17 , 


.C8 


Gene No. 


35184 








Strand 








Start 


3168 








End 


4736 






Name 


OJ990807 34 


. 9C17 


.C8.o2. 


gs 


Method 


GENSCAN 






Start 


3168 








End 


4736 







17243 



GI none Score . 88 

Exons 3168.. 3307, 4673.-4736 

Seq. No. 16672 

Gene No. 35185 

Start 174 

Name OJ990807_34 . 9C17 . C9. ol . gs 

Start 174 

GI none 

Exons 174.. 357, 589.. 681, 1114.. 1309, 1543.. 1724 



Seq. ID OJ990807_34 . 9C17.C9 

Strand + 

End 1724 

Method GENSCAN 

End 1724 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16673 
35186 
1 

OJ990807_34. 9C17 . CIO . ol . np 
1 

2832649 



Seq. ID OJ990807_34. 9C17.C10 

Strand + 

End 2939 

Method AAT/NAP 

End 2939 

Score 867 



1..97, 1149. .1253, 1419. .1634, 1716. .1898, 2036. .2257, 
2705. .2939 

(AL021710) adenylosuccinate lyase - like protein [Arabidopsis 
thaliana ] 



Seq. No. 16673 

Gene No. 35186 

Start 1 

Name OJ990807_34 . 9C17 . CIO . ol . gs 

Start 8 

GI none 
Exons' 



Seq. ID OJ990807_34 . 9C17.C10 

Strand + 

End 2939 

Method GENSCAN 

End 2848 

Score . 92 



8. .270, 789. .981, 1074. .1253, 1419. .1634, 1716. .1898, 
2036. .2257, 2457. .2573, 2705. .2848 



Seq. No. 16673 

Gene No. 35186 

Start 1 

Name OJ990807_34 . 9C17 . C10 . ol . tc 

Start 415 

GI none 
Exons 



Seq. ID OJ990807_34 . 9C17.C10 

Strand + 

End 2939 

Method TBLASTX : Cress 

End 2796 

Score 65 



415. .495, 1818. .1910, 1871. .1909, 1989. .2078, 2033. .2077, 
2035.. 2247, 2035.. 2253, 2036.. 2260, 2129. .'2260, 2445.. 2528, 
2456. .2521, 2522. .2578, 2523. .2573, 2702. .2788, 2704. .2796 



Seq. No. 16673 

Gene No. 35186 

Start 1 

Name OJ990807_34 . 9C17 . C10 . o2 . tm 

Start 934 

GI none 
Exons 



Seq. ID OJ990807_34 . 9C17.C10 

Strand + 

End 2939 

Method TBLASTX : Mai ze 

End 1526 

Score 54 



934. .975, 1079. .1252, 1080. .1265, 1416. .1526, 1421. .1510, 
1440. .1526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16673 
35186 
1 

OJ990807_34. 9C17 . C10 . ol . ts 

1445 

none 



Seq. ID OJ990807_34 . 9C17.C10 

Strand + 

End 2939 

Method TBLASTX : Soybean 

End 1820 

Score 228 



1445. .1636, 1446. .1643, 1713. .1820, 1715. .1819 



17244 



Seq. No. 16673 

Gene No. 35186 

Start 1 

Name OJ990807_34 . 9C17 . CIO . ol . tm 

Start 1530 

GI none 
Exons 



Seq. ID OJ990807_34 . 9C17.C10 

Strand + 

End 2939 

Method TBLASTX : Mai ze 

End 2540 

Score 177 



1530. .1643, 1530. .1637, 1712. .1909, 1713. .1910, 1714. .1911, 
1715.. 1915, 2034.. 2258, 2034.. 2252, 2035.. 2253, 2036.. 2260, 
2445. .2540, 2456. .2539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16673 
35186 
1 

OJ990807_34 . 9C17 . C10 . ol . gp 
1580 

uC-osflM202097d03bl 



Seq. ID OJ990807_34 . 9C17 .C10 

Strand + 

End 2939 

Method AAT/GAP 

End 2137 

Score 628 



1580. .1634, 1716. .1898, 2036. .2137 

' 2832649/emb | CAA16724 | 6.0e-37 (AL021710) adenylosuccinate lyase 
- like protein [Arabidopsis thaliana] 1 



16673 
35186 
1 

OJ990807_34. 9C17 . C10 . o2 . ts 

1827 

none 



Seq. ID OJ990807_34.9C17.C10 

Strand + 

End ' 2939 

Method TBLASTX : Soybean 

End 2552 

Score 89 



1827. .1910, 1832. .1909, 2034. .2216, 2034. .2249, 2035. .2250, 
2036.. 2260, 2445.. 2552, 2456. .2551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16673 
35186 
1 

OJ990807_34. 9C17 . C10 . o3 . tm 

2541 

none 



Seq. ID OJ990807_34.9C17.C10 

Strand + 

End 2939 

Method TBLASTX : Mai ze 

End 2848 

Score 63 



2541. .2576, 2541. .2600, 2702. .2848, 2704. .2847 



16673 
35186 
1 

OJ990807_34.9C17.C10.o3.ts 

2553 

none 



Seq. ID OJ990807_34.9C17.C10 

Strand + 

End 2939 

Method TBLASTX : Soybean 

End 2848 

Score 37 



2553. .2573, 2700. .2837, 2702. .2848, 2704. .2847 



Seq. No. 16674 

Gene No. 35187 

Start 87 . 

Name OJ990807_34 . 9C17 . C12 . ol . gs 

Start 87 

GI none 

Exons 87.. 214, 313.. 385 



Seq. ID OJ990807_34.9C17.C12 

Strand + 

End 385 

Method GENSCAN 

End 385 

Score . 64 



Seq. No. 
Gene No. 
Start 



16675 
35188 
737 



Seq. ID OJ990807_34.9C17.C13 
Strand 

End 906 



17245 



Name 

Start 

GI 

Exons 



OJ990807_34 . 9C17 . C13 . ol . gs Method 

737 End 

none Score 
737. .906 



GENSCAN 

906 

.96 



Seq. No. 16676 Seq. ID 

Gene No. 35189 Strand 

Start 634 End 

Name OJ990807_34 . 9C17 . C14 . ol . gs Method 

Start 634 End 

GI none Score 

Exons 634.. 910 



OJ990807_34.9C17.C14 
910 

GENSCAN 

910 

.57 



Seq. No. 16677 Seq. ID 

Gene No. 35190 Strand 

Start 139 End 

Name OJ990807_34 . 9C17 . C15 . ol . gs Method 

Start 139 End 

GI none Score 

Exons 139.. 444 



OJ990807_34.9C17.C15 
444 

GENSCAN 

444 

.44 



Seq. No. 16678 Seq. ID 

Gene No. 35191 Strand 

Start 182 End 
Name .• OJ990807_34 . 9C17 . C16 . ol . gs Method 

Start T82 End 

GI .none Score 

Exons 182.. 237, 1033.. 1222 



OJ990807_34 . 9C17 . C16 
+ 

1222 
GENSCAN 
1222 
.98 



Seq. No. 


16678 










Seq. ID 


OJ990807_34.9C17 


.C16 


Gene No. 


35192 










Strand 


+ 




Start 


2521 










End 


4565 




Name 


OJ990807 34 


.9C17 


.C16.ol 


• gp 


Method 


AAT/GAP 




Start 


2298 










End 


2677 




GI 


none 










Score 


662 




Exons 


2298. 


2677 














Seq. No. 


16678 










Seq. ID 


OJ990807_34.9C17 


.C16 


Gene No. 


35192 










Strand 


+ 




Start 


2521 










End 


4565 




Name 


OJ990E 


307_34 


. 9C17 


.C16.o2 


.gs 


Method 


GENSCAN 




Start 


2521 










End 


4565 




GI 


none 










Score 


.81 




Exons 


2521. 


2755, 


4145 


. 4245, 


4328. 


.4384, 4471. .4565 




Seq. No. 


16678 










Seq. ID 


OJ990807_34.9C17 


.C16 


Gene No. 


35192 










Strand 


+ 




Start 


2521 










End 


4565 




Name 


OJ990807 34 


. 9C17 


C16.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2596 










End 


2742 




GI 


none 










Score 


185 




Exons 


2596. . 


2742, 


2598 


.2741 










Seq. No. 


16678 










Seq. ID 


OJ990807_34.9C17 


.C16 


Gene No. 


35192 










Strand 


+ 




Start 


2521 










End 


4565 




Name 


OJ990807_34 


. 9C17. 


C16.ol 


.ts 


Method 


TBLASTX: Soybean 





17246 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2604 End 4239 

none Score 238 

2604. .2756, 2605. .2760, 2698. .2760, 4143. .4235, 4144. .4239 



16679 



35193 
1 

OJ990807_34 . 9C17 . C17 . ol . np 
1 

1657541 
1. .391 

(U73857) lac repressor [Escherichia coli] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990807_34 . 9C17.C17 
+ 

1259 
AAT/NAP 
391 
182 



16679 Seq. ID OJ990807_34.9C17.C17 

35193 Strand + 

1 End 1259 

OJ990807_34.9C17.C17.o2.np Method . AAT/NAP 

1 End 1259 

4503525 Score 924 

1. .1259 

eukaryotic translation initiation factor 3, subunit 8 (HOkD) 
gi | 6685539 | sp | Q99613 | IF38_HUMAN EUKARYOTIC TRANSLATION 
INITIATION FACTOR 3 SUBUNIT 8 (EIF3 P110) gi 11718197 (U46025) 
translation intiation factor eIF-3 pllO subunit [Homo sapiens] 
gi|3337383|gb|AAC27426.1| (AC002544) Translation initiation 







1 






Seq. No. 


16679 


Seq. ID 


OJ990807_34 . 9C17 


.C17 


Gene No. 


35193 


Strand 


+ 




Start 


1 


End 


1259 




Name 


OJ990807 34.9C17.C17.ol.gs 


Method 


GENSCAN 




Start 


582 


End 


995 




GI 


none 


Score 


.47 




Exons 


582. .995 








Seq. No. 


16679 


Seq. ID 


' OJ990807_34.9C17 


.C17 


Gene No. 


35193 


Strand 


' + 




Start 


1 


End 


1259 




Name 


OJ990807 34.9C17.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


594 


End 


974 




GI 


none 


Score 


58 




Exons 


594. .707, 738. .974, 749. .877 








Seq. No. 


16680 


Seq. ID 


OJ990807_34 . 9C17 


C19 


Gene No. 


35194 


Strand 


+ 




Start 


373 


End 


549 




Name 


OJ990807 34.9C17.C19.ol.gs 


Method 


GENSCAN 




Start 


373 


End 


549 




GI 


none 


Score 


.85 




Exons 


373. .549 








Seq. No. 


16680 


Seq. ID 


OJ990807_34.9C17. 


C19 


Gene No. 


35195 


Strand 






Start 


1520 


End 


1819 




Name 


OJ990807 34.9C17.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


1520 


End 


1819 




GI 


none 


Score 


84 





17247 




Exons 


1520. . 1819, 


1521. 


. 1571, 


1641 


. . 1787 






Seq. No. 


16681 








Seq. ID 


OJ990807 


_34.9C17.C20 


Gene No. 


35196 








Strand 






Start 


2167 








End 


3004 




Name 


OJ990807 34 


. 9C17. 


C20.ol 


. as 


Method 


GENSCAN 




Start 


2167 ~ 








End 


3004 




GI 


none 








Score 


. 96 




Exons 


2167. .2712, 


2945. 


.3004 










Seq. No. 


16682 








Seq. ID 


OJ990807 


_34.9C17.C21 


Gene No. 


35197 








Strand 


+ 




Start 


99 








End 


3869 




Name 


OJ990807 34 


• 9C17. 


C21.ol 


. as 


Method 


GENSCAN 




Start 


99 








End 


3400 




GI 


none 








Score 


. 57 




Exons 


99. .281, 391. .597, 642. 


. 1015 


, 1601. .IE 


569, 2125. 


.2264, 3110. 


Seq. No. 


16682 








Seq. ID 


OJ990807 


_34.9C17.C21 


Gene No. 


35197 








Strand 


+ 




Start 


99 








End 


3869 




Name 


OJ990807 34 


. 9C17. 


C21 .ol 




Method 


AAT/GAP 




Start 


1467 








End 


2141 




GI 


2428147 








Score 


772 




Exons 


1467. .1641, 


1746. 


.1869, 


2005 


. .2141 






Seq. No. 


16682 








Seq. ID 


OJ990807 


34 . 9C17 .C21 


Gene No. 


35197 








Strand 


+ 




Start 


99 








End 


3869 




Name 


OJ990807 34 


-9C17. 


C21.ol 


. tm 


Method 


TBLASTX: 


Slai ze 


Start 


1574 








End 


3850 




GI 


none 








Score 


53 




Exons 


1574. .1618, 


1575. 


.1619, 


1576 


..1641, 1577. .1642, 


1743. . 1778, 




1755. .1874, 


1779. 


.1868, 


1787 


..1873, 1816. .1884, 


2003. . 2224, 




2003. .2233, 


2004. 


.2234, 


3099 


..3200, 3107. .3400, 


3107 . . 3391, 




3109. .3399, 


3639. 


.3704, 


3641 


..3706, 3641. .3703, 


3706. .3846, 




3707. .3847, 


3707. 


.3850 










Seq. No. 


16682 








Seq. ID 


OJ990807 


34 . 9C17 .C21 


Gene No. 


35197 








Strand 


+ 




Start 


99 








End 


3869 




Name 


OJ990807 34 


.9C17. 


C21.ol 


.np 


Method 


AAT/NAP 




Start 


1791 








End 


3869 




GI 


2894558 








Score 


991 




Exons 


1791. .1869, 


2005. 


.2233, 


2979 


..3030, 3110. .3400, 


3642. .3869 


GI Descrip. 


(AL021890) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


16682 








Seq. ID 


OJ990807 


_34.9C17.C21 


Gene No. 


35197 








Strand 


• + 




Start 


99 








End 


3869 




Name 


OJ990807 34 


. 9C17. 


C21.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1800 








End 


2228 




GI 


none 








Score 


81 




Exons 


1800. .1874, 


2003. 


.2227, 


2004 


. .2228 






Seq. No. 


16682 








Seq. ID 


OJ990807^ 


_34 . 9C17.C21 


Gene No. 


35197 








Strand 


+ 





17248 



Start 
Name 
Start 
GI 

Exons 



99 End 

OJ990807_34 . 9C17 . C21 . ol . ts Method 

2160 End 

none Score 



3869 

TBLASTX: Soybean 

3704 

114 



2160. .2234, 2171. .2245, 3102. .3359, 3107. .3400, 3109. .3399, 
3639. .3704, 3641. .3703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16683 
35198 
1 

OJ990807_34 . 9C17 . C22 . ol . np 
1 

5917666 
1. .593 

(AF159297) extensin-like protein [Zea mays] 



Seq. ID OJ990807_34.9C17.C22 
Strand 

End 593 

Method AAT/NAP 

End 593 

Score 194 



16683 
35198 
1 

OJ990807_34 . 9C17 . C22 . ol . gs 
80 

none 
80. .535 



Seq. ID OJ990807_34.9C17.C22 
Strand 

End 593 

Method GENSCAN 

End 535 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16684 
35199 
170 

OJ990807_34 . 9C17 . C26 . o2 . tm 

170 

none 

170. .271, 266. .454, 353. .421 

16684 
35200 
636 

OJ990807_34 . 9C17 . C26 . ol . tm 

636 

none 



Seq. ID OJ990807_34.9C17.C26 

Strand 

End 4 54 

Method -.TBLASTX : Mai ze 

End 4 54 

Score 57 



Seq. ID OJ990807_34.9C17.C26 
Strand 

End 1134 

Method TBLASTX : Mai ze 

End . 1134 

Score 110 



636. .695, 731. .799, 814. .1104, 956. .1105, 964. .1134 



16685 
35201 
334 

OJ990807_34 . 9C17 . C27 . ol . gs 

334 

none 

334. .347," 1199. .1238 



Seq. ID OJ990807_34.9C17.C27 

Strand + 

End 1238 

Method GENSCAN 

End 1238 

Score . 55 



Seq. No. 16685 

Gene No. 35202 

Start ' 4107 

Name OJ990807_34 . 9C17 . C27 . o3 . gs 

Start 4107 

GI none 

Exons 4107.. 4352 



Seq. ID OJ990807_34.9C17.C27 

Strand + 

End 4352 

Method GENSCAN 

End 4352 

Score .69 



Seq. No. 



16685 



Seq. ID OJ990807 34.9C17.C27 



17249 



Gene No. 35203 

Start 1779 

Name OJ990807_34 . 9C17 . C27 . ol . np 

Start 1779 

GI 73648 

Exons 1779.. 2211, 2740.. 2809 

GI Descrip. immediate-early protein IE180 
Indiana- Fun khauser) 



Strand 
End 

Method 

End 

Score 



2809 
AAT/NAP 
2809 
64 



suid herpesvirus 1 (strain 



Seq. No. 16685 Seq. ID 

Gene No. 35204 Strand 

Start 3819 End 

Name - OJ990807_34 . 9C17 . C27 . o2 . np Method 

Start 3819 End 

GI 6069646 Score 

Exons 3819.. 4031 

GI Descrip. (AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ990807_34 . 9C17 . C27 

4031 
AAT/NAP 
4031 
126 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


16686 


Seq. ID 


OJ990807_34 . 9C17.C28 


Gene No. 


35205 


Strand 


+ 


Start 


491 


End 


1135. 


Name 


OJ990807 34.9C17.'C28.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


1135 


GI 


2498930 


Score 


736 


Exons 


491. .551, 719. .1135 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS TRULAT ION 




PROTEIN) gi|1203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


16686 


Seq. ID 


OJ990807_34.9C17.C28 


Gene No. 


35205 


Strand 


+ 


Start 


491 


End 


1135 


Name 


OJ990807 34.9C17.C28.ol.gs 


Method 


GENSCAN ■ 


Start 


492 


End 


1113 


GI 


none 


Score 


1 


Exons 


492. .551, 719. .1113 






Seq. No. 


16687 


Seq. ID 


OJ990807_34 . 9C17 . C32 


Gene No. 


35206 


Strand 


+ 


Start 


932 


End 


1253 


Name 


OJ990807 34.9C17.C3t2.ol.gs 


Method 


GENSCAN 


Start 


932 


End 


1253 


GI 


none 


Score 


.86 


Exons 


932. .1075, 1116. .1253 






Seq. No. 


16688 


Seq. ID 


OJ£90807_34 . 9C17 . C34 


Gene No. 


35207 . 


Strand 




Start 


1 


End 


297 


Name 


OJ990807 34.9C17.C34.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


297 


GI 


LIB34 32-031-P1-K1-B12 


Score 


548 


Exons 


1. .297 






GI Descrip. 


1 129233/sp| P25778 |ORYC ORYSA 


3.0e-28 ORYZAIN GAMMA CHAIN 



PRECURSOR >gi_67646_pir KHRZOG oryzain (EC 3.4.22.-) gamma 



17250 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



precursor - rice >gi_218185_dbj_BAA14 4 04_ 
precursor [Oryza sativa] ' 



(D90408) oryzain gamma 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807 34.9C17.C34 



16688 
35207 
1 

OJ990807_34 . 9C17 . C34 . ol . np 
1 

129233 " - 

1..143 

ORYZAIN GAMMA CHAIN PRECURSOR gi I 67 64 6 | pir | | KHRZOG oryzain 
3.4.22.-) gamma precursor - rice gi | 218185 | dbj | BAA14404 . 1 | 
(D90408) oryzain gamma precursor [Oryza sativa] 



297 

AAT/NAP 

143 

175 



(EC 



16689 Seq. ID OJ990807_34.9C17.C37 

35208 Strand + 

2593 End 3042 

OJ990807_34 . 9C17 . C37 . ol . np Method AAT/NAP 

2593 End 3042 

3643271 Score 473 

2593. .3042 

(AF090872) 33 kDa secretory protein [Oryza sativa] gi 13851590 

(AF093570) 33 kDa- secretory protein [Oryza sativa] gi|4249681 

(AF097724) 33 kDa' secretory protein [Oryza sativa] 



Sea No 


16689 




Seq. ID 


OJ990807_34, 




Gene No. 


35209 




Strand 


+ 




Start 


8987 




End 


10987 




Name 


OJ990807 34.9C17.C37.o4 


.gs 


Method 


GENSCAN 




Start 


8987 




End 


10987 




GI 


none 




Score 


.95 




Exons 


8987. .8992, 9214. .9381, 


10006 


. .10206, 


10943. .10987 




Seq. No. 


16689 




Seq. ID 


OJ990807_34 , 


.9C17.C37 


Gene No. 


35210 




Strand 






Start 


5636 




End 


5845 




Name 


OJ990807 34.9C17.C37.o2 


.gs 


Method 


GENSCAN 




Start 


5636 




End 


5845 




GI 


none 




Score 


.88 




Exons 


5636. .5845 










Seq. No. 


16689 




Seq. ID 


OJ990807_34 . 


.9C17.C37 


Gene No. 


35211 




Strand 






Start 


7043 




End 


7146 




Name 


OJ990807 34.9C17.C37.ol 


• gp 


Method 


AAT/GAP 




Start 


7043 




End 


7146 




GI 


LIB3477-003-P1-K1-E9 




Score 


159 




Exons 


7043. .7146 










GI Descrip. 


f 24 9858 6/sp|Q40638 IMPOl 


ORYSA. 


-2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I)' 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


16690 




Seq. ID 


OJ990807_34 . 


.9C17.C39 


Gene No. 


35212 




Strand 


+ 




Start 


1575 




End 


3277 




Name 


OJ990807 34.9C17.C39.ol, 


.gs 


Method 


GENSCAN 




Start 


1575 




End 


3277 





17251 




GI 


none 






Score 


.71 








Exons 


1575. . 1993, 


2147 . . 2229, 


2418 . 


.2553, 3190.. 3277 








Seq. No. 


16690 






Seq. ID 


OJ990807 


34 


. 9C17 


.C39 


Gene No. 


35212 






Strand 


+ 








Start 


1575 






End 


3277 








Name 


OJ990807 34 


.9C17.C39.ol 


.np 


Method 


AAT/NAP 








Start 


1958 . 






End 


2231 








GI 


4836931 






Score 


120 








Exons 


1958 . . 1993, 


2147 . . 2231 














GI Descrip. 


(AC006085) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


16691 






Seq. ID 


OJ990807 


_34 


. 9C17 


.C40 


Gene No. 


35213 






Strand 


+ 








Start 


71 






End 


158 








Name ,- 


OJ990807 34 


. 9C17.C40.ol 


.gs 


Method 


GENSCAN 








Start 


71 ~~ 






End 


158 








GI 


none 






Score 


. 5 








Exons 


71 . . 158 
















Seq. No. 


16692 






Seq. ID 


OJ990807 


_34 


9C17 


.C43 


Gene No. 


35214 






Strand 


- 








Start 


502 






End 


838 








Name 


OJ990807 34 


.9C17.C43.ol 


.gs 


Method 


GENSCAN 








Start 


502 






End 


838 








GI 


none 






Score 


. 65 








Exons 


502. .681, 740. .838 














Seq. No. 


16693 






Seq. ID 


OJ990807 


_34 


9C17 


.C47 


Gene No. 


35215 






Strand 


+ 








Start 


31 






End 


231 








Name 


OJ990807 34 


.9C17.C47.ol 


.gs 


Method 


GENSCAN 








Start 


31 






End 


231 








GI 


none 






Score 


. 96 








Exons 


31. .231 
















Seq. No. 


16693 






Seq. ID 


OJ990807_ 


_3.4 


9C17 


.C47 


Gene No. 


35216 






Strand 


- 








Start 


1 






End 


461 








Name 


OJ990807 34 


.9C17.C47.ol 


gp 


Method 


AAT/GAP 








Start 


1 






End 


461 








GI 


none 






Score 


866 








Exons 


1. . 461 
















Seq. No. 


16694 






Seq. ID 


OJ990807_ 


_3'4. 


9C17 


.C48 


Gene No. 


35217 






Strand 










Start 


392 






End 


513 








Name 


OJ990807 34 


.9C17.C48.ol 


gs 


Method 


GENSCAN 








Start 


392 - . 


'i 




End 


513 








GI 


none 






Score 


.89 








Exons 


392. .513 
















Seq. No. 


16695 






Seq. ID 


OJ990807_ 


_34. 


9C17 


.C49 


Gene No. 


35218 






Strand 


+ 








Start 


1 






End 


6687 








Name 


OJ990807 34 


.9C17.C49.ol. 


np 


Method 


AAT/NAP 








Start 


1 






End 


6687 









17252 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



4455678 Score 56 

1..56, 2210.. 2457, 2609.. 2778, 6661.. 6687 

(AL035472) putative protein synthesis initiation factor 2 
[Mycobacterium leprae] 



16695 
35218 
1 

OJ990807_34 . 9C17 . C4 9 . ol . gs 
53 

none 



Seq. ID OJ990807_34.9C17.C49 

Strand + 

End 6687 

Method GENSCAN 

End 2008 

Score .53 



53. .128, 382. .452, 903. .1056, 1111. .1203, 1568. .1674, 1841. .2008 



16695 
35219 
2349 

OJ990807_34 . 9C17 . C4 9 . o2 . gs 

2349 

none 



Seq. ID OJ990807_34.9C17.C49 
Strand 

End 3814 

Method GENSCAN 

End 3814 

Score .59 



2349. .2907, 2952. .3234, 3447. .3647, 3709. .3814 



Seq. No. 16695 Seq. ID 

Gene No. 35220 Strand 

Start 4091 End 

Name OJ990807_34 . 9C17 . C4 9 . o3 . gs Method 

Start 4091 End 

GI none Score 

Exons 4091.. 4143, 4290.. 4476 



OJ990807__34.9C17.C49 

4476 
GENSCAN 
4476 
.77 



Seq. No. 16695 Seq. ID 

Gene No. 35221 Strand 

Start 5490 End 

Name OJ990807_34 . 9C17 . C4 9 . o4 . gs Method 

Start 5490 End 

GI none Score 

Exons 5490.. 5602, 6048.. 6147 



OJ990807_34.9C17.C49 

6147 
GENSCAN 
6147 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990807_34.9C17.C50 
+ 

5371 
AAT/NAP 
5371 
141 



16696 Seq. ID 

35222 Strand 
3936 End 
OJ990807_34 . 9C17 . C50 . ol . np Method 
3936 ■ End 

2499318 Score 
3936.. 3974, 5062.. 5371 

PUTATIVE NADH-UBIQUINONE OXIDOREDUCTASE 17.3 KD SUBUNIT (COMPLEX 
1-17. 3KD) (CI-17.3KD) gi | 3874 666 | emb I CAA9278 9 . 1 1 (Z68493) 
Similarity to Bovine NADH-ubiquinone oxidoreductase 13 KD-B 
subunit (SW:NUFM_BOVIN) ; cDNA EST EMBL:C08756 comes from this 
gene [Caenorhabditis elegans] 



16696 Seq. ID 

35222 Strand 

3936 End 
OJ990807_34 . 9C17 . C50 . ol . gp Method 

4854 End 

2311635 Score 
4854 . .5174 



OJ990807_34.9C17.C50 
+ 

5371 
AAT/GAP 
5174 
606 



17253 



Seq. No. 16696 

Gene No. 35222 

Start 3936 

Name OJ990807_34 . 9C17 . C50 . o2 . gs 

Start 4990 

GI none 

Exons 4990.. 5326 



Seq. ID OJ990807_34.9C17.C50 

Strand + 

End 5371 

Method GENSCAN 

End 5326 

Score .99 



Seq. No. 16696 

Gene No. 35222 

Start 3936 

Name OJ990807_34 . 9C17 . C50 . o2 . gp 

Start 5209 

GI 20117_1.R1084 

Exons 5209. .5326 

GI Descrip. 1 1915960/emb | CAA68913 | 3.0e-30 (Y07636) peptidylprolyl isomerase 
[Triticum aestivum] 1 



Seq. ID OJ990807_34.9C17.C50 

Strand + 

End 5371 

Method AAT/GAP 

End 5326 

Score 215 



Seq. No. 


16696 








Seq. ID 


OJ990807_34.9C17.C50 


Gene No. 


35223 








Strand 




Start 


1511 








End 


4151 


Name 


OJ990807 34 


. 9C17 


.CSO.ol 


. gs 


Method 


GENSCAN 


Start 


1511 








End 


4151 


GI 


none 








Score 


.47 


Exons 


1511. .1614, 


2031 


. .2179, 


2181. 


.2399, 3399.. 3537, 3731.. 3886, 




4148 . .4151 












Seq. No. 


16696 








Seq. ID 


OJ990807_34.9C17.C50 


Gene No. 


35224 








Strand 




Start 


4960 








End 


5325 


Name 


OJ990807 34 


. 9C17. 


.CSO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4960 








End 


5250 


GI 


none 








Score 


347 


Exons 


4960. .5115, 


4990, 


. .5250, 


5055. 


.5195 




Seq. No. 


16696 








Seq. ID 


OJ990807_34.9C17.C50 


Gene No. 


35224 








Strand 




Start 


4960 








End 


5325 


Name 


OJ990807 34, 


.9C17. 


.CSO.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


4990 








End 


5325 


GI 


none 








Score 


455 


Exons 


4990. .5325, 


4990, 


. .5112, 


5055. 


.5195 




Seq. No. 


16696 








Seq. ID 


OJ990807_34.9C17.C50 


Gene No. 


35224 








Strand 




Start 


4960 








End 


5325 


Name 


OJ990807 34, 


.9C17. 


, CSO.ol. 


,ts 


Method 


TBLASTX: Soybean 


Start -j 


4999 








End 


5325 


GI 


none 








Score 


378 


Exons 


4999. .5046, 


5053. 


, .5115, 


5055. 


.5270, 5056.. 5325 


Seq. No. 


16696 








Seq. ID 


OJ990807_34 . 9C17 . C50 


Gene No. 


35224 








Strand 




Start 


4960 








End 


5325 


Name 


OJ990807 34. 


, 9C17. 


CSO.ol. 


, tc 


Method 


TBLASTX: Cress 


Start 


5055 








End 


5325 



17254 




GI 


none 


Score 


369 


Exons 


5055. .5324, 5056. .5325 






Seq. No. 


16697 


Seq. ID 


OJ990807_34 . 9C17 . C52 


Gene No. 


35225 


Strand 




Start 


27 


End 


317 


Name 


OJ990807 34 . 9C17 .C52 .ol .gs 


Method 


GEN SCAN 


Start 


27 


End 


252 


GI 


none 


Score 


. 96 


Exons 


27. .141, 216. .252 






Seq. No. 


16697 


Seq. ID 


OJ990807_34 . 9C17 . C52 


Gene No. 


35225 


Strand 




Start 


27 


End 


317 


Name 


OJ990807 34.9C17 .C52.ol.gp 


Method 


AAT/GAP 


Start 


86 


End 


317 


GI 


none 


Score 


420 


Exons 


86. .317 






Seq. No. 


16697 


Seq. ID 


OJ990807_34 . 9C17.C52 


Gene No. 


35225 


Strand 




Start 


27 


End 


317 


Name 


OJ990807 34 . 9C17 .C52 . ol . tm 


Method 


TBLASTX : Maize 


Start 


86 ~ 


End 


310 


GI 


none 


Score 


94 - 


Exons 


86. .181, 88. .156, 164.*. 280, 


164 . . 310 




Seq. No. 


16698 


Seq. ID 


OJ9 90527 21 . 9C01 ,C2 


Gene No . 


35226 


Strand 




Start 


93 


End 


8253 


Name 


OJ990527 "21.9C01.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


90 


End 


594 


GI 


4260294 


Score 


103 


Exons 


90. .179, 92. .178, 266. .388, 


270. . 446, 


271 . .450, 515 . . 583, 




517. .594, 519. .584 






GI Descrip. 








Seq. No. 


16698 


Seq. ID 


OJ990527_21.9C01 T C2 


Gene No . 


35226 


Strand 




Start 


93 


End 


8253 


Name 


OJ990527 21.9C01.C2.ol.gs 


Method 


GENSCAN 


Start 


93 


End 


8239 


GI 


none 


Score 


.77 


Exons 


93. .178, 270. .446, 521. .595, 


992. .1060, 1668. .1696, 1759. .1918, 




3146. .3256, 3892. .4049, 4539 


..4665, 4712. .4857, 6162. .6204, 




6288. .637 9, 692 6. .7129, 7205 


..7289, 8075. .8239 


Seq. No. 


16698 


Seq. ID 


OJ990527_21.9C01.C2 


Gene No . 


35226 


Strand 




Start 


93 


End 


8253 


Name 


OJ990527 21.9C01.C2.ol.np 


Method 


AAT/NAP 


Start 


216 


End 


8253 


GI 


3785975 


Score 


887 


Exons 


216. .446, 690. .787, 3151. .3256, 3892.. 


4049, 6162. . 6204, 




6288. .6418, 6926. .7133, 7167 


..7289, 8075. .8253 


GI Descrip. 


(AC005560) unknown protein [Arabidopsis thaliana] 



17255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16698 
35226 
93 

OJ990527_2 1 . 9C01 . C2 . ol . tm 

317 

none 



Seq. ID OJ990527_21.9C01.C2 
Strand 

End 8253 

Method TBLASTX : Maize 

End 6382 

Score .100 



317. .427, 318. .428, 318. .446, 319. .429, 325. .447, 3143. .3277, 
3145. .3258, 388 6 .. 4053, 3897 404 9, 6156. .6209, 6160. .6222, 
6160. .6219, 6183. .6224, 6284. .6376, 6287. .6343, 6288. .6344, 
6347.. 6382, 6348.. 6380, 6355.. 6381 



Seq. No. 16698 

Gene No. 35226 

Start 93 

Name OJ990527_21 . 9C01 . C2 . o2 . tm 

Start 539 

GI none 
Exons 



8253 

TBLASTX: Maize 
1062 
82 

539. .598, 539. .595, 541. .630, 558. .599, 704. .838, 705. 
720. .860, 989. .1060, 990. .1061, 990. .1061, 991. .1062 



Seq. ID ' 
Strand 
End 

Method 
End 
Score 



OJ990527 21.9C01.C2 



.863, 



Seq. No. 


16699 


Seq. ID 


OJ990527_21. 9C01.C3 


Gene No. 


35227 


Strand 


+ 


Start 


1163 


End 


1800 


Name 


OJ990527 21. 9C01 . C3 . ol . gs 


Method 


GENSCAN 


Start 


1163 


End 


1800 


GI 


none 


Score 


.45 


Exons 


1163.. 1216, 1792. .1800 






Seq. No. 


16699 


Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35228 


Strand 


+ 


Start 


13098 


End 


18276 


Name 


OJ990527 21. 9C01 . C3 . o3 . np 


Method 


AAT/NAP 


Start 


13098 


End 


18276 


GI 


3738337 


Score 


146 


Exons 


13098. .13147, 15484. .15929, 


18238. .18276 


GI Descrip. 


(AC005170) putative non-LTR 


retroelement reverse transcript 




[Arabidopsis thaliana] 






Seq. No. 


16699 


Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35228 


Strand 


+ 


Start 


13098 


End 


18276 


Name 


OJ990527 21. 9C01.C3.o4 .np 


Method 


AAT/NAP 


Start 


14689 


End 


16459 


GI 


5922620 


Score 


102 


Exons 


14689. .14747, 15554 .. 15604 , 


16320. .16459 


GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi | 6016853 | db j |BAA85196.1| 


(AP000570) 


EST D15357 (C0514) 




corresponds to a region of 


the predicted gene.; hypothetica 



protein [Oryza sativa] 



Seq. No. 16699 Seq. ID 

Gene No. 35228 Strand 

Start 13098 End 

Name OJ990527_21 . 9C01 . C3 . o7 . np Method 

Start 15493 End 

GI 6069646 Score 



OJ990527_21. 9C01.C3 
+ 

18276 
AAT/NAP 
17567 
457 



17256 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15493. .15627, 15682 .. 15784 , 16720.. 17567 

(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



16699 Seq. ID 

35229 Strand 

4530 End 

OJ990527_2 1 . 9C01 . C3 . o2 . gs Method 

4530 End 

none Score 
4530. .5411 



OJ990527_21.9C01.C3 

5411 
GENSCAN 
5411 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16699 Seq. ID OJ990527_21 . 9C01 . C3 

35229 . Strand 

4530 End 5411 

OJ990527_21 . 9C01 . C3 . ol . np Method AAT/NAP 

4764 End 5411 

5295971 Score 981 

4764. .5411 

(AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



16699 
35230 
5988 

OJ990527_21. 9C01 . C3 . oil . tm 

1099 

none 

1099. .1266, 
2082. .2165, 
2809. .2913, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_21.9C01.C3 
17943 

TBLASTX: Maize 

2913 

102 



1136. .1279, 1140. .1280, 2072. .2164, 2082. .2177, 
2086. .2190, 2623. .2733, 2651. .2746, 2652. .2735, 
2812. .2886, 2813. .2887 



16699 
35230 
5988 

OJ990527_21. 9C01 . C3 . o3 . ts 

4568 

none 

4568. .4765, 6015. .6248, 6148, 
6504. .6635, 6632. .6661 



Seq. ID OJ990527_21.9C01.C3 
Strand 

End 17943 

Method TBLASTX : Soybean 

End 6661 

Score 51 

.6234, 6303.. 6491, 6331.. 6492, 



Seq. No. 16699 

Gene No. 35230 

Start 5988 

Name OJ990527_21 . 9C01 . C3 . ol . tc 

Start 4572 

GI none 

Exons 4572.. 4790, 4577.. 4765, 6024. 

6313.. 6390, 6399.. 6623, 6400. 



Seq. ID OJ990527_21.9C01.C3 
Strand 

End 17943 
Method TBLASTX : Cress 
End 6684 
Score 80 

.6242, 6058.. 6234, 6309.. 6389, 
.6492, 6514.. 6624, 6634. .6684 



Seq. No. 
Gene No. 
Start 



16699 
35230 
5988 



Seq. ID OJ990527_21.9C01.C3 
Strand 

End 17943 



17257 



Name 

Start 

GI 

Exons 



OJ990527_21 . 9C01 . C3 . o4 . tm Method TBLASTX : Maize 

4578 End 6414 

none Score 229 

4578. .4763, 4578. .4763, 4580. .4765, 6025. .6411, 6027. .6332, 
6027.. 6413, 6173.. 6382, 6307.. 6414 



Seq. No. 16699 

Gene No. 35230 

Start 5988 

Name OJ990527_21 . 9C01 . C3 . o4 . tw 

Start 4607 

GI none 

Exons 4607.. 4765, 4619.. 4777, 6054, 
6313. .6390 



OJ990527_21.9C01.C3 
17943 

TBLASTX: Wheat 

6470 

67 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6257, 6066.. 6248, 6303.. 6470, 



Seq. No. 16699 

Gene No. 35230 

Start 5988 

Name OJ990527_21 . 9C01 . C3 . 06 . tm 

Start 4767 

GI none 
Exons 



Seq. ID OJ990527_21.9C01.C3 
Strand 
End 

Method 
End 
Score 



17943 

TBLASTX: Maize 

10341 

222 



4767. .4934, 4768. .5019, 4835. .4939, 4840. .4968, 4989. .5030, 
4 989. .5027, 4995. .5060, 10041. .10247, 10041. .10256, 
10117. . 10332, 10302. .10340, 10303.. 10341 



Seq. No. 16699 -. Seq. ID 

Gene No. 35230 Strand 

Start 5988 End 

Name OJ990527_21 . 9C01 . C3 . o3 . gs Method 

Start 5988 End 

GI none Score 
Exons 



OJ990527_21. 9C01.C3 

17943 
GENSCAN 
17260 
.61 



5988. .6498, 6515. .7231, 7267. .7516, 7538. .10423, 10489. 
11304. .11421, 12715. .12817, 12910 .. 1297 9, 13064 .. 13191, 
14082. .14208, 14 322. .14 607, 15582. .15707, 16328. .16416, 
16728. .16874, 17162.. 17260 



10718, 



Seq. No. 16699 Seq. ID OJ990527_2 1 . 9C01 . C3 

Gene No. 35230 ' Strand 

Start 5988 End 17943 

Name OJ990527_21 . 9C01 . C3 . o2 . np Method AAT/NAP 

Start 5991 End 10698 

GI 5295971 Score 7460 

Exons 5991. . 10698 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No.- 


16699 






Seq. ID 


-OJ990527_21.9C01.C3 


Gene No. 


35230 






Strand 




Start 


- 5988 






End 


17943 


Name 


OJ990527 21. 


9C01.C3.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


6601 






End 


6990 


GI 


none 






Score 


43 


Exons 


6601. . 6636, 


6601. .6639, 


6631. 


.6990, 6633.. 6755, 6634 .. 6990 


Seq. No. 


16699 






Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 






Strand 





17258 




Start 


5988 








End 


17943 


Name 


OJ990527 21 


.9C01 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6817 








End 


7368 


GI 


none 








Score 


66 


Exons 


6817. .7041, 


7027. 


.7224, 


7031. 


.7216, 7051.. 7218, 7239.. 7367 




7279. .7368 












Seq. No. 


16699 








Seq. ID 


OJ990527^21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21 


. 9C01. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7042 








End 


7535 


GI 


5509260 








Score 


130 


Exons 


7042. .7224, 


7061. 


.7219, 


7063. 


.7224, 7251.. 7535, 7279.-7488 


GI Descrip. 














Seq. No. 


16699 








Seq.- ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21 


. 9C01. 


C3.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


7153 








End 


7413 


GI 


none 








Score 


91 


Exons 


7153. .7224, 


7239. 


.7412, 


7282. 


.7413 




Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


1794 3 V ■ 


Name 


OJ990527 21 


. 9C01. 


C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


7192 








End 


7505 


GI 


none 








Score 


44 


Exons 


7192. .7224, 


7193. 


.7225, 


7233. 


.7496, 7279. .7494, 7293. .7505 


Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21 


. 9C01. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7986 








End 


8462 


GI 


none 








Score 


100 *■ . 


Exons 


7986. .8132, 


8154 . 


.8369, 


8170. 


.8355, 83- 


56..8462, 8371. .8457 


Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21 


. 9C01. 


C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8010 








End 


8384 


GI 


none 








Score 


65 


Exons 


8010. .8132, 


8157. 


.8384, 


8164 . 


.8310 




Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21 


. 9C01. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8070 








End 


8493 


GI 


none 








Score 


380 " 


Exons 


8070. .8372, 


8070. 


.8384, 


8071. 


.8385, 8346. .8489, 8362. .8493 


Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 



17259 




Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21. 


9C01 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8148 








End 


8696 


GI 


none 








Score 


112 


Exons 


8148. .8228,. 


8235 


. .8369, 


8346 


..8498, 8556.. 8696 


Seq. No. 


16699 








Seq. ID 


OJ990527_21 . 9C01 .C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21. 


9C01 


,C3.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


8556 








End 


8831 


GI 


none 








Score 


197 


Exons 


8556. .8831, 


8655 


. .8735 








Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21. 


9C01 


.C3.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


8769 








End 


9222 


GI 


none 








Score 


39 


Exons 


8769. .8849, 


8770 


. .8844, 


8829 


..9179, 8856. .9221, 8917. .9222 


Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand . 




Start 


5988 








End 


17943 


Name 


OJ990527 21. 


9C01 


.C3.o7 . 


tm 


Method 


TBLASTX :Maize 


Start 


8892 








End 


9132 


GI 


none 








Score 


268 


Exons 


8892. . 9131, 


8893 


. . 9132 








Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21. 


9C01 


,C3.ol . 


tm 


Method 


TBLASTX :Maize 


Start 


9147 








End 


9806 


GI 


none 








Score 


279 


Exons 


9147. .9365, 


9148 


. .9366, 


9161 


..9367, 9161. .9376, 9316. .9435, 




9319. .9426, 


9320 


. .9511, 


9366 


..9452, 9521. .9550, 9528. .9599, 




9531. .9806, 


9532 


. .9789, 


9576 


. .9791 




Seq. No. 


16699 








Seq. ID 


OJ990527_21. 9C01.C3 


Gene . No . 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21. 


9C01 


.C3.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


12713 








End 


13135 


GI 


none 








Score 


84 


Exons 


12713. . L2820, 12744 . . 12 


818, 


12910. .12981, 12914. .12982, 




13069. . 13113, 13102. . 13134, 


13103.. 13135 


Seq. No. 


16699 








Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 








Strand 




Start 


5988 








End 


17943 


Name 


OJ990527 21. 


9C01 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


12792 








End 


14244 


GI 


none 








Score 


43 


Exons 


12792. . 12821, 12797 .. 12820, 


12910. .12981, 12914. .12 982, 



17260 




13067. .13192, 13069. .13191, 13077. .13214, 14058. .14210, 
14065. .14 244, 14077. .14211 



Seq. No. 


16699 


Seq. ID 


OJ990527_21 . 9C01 . C3 


Gene No. 


35230 


Strand 




Start 


5988 


End 


17943 


Name 


OJ990527 21.9C01.C3.ol.gp 


Method 


AAT/GAP 


Start 


12898 


End 


13390 


GI 


LIB3474-009-P1-K1-B10 


Score 


755 


Exons 


12898. .12979, 13064.. 13390 






GI Descrip. 


, 4 521193/dbj | AB0134 50 . 1 | AB0134 50 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 1 




Seq. No. 


16699 


Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 


Strand 




Start 


5988 


End 


17943 


Name 


OJ990527_21 . 9C01 . C3 ,o9 . tm 


Method 


TBLASTX: Maize 


Start 


13105 


End 


14348 


GI 


none 


Score 


97 


Exons 


13105. . 13191, 13106. .13192, 


13122. .13214, 14064. . 14210, 




14 077. .14211, 14080. .14 223, 


14316. . 14348, 14324. .14347 


Seq. No. 


16699 


Seq. ID 


OJ990527_21 . 9C01 . C3 


Gene No. 


35230 


Strand 




Start 


5988 


End 


17943 . 


Name 


OJ990527_2 1 . 9C0 1 . C3 . o5 . ts 


Method 


"TBLASTX: Soybean 


Start 


14082 


End 


14211 


GI 


none 


Score 


111 


Exons 


14 082. .14210, 14 083. .14211 






Seq. No. 


16699 


Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 


Strand 




Start 


5988 


End 


17943 


Name 


OJ990527 21. 9C01.C3.olO. tm 


Method 


TBLASTX: Maize 


Start 


15643 


End 


15915 


GI 


none 


.Score 


229 


Exons 


15643. .15915, 15654. .15899 






Seq. No. 


16699 


Seq. ID 


OJ990527_21.9C01.C3 


Gene No. 


35230 


Strand 




Start 


5988 


End 


17943 


Name 


OJ990527 21.9C01.C3.o5.np 


Method 


AAT/NAP 


Start 


16599 


End 


17943 


GI 


6630699 


Score 


92 


Exons 


16599. .1667 6, 17 921. .17 94 3 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 |dbj | BAA8 9566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


16699 


Seq. ID' 


OJ990527_21.9C01.C3 


Gene No. 


35230 


Strand 




Start 


5988 


End 


17943 


Name 


OJ990527 21.9C01.C3.o8.tm 


Method 


TBLASTX: Maize 


Start 


16983 


End 


17534 


GI 


none 


Score 


286 


Exons 


16983. .17534 







17261 



Seq. No. 


16700 


Seq. ID 


OJ990527 


_21.9C01 


.C4 


Gene No. 


35231 


Strand 


+ 






Start 


2747 


End 


8527 






Name 


OJ990527 21.9C01.C4.ol.gs 


Method 


GENSCAN 






Start 


2747 


End 


8527 






GI , 


none 


Score 


.49 






Exons 


2747.. 3010, 3813.. 3904, 6055 


.6268, 6550. .7447, 


7563. .7664 




7899. .8527 










Seq. No. 


16700 


Seq. ID 


OJ990527 


_21.9C01 


.C4 


Gene No. 


- 35232 


Strand 


+ 






Start 


10068 


End 


16968 






Name 


OJ990527 21.9C01.C4.o3.np 


Method 


AAT/NAP 






Start 


10068 


End 


16380 






GI 


4680179 


Score 


678 






Exons 


10068. .10102, 11130. .12231, 


16349. .16380 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa s 


ubsp. indica] 




Seq. No. 


16700 


Seq. ID 


OJ990527 


_21.9C01, 


,C4 


Gene No. 


35232 


Strand 


+ 






Sta'rt 


10068 


End 


16968 






Name 


OJ990527_21. 9C01 . C4 . o5 . gs 


Method 


GENSCAN 






Start 


14619 


End 


16968 






GI 


none 


Score 


. 44 






Exons 


14619 .. 14766, -1 634 9 .. 1.6442, 


16535. .16598, 16648 


. .16877, 






16917 . . 16968 










Seq. No. 


16700 


Seq. ID 


OJ990527 


_21.9C01, 


.C4 


Gene No. 


35233 


Strand 


+ 






Start 


20973 


End 


22533 






Name 


OJ990527 21.9C01.C4.o7.gs 


Method 


GENSCAN 






Start 


20973 


End 


22533 






GI 


none 


Score 


.65 






Exons 


20973. .21041, 21075 .. 21683, 


21979. .22108, 22418 


. .22533 




Seq. No. 


16700 


Seq. ID 


OJ990527_ 


_21.9C01. 


,C4 


Gene No. 


35234 


Strand . 


+ 






Start 


25999 


End 


26951 






Name 


OJ990527 21.9C01.C4.o6.np 


Method 


AAT/NAP 






Start 


25999 


End 


26951 






GI 


283051 


Score 


559 






Exons 


25999. .26475, 26815. .26951 










GI Descrip. 


RNA-directed DNA polymerase 


(EC 2.7.7. 


49) - maize transpos< 




(fragment) 










Seq. No. 


16700 


Seq. ID 


OJ990527_ 


_21.9C01. 


,C4 


Gene No. 


35235 


Strand 








o tart 


1201 


End 


2907 






Name 


OJ990527 21. 9C01.C4.ol..np 


Method 


AAT/NAP 






Start 


1201 


End 


2907 






GI 


5257259 


Score 


201 






Exons 


1201.. 1278, 2755.. 2907 










GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16700 


Seq. ID 


OJ990527_ 


_21.9C01. 


C4 


Gene No. 


35236 


Strand 








Start 


7564 


End 


12815 







17262 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990527_21 . 9C01 . C4 . o2 . np Method AAT/NAP 

7564 End 12815 

4996361 Score 870 

7564.. 8666, 12729.. 12815 

(AB021263) polyprotein [Arabidopsis thaliana] 



16700 Seq. ID 

35236 Strand 
7564 End 
OJ990527_21 . 9C01 . C4 . o2 . gs Method 
8829 End 
none Score 
8829.-9233, 9309.. 9949, 9955.. 10240 

16700 Seq. ID 

35237 Strand 
13270 End 
OJ990527_21. 9C01.C4 .o4 . gs Method 
13270 End 
none Score 
13270. .13596 



OJ990527_21.9C01.C4 
12815 

GENSCAN * . 

10240 

.84 



OJ990527_21. 9C01.C4 

13596 
GENSCAN 
13596 
.99 



Seq. No. 16700 

Gene No. 35238 

Start 15773 

Name OJ990527_21 . 9C01 . C4 . o3 . tm 

Start 7537 

GI none 

Exons — 7537.. 7812, 7538.. 7813, 7546. 

Seq. No. 16700 

Gene No. 35238 

Start 15773 

Name OJ990527_21 . 9C01 . C4 . ol . ts 

Start 7549 

GI none 

Exons 7549..78S4, 7681.. 7797, 7866. 
' * 8130. .8204 



OJ990527_21. 9C01.C4 
26951 

TBLASTX: Maize 

7818 

287 



OJ990527_21. 9C01.C4 
26951 

TBLASTX: Soybean 

8209 

58 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7818 

Seq. ID 
Strand 
End 

Method 
End 
Score 

.8006, 7874. .8209, 7875. .8018, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



16700 Seq. ID 

35238 Strand 

15773 End 

OJ990527_21 . 9C01 . C4 . o4 . tw Method 

7573 End 

none Score 

7573. .7737, 7582. .7770, 7583. .7759 



OJ990527_21. 9C01.C4 
26951 

TBLASTX: Wheat 

7770 

77 



16700 : 

35238 

15773 

OJ990527_21. 9C01.C4 .ol.tm 

7916 

none 

7916. .8374, 7917. .8363 

16700 
35238 



Seq. ID OJ990527_21.9C01.C4 
Strand 

End 26951 

Method TBLASTX : Mai ze 

End 8374 

Score 341 



Seq. ID 
Strand 



OJ990527 21.9C01.C4 



17263 



Start 


15773 


End 


26951 




Name 


OJ990527 21.9C01.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7973 


End 


8404 




GI 


none 


Score 


146 




Exons 


7973.. 8230, 7974.. 8270, 8243. 


.8404, 8244. .8399 




Seq. No. 


16700 


Seq. ID 


OJ990527_21.9C01 


.C4 


Gene No. 


35238 


Strand 






Start 


15773 


End 


26951 




Name 


OJ990527 21. 9C01.C4 .o5.tm 


Method 


TBLASTX: Maize 




Start 


8381 


End 


8644 




GI 


none 


Score 


149 




Exons 


8381. .8644, 8385. .8639, 8391. 


.8477, 8537. .8644 




Seq. No. 


16700 


Seq. ID 


OJ990527_21.9C01 


. C4 


Gene No. 


35238 


Strand 






Start 


15773 


End 


26951 




Name 


OJ990527 21.9C01.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


9057 


End 


21674 




GI 


none 


Score 


95 




Exons 


9057.. 9356, 9100.. 9357, 9399. 


.9464, 9483. .9566, 21507.. 


21590, 




21609. .21674 








Seq. No. 


16700 


Seq. ID 


OJ990527_21. 9C01 


.C4 


Gene No. 


35238 


Strand 






Start 


15773 


End 


26951 




Name 


OJ990527 21. 9C01.C4 .o2.tw 


Method 


TBLASTX: Wheat 




Start 


11536 


End 


11871 




GI 


none 


Score 


278 




Exons 


11536. .11871, 11557. .11721, 11559. . 11741, 11758. .11826 




Seq. No. 


16700 


Seq. ID 


OJ990527_21.9C01 


.C4 


Gene No. 


35238 


Strand 






Start 


15773 


End 


26951 




Name 


OJ990527 21. 9C01.C4 .o7.tm 


Method 


TBLASTX: Maize 




Start 


11536 


End 


11835 




GI 


none 


Score 


231 




Exons 


11536. .11835, 11559. .11720 








Seq. No. 


16700 


Seq. ID 


OJ990527_21.9C01 


.C4 


Gene No. 


35238 


Strand 






Start 


15773 


End 


26951 




Name 


OJ990527 21.9C01.C4.o4.np 


Method 


AAT/NAP 




Start 


15773 


End 


25124 




GI 


5295955 


Score 


759 




Exons 


15773. .16342, 16446. . 16816, 16858 .. 16981, 17664 .. 17778, 






18320. .18390, 21103. .21310, 21350. .21447, 22988. .23119, 






23660. .23775, 24721 .. 24789, 25026. .25124 




GI Descrip. 


. : (AB026295) Similar to Epstein- 


-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 








Seq. No. 


16700 


Seq. ID 


OJ990527_21.9C01 


.C4 


Gene No. 


35238 


Strand 






Start 


15773 


End 


26951 




Name 


OJ990527 21.9C01.C4.o6.gs 


Method 


GENSCAN 




Start 


18996 


End 


19486 




GI 


none 


Score 


.98 





17264 




Exons 


18996. .19123, 19396. 


. .19486 










Seq. No. 


16700 




- Seq. ID 


OJ990527 


_21.9C01 


.C4 


Gene No. 


35238 




Strand 








Start 


15773 




End 


26951 






Name 


OJ990527 21.9C01.C4. 


, 08 . tm 


Method 


TBLASTX : 


Maize 




Start 


22054 




End 


22404 






GI 


none 




Score 


121 






Exons 


22054 . .22221, 22056. 


.22199, 


22231. .22404, 22239 


. .22403 




Seq. No. 


16700 




Seq. ID 


OJ990527 


_21.9C01 


.C4 


Gene No. 


35238 




Strand 








Start 


15773 




End 


26951 






Name 


OJ990527 21.9C01.C4. 


o5 . tw 


Method 


TBLASTX : 


Wheat 




Start 


22155 




End 


22461 






GI 


none 




Score 


183 






Exons 


22155. .22202, 22162. 


.22461, 


22242. .22406 






Seq. No. 


16700 




Seq. ID 


OJ990527 


_21. 9C01 


.C4 


Gene No. 


35238 




Strand 








Start 


15773 




End 


26951 






Name 


OJ990527 21.9C01.C4. 


08 .gs 


Method 


GENSCAN 






Start 


23376 


End 


26223 






GI 


none 




Score 


.56- 






Exons 


23376. .23844, 23966. 


.24062, 


24754 . .24799, 25407 


. .25496, 






26209. -.26223 












Seq. No. 


16700 




Seq. ID 


OJ990527 


_21. 9C01 


.C4 


Gene No. 


35238 




Strand 








Start 


15773 




End 


26951 






Name 


OJ990527 21.9C01.C4. 


o5 .np 


Method 


AAT/NAP 






Start 


24710 




End 


26951 






GI 


4680183 




Score 


212 






Exons 


24710. .24799, 25407. 


.25477, 


26922. .26951 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


16700 




Seq. ID 


OJ990527 


_21.9C01 


-G4 


Gene No. 


35238 




Strand " 








Start 


15773 




End 


26951 






Name 


OJ990527 21.9C01.C4. 


06. tm 


Method 


TBLASTX: 


Maize 




Start 


25717 




End 


26000 






GI 


none 




Score 


187 






Exons 


25717. .25887, 25719. 


.25883, 


25893. .26000, 25900 


. .25998 




Seq. No. 


16700 




Seq. ID 


OJ990527 


_21. 9C01 


.C4 


Gene No. 


35238 




Strand 








Start 


15773 




End 


26951 






Name 


OJ990527 21.9C01.C4. 


o2 . tm 


Method ' 


TBLASTX : 1 


Maize 




Start 


26001 - 




End 


26459 






GI 


none 




Score 


134 






Exons 


26001. .26108, 26005. 


.26106, 


26012. .26110, 26083 


. .26406, 






26109. .26405, 26387. 


.26458, 


26388. .26459 






Seq. No. 


16700 




Seq. ID 


OJ990527 


_21. 9C01 


.C4 


Gene No. 


35238 




Strand 








Start 


15773 




End 


26951 






Name 


OJ990527 21.9C01.C4. 


o2. ts 


Method 


TBLASTX : ■ 


Soybean 





17265 



Start 
GI 

Exons 



26011 
none 

26011. .26415 



End 
Score 



26415 
215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 

End 

Score 



16700 
35238 • 
15773 

OJ990527_21. 9C01.C4 .ol.tc 
26041 
none 

26041. .26406, 26400.. 26468 

16700 
35238 
15773 

OJ990527_21. 9C01.C4 .o3.tw 
26131 
none 

26131. .26406, 26184 26384 , 26352.. 26468 



Seq. ID OJ990527_21. 9C01.C4 
Strand 

26951 

TBLASTX: Cress 
26468 
219 



Seq. ID OJ990527_21. 9C01.C4 
Strand 

26951 

TBLASTX: Wheat 
26468 
247 



End 

Method 

End 

Score 



16701 
35239 
' 1 

OJ990527_21. 9C01 . C5 . ol . np 
1 

6523547 * " 



Seq. ID OJ990527_21.9C01.C5 

Strand + 

End 11023 

Method AAT/NAP 

End 11023 

Score 342 



1..62, 183. .422, 10230. .11023 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



16701 
35239 
1 

OJ990527_21.9C01.C5.o2.gs 

1170 

none 



Seq. ID OJ990527_21.9C01.C5 

Strand + 

End 11023 

Method GENSCAN 

End 3224 

Score .78 



1170. .1251,. 1318. .1413, 2805. .2977, 2988.-3224 



16701 
35239 
1 

OJ990527_21 . 9C01 . C5 . o2 . gp 
5478 

uC-osflcyp088bl2bl 
5478. .5585 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ990527_21.9C01.C5 

Strand + 

End 11023 

Method AAT/GAP 

End 5585 

Score 126 



Seq. No. 16701 

Gene No. 35240 

Start 48 

Name OJ990527_21 . 9C01 . C5 . ol . gs 

Start 48 

GI none 

Exons 48 . . 648 



Seq. ID OJ990527_21:-9C01.C5^ 
Strand 

End 64 8 

Method GENSCAN 

End 64 8 

Score .89 



Seq. No. 



16701 



Seq. ID OJ990527_21. 9C01.C5 



17266 



Gene No. 35241 

Start 11619 

Name OJ990527_21 . 9C01 . C5 . o2 . np 

Start 11619 

GI 4680183 

Exons 11619. .11775 

GI Descrip. (AF111709) gag-pol protein 



Strand 
End 

Method 

End 

Score 



11775 
AAT/NAP 
11775 
146 



[Oryza sativa subsp . indica] 



Seq. No. 16702 

Gene No. 35242 

Start 1 

Name OJ990527_21 . 9C01 .C6 . ol . np 

Start 1 

GI 4512618 

Exons 1. .31, 737. .2057, 
GI Descrip. 



Seq. ID OJ990527_21. 9C01.C6 
Strand + 
End 3131 
Method AAT/NAP 
End 3131 
Score 1282 
2562, 3000.. 3131 
(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC- gb | AF080119 and. is a 
member of the reverse transcriptase family PF 100078. 



2085. 



Seq. No. 


16702 


Seq. ID 


OJ990527_21.9C01.C6 


Gene No. 


35242 


Strand 


+ 


Start 


1 


. End 


3131 


Name 


OJ990527 21.9C01.C6.ol.gp 


Method 


AAT/GAP 


Start 


87 


End 


192 


GI 


uC-osflcyp088bl2bl 


Score 


136 


Exons 


87. .192 






GI Descrip. 


' 5257255/dbj | AP000364 . 1 | AP000364 3. Oe- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


16702 


Seq. ID 


OJ990527_21.9C01.C6 


Gene No. 


35243 


Strand 




Start 


6168 


End 


8581 


Name 


OJ990527 21.9C01.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


997 


End 


1494 


GI 


5509260 


Score 


391 


Exons 


997. .1494, 1320. .1493 






GI Descrip. 








Seq. No. 


16702 


Seq. ID 


OJ990527_21.9C01.C6 


Gene No. 


35243 


Strand 




Start 


6168 


End 


8581 


Name 


OJ990527 21.9C01.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1015 


End 


1470 


GI 


none 


Score 


68 


Exons 


1015. .1107, 1015. .1107, 1138. 


.1470, 1141. .1251, 1320. .1469 


Seq. No. 


16702 


Seq. ID 


OJ990527_21. 9C01.C6 


Gene No. 


35243 


Strand 




Start 


6168 


End 


8581 


Name 


OJ990527 21.9C01.C6.o4.tm 


Method 


TBLASTX: Maize 


Start 


1041 


End 


1293 


GI 


none 


Score 


291 


Exons 


1041. .1292, 1042. .1293 






Seq. No. 


16702 


Seq. ID 


OJ990527_21.9C01.C6 


Gene No. 


35243 


Strand 




Start 


6168 


End 


8581 



17267 



Name 


OJ990527 21 


. 9C01 


.C6.ol. 


tc 


Start 


1128 








GI 


none 








Exons 


1128. .1289, 


1129 


. .1380 




Seq. No. 


16702 








Gene No . 










Start 


6168 








Name 


OJ990527 21 


. 9C01 


.C6.o2. 


tm 


Start 


1293 








GI 


none 








Exons 


1293. :138s, 


1293 


. .1694, 


1294 


Seq. No. 


16702 








Gene No. 


35243 








otart 


Dl DO 








Name 


OJ990527 21 


. 9C01. 


.C6.ol. 


tw 


Start 


1675 








GI 


none 








Exons 


1675. .1836, 


1680, 


. .1835, 


1809 




2065. .2133, 


2141, 


. .2185 




Seq. No. 


16702 








Gene No . 


3dI 4 J 








Start 


6168 








Name 


OJ990527 21, 


.9€01. 


.C6.ol. 


tm 


Start 


1705 








GI 


none 








Exons 


1705. .2079, 


1716. 


. .2078, 


2089 


Seq. No. 


16702 








Gene No . 










Start 


6168 








Name 


OJ990527 21, 


.9C01. 


,C6.o2. 


ts 


Start 


1870 








GI 


none 








Exons 


1870. .2097, 


2080. 


, .2493, 


2088 


Seq. No. 


16702 








Gene No. 


35243 








o car l 


bl bo 








Name 


OJ990527 21. 


,9C01. 


C6.o3. 


tm 


Start 


2196 








GI 


none 








Exons 


2196. .2249, 


2200. 


.2499, 


2207 




2500. .2538 








Seq. No. 


16702 








Gene No. 


35243 








Start 


6168 








Name 


OJ990527 21. 


9C01. 


C6.o3. 


tw 


Start 


2347 








GI 


none 








Exons 


2347. .2565, 


2358. 


.2564 





Method 

End 

Score 



TBLASTX: Cress 

1380 

240 



Seq. ID OJ990527_21. 9C01.C6 
Strand 

8581 

TBLASTX: Maize 
1698 
71 



End 

Method 
End 
Score 
.1698 



Seq. ID OJ990527_21.9C01.C6 
Strand 

End 8581 

Method TBLASTX : Wheat 

End 2185 

Score 156 

.2078, 1849.. 2079, 2064.. 2132, 



Seq. ID OJ990&27_21.9C01.C6 
Strand 

End 8581 

Method TBLASTX: Maize 

End 2192 

Score 423 

.2190, 2094.. 2189, 2097. .2192 

Seq. ID OJ990527_21.9C01.C6 
Strand 

End 8581 

Method TBLASTX : Soybean 

End 24 93 

Score 140 
.2243, 2323.. 2415 

Seq. ID OJ990527_21. 9C01.C6 
Strand 

End 8581. 

Method TBLASTX : Mai ze 

End 2538 

Score 370 

.2422, 2292.. 2495, 2500.. 2535, 



Seq. ID OJ990527_21.9C01.C6 
Strand 

End 8581 

Method TBLASTX : Wheat 

End 2565 

Score 194 



Seq. No. 
Gene No. 



16702 
35243 



Seq. ID OJ990527_21.9C01.C6 
Strand 



17268 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6168 End 

OJ990527_21 . 9C01 . C6 . o2 . gs Method 

6168 End 

none Score 



8581 
GENSCAN 
8581 
.82 



6168. .6184, 6349. .6462, 7737. .7769, 8551. .8581 



16703 
35244 
1 

OJ990527_21 . 9C01 . C7 . ol . np 
1 

3785975 



Seq. ID OJ990527_21. 9C01.C7 

Strand + 

End 1131 

Method AAT/NAP 

End 1131 

Score 194 



1..69, 158. .296, 333. .497, 1093. .1131 

(AC005560) unknown protein [Arabidopsis thaliana] 



16703 
35244 
1 

OJ990527_21.9C01.C7.ol.gp 
9 

uC-osroM202001c04bl 
9.. 69, 158.. 273, 362.. 505 

•3785975" 1.0e-45 (AC005560) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990527_21.9C01.C7 

Strand + 

End " 1131 

Method AAT/GAP 

End 505 

Score 562 



Seq. No. - 16703 

Gene No. 35244 

Start 1 

Name OJ990527_21 . 9C01 . C7 . ol . gs 

Start 158 

GI none 

Exons 158.. 273, 362.. 497 



Seq. ID OJ990527_21. 9C01.C7 

Strand + 

End 1131 

Method GENSCAN 

End 4 97 

Score . 98 



Seq. No. 

Gene No. 

'Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16704 
35245 
1 

OJ990527_21 . 9C01 . C8 . ol . np 
1 

6705984 
1. . 1043, 1815. .2082 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990527_21.9C01.C8 
Strand 

End 2082 

Method AAT/NAP 

End 2082 

Score 918 .- • 



16704 
35245 
1 

OJ990527_21 . 9C01 . C8 . ol . tw 

371 

none 



Seq. ID OJ990527_21. 9C01.C8 
Strand 

End 2082 

Method TBLASTX : Wheat 

End 822 

Score 115 



371. .553, 385. .660, 406. .666, 665. .820, 667. .822 



16704 
35245 
1 

OJ990527_21.9C01.C8.ol.ts 

424 

none 



Seq. ID OJ990527_21. 9C01.C8 
Strand 

End 2082 

Method TBLASTX : Soybean 

End 817 

Score 42 



424. .474, 430. .651, 517. .657, 691. .816, 692. .817 



17269 



Seq. No. 16704 Seq. ID 

Gene No. 35245 Strand 

Start 1 End 

Name OJ990527_21 . 9C01 . C8 . ol . tm Method 

Start 634 End 

..GI none Score 
Exons 



OJ990527_21.9C01.C8 
2082 

TBLASTX: Maize 

869 

63 



634. .834, 660. .821, 665 . . 835, - 822 . . 8 69, 822. .869 



Seq. No. 16705 Seq. ID 

Gene No. 35246 Strand 

Start 553 End 

Name OJ990527_21 . 9C01 . C9 . ol . gs Method 

Start 553 End 

GI none Score 

Exons 553. .729 



OJ990527_21.9C01.C9 
+ 

729 

GENSCAN 

729 

.42 



Seq. No. 16705 Seq. ID OJ990527_21 . 9C01 . C9 

Gene No. 35247 Strand + 

Start 5193 End 5721 

Name OJ990527_21 . 9C01 .C9 . ol . np Method AAT/NAP 

Start 5193 End 5721 

GI 128835 Score 466 

Exons 5193. .5721 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE 4 9 KD SUBUNIT, CHLOROPLAST 

(ORF 393) gi | 66200 | pir | IDERZ49 NADH dehydrogenase (ubiquinone) 
(EC 1.6.5.3) 49K protein - rice chloroplast 

gi|12056|emb|CAA33911| (X15901) NADH dehydrogenase 4 9kDa protein 
[Oryza sativa] gi | 226677 | prf || 1603356DE NADH dehydrogenase 49kD 
protein [Oryza sativa] 



Seq. No. 16705 

Gene No. 35248 

Start 12998 

Name OJ990527_21 . 9C01 . C9 . o5 . gs 

Start 12998 

GI none 

Exons " 12998. .13084, 13624 .. 1374 6, 
16165. .16316, 17683. .17862, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14152 

18147 



14463, 
18280, 



OJ990527_ 
+ 

37462 
GENSCAN 
19135 
.4 

15963, 
18317, 



21.9C01.C9 



16021, 
19135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



16705 Seq. ID OJ990527_21 . 9C01 . C9 

35248 Strand + 

12998 ■ End 37462 

OJ990527_21 . 9C01 . C9 . o2 . np Method AAT/NAP 

18056 End 21952 

6539553 Score 6447 

18056. .21952 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1- ; (AP000837 ) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



16705 Seq. ID 

35248 Strand 

12998 End 

OJ990527_21.9C01.C9.o6.gs Method 

19592 End 



OJ990527_21.9C01.C9 
+ 

37462 

GENSCAN 

37462 



17270 



GI 

Exons 



none Score . 63 

19592. .20842, 21164 .. 21434, 21558 .. 21951, 22740 .. 22959, 

23041. .23320, 24 951 25067 , 25950 .. 26077, 26420 .. 26542, 

26803. .26943, 30399 .. 30512, 30886. . 31032, 31144 .. 31 184 , 

31737. .31816, 31917 32012, 32520 .. 32850, 34387 35422, 

35548. .36238, 36313 .. 36500, 3657 6.-36765, 36837 3694 1, 
37014 . .37462 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16705 
35248 
12998 

OJ990527_2 1 . 9C01 . C9 . o3 . np 

23644 

4557721 

23644 . .23708, 26420 .. 26542, 
30886. .31137, 318 95 .. 32012 , 



OJ990527_21.9C01.C9 
+ 



Seq. ID 
Strand 

End 374 62 

Method AAT/NAP 
End 32848 
Score 269 
26803. .26943, 30399 .. 30512, 
32520.. 32848 

lipase A precursor gi I 585405 | sp | P38571 1 LICH_HUMAN -LYSOSOMAL ACID 
LI PASE/CHOLESTERYL ESTER HYDROLASE PRECURSOR (LAL) (ACID 
CHOLESTERYL ESTER HYDROLASE) (STEROL ESTERASE) (LIPASE A) 
(CHOLESTERYL ESTERASE) gi 1187152 (M74775) lysosomal acid 
lipase/cholesteryl esterase [Homo sapiens] 



16705 Seq. ID 

35248 . Strand 

12998 End 
OJ990527_21. 9C01.C9.o4 .np Method 
34538 End 
6691716 Score 

34538. .35408, 35606 .. 357 98 , 35880 

36576. .36687, 36837 3694 1 , 37014 



OJ990527_21.9C01.C9 
+ 

37462 
AAT/NAP 
37459 
2370 

36166, 36313. .36500, 
37459 



(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj |BAA89397.1| (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16705 Seq. ID 

35249 Strand 

2749 End 

OJ990527_21 . 9C01 . C9 . o2 . gs Method 

2749 End 

none Score 

2749.-2844, 4495. .4752, 5082. .5084 



16705 
35250 
7493 

OJ990527 
7493 
none 

7493. .8017, 



_21.9C01.C9.o3.gs 



87,39. .8849 



16705 
35251 
9413 

OJ990527_21 . 9C01 . C9 . o2 . gp 
9413 

61605_3.R1084 
9413. . 9666 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_21. 9C01.C9 

5084 
GENSCAN 
5084 
.82 



OJ990527_21. 9C01.C9 

8849 
GENSCAN 
8849 
.86 



OJ990527_21.9C01.C9 

9666 
AAT/GAP 
9666 
435 



17271 



GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 16705 Seq. ID 

Gene No. 35252 Strand 

Start 37778 End 

Name OJ990527_21.9C01.C9.o7.gs Method 

Start ,37778 End 

GI none Score 

Exons 37778. .38347 



OJ990527_21. 9C01.C9 

43887 
GENSCAN 
38347 
.61 



Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01.C9 


Gene No. 


35252 






Strand 




Start 


37778 






End 


43887 


Name 


OJ990527 21 


.9C01 


.C9.o5.np 


Method 


AAT/NAP 


Start 


37814 






End 


43887 


GI 


5922631 






Score 


6666 


Exons 


37814. .40340, 40947 .. 41870, 


41997. .42148, 42191 42762, 




42808. .43010, 4 32 60 .. 43504 , 


43763. .43887 


GI Descrip. 


(AP000492) 


ESTs 


C26347 (C12145) , AO078074 (C12145) correspond 




region of the predicted gene 


. ; similar 


to prpol; Zea mays 




retrotransposon 


Cinful-1. (AF049110) [Oryza sativa] 




gi| 6016864 | db j | BAA85207.il (AP000570) 


ESTs 




C26347 (C12145) , AU078074 (C12145) correspond to a region of t 




predicted gene.; 


Similar to 


prpol; Zea 


mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 




Seq. No. 


" 16705 






Seq. ID 


OJ990527_21.9C01.C9 


Gene No. 


35252 






Strand 




Start 


37778 






End 


43887 


Name 


OJ990527 21 


. 9C01 


.C9.o8.gs 


Method 


GENSCAN 


Start 


38423 






End 


43887 


GI 


none 






Score 


-.46 


Exons 


38423. .39905, 39917 .. 4 0858 , 


40955. .43887 


Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01.C9 


Gene No. 


35253- • 






Strand 




Start 


44536 






End 


■49240 


Name 


OJ990527 21 


. 9C01 


•C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5192 






End 


5551 


GI ■ 


none 






Score 


90 


Exons 


5192. .5242, 


5193 


..5252, 5202 


..5360, 5238,. 5447, 5239. .5457, 




5392. .5538, 


5441 


..5551, 5442 


. .5546 




Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01.C9 


Gene No. 


35253 






Strand 




Start 


44536 






End 


49240 


Name 


OJ990527 21 


. 9C01 


.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


5329 






End 


5551 


GI 


none 




Score 


116 


Exons 


5329. .5391, 


5331 


..5393, 5404 


..5457, 5408. .5446, 5437. .5538, 




5441. .5551, 


5442 


. .5546 







Seq. No. 16705 

Gene No. 35253 

Start 44536 

Name OJ990527 21 . 9C01 . C9 . olO . tw 



Seq. ID OJ990527_21.9C01.C9 
Strand 

End 49240 

Method TBLASTX : Wheat 



17272 




Start 


18050 




End 


18436 




GI 


none 




Score 


319 




Exons 


18050. .18436, 18064 . 


. 18435 








Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536,. 




End 


49240 




Name 


OJ990527 21.9C01.C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


18185 




End 


18498 




GI 


none 




Score 


351 




Exons 


18185. .18496, 18193. 


. 18498 








Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End < 


49240 




Name 


OJ990527 21.9C01.C9. 


o2 . tm 


Method 


TBLASTX : Maize 




Start 


18997 




End 


19319 




GI 


none 




Score 


264 




Exons 


18997. .19251, 19004. 


.19318, 


19024. .19317, 19152. .19319 




Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


,C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


.* OJ990527 21.9C01.C9. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


19346 




End 


19732 




GI 


none 




Score 


94 




Exons 


19346. .19501, 19493. 


.19732 








Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


19520 




End 


38449 




GI 


none 




Score ' 


292 




Exons 


19520. .19954, 19735. 


. 19929, 


38318. .38449 




Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9. 


ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


19595 




End 


19789 




GI 


none 




Score 


265 




Exons 


19595. . 19789, 19598. 


. 19789 








Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9. 


o5 . t s 


Method 


TBLASTX : Soybean 




Start 


19742 . } 




End 


20140 




GI 


none 




Score 


194 




Exons 


19742 . . 19966, 19750. 


. 19920, 


19757. .19951, 19967. .20140, 






19975. .20013 










Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9. 


ol . tw 


Method 


TBLASTX: Wheat 





17273 




Start 


19790 




End 


20533 




GI 


none 




Score 


587 




Exons 


19790. .20239, 19798 


. .20244, 


19799. .20266, 20297 .. 20527 , 






20298. .20528, 20306 


. .20533, 


20374. .20532 




Seq. No. 


16705 




Seq. ID 


OJ990527_21 . 9C01 


.C9 


Gene No. 


35253 




Strand 


— 




Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9 


. ol. tc 


Method 


TBLASTX: Cress 




Start 


20548 




End 


20809 




GI 


none 




Score 


275 




Exons 


20548. .20721, 20549 


. .20809 








Seq. No. 


16705 




Seq. ID 


OJ990527_21. 9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9 


. o2.ts 


Method 


TBLASTX : Soybean 




Start 


20548 




End 


20920 




GI 


5509260 




Score 


328 




Exons 


20548. .20769, 20549 


. .20920, 


20857. .20901 




GI Descrip. 












Seq. No. 


16705 




Seq. ID 


OJ990527_21. 9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


20590 




End 


21055 




GI 


none 




Score 


357 




Exons 


20590. .20769, 20591 


. .21055, 


20726. .20908 




Seq. No. 


16705 




Seq. ID 


OJ990527_21. 9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


20591 




End 


21136 




GI 


none 




Score 


310 




Exons 


20591. .20935, 20930 


. .21136 








Seq. No. 


16705 




Seq. ID 


OJ990527_21. 9C01 


C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21.9C01.C9 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20989 




End 


21334 




GI 


none 




Score 


285 




Exons 


20989. .21189, 20990 


.21334 








Seq. No. 


16705 




Seq. ID 


OJ990527_21. 9C01 


C9 


Gene No. 


35253 




Strand 






Start 


4 4 53,6 




End 


49240 




Name 


OJ990527 21.9C01.C9 


o7 . tm 


Method 


TBLASTX : Maize 




Start 


21146 




End 


21484 




GI 


none 




Score 


294 




Exons 


21146. .21484, 21146 


.21469 








Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01. 


C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 





17274 




Name 


OJ990527 21 . 9C01.C9 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


21340 "~ 




End 


21816 




GI 


none 




Score 


101 




Exons 


21340. .21411, 21341 


. .21415, 


21341. .21421, 21429. .21737, 






21431 . .21778, 21433 


. .21816 








Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21 9C01 C9 


. 08 . ts 


Method 


TBLASTX: Soybean 




Start 


2 1 34 7 ~ 




End 


21688 




GI 


none 




Score 


84 




Exons 


21347. .21460, 21373 


. .21447, 


21479. .21688, 21479.. 21667 




Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


,C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21 9C01 C9 


oil . tm 


Method 


TBLASTX: Maize 




Start 


32519 ~ 




End 


32899 




GI 


none 




Score 


54 




Exons 


32519. . 32557, 32570 


. 32710, 


32753.. 32899 




Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21 9C01 C9 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


32525 — 




End 


32806 




GI 


none 




Score 


186 




Exons 


32525 32710. 32708 


32806 








Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21 9C01 C9 


o 1 4 . t w 


Method 


TBLASTX: Wheat 




Start 


34658 ~~ 




End 


34948 




GI 


none 




Score 


217 




Exons 


34658 . . 34948 










Sea No 


16705 




■ Seq. ID 


OJ990527_21.9C01 


PQ 


Gene No. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990527 21 9C01 C9 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


37790 ~~ 




End 


38404 




GI 


none 




Score 


80 




Exons 


37790 37921 37913 


. 38071, 


38126. .38404, 38142 .. 38243, 






38295 38384 










Seq. No. 


16705 




Seq. ID 


OJ990527_21.9C01 


C9 


Gene N,o. 


35253 




Strand 






Start 


44536 




End 


49240 




Name 


OJ990S27 9C01 P9 


o9 . tm 


Method 


TBLASTX: Maize 




Start 


37827 




End 


38062 




GI 


none 




Score 


105 




Exons 


37827. .37931, 37829. 


.37930, 


37910. .38062 




Seq. No. 


16705 




Seq. iD 


OJ990527_21.9C01. 


C9 


Gene No. 


35253 




Strand 







17275 




Start 


44536 






End 


49240 




Nanis 


OJ990527 21.9C01.C9 


. o5 . tw 


Method 


TBLASTX: Wheat ■ 




Start 


38519 






End 


38906 




GI 


none 






Score 


109 




Exons 


38519. 


.38710, 38519 


. . 38905, 


38595. .38906 




Seq.. No. 


16705 






Seq. ID 


OJ990527_21. 9C01 


.C9 


Gene No. 


35253 






Strand 






Start 


44536 






End 


49240 




Name 


OJ990527 21.9C01.C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


38549 






End 


38912 




GI 


none 






Score 


276 




Exons 


38549. 


.38596, 38577 


. . 38891, 


38588. .38911, 38601.. 38912 




Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 






Strand 


- 




Start 


44536 






End 


49240 




Name 


OJ990527 21.9C01.C9, 


. ol5 . tw 


Mpt hod 


TRT.ASTX • Whpflt 

J- i_J JJii X z\ • Mil O L_ 




Start 


38909 






End 


39208 




GI 


none 






Score 


130 




Exons 


38909. 


.39049, 39074, 


. . 39208 








Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 






Strand 


- 




•Start 


44536 






End 


49240 




Name 


OJ990527 21.9C01.C9, 


, olO . tm 


Method 


TBLASTX : Maize 




Start 


39140 






End 


39394 




GI 


. none 






Score 


193 




Exons 


39140. 


.39394 










Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01 


.C9 


Gene No. 


35253 






Strand 






Start 


44536 






End 


49240 




Name 


OJ990527 21.9C01.C9, 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


39224 






End 


39646 




GI 


none 






Score 


266 




Exons 


39224. 


.39646, 39234. 


. 39638 








Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01 


,C9 


Gene No. 


35253 






Strand 






Start 


44536 






End 


49240 




Name 


OJ990527 21.9C01.C9. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


39267 






End 


39655 




GI 


none 






Score 


157 




Exons 


39267. 


.39647, 39269. 


. 39511, 


39551.. 39655 




Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01, 




Gene No.. 


35253 






Strand 






Start 


44536 






End 


49240 




Name 


OJ990527 21.9C01.C9. 


ol3 . tw *' 


Method 


TBLASTX: Wheat 




Start 


39646 






End 


39931 




GI 


none 






Score 


72 




Exons 


39646. 


.39744, 39647. 


.39796, 


39650. .39883, 3977 1 .. 398 99, 






39892. 


.39930, 39902. 


.39931 








Seq. No. 


16705 






Seq. ID 


OJ990527_21.9C01. 


.C9 


Gene No. 


35253 






Strand 







17276 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 



44536 End 
OJ990527_21 . 9C01 . C9 . o3 . ts Method 
39910 End 
none Score 

39910. .40281, 39914 .. 40084 , 40121.. 40264 



49240 

TBLASTX : Soybean 
40281 
47 



16705 
35253 
44536 

OJ990527_21. 9C01 . C9 . o4 . tw 

39935 

none 

39935. .40315, 39940.. 40359 

16705 
35253 
44536 

OJ990527_21. 9C01 . C9 . 06 . tm 

40033 

none 

40033. .40416, 40034. .40312 



16705 
35253 
44536 

OJ990527_21.9C01.C9, 

40444 

none 

40444 . .40737, 40444 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990527_21.9C01.C9 
49240 

TBLASTX: Wheat 

40359 

300 



OJ990527_21.9C01.C9 
49240 

TBLASTX: Maize 

40416 

171 



OJ990527 21.9C01.C9 



o3 . tm 
.40800, 40454.. 40759 



49240 

TBLASTX: Maize 
40800 
94 



16705 
35253 
44536 

0 J990527_2 1 . 9C0 1 . C9 . o3 . tw 

40474 

none 

40474. .40929, 40475.. 40930 

16705 
35253 
44536 

OJ990527_21. 9C01 . C9 . olO . ts 

40525 

none 

40525. .40659, 40666.. 40890 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_21.9C01.C9 
49240 

TBLASTX: Wheat 

40930 

265 



OJ990527_21.9C01.C9 
49240 

TBLASTX : Soybean 

40890 

136 



16705 Seq. ID 

35253 Strand 

44536 End 

OJ990527_2 1 . 9C01 . C9 . o9 . tw Method 

41150 End 

none Score 

41150. .41386, 41152. .41382, 41431. .41607 



OJ990527 21.9C01.C9 



49240 

TBLASTX: Wheat 
41607 
147 



16705 
35253 
44536 



Seq. ID 

Strand 

End 



OJ990527 21.9C01.C9 



49240 



17277 



Name 

Start 

GI 

Exons 



OJ990527_21 . 9C01 .C9 . oil . tw Method 

42184 End 

none Score 
42184. .42585, 42317. .42586 



TBLASTX: Wheat 

42586 

114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990527 21.9C01.C9 



16705 Seq. ID 

35253 Strand"' - 

44536 End 49240 

OJ990527_2 1 . 9C0 1 . C9 . 06 . np Method AAT/NAP 

44536 End 49234 

1063684 Score 36 

44536.-44657, 49197. .49234 
(U39072) AtGRP2b [Arabidopsis thaliana] 

gi|4803937|gb|AAD29810.1|AC006264_18 (AC006264) glycine-rich 
protein (AtGRP2) [Arabidopsis thaliana] 



16705 
35253 
44536 

OJ990527_21.9C01.C9.o9.gs 

45515 

none 



Seq. ID OJ990527_21.9C01.C9 
Strand 

End 49240 

Method GENSCAN 

End 49240 

Score . 94 



45515. .46013, 4 6991 47 115, 48938. .49240 



Seq, No. 16706 Seq. ID OJ990527_21 . 9C01 . C10 

Gene No. 35254 . Strand 

Start 4456 End '4864 

Name OJ990527_21 . 9C01 . C10 . ol . gp Method AAT/GAP 

Start 4456 End 4864 

GI uC-osroM202001c04al Score 572 

Exons 4456.. 4655, 4730.. 4864 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 1.0e-17 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16706 
35255 
4789 

OJ990527_21.9C01.C10.ol .tm 

4789 

none 

4789. .4869, 4789. .4869, 4814. 
5932. .6048, 5933. .6049, 5934. 
6135. . 6263, 6136. .6264 

16707 
35256 
469 

OJ990527_21. 9C01 . CI 6 . ol . gs 
4 69 • 
none 
469. .528 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 21.9C01.C10 



6264 

TBLASTX: Maize 
6264 
105 

,4870, 5020. .5148, 5026. .5148, 
.6047, 5986. .6048, 6135. .6263, 



Seq. ID OJ990527_21.9C01.C16 

Strand + 

End 719 

Method GENSCAN 

End 528 

Score .94 



Seq. No. 16707 Seq. ID 

Gene No. 35256 Strand 

Start 469 End 

Name OJ990527__21 . 9C01 . C16 . ol . np Method 

Start 4 69 End 



OJ990527_21.9C01.C16 
+ 

719 

AAT/NAP 
719 



17278 




GI 2498930 Score 65 

Exons 469.. 528, 696.. 719 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16708 
35257 
39 

OJ990427_23.9C03.Cl.ol.gs 
39 

none 



Seq. ID OJ990427_23.9C03.C1 

Strand . - 

End 1289 

Method GENSCAN 

End 1289 

Score .85 



39. .166, 244. .387, 441. .581, 1082. .1289 



Seq. No. 16709 

Gene No. 35258 

Start 7239 

Name OJ990427_23 . 9C03 . C2 . o3 . gs 

Start 7239 

GI none 
Exons 



Seq. ID OJ990427_23. 9C03.C2 



Strand 
End 

Method 

End 

Score 



+ 

9122 
GENSCAN 
9122 
.53 



7239. .7259, 7635. .7676, 8493. .8819, 9048. .9122 





Seq. No. 


16709 


Seq. ID 


OJ990427_23.9C03.C2 




Gene No. 


35259 


Strand 




r ^ 


Start 


172 


End 


14545 




Name 


OJ990427 23.9C03.C2.ol.gs 


Method 


GENSCAN 


!- 1 1 


Start 


172 


End 


590 




GI 


none 


Score 


.62 


\ yl 


Exons 


172. .270, 468. .590 






L L.s 


Seq. No. 


16709 


Seq. ID 


OJ990427_23. 9C03.C2 




Gene No. 


35259 


Strand 




1 fcp 


Start 


172 


End 


14545 




Name 


OJ990427 23.9C03.C2.ol.np 


Method 


AAT/NAP 




Start 


488 


End 


14497 




GI 


6665543 


Score 


918 




Exons 


488. .560, 3208. .4246, 4377.. 


4466, 4590. 


..4696, 5322. .5603, 






7740. .7857, 11167 .. 11431, 14271. .14497 




: 


GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 


: SS E 


Seq. No. 


16709 


Seq. ID 


OJ990427_23.9C03.C2 




Gene No. 


35259 


Strand 






Start 


172 


End 


14545 




Name 


OJ990427 23.9C03.C2.o2.gs 


Method 


GENSCAN 




Start 


1855 


End 


6126 




GI 


none 


Score 


.63 




Exons 


1855.. 2079, 2159.. 2236, 3225 


..4246, 4590. .5105, 5220. .6126 



Seq. No. 16709 Seq. ID 

.,Gene No. 35259 Strand 

Start 172 End 

Name OJ990427_23 . 9C03 . C2 . ol . tc Method 

Start 3183 End 

GI none Score 
Exons 



OJ990427_23. 9C03.C2 
14545 

TBLASTX: Cress 

13500 

145 



3183. .3743, 3426. .3734, 3439.-3744, 3765. .4118, 3784. .3963, 
3798. .4043, 4594. .4656, 5224. .5298, 5566. .5739, 5920. .6018, 



11457. .12020, 11713. 
12049. . 12246, 12072. 



.11940, 12023. .12187, 12039 12392, 
,12311, 13005. . 13076, 13438.. 13500 



17279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16709 
35259 
172 

OJ990427 23.9C03.C2.ol.tm 



OJ990427 23.9C03.C2 



Seq. ID 
Strand 
End 

_ Method 
3198 End 
none Score 
3198. .3737, 3207. .3695, 3385. .3720, 3703. .3969, 3750. 
3774. .4052, 11472 .. 12011 , 11481 .. 11939, 11 695 .. 11 940, 
12018. .124 43, 12025. .12243, 1224 9. .12323 



14545 

TBLASTX : Maize 

12443 

176 



4169, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16709 
35259 
172 

OJ990427 
3369 
none 

3369. .3740, 
3912. .4166, 



OJ990427 23.9C03.C2 



23.9C03.C2.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3418. .3735, 3765. .3914, 3769. .3903, 3909. .4076, 
1164 3. .12014, 11692. .11922, 11712. .12008, 



14545 

TBLASTX: Soybean 

12440 

217 



12039. .12188, 1204 9. .12177, 12186 .. 12440, 12234. .12335 



Seq. No. 16709 Seq. ID 

Gene No. 35259 . . Strand 

Start 172 End 

Name OJ990427_23 . 9C03 . C2 . o2 . tw Method 

Start 3415 - End 

GI none Score 
Exons 



OJ990427_23.9C03.C2 
14545 

TBLASTX: Wheat 

11937 ' 

105 



3415. .3540, 3417. .3554, 3555. .3683, 11 689 .. 11814 , 11691 11828 , 
11829. .11936, . 11854. .11937 



Seq. No. 16709 

Gene No. 35259 

Start 172 

Name OJ990427_23 . 9C03 . C2 . ol . tw 

Start 3684 

GI none 
Exons 



Seq. ID OJ990427_23.9C03.C2 
Strand 
End 

Method 
End 
Score 



14545 

TBLASTX: Wheat 

12383 

164 



3684.. 3743, 3765.. 4109, 3784.. 3966, 3947.. 4069, 1197-9 .. 12017 , 
12018. . 12194, 12039. . 12383, 12058 .. 1224 6, 12221. .12331 



Seq. No. 16709 

Gene No. 35259 

Start 172 

Name OJ990427_23 . 9C03 . C2 . o2 . tm 

Start 4576 

GI none 

Exons 4576.. 4770, 4583.-4768, 4585. 



OJ990427_23.9C03.C2 
14545 

TBLASTX: Maize 

13193 

81 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4779, 4586.. 4780, 5218.. 5283, 



5320. .5373, 12996. .13190, 13008. .13193, 13030. .13191 



Seq. No. 16709 
Gene No. 35259 
Start 172 

Name OJ990427_23 . 9C03 . C2 . o3 . tm 

Start 5867 
GI none 
Exons 5867., 

14284, 

14441. 



Seq. ID 

Strand 

End 

Method 
^End 
Score 



OJ990427_23.9C03.C2 
14545 

TBLASTX: Maize 

14545 

114 



6022, 5869. .6045, 5870. .6046, 5893. .6024, 
.14370, 14285. .14371, 14374 .. 14 4 39, 14377. 
.14545 



14282. .14371, 
.14514, 



17280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16709 
35259 
172 

OJ990427_23 . 9C03 . C2 . o5 . gs 
11274 
none 

11274. .12323, 13375 .. 13526, 13620.. 14538 



Seq. ID OJ990427_23.9C03.C2 
Strand 

End 14545 

Method GENSCAN 

End 14538 

Score .54 



16710 Seq. ID 

35260 Strand 

97 End 

OJ990427_23. 9C03 . C3 . ol . gs Method 

97 End 

none Score 
97. .128 



OJ990427_23.9C03.C3 
+ 

128 

GENSCAN 

128 

.81 



Seq. No. 16710 Seq. ID OJ990427_23 . 9C03 . C3 

Gene No. 35261 Strand + 

Start 2830 End 4084 

Name OJ990427_23 . 9C03 . C3 . ol . np Method AAT/NAP 

Start 2830 End 4084 

GI 6850308 Score 547 

Exons 2830.. 2947, 3206.. 4084 

GI Descrip. (AC009999) Contains similarity to a Lipase-like protein from 
Ipomoea nil gb|U55867 and contains a Lipase PF| 01764 domain;' 
[Arabidopsis thaliana] 



Seq. No. 16710 

Gene No. 35261 

Start 2830 

Name OJ990427_23 . 9C03 . C3 . ol . ts 

Start 3278 

GI none 

Exons 3278.-3373, 3422.. 3472, 3491. 

3924. .3980, 3987. .4013 



Seq. ID OJ990427_23.9C03.C3 

Strand + 

End 4084 

Method TBLASTX : Soybean 

End 4013 

Score 83 

.3616, 3680. .3739, 3812.. 3850, 



Seq. No. ■ 16710 

Gene No. 35261 

Start 2830 

Name OJ990427_23 . 9C03 . C3 . ol . tm 

Start 3416 

GI none 

Exons 3416.. 3454, 3491.. 3616, 3515. 

3819. .3884, 3921. .3980 



Seq. ID OJ990427_23. 9C03.C3 

Strand + 

End 4084 

Method TBLASTX : Mai ze 

End 3980 

Score 55 

.3616, 3680. .3739, 3682. .3849, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16711 Seq. ID OJ990427_23 . 9C03 . C4 

35262 
1 

OJ990427_23. 9C03.C4 .ol.np 
1 

6466937 

1..47, 764. .849, 1370. .5712, 
(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6279. .6345 



OJ990427_ 
+ 

6345 
AAT/NAP 
6345 
2331 



Seq. No. 



16711 



Seq. ID OJ990427_23.9C03.C4 



17281 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



35263 Strand 
7382 End 
OJ990427_23. 9C03.C4 .06. tm Method 
2084 End 
none Score 
2084.. 2212, 2290.. 2538, 2620.. 2703 



Seq. No. 16711 Seq. ID 

Gene No. 35263 Strand 

Start 7382 End 

Name OJ990427_23 . 9C03 . C4 . o3 . tm Method 

Start 2772 End 

GI none Score 

Exons 2772.. 3299, 2821.. 3297 

Seq. No. 16711 Seq. ID 

Gene No. 35263 Strand 

Start 7382 End 

Name OJ990427_23 . 9C03 . C4 . ol . tw Method 

Start 2920 End 

GI none Score 

Exons 2920.. 3402, 3000.. 3368, 3040.. 3372 

Seq. No.* 16711 • Seq. ID 

Gene. No. 35263 * Strand 

Start 7382 End 

Name OJ990427_23 . 9C03 . C4 . o3 . ts Method 

Start 2956 * End 

GI none Score 

Exons 2956.. 3270 



7462 

TBLASTX: Maize 

2703 

134 



OJ990427_23.9C03.C4 
7462 

TBLASTX: Maize 

3299 

563 



OJ990427_23.9C03.C4 
7462 

TBLASTX: Wheat 

3402 

391 



OJ990427_23. 9C03.C4 
74 62- 

TBLASTX: Soybean 

3270 

237 



Seq. No. 16711 Seq. ID 

Gene No. 35263 Strand 

Start 7382 End 

Name OJ990427_23 . 9C03 . C4 . o2 . ts Method 

Start 3366 End 

GI none Score 

Exons 3366.. 3725, 3379.. 3729 

Seq. No. 16711 Seq. ID 

Gene No. 35263 Strand 

Start 7382 End 

Name OJ990427_23 . 9C03 . C4 . o4 . tw Method 

Start 3454 End 

GI none Score 

Exons 3454.. 3852, 3462.. 3818 



Seq. No. 16711 

Gene No. 35263 

Start 7382 

Name OJ990427_23 . 9C03 . C4 . o2 . tm 

Start 3484 

GI none 

Exons 3484.. 4002, 3489.. 3998 

Seq. No. 16711 

Gene No. 35263 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990427_23.9C03.C4 
7462 

TBLASTX : Soybean 

3729 

308 



OJ990427_23.9C03.C4 
7462 

TBLASTX: Wheat 

3852 

309 



OJ990427_23.9C03.C4 
7462 

TBLASTX: Maize 

4002 

621 



OJ990427 23.9C03.C4 



17282 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



7382 

OJ990427_23, 
3763 
none 

3763. .401.7, 

16711 
35263 
7382 

OJ990427_23. 
4003 
none 

4003. .4203, 

16711 
35263 
7382 

OJ990427_23. 
4198 
none 

4198. .4596, 

16711 
35263 
7382 

OJ990427_23. 
4429 
none 

4429. .5064, 

16711 
35263 
7382 

OJ990427_23. 
4464 
none 

4464. .4745, 

16711 
35263 
7382 

OJ990427_23. 
4684 
none 

4684. .5076, 

16711 
35263 
7382 

OJ990427_23. 
5067 
none 

5067. .5120, 

16711 
35263 
7382 



9C03.C4 .o4. ts 
3765. .3968 

, 9C03.C4 .o5. tm 
4005.. 4202, 4192. 

9C03.C4.o2.tw 
4456. .4596 

9Cp3.C4.ol.tm 
4515. .5063 

9C03.C4.ol.ts 
4465. .4836 

9C03.C4.o5.tw 
4687. .5064 

9C03.C4.o4.tm 
5068.. 5436, 5193. 



End 7 4 62 

Method TBLASTX : Soybean 

End 4017 

Score 230 



Seq. ID OJ990427_23.9C03.C4 
Strand 

End 7 4 62 

Method TBLASTX: Maize 

End 4428 

Score 192 
.4428, 4222. .4368 

Seq. ID OJ990427_23.9C03.C4 
Strand 

End 7462 

Method TBLASTX : Wheat 

End 4596 

Score 371 



Seq. ID OJ990427_23. 9C03.C4 
Strand 

End 74 62 

Method TBLASTX: Maize 

End 5064 

Score 783 



Seq. ID OJ990427_23. 9C03.C4 
Strand 

End 74 62 

Method TBLASTX : Soybean 

End 4836 

Score 341 



Seq. ID OJ990427_23.9C03.C4 
Strand 

End 74 62 

Method TBLASTX : Wheat 

End 5076 

Score 294 



Seq. ID OJ990427_23. 9C03.C4 
Strand 

End 7462 

Method TBLASTX : Mai ze 

End 5754 

Score 369 

.5333, 5512. .5754, 5523. .5657 

Seq. ID OJ990427_23. 9C03.C4 
Strand 

End 7 4 62 



17283 



Name 

Start 

GI 

Exons 



OJ990427_23 . 9C03 . C4 . o3 . tw Method 
5134 End 
none Score 
5134. .5469, 5167. .5436, 5193. .5444 



TBLASTX: Wheat 

5469 

324 



Seq. No. 16711 Seq. ID 

Gene No. 35263 Strand 

Start 7382 End 

Name OJ990427_23 . 9C03 . C4 . o2 . gs Method 

Start 7382 End 

GI none Score 

Exons 7382. .7462 



OJ990427_23.9C03.C4 

7462 
GENSCAN 
7462 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16712 
35264 
1 

OJ9904-27_23. 9C03 . C6 . o3 . np 
1 

4680183 

1..23, 6444. .6545, 7156. .7245 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990427_23.9C03.C6 

Strand + 

End 7245 

Method AAT/NAP 

End 7245 

Score 212 



Seq. ID 

Strand 

End 

Method 

End 

Score 



23. 9C03.C6 



Seq. No. 16712 
Gene No. 35265 
Start 10579 

Name OJ9904 27__23 . 9C03 . C6 . o5 . np 

Start 10579 
GI 5689236 

Exons 1057 9. .10 685, 11421.. 114 96, 

11930. .12000, 12125. .12206 
GI Descrip. (AB024291) ZmRR2 [Zea mays] gi | 6009897 | dbj | BAA85113 . 1 | 

(AB031012) response regulator 2 [Zea mays] 



OJ990427_ 
+ 

12212, 
AAT/NAP 
12206 
.324 



11591. .11642, 1174 8. .11825, 



Seq. No. 16712 

Gene No. 35265 

Start 10579 

Name OJ990427__23 . 9C03 . C6 . o2 . gs 

Start 11337 

GI none 

Exons 11337. .114 96, 11591 . . 11637, 
12125. .12212 



Seq. ID OJ9904 27_23. 9C03.C6 

Strand + 

End 12212 

Method GENSCAN 

End " 12212 

Score .93 
11748. .11825, 11930. .12000, 



Seq. No. 16712 Seq. ID 

Gene No. 35266 ' Strand 

Start 88 End 

Name OJ990427_23 . 9C03 . C6 . ol . gs Method 

Start 88 End 

GI none Score 
Exons 



OJ990427_23. 9C03.C6 

11166 
GENSCAN 
11166 
.48 



88. .4481, 4535. .4631, 4974 . .5164, 5197. .5770, 6100. .6235', 
6504. .6540, 7628. .7715, 8157. .8219, 8262. .8353, 8446. .8480, 
9761. .9861, 10314 .. 10407, 10635 .. 10690, 10963. .11166 



Seq. No. 16712 Seq. ID 

Gene No. 35266 Strand 

Start 88 End 

Name OJ990427_23 . 9C03 . C6 . ol . np Method 

Start 91 End 



OJ990427_23. 9C03.C6 

11166 

AAT/NAP 

4631 



17284 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4680179 Score 7773 

91. .4631 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 23.9C03.C6 



16712 
35266 
88 

OJ990427_23. 9C03 . C6 . o2 . np 
4886 
5042448 
4886. .5704 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



11166 
AAT/NAP 
5704 
1126 



16712 
35266 
88 

OJ990427__23 . 9C03 . C6 . ol . gp 

6332 

1631463 



OJ990427 23.9C03.C6 



Seq. ID _ 
Strand 

End 11166 
Method AAT/GAP 
End 10351 
Score 700 

6332. .6540, 7606. .7674, 9761. .9861, 10314. .10351 
4680178/gb| AF111709. 1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


16712 






Seq. ID 


OJ990427_23. 9C0 


Gene No. 


35266 






Strand 




Start 


88 






End 


11166 


Name 


OJ990427 


23. 9C03.C6.o4. 


np 


Method 


AAT/NAP 


Start 


8100 






End 


10974 


GI 


4884836 






Score 


63 


Exons 


8100. .8329, 8617. .8746, 


8838. 


.8993, 10E 


183. .10974 


GI Descrip. 


(AF131877) NapG oxidoreductase [Streptomyces collinus] 


Seq. No. 


16712 






Seq. ID 


OJ990427_23.9C0 


Gene No. 


35267 






Strand 




Start 


12567 






End 


13390 


Name 


OJ990427 


23. 9C03.C6.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


82 






End 


327 


GI 


none 






Score 


184 


Exons 


82. .138, 


130. .327 








Seq. No. 


16712 






Seq. ID 


OJ990427_23. 9C0 


Gene No. 


35267 






Strand 




Start 


12567 






End 


13390 ' 


Name 


OJ990427 


23. 9C03.C6.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


136 






End 


469 


GI 


none 






Score 


64 


Exons 


136. .468, 


157.. 318, 260 


. .376, 


361.-46,2, 


416. .469 


Seq. No. 


16712 






Seq. ID 


OJ990427__23. 9C0 


Gene No. 


35267 






Strand 




Start 


12567 






End 


13390 


Name 


OJ990427 


23. 9C03.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


328 






End 


915 


GI 


none 






Score 


266 


Exons 


328. .756, 


329. .754, 754 


. . 915, 


761. . 907 





17285 



Seq. No. 16712 Seq. ID 

Gene No. 35267 Strand 

Start 12567 End 

Name OJ990427_23 . 9C03 . C6 . ol . tw Method 

Start 469 End 

GI none Score 

Exons 469.. 1095, 470.. 1093 



OJ990427_23.9C03.C6 
13390 

TBLASTX: Wheat 

1095 

383 



Seq. No. 16712 Seq. ID 

Gene No. 35267 Strand 

Start 12567 End 

Name OJ990427_23 . 9C03 . C6 . o4 . tm Method 

Start 964 End 

GI none Score 

Exons 964.. 1254, 968.. 1255 



OJ990427_23.9C03.C6 
13390 

TBLASTX: Maize 

1255 

2 62 



Seq. No. 16712 . Seq. ID 

Gene No. 35267 Strand 

Start 12567 End 

Name OJ990427_23 . 9C03 . C6 . o2 . ts Method 

Start 1054 End 

GI none Score 

Exons 1054.. 1314, 1055.. 1309 



OJ990427_23.9C03.C6 
13390 

TBLASTX: Soybean 

1314 

151 



Seq. No. 16712 r - Seq. ID 

Gene No. 35267 Strand 

Start 12567 End 

Name OJ990427_23 . 9C03 . C6 . o2 . tc Method 

Start" 1078 End 

GI none Score 

Exons 1078.. 1221, 1079.. 1219, 1222.. 1395 



OJ990427_23.9C03.C6 
13390 

TBLASTX: Cress 

1395 

92 



Seq. No. 16712 Seq. ID 

Gene No. 35267 Strand 

Start 12567 End 

Name OJ990427_23 . 9C03 . C6 . o3 . tw Method 

Start 1102 End 

GI none Score 

Exons 1102.. 1581, 1103.. 1510, 1135.. 1548 



OJ990427_23. 9C03.C6 
13390 

TBLASTX: Wheat 

1581 

306 



Seq. No. 16712 

Gene No. 352 67 

Start 12567 

Name OJ990427_23 . 9C03 . C6 . o2 . tw 

Start 1585 

GI none 

Exons 1585.. 2094, 1586.. 1708, 1669. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2052, 1751.. 2062 



OJ990427_23.9C03.C6 
13390 

TBLASTX: Wheat 
2094 
55 



Seq. No. 16712 Seq. ID 

Gene No. 35267 Strand 

Start ' 12567 End 

Name OJ990427_23 . 9C03 . C6 . o2 . tm Method 

Start 1657 End 

GI none Score 

Exons 1657.. 1968, 1669.. 2022, 1754.. 2020 



OJ990427_23.9C03.C6 
13390 

TBLASTX: Maize 

2022 

159 



17286 




Seq. No. 


16712 








Seq. ID 


OJ990427_23.9C03 


.C6 


Gene No. 


35267 








Strand 






Start 


12567 








End 


13390 




Name 


OJ990427 23 


. 9C03 


.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1843 








End 


2088 




GI 


none 








Score 


198 




Exons 


.. 1843. .2088 














Seq. No. 


16712 








Seq. ID 


OJ990427_23.9C03 


.C6 


Gene No. 


35267 








Strand 






Start 


12567 








End 


13390 




Name 


OJ990427 23 


. 9C03 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2059 








End 


2559 




GI 


none 








Score 


43 




Exons 


2059. .2394, 


2102 


. .2152, 


2177. 


.2308, 2380.. 2559 




Seq. No. 


16712 








Seq. ID 


OJ990427_23. 9C03 


.C6 


Gene No. 


35267 








Strand 






Start 


12567 








End 


13390 




Name 


OJ990427 23 


. 9C03 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2095 








End 


2397 




GI 


none 








Score 


250 




Exons 


2095. .2397, 


2096 


. .2377, 


2295. 


.2396 






Seq. No. 


16712 








Seq. ID 


OJ990427_23.9C03 


.C6 


Gene No. 


35267 








Strand 






Start 


12567 








End 


13390 




Name - 


OJ990427 23 


9C03 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2110 








End 


2505 




GI 


none 








Score 


174 




Exons 


2110. .2469, 


2111 


. .2374, 


2426. 


.2476, 2461.. 2505, 2473.. 2505 


Seq. No. 


16712 








Seq. ID 


OJ990427_23. 9C03 


C6 


Gene No. 


35267 








Strand 






Start 


12567 








End 


13390 




Name 


OJ990427 23 


9C03 


.C6.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2446 








End 


2928 




GI 


none 








Score 


165 




Exons 


2446. .2928, 


2455 


. .2799, 


2489. 


;2824 






Seq. No. 


16712 








Seq. ID 


OJ990427_23. 9C03 


C6 


Gene No. 


35267 








Strand 






Start 


12567 








End 


13390 




Name 


OJ990427 23 


9C03 


.C6.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


2578 








End 


2892 




GI 


none 








Score 


60 




Exons 


2578. .2892, 


2579 


. .2776 










Seq. No. 


16712 


* * 






Seq. ID 


OJ990427_23. 9C03. 


C6 


Gene No. 


35267 








Strand 






Start 


12567 








End 


13390 




Name 


OJ990427 23. 


9C03 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


2627 








End 


2916 




GI 


none 








Score 


165 




Exons 


2627. .2818, 


2629 


. .2916 










Seq. No. 


16712 








Seq. ID 


OJ990427_23. 9C03. 


C6 



17287 




Gene No. 


35267 






Strand 






Start 


12567 






End 


13390 




Name 


OJ990427 23.9C03.C6 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


3085 






End 


3507 




GI 


none 






Score 


109 




Exons 


3,085. , 


.3273, 3092.. 3247, 3313 


[..3507, 3359..3457 




Seq. No. 


16712 






Seq. ID 


OJ990427 .23.-9C0J 


.C6 


Gene No. 


35267 






Strand 






Start 


12567 






End 


13390 




Name 


OJ990427 23.9C03.C6, 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


3850 








A 1 A C 




GI 


none 






Score 


1 ft c 

106 




Exons 


3850. . 


.4146, 3862.. 4146, 3959 


1 A T O ft 

> . .4129 






Seq. No. 


16712 






Seq. ID 


/"\ t ft ft ft yi 0 "7 o "2 n/Ti *D 


.C6 


Gene No . 


35267 






Strand 






Start 


12567 






End 


13390 




Name 


OJ990427 23.9C03.C6, 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


4027 






End 


4386 




GI 


none 






Score 


132 




Exons 


4027. . 


4386, 4028.. 4360 








Seq. No. 


16712 






Seq. ID 


OJ990427_23.9C03 


.C6 


Gene No. 


35267 






Strand 






Start 


12567 






End 


13390 




Name 


OJ990427 23.9C03.C6, 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


11420 






End 


12203 




GI 


none 






Score 


110 




Exons 


11420. 


.11515, 11421. 


. .11516, 


11590. .11631, 11747. .11842, 






11751. 


.11825, 11924. 


. .12001, 


11929. . 12003, 11929. .12006, 






12117. 


.12203, 12125. 


. .12199 








Seq. No, 


16712 






Seq. ID 


OJ990427_23.9C03 


.C6 


Gene No. 


35267 






Strand 






Start 


12567 






End. 


13390 




Name 


OJ990427 23.9C03.C6. 


, ol.tc 


Method 


TBLASTX: Cress 




Start 


11421 






End 


12197 




GI 


none - 






Score 


72 




Exons 


11421. 


.11507, 11589. 


, .11639, 


11590. . 11634, 11753. .11827, 






11757. 


.11825, 11914. 


. .12006, 


11924. .12001, 12092. .12196, 






12117. 


.12197 










Seq. No. 


16712 






Seq. ID 


OJ990427_23.9C03 


.C6 


Gene No. 


35267 






Strand 






Start 


12567 






End 


13390 




Name 


OJ990427 23.9C03.C6. 


, o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11745 






End 


12191 




GI 


noqe 






Score 


99 




Exons 


11745. 


.11825, 11756. 


, .11827, 


11917. .12006, 11924. .12001, 






12117. 


.12191, 12119. 


, .12178 








Seq. No. 


16712 






Seq. ID 


OJ990427_23. 9C03 


.C6 


Gene No. 


35267 






Strand 






Start 


12567 






End 


13390 




Name 


OJ990427 23.9C03.C6. 


o3 . gs 


Method 


GENSCAN 




Start 


12567 






End 


13390 





17288 




GI 


none 


Score 


.93 


Exons 


12567. .12827, 13355.. 13390 






Seq. No. 


16713 


Seq. ID 


OJ990427_23.9C03.C7 


Gene No. 


35268 


Strand 


+ 


Start 


1809 


End 


4192 


Name 


OJ990427 23. 9C03 . C7 . ol . gs 


Method 


GENSCAN 


Start 


1809 


End 


3867 


GI 


none 


Score 


.95 


Exons 


1809. .1886, 2508. .2589, 2990. .3192, 3523. .3867 


Seq. No. ; 


16713 


Seq. ID 


OJ990427_23.9C03.C7 


Gene No. 


352 oo 


Strand 


+ 


Start 


i o n n 

1809 


End 


4192 


Name 


OJ990427 23 . 9C03 . C7 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


O (j O Ck 


End 


3192 


GI 


none 


Score 


263 


Exons 


2989. .3192, 3000. .3191 






Seq. No. 


16713 


Seq. ID 


OJ990427_23. 9C03.C7 


Gene No. 


35268 


Strand 


+ 


Start 


1809 


End 


4192 


Name 


OJ990427 23. 9C03 . C7 . ol . np 


Method 


AAT/NAP 


Start 


3646 


End 


4192 


GI 


3402679 


Score 


230 


Exons 


3646. .3856, 4153. .4192 






GI Descrip. 


(AC004697) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


16714 


Seq. ID 


OJ990427_23. 9C03.C8 


Gene No. 


35269 


Strand 


+ 


Start 


1 


End 


6948 


Name 


OJ990427 23. 9C03 . C8 . ol . np 


Method 


AAT/NAP 


btart 


1 


End 


6939 


GI 


3402679 


Score 


2636 


Exons 


1. .39,' 146. .273, 1128. .1301 


, 1389. .145£ 


, 2052. .2336, 2414. 




3195. .3296, 3386. .3637, 3745. .3963, 4224. .4394, 4892. .5077 




5974. .6939 






GI Descrip. 


(AC004697) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


16714 


Seq. ID 


OJ990427_23. 9C03.C8 


Gene No. 


35269 


Strand 


+ 


Start 


1 


End 


6948 


Name 


OJ990427 23. 9C03 . C8 . ol . gs 


Method 


GENSCAN 


Start 


131 


End 


6948 


GI 


none 


Score 


.97 


Exons 


131.. 273, 1128.. 1301, 1389. 


.1458, 2052. 


.2336, 2414. .2611, 




3195. .3296, 3386. .3637, 3745. .3963, 4224. .4394, 4892. .5077 




5974. .6948 






Seq. No. 


16714 


Se^v ID 


OJ990427_23. 9C03.C8 


Gene No. 


35269 


Strand 


+ 


Start 


1 


End 


6948 


Name 


OJ990427 23. 9C03 . C8 . ol . gp 


Method 


AAT/GAP 


Start 


4888 


End 


5036 


GI 


3106512 


Score 


256 


Exons 


4888. .5036 






GI Descrip. 


3402679 6.0e-09 (AC004697) 


unknown protein [Arabidopsis 



17289 



thaliana] 



Seq. No. 16714 

Gene No. 35270 

Start 7821 

Name OJ9904 27_23 . 9C03 . C8 . o2 . ts 

Start 3865 

GI none 

Exons 3865.-3966, 3865.. 3966, 4221. 



Seq. ID OJ990427_23.9C03.C8 
Strand 

End 8846 

Method TBLASTX : Soybean 

End 4394 

Score 132 

.4394, 4245. .4370, 4265. .4393 



Seq. No. 16714 

Gene No. 35270 

Start 7821 

Name OJ990427_23 . 9C03 . C8 . o2 . tm 

Start 4331 

GI none 

Exons 4331.. 4393, 4335.. 4394, 4890. 
5968. .6015 



Seq. ID OJ990427_23.9C03.C8 
Strand 

End 8846 

Method TBLASTX : Mai ze 

End 6015 

Score 96 

.5081, 4891. .5079, 4895. .5101, 



Seq. No. 16714 

Gene No. 35270 

Start 7821 

Name OJ990427_23 . 9C03 . C8 . ol . ts 

Start 4891 

GI none 

Exons 4891.. 5079, 4891.. 5070, 4895. 

6193. .6357, 6298. .6462 



Seq. ID OJ990427_23. 9C03.C8 
Strand 

End 8846 

Method TBLASTX : Soybean 

End 64 62 

Score 95 

,5101, 5968. .6012, 6082. .6357, 



Seq. No. 167,14 

Gene No. 35270 

Start 7821 

Name OJ9904 27_23 . 9C03 . C8 . ol . tm 

Start 6015 

GI none 

Exons 6015.. 6248, 6017.. 6523, 6025. 

6523.. 6693, 6529.. 6681, 6624. 



Seq. ID OJ990427_23.9C03.C8 
Strand 

End 8846 

Method TBLASTX : Mai ze 

End 6693 

Score 166 

.6522, 6082. .6525, 6453. .6524, 
. 6692 



Seq. No. 16714 

Gene No. 35270 

Start 7821 

Name OJ990427_23 . 9C03 . C8 . ol . tc 

Start 6471 

GI none 

Exons 6471.. 6524, 6472.. 6525, 6560, 
6751. .6861 



Seq. ID OJ990427_23. 9C03.C8 
Strand 

End 8846 

Method TBLASTX : Cress 

End 6861 

Score 56 

,6583, 6592.. 6813, 6627.. 6695, 



Seq. No. 16714 

Gene No. 35270 

Start 7821 

Name OJ990427_23 . 9C03 . C8 . o2 . gs 

Start 7821 

GI none 

Exons 7821. .8044, 8653. .8846 



Seq. ID OJ990427_23. 9C03.C8 
Strand 

End -884 6 

Method GEN SCAN 
End 8846 



Score 



.45 



Seq. No. 
Gene No. 
Start 



16715 
35271 
49 



Seq. ID OJ990427_23.9C03.C9 
Strand + 
End 259 



17290 




Name OJ990427_23. 9C03.C9.ol .gp Method AAT/GAP 

Start 49 End 259 

GI 1631463 Score 373 

Exons 49.. 259 

GI Descrip. 4 680178/gb | AF1 11709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gyps.y type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 16715 Seq. ID 

Gene No. 35271 Strand 

Start 4 9 End 

Name OJ990427_23 . 9C03 . C9 . ol . gs Method 

Start 51 End 

GI none Score 

Exons 51 . . 158 



OJ990427_23.9C03.C9 
+ 

259 

GENSCAN 

158 

.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16715 
35272 
12027 

OJ990427_23 . 9C03 . C9 . o5 . gs 

12027 

none 

12027. .12048, 12679 .. 12894 , 
13638. .13906, 14 4 67 .. 14 657 , 
17191. .17524, 17596. .17708, 



Seq. ID OJ990427_23.9C03.C9 

Strand + 

End 19473 

Method GENSCAN 

End 19472 

Score .76 
12924. .13026, 13433 13551, 
15264 . . 154 35, 154 93. .15724, 
17973. .18113, 18232. .19472 



Seq. No. 


16715 




Seq. ID 


OJ990427 


_23.9C03 


.C9 


Gene No. 


35272 




Strand 


+ 






Start 


12027 




End 


19473 






Name 


OJ990427 23.9C03.C9 


. o2 . np 


Method 


AAT/NAP 






Start 


17557 




End 


19473 






GI 


6665543 




Score 


850 






Exons 


17557. .17708, 17973 


. . 18043, 


18215. . 19473 






GI Descrip. 


(AC013289) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


16715 




Seq. ID 


OJ990427 


_23.9C03 


.C9 


Gene No. 


' 35273 




Strand 


+ 






Start 


19694 




End 


20827 






Name 


OJ990427 23.9C03.C9 


.o3.np 


Method 


AAT/NAP 






Start 


19694 




End 


20827 






GI 


5852093 




Score 


81 






Exons 


19694. .19823, 20805 


. .20827 










GI Descrip. 


(AL117264) zwhl6.1 


[Oryza sativa] 








Seq. No. 


16715 




Seq. ID 


OJ990427_ 


_23.9C03 


.C9 


Gene No. 


35274 




Strand 








Start 


1 




End 


116 






Name 


OJ990427 23.9C03.C9 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


116 






GI 


4680183 




Score 


73 






Exons 


1. .116 












GI Descrip. 


(AF111709) gag-pol ] 


protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


16715 




Seq. ID 


OJ990427_ 


_23.9C03 


.C9 


Gene No. 


35275 




Strand 








Start 


2415 




End 


3138 






Name 


OJ990427 23.9C03.C9 


. o2 . gs 


Method 


GENSCAN 







17291 



• m 



Start 


2415 






End 


3138 




GI 


none 






Score 


.89 




Exons 


2415. . 


,2798, 2998.. 3138 








Seq. No. 


16715 






Seq. ID 


OJ990427_23.9C03, 


,C9 


Gene No. 


35276 






Strand 






Start 


3996 






End 


5424 




Name 


OJ990427 23.9C03.C9. 


o3 . gs 


Method 


GEN SCAN 




Start 


3996 






End 


5424 




GI 


none 






Score 


.51 




Exons 


3996. . 


,4363, 4526.. 4825, 4949 


.5192, 5251. .5424 




Seq. No. 


16715 






Seq. ID 


OJ990427_23.9C03. 


,C9 


Gene No. 


35277 






Strand 






Start 


20466 






End 


20588 




Name 


OJ990427 23.9C03.C9. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12822 






End 


13032 




GI 


none 






Score 


202 




Exons 


12822. 


.12977, 12826. 


. loOoz, 


12829. .13002 




Seq. No. 


16715 






Seq. ID 


OJ990427_23.9C03. 


,C9 


Gene No. 


35277 






Strand 






Start 


20466 






End 


20588 




Name 


OJ990427 23.9C03.,C9. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


17217 






End 


19295 




GI 


none 






Score 


66 




Exons 


17217. 


.17288, 17642. 


i n h n / 
. 1 / / U4 , 


18360. .18 


722, 18435. .18692, 






18506. 


.18703, 18736. 


. loo 1 9, 


18737. .18 


982, 18738. .19295, 






18744 . 


.19025, 18812. 


i n rt o rt 








Seq. No. 


16715 






Seq. ID 


OJ990427_23. 9C03, 


.C9 


Gene No. 


35277 






Strand 






Start 


20466 






End 


20588 




Name 


OJ990427 23.9C03.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18309 






End 


19280 




GI 


none 






Score 


390 




Exons 


18309. 


.18719, 18422. 


1 O A C rt 

. 184 DU, 


18429. .18 


680, 18524. .18694, 






18741. 


.19280, 18744. 


.19040, 


18758.. 19057 - 




Seq. No. 


16715 






Seq. ID 


OJ990427_23.9C03. 


,C9 


Gene No. 


35277 






Strand 






Start 


20466 






End 


20588 




Name 


OJ990427 23.9C03.C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


18324 






End 


19061 




GI 


none 






Score 


49 




Exons 


18324. 


.18377, 18363. 


.18566, 


18426. . 18518, 18534 .. 18713, 






18575. 


.18703, 18738. 


.19061, 


18742. .18834, 18815. .19060 




Seq. No. 


16715 






Seq. ID 


OJ990427_23. 9C03. 


,C9 


Gene No. 


35277 






Strand 






Start 


20466 






End 


20588 




Name 


OJ990427 23.9C03.C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


18369 






End 


18776 




GI 


none 






Score 


385 




Exons 


18369. 


.18713, 18423. 


.18692, 


18506. .18 


694, 18738.. 18776 




Seq. No. 


16715 






Seq. ID 


OJ990427_23. 9C03. 


>C9 



17292 





Gene No. 


O C 1 1 1 

35277 


Strand 










Start 


20466 


End 


20588 








Name 


OJ990427 23. 9C03.C9.o2. tw 


Method 


TBLASTX: 


Wheat 






Start 


18816 


End 


19063 








GI 


none 


Score 


131 








Exons 


18816. .18923, 18924 19061, 


18926. .19063 








Seq. No. 


16715 


Seq. ID 


OJ9904 27 


_23. 9C03 


.C9 




Gene No. 


35277 


Strand 










Start 


20466 


End 


20588 








Name 


OJ990427 23.9C03.C9.o6.gs 


Method 


GENSCAN 








Start 


20466 


End 


20588 








GI 


none 


Score 


.73 








Exons 


20466. .20588 












Seq. No. 


16716 


Seq. ID 


OJ990427 


_23. 9C03 


.C10 




Gene No. 


35278 


Strand 


+ 








Start 


3036 


End 


4865 








Name 


OJ990427 23.9C03.C10.ol.gp 


Method 


AAT/GAP 








Start 


2195 


End 


2268 








GI 


5816507 


Score 


101 








Exons 


2195. .2268 












GI Descrip. 


5257255/dbj IAP000364.il AP000364 l.Oe-: 


L7 Oryza sativa genomic 


i'l 




DNA, chromosome 8, clone : P0026F07 








*: r:F 

i" r; 


Seq. No. 


16716 


Seq. ID 


OJ990427 


_23.9C03 


.C10 


: 3 


Gene No. 


35278 


Strand 


+ 






: : i I 


Start 


303-6 


End 


4865 






':' "s 
: :rr 


Name 


OJ990427 23.9C03.C10.o2.gs 


Method 


GENSCAN 






1 :l 


Start 


3036 


End 


4865 






I. 1 

! 


GI 


none 


Score 


.58 






Exons 


3036. .3165, 3969. .4128, 4310 


. .4865 








'■i 


Seq. No. 


16716 


Seq. ID 


OJ990427 


_23.9C03 


.C10 




Gene No. 


35279 


Strand 


+ 






si 


• Start 


6007 


End 


17796 








Name 


OJ990427 23. 9C03 . C10 . ol . np 


Method 


AAT/NAP 






... 


Start 


6007 


End 


17787 








GI 


6465806 


Score 


1455 








Exons 


6007. .6054, '7198. .7274, 7746 


..7846, 8283.. 8353, 


10498. . 


10560, 






10913. .10957, 11067. .11132, 


11216. .11263, 11350 


. .11445, 








11525. .11566, 11686. .11889, 


12253. .12406, 12561 


. .12751, 








13117. .13203, 13440. .13694, 


14573. .14694, 15322 


. .15412, 








16654. .17069, 17676.. 17787 












GI Descrip. 


(AJ130878) GCN4 -complementing protein 


(GCP1) [Arabidops 


is 






thaliana] 












Seq. No. 


16716 


Seq. ID 


OJ990427 


_23.9C03 


.C10 




Gene No. 


35279 


Strand 


+ 








Start 


6007 


End 


17796 








Name 


OJ990427 23. 9C03.C10.o4 .gs 


Method 


GENSCAN 








Start 


7409 


End 


17796 








GI 


none 


Score 


.72 








Exons 


7409. .7416, 7722. .7846, 8283 


..8353, Si 


375. . 9045, 


10498. . 


10560, 



11067. .11132, 11216. .112 63, 11686 .. 1 1901 , 12253. .12375, 
12539. .12751, 13117. .13203, 1344 6. .13694, 14 573. .14 694, 
15322. .15412, 16654. .17069, 17 67 6. .177 96 



17293 



* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16716 Seq. ID 

35279 Strand 

6007 End 

OJ990427_23.9C03.C10.o2.gp Method 

12575 End 

LIB34 34-026-P1-K1-B6 Score 



OJ990427_23. 9C03.C10 
+ 

17796 
AAT/GAP 
13555 
628 



12575. .12751, 13117 .. 13203, 13446.. 13555 

•1931654 2.0e-19 . (U95973) BRCAl-associated RING domain protein 
isolog [Arabidopsis thaliana] 1 



Seq. No. 16716 Seq. ID 

Gene No. 35279 Strand 

Start 6007 End 

Name OJ990427_23 . 9C03 . C10 . o3 . gp Method 

Start 15358 End 

GI 3107662 Score 

Exons 15358. .15491, 16652.. 16841 



OJ990427_23. 9C03.C10 
+ 

17796 
AAT/GAP 
16841 
446 



Seq. No. 16716 Seq. ID 

Gene No. 35280 Strand 

Start 5084 End 

Name OJ990427_23 . 9C03 . C10 . o3 . gs Method 

Start 5084 End 

GI* none Score 

Exons 5084.. 5320, 5808.. 6008 



OJ990427_23. 9C03.C10 

6008 
GENSCAN 
6008 
.75. 



Seq. No. 16716 Seq. ID 

Gene No. 35281 Strand 

Start 11064 End 

Name OJ990427_23 . 9C03 . C10 . o2 . ts Method 

Start 11064 End 

GI none Score 

Exons 11064. .11132, 11213 11266, 11224 

11346. .11450, 11349. .11456, 11350 



OJ990427 23.9C03.C10 



11817 

TBLASTX : Soybean 
11733 
73 

11265, 11345. .11446, 
11478, 11522. .11569, 



11523. .11573, 11525. .11569, 11683. .11733 



Seq. No. 16716 

Gene No. 35281 

Start 11064 

Name OJ990427_23 . 9C03 . C10 . ol . tc 

Start 11341 

GI none 

Exons 11341. .11442, 11344 .. 11442, 
11683. .11817, 11692. .11778 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_23. 9C03.C10 
11817 

TBLASTX: Cress 

11817 

129 



1134 9. .114 50, 11525. .11569, 



Seq. No. 


16716 




Seq. ID 


OJ990427_23. 9C03 


.C10 


Gene No. 


35282 




Strand 






Start 


13556 




"End 


,14 641 




Name 


OJ990427 23.9C03.C10 


ol . ts 


Method 


TBLASTX : Soybean . 




Start 


13556 




End 


14641 




GI 


none 




Score 


221 




Exons 


. 13556. .13696, - 13557. 


13688, 


14573. .14641 




Seq. No. 


16716 




Seq. ID 


OJ990427_23. 9C03 


.C10 


Gene No. 


35283 




Strand 






Start 


15302 




End 


17783 





17294 



Name 


ojyyu4^/ z 3 . yco J . cio . oi . tm 


Start 


15302 


GI 


none 


Exons 


15302. .15391, 15322. .15396, 




16651. .17070, 16652. .17080, 




17664. .17783 


Seq. No. 


16717 


Gene No. 


35284 


btart 


1 


Name 


OJ990427 23.9C03.Cll.ol.np 


Start 


1 


GI 


6006359 


Exons 


1..91, 292. .396 


GI Descrip. 


(AP000559) hypothetical prot 


Seq. No. 


16717 


Gene No . 


*D C O O A 


Start 


1 


Name 


OJ990427 23. 9C03 . CI 1 . ol . gs 


Start 


296 


GI 


none 


Exons 


296. .397 


Seq. No. 


16718 


Gene No . 


o c o o c 


Start 


395 


Name 


OJ990427 23. 9C03 . C12 . ol . gs 


Start 


395 


GI 


none 


Exons 


395. .508, 552. .665 


Seq. No. 


16719 • 


Gene No. 


35286 


Of -i v~ +- 


l 


Name 


OJ990427 23. 9C03 . C13 . ol . np 


Start 


1 


GI 


6665543 


Exons 


1..366, 518. .607, 772. .872, 


GI Descrip. 


(AC013289) putative protein 


Seq. No. 


16719 


Gene No. 


35286 


Start 


1 


Name 


OJ990427 23.9C03.C13.o2.tm 


Start 


1 


GI 


none 


Exons 


1..96, 2. ,73, 50. .364, 77. .2 




453. .536 " ■ 


Seq. No. 


16719 


Gene No. 


35286 


Start 


1 


Name 


OJ990427 23.9C03.C13.ol.tw 


Start 


1 


GI 


none 


Exons 


1..96, 2. .73, 80. .229, 91 . . 1 



Method 

End 

Score 



TBLASTX: Maize 

17783 

98 



Seq. ID OJ990427_23.9C03.C11 

Strand + 

End 397 

Method AAT/NAP 

End 396 

Score 71 



Seq. ID OJ990427_23.9C03.C11 

Strand + 

End 397 

Method GENSCAN 

End 397 

Score .56 



Seq. ID OJ990427_23.9C03.C12 

Strand 

End 665 

Method GENSCAN 

End 665 

Score .82 



Seq. ID OJ990427_23.9C03.C13 
Strand 

End 7643 

Method AAT/NAP 

End 3331 

Score 258 



Seq. ID OJ990427_23.9C03.C13 
Strand 

End 7643 

Method TBLASTX: Maize 

End 537 

Score 87 



Seq. ID OJ990427_23.9C03.C13 
Strand 

End 7643 

Method TBLASTX : Wheat 

End 229 

Score 56 



17295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



16719 Seq. ID 

35286 Strand 

1 End 

OJ9904 27_23. 9C03 . C13 . ol . gs Method 

59 End 

none Score 



OJ990427_23.9C03.C13 

7643 
GENSCAN 
7548 
.6 ' 



59. .300, 772. .1224, 1385. .2281, 2462. .2589, 3687. .3891, 
4364'.. 4529, 4957. .4995, 5831. .6295, 6693. .6751, 6855. .7548 



Seq. No. 16719 Seq. ID 

Gene No. 35286 Strand 

Start 1 End 

Name OJ990427_23 . 9C03 . C13 . o3 . tm Method 

Start 770 End 

GI none Score 

Exons* 770.. 958, 792.. 959 



OJ990427_23.9C03.C13 
7643 

TBLASTX: Maize 

959 

136 



Seq. No. 16719 Seq. ID 

Gene No. 35286 Strand 

Start 1 End 

Name OJ990427_23 . 9C03 . C13 . ol . gp Method 

Start 4194 End 

GI 3758959 Score . 

Exons 4194.. 4506 



OJ990427_23.9C03.C13 

7643 
AAT/GAP 
4506 
569 



Seq. No. 16719 

Gene No. 35286 

Start 1 

Name OJ9904 27_23 . 9C03 . C13 . o4 . tm 

Start 4430 

GI none 

Exons 4430. .4531, 4434. .4532, 4435. 

5822. .5965, 5823. .5969, 5824. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 23.9C03.C13 



7643 

TBLASTX: Maize 
5977 
76 

4530, 4957.. 5004, 5814. .5951, 
5973, 5831.. 5977 



Seq. No. 16719 
Gene No. 35286 
Start 1 

'Name OJ990427_23 . 9C03 . C13 . ol 

Start 6883 
GI none 

Exons 6883. .7044, 6884. .7102, 

7100. .7384, 7104. .7568, 
7540. .7605, 7552. .7632, 



Seq. ID OJ990427_23.9C03.C13 
Strand 

End 7 64 3 

.tm Method TBLASTX : Maize 

End 7 64 3 

Score 178 
6884. .7102, 6891. .7103, 7100. .7306, 
7104. .7562, 7108. .7569, 7120. .7569, 
7569.. 7643, 7577.. 7642 



Seq. No. 


16720 








Seq. ID 


OJ990527^ 


_26. 


9C10. 


■ C2 


Gene No. 


35287 








Strand 


+ 








Start 


3920 








End 


6820 








Name 


OJ990527 26. 


9C10 


.C2.o2. 


.gs 


.Method 


GENSCAN 








Start 


3920 








End 


5825 








GI 


none 








Score 


. 64 








Exons 


3920. .4123, 


5385 


. .5825 














Seq. No. 


16720 








Seq. ID 


OJ990527_ 


_26. 


9C10. 


,C2 


Gene No. 


35287 








Strand 


+ 








Start 


3920 








End 


6820 








Name 


OJ990527 26. 


9C10 


.C2.ol . 


-gp 


Method 


AAT/GAP 









17296 



Start 
GI- 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



4796 End 4987 

5667165 Score 368 

4796.-4987 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



16720 Seq. ID 

35287 Strand 

3920 End 

OJ990527_26 . 9C10 . C2 . o2 . np Method 

5073 End 

690708-6 Score 



OJ990527 26.9C10.C2 
+ 

6820 
AAT/NAP 
6820 
1467 



5073.. 5842, 5900.. 6150, 6365.. 6412, 6525.. 6820 
(AP001129) hypothetical protein [Oryza sativa] 



OJ990527_ 
+ 

15555 
AAT/GAP 
14394 
949 



26. 9C10.C2 



16720 Seq. ID 

35288 Strand 
11782 End 
OJ990527_26 . 9C10 . C2 . o2 . gp Method 
11782 End 
42817_1.R1084 Score 
11782. .11928, 14050.. 14394 

1 1669341/dbj | BAA08094 | 7.0e-19 (D45066) AOBP (ascorbate oxidase 
promoter-binding protein) [Cucurbita maxima] ' 

16720 Seq. ID OJ990527_26 . 9C10 . C2 

35288 Strand + 

11782 End 15555 

OJ990527_26.9C10.C2.o4 .np Method AAT/NAP 

14053 End 15387 

6539573 Score 721 

14053. .15387 

(AP000836) Similar to H-protein promoter binding factor-2a 
(AF079503) [Oryza sativa] 



16720 Seq. ID 

35288 Strand 

11782 End 

OJ990527_26 ; 9C10 . C2 . o5 . gs Method 

14074 End 

none Score 
14074. .15390 

16720 Seq. ID 

35288 Strand 

11782 End 

OJ990527_26.9C10.C2.o3.gp Method . 

14797 End 

13267_1.R1084 Score 
14797. . 15555 

' 4 218536/embl AJ010830. 1 ITSP010830 
GRAB 2 protein 1 



OJ990527_26.9C10.C2 
+ 

15555 
GENSCAN 
15390 
.75 



OJ990527_26. 9C10.C2 
+ 

15555 
AAT/GAP 
15555 
1466 



1.0e-38 Triticum sp. mRNA for 



16720 Seq. ID OJ990527 

35289 Strand + 

25329 End 27518 

OJ990527_26 . 9C10 . C2 . 06 . np Method AAT/NAP 



26.9C10.C2 



17297 




Start 


25329 




End 


27518 








GI 


1655699 




Score 


119 








Exons 


25329. .25534, 27492. 


.27518 












GI Descrip. 


(Y07752) pherophorin-S [Volvox carteri] 








Seq. No. 


16720 




Seq. ID 


OJ990527 


_26 


. 9C10 


.C2 


Gene No. 


35290 




Strand 


+ 








Start 


50839 




End 


53221 








Name 


OJ990527 26. 9C10.C2. 


08 . gs 


Method 


GENSCAN 








Start 


50839 




End 


51943 








GI 


none 




Score 


.82 








Exons 


50839. .51040, 51093. 


.51415, 


51518. .51943 








Seq. No. 


16720 




Seq. ID 


OJ990527 


_26 


. 9C10, 


.C2 


Gene No. 


35290 




Strand 


+ 








Start 


50839 




End 


53221 








Name 


OJ990527 26. 9C10.C2. 


08 .np 


Method 


AAT/NAP 








Start 


50845 • 




End 


53221 








GI 


4218537 




Score 


631 








Exons 


50845. .51040, 51138. 


.51415, 


51518. .51677, 53187 


. .53221 




GI Descrip. 


(AJ010830) GRAB 2 protein [Triticum sp. 


] 








Seq. No. 


16720 




' Seq. ID 


OJ990527 


_2 6 


. 9C10, 


.C2 


Gene No. 


35290 




Strand 


+ 








Start 


50839 




End 


53221 








Name 


OJ990527_2 6 . 9C10 .C2 . 


o4 .gp 


Method 


AAT/GAP 








Start 


51283 




End 


51752 








GI 


5003897 




Score 


716 








Exons 


51283. .51415, 51518. 


.51752 












GI Descrip. 


4l!OJ JD / trilUJ | r\U U1UO JU 


M ITSP010830 l.Oe- 


38 Triticum sp. mRNA 




GRAB2 protein 














Seq. No. 


16720 




Seq. ID 


OJ990527_ 


_26 


.9C10, 


.C2 


Gene No. 


35291 




Strand 


+ 








Start 


57469 




End 


59673 








Name 


OJ990527 26.9C10.C2. 


o9 . gs 


Method 


GENSCAN 








Start 


57469 




End 


59673 








GI 


none * 




Score 


.6 








Exons 


57469. .57534, 58130. 


.58186, 


59599. .59673 








Seq. No. 


16720 




Seq. ID 


OJ990527 


_26 


. 9C10, 


.C2 


Gene No. 


35292 




Strand 


+ 








Start 


62323 




End 


62697 








Name 


OJ990527 26.9C10.C2. 


o5.gp 


Method 


AAT/GAP 








Start 


62323 




End 


62697 








GI 


none 




Score 


719 








Exons 


62323. .62697 














Seq. No. 


16720 - ; 




Seq. ID 


OJ990527, 


_26 


. 9C10. 


.C2 


Gene No. 


35293 1 




Strand 


+ : 








Start 


65174 




End 


65554 








Name 


OJ990527 26.9C10.C2. 


06 . gp 


Method 


AAT/GAP 








Start 


65174 




End 


65554 








GI 


none 




Score 


728 








Exons 


65174 . . 65554 














Seq. No. 


16720 




Seq. ID 


OJ990527_ 


_26 


. 9C10, 


.C2 



17298 



Gene No. 35294 Strand + 

Start 69668 End 70175 

Name OJ990527_26 . 9C10 . C2 . o7 . gp Method AAT/GAP 

Start 69668 End 70175 

GI uC-osflM202115bllbl Score 719 

Exons 69668. .69707, 69795.. 70175 

GI Descrip. 1 6063530/dbj | AP000615 . 1 | AP000615 8.0e-09 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



Seq. No. 


16720 


Seq. ID 


OJ990527 


Gene No. 


35295 


Strand 


+ 


Start 


70545 


End 


71619 


Name 


OJ990527 26. 9C10 . C2 . ol2 . gs 


Method 


GENSCAN 


Start 


70545 


End 


71619 


GI 


none 


Score 


.54 


Exons 


70545. .70548, 71198. .71619 






Seq. No. 


16720 


Seq. ID 


OJ990527 


Gene No. 


35296 


Strand 


+ 


Start 


79829 


End 


81268 


Name 


OJ990527 26. 9C10 . C2 . ol5 . gs 


Method 


GENSCAN 


Start 


79829 


End 


81059 


GI 


none 


Score 


.93 


Exons 


79829. .80053, 80248 .. 80424 , 


80526. .80690, 80787 


Seq. No. 


16720 


Seq. ID 


OJ990527 


Gene No. 


35296 


Strand 


+ 


Start 


79829 


End 


81268 


Name 


OJ990527 26. 9C10 . C2 . olO . np 


Method 


AAT/NAP 


Start 


80230 


End 


81056 


GI 


3063444 


Score 


604 


Exons 


80230. .80424, 8052 6 .. 80690, 


80787. .81056 


GI Descrip. 


(AC003981) F22013.5 [Arabidopsis thaliana] 




gi|4973256|gb|AAD35005.1|AF144387 1 (AF144387) 




1 [Arabidopsis thaliana] 






Seq. No. 


16720 


Seq. ID 


OJ990527 


Gene No. 


35296 


Strand 


+ 


Start 


79829 


End 


81268 


Name 


OJ990527 26. 9C10 . C2 . 08 . gp 


Method 


AAT/GAP 


Start 


80253 


End 


81268 


GI 


12232 2.R1084 


Score 


1536 


Exons 


80253. .80424, 80526 .. 80690, 


80787. .81268 


GI Descrip. 


'3063444 6.0e-72 (AC003981) 


F22013.5 


[Arabidops. 




>gi 4973256 gb AAD35005.1 AF144387 1 


(AF144387) 




1 [Arabidopsis thaliana] 1 






Seq. No. 


16720 


Seq. ID 


OJ990527_ 


Gene No.- f 


35297 


Strand 


+ ■ 


Start 


83028 


End 


' 85101 


Name 


OJ990527 26.9C10.C2.o9.gp 


Method 


AAT/GAP 


Start 


83028 


End 


84609 


GI 


288 3.R1084 


Score 


3101 


Exons 


83028. .84609 






GI Descrip. 


'54 41880/dbj |BAA8237 8.1| 5. 


0e-75 (AP000367) EST 



26.9C10.C2 



thioredoxin-like 



26.9C10.C2 



corresponds to a region of the 
transposon MuDR mudrA protein. 



C28952 (C62945) 
predicted gene.; Similar to maize 
(AC003981) [Oryza sativa] 1 



17299 



Seq. No. 


16720 


Seq. ID 


OJ990527_26. 9C10.C2 


Gene No. 


35297 


Strand 


+ 


Start 


83028 


End 


85101 


Name 


OJ990527 26.9C10.C2.ol2.np 


Method 


AAT/NAP 


c 4- -a v-+- 


83573 


End 


85101 


GI 


114622 


Score 


134 


Exons 


83573. .83686, 84770. .85101 






GI Descrip. 


ATP SYNTHASE B CHAIN (SUBUNIT I) gi | 6792 9 | pir | | LWRZ1 




H+-transporting ATP synthase 


(EC 3.6.1 


.34) chain I - rice 




chloroplast gi | 669080 | emb | CAA33992 | (X15901) ATPase I subunit 




[Oryza sativa] gi | 226695 | prf 


I 1 1603356W 


ATPase I [Oryza sativa] 


beq. wo. 


ID / ZU 


Seq. ID 


OJ990527_26.9C10.C2 


Gene No. 


35298 


Strand 


+ 


Start 


85270 


End 


86535 


Name 


OJ990527 26.9C10.C2.ol7.gs 


Method 


GENSCAN 


Start 


85270 


End 


86535 


GI 


none 


Score 


.71 


Exons 


85270. .85377, 86449. .86535 






Seq. No. 


16720 


Seq. ID 


OJ990527_26. 9C10.C2 


Gene No. 


35299 


Strand 


+ 


o tar l 


97519 


End 


105837 


Name 


OJ990527 26. 9C10.C2.ol8 .np 


Method 


AAT/NAP 


Start 


97519 


End 


105837 


GI 


2224919 


Score 


61 


Exons 


97519. .97558, 102049. .102222 


, 103298.. 


103509, 105476. . 105564, 




105811. .105837 






GI Descrip. 


(AF000605) insect intestinal 


mucin IIM14 [Trichoplusia ni] 


beq. no. 


16720 


Seq. ID 


OJ990527_26. 9C10.C2 


Gene No. 


35299 


Strand 


+ 


Start 


97519 


End 


105837 


Name 


OJ990527 26.9C10.C2.o21.gs 


Method 


GENSCAN 


Start 


103148 


End 


104659 


GI 


none 


Score 


.51 


Exons 


103148. .103281, 103298 .. 1034 98 , 103981 


..104096, 104565. . 104659 


beq. no. 


16720 


Seq. ID 


OJ990527_26.9C10.C2 


Gene No. 


35299 


Strand 


+ 


Start 


97519 


End 


105837 


Name 


OJ990527 26.9C10.C2.ol3.gp 


Method 


AAT/GAP 


Start 


105087 


End 


105531 


GI 


none 


Score 


712 


Exons 


105087. .105531 






Seq. No. 


16720 


Seq. ID 


OJ990527_26.9C10.C2 


Gene No. 


35300 


Strand 




Start 


1 


End 


902 


Name 


OJ990527 26.9C10.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


902 


GI 


6223651 


Score 


496 


Exons 


1..78, 273. .653, 734 .. 902 






GI Descrip. 


(AC011698) NAM-like protein 


(no apical 


meristem) [Arabidopsis 




thaliana] 







17300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16720 
35301 
5380 

OJ990527_26. 9C10 . C2 . o3 . np 

5380 

6069646 



OJ990527 26.9C10.C2 



Seq. ID 
Strand 

End 8078 
Method AAT/NAP 
End 8078 
Score 471 
'5380. .5414, 7028. .7102, 7385. .8078 
(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thai iana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


16720 


Seq. ID 


OJ990527 


_26 


. 9C10 


.C2 


Gene No. 


35301 


Strand 










Start 


5380 


End 


8078 








Name 


OJ990527 26.9C10.C2.o3.gs 


Method 


GENSCAN 








Start 


6209 


End 


8054 








GI 


none 


Score 


.56 










6209.. 6702, 6974.. 8054 












Seq. No. 


16720 


Seq. ID 


OJ990527 


_26, 


. 9C10 


.C2 


Gene No. 


35302 


Strand 










Start 


18228 


End 


19824 








Name 


OJ990527 26. 9C10 . C2 . o5 . np 


Method 


AAT/NAP 








Start 


18228 


End 


19824 "-. 








GI 


6091768 


Score 


355 








Exons 


18228. .18280, 19469.. 19824 














(AC009327) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16720 


Seq. ID 


OJ990527_ 


_26. 


.9C10 


.C2 


Gene No. 


35303 


Strand 










Start 


27282 


End 


45006 








Name 


OJ990527 26.9C10.C2.o7.np 


Method 


AAT/NAP 








Start 


27282 


End 


45006 








GI 


5852093 


Score 


46 








Exons 


27282. .27355, 32073 .. 32185 , 


44980.. 45006 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza s 


ativa] 










Seq. No. 


16720 . 


"Seq. ID 


OJ990527_ 


_26. 


, 9C10 


.C2 


Gene No. 


35304 


Strand 










Start 


74351 


End 


75102 








Name 


OJ990527 26.9C10.C2.o9.np 


Method 


AAT/NAP 








Start 


73412 


End 


75102' 








GI 


6907086 


Score 


1192 








Exons 


73412. .73879, 74110 .. 74260, 


74320. .75102 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16720 


Seq. ID 


OJ990527_ 


26. 


9C10, 


.C2 


Gene No. 


35304 


Strand 










Start 


74351 


End 


75102 








Name 


OJ990527 26.9C10.C2.ol3.gs 


Method 


GENSCAN 








Start 


74351 


End 


74854 








GI 


none 


Score 


1 








Exons 


74351. .74854 












Seq. No. 


16720 


Seq. ID 


OJ990527_ 


26. 


9C10. 


.C2 



17301 



bene No. 


o c *3 n c 


Strand 








Start 


76936 


End 


77439 






Name 


OJ990527 26.9C10.C2.ol4.gs 


Method 


GENSCAN 






Start 


76936 


End 


77439 






GI 


none 


Score 


.82 






Exons 


76936/. 77439 










Seq. No. 


16720 


Seq. ID 


OJ990527 


_26.9C10 


.C2 


Gene No . 




Strand 








Start 


83277 


End 


83973 






Name 


OJ990527 26.9C10.C2.ol6.gs 


Method 


GENSCAN 






Start 


83277 


End 


83973 






GI 


none 


Score 


.98 






Exons 


83277. .83510, 83593.. 83973 










Seq. No. 


16720 


Seq. ID 


OJ990527 


_26.9C10 


.C2 


Gene No. 


35306 


Strand 








Of 3 rf 

ot.ar t 


83277 


End 








Name 


OJ990527 26.9C10.C2.oll.np 


Method 


AAT/NAP 






Start 


83280 


End 


83973 






GI 


1658315 


Score 


1115 






Exons 


83280. .83510, 83593.. 83973 










GI Descrip. 


(Y0J8988) osr40g3 [Oryza sativa] 








Seq. No. 


16720 


Seq. ID 


OJ990527 


_26.9C10 


C2 


Gene No. 


. 35307 


Strand 








otart 


87040 


End 


89296 






Name 


OJ990527 26.9C10.C2.ol8.gs 


Method 


GENSCAN 






Start 


87040 


End 


88650 






GI 


none 


Score 


.91 






Exons 


87040. .87248, 87254 .. 87482 , 


87573. .87695, 87774 


. .88247, 






88277. .88399, 88492.. 88650 










Seq. No. 


16720 


Seq. ID 


OJ990527_ 


_26. 9C10. 


C2 


Gene No. 


35307 


Strand 










87040 


End 


89296 






Name 


OJ990527 26.9C10.C2.ol0.gp 


Method 


AAT/GAP 






Start 


87193 


End 


89296 






GI 


288 1.R1084 


Score 


4157 






Exons 


87193. .89296 










GI Descrip. 


1 1658313/emb|CAA70174 | 0.0e+00 (Y08987 


) osr40g2 


[Oryza sativa 


Seq. No. 


16720 


Seq. ID 


OJ990527_ 


_26. 9C10. 


C2 


Gene No. 


35307 


Strand 








Start 


87040 


End 


89296 






Name 


OJ990527 26.9C10.C2.ol3.np 


Method 


AAT/NAP 






Start 


87255 


End 


88650 






GI 


1658313 


Score 


1778 






Exons 


87255. .87482, 87573 .. 87695, 


87774. .881 


69, 88277 


. .88399, 






88492. .88650 










GI Descrip. 


(Y08987) osr40g2 [Oryza sativa] 








Seq. No. 


16720 


Seq. ID 


OJ990527_ 


_26.9C10. 


C2 


Gene No. 


35308 


Strand 








Start 


93412 


End 


102750 






Name 


OJ990527 26.9C10.C2.ol6.np 


Method 


AAT/NAP 






Start 


93412 


End 


97088 







17302 




GI 3047086 Score 701 

Exons 93412. .93445, 94011 94 384 , 94877.. 97088 

GI Descrip. (AF058914) similar to reverse transcriptase (Pfam: 

transcript_fact .hmm, score: 72.31) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35308 
93412 

OJ990527_26.9C10.C2.ol4 . np 

93900 

6069646 



16720 Seq. ID OJ990527_26 . 9C10 . C2 

Strand 

End 102750 
Method AAT/NAP 
End 99160 
Score 2723 
93900. .94884, 95150 .. 95942 , 99128.. 99160 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


16720 


Seq. ID 


OJ990527_ 


26..9C10 


-C2 


Gene No. 


35308 


Strand 








Start 


93412 


End 


102750 






Name 


OJ990527 26.9C10.C2.o20.gs 


Method 


GEN SCAN 






o tar z 


94084 


End 


102750 






GI 


none 


Score 


.78 






Exons 


94084. .94128, 94188. .95036, 


95212. .95465, 95557. 


. 95572 : , 






95656. . 97169, 97223. . 97307, 


97479. .978 


15, 98044. 


. 98116, 






98464. .98692, 98908 .. 99030 , 


99137. .99694, 99794. 


.'99946, 






101217. .101262, 101485. .101548, 102151 


. . 102353, 


102566. 


.102750 


Seq. No. 


16720 


Seq. ID 


OJ990527_ 


26. 9C10 


.C2 


Gene No. 


35308 


Strand 








Start 


93412 


End 


102750 






Name 


OJ990527 26.9C10.C2.ol5.np 


Method 


AAT/NAP 






Start 


95785 


End 


96189 






GI 


804809 


Score 


132 






Exons 


95785. .96189 










GI Descrip. 


(M13100) unknown protein [Rattus norvegicus] 






Seq. No. 


16720 


Seq. ID 


OJ990527_ 


26. 9C10 


.C2 


Gene No. 


35308 


Strand 








Start 


93412 


End 


102750 






Name 


OJ990527 26. 9C10 . C2 . oil . gp 


Method 


AAT/GAP 






Start 


98143 


End 


99062 






GI 


288 9.R1084 


Score 


867 






Exons 


98143. .98381, 984 64 .. 98692 , 


98908. .99062 






GI Descrip. 


, 1658313/emb|CAA70174 | l.Oe- 


102 (Y08987) osr40g2 


[Oryza 


sativa] 


Seq. No. 


16720 


Seq. ID 


OJ990527_ 


26.9C10 


,C2 


Gene No. 


35308 


Strand 








Start 


93412 


End 


102750 






Name 


OJ990527 26.9C10.C2.ol7.np 


Method 


AAT/NAP 






Start 


98465 


End 


100174 






GI 


1658313 


Score 


1293 






Exons 


98465. .98692, 98908 . . 99030 , 


99137. . 99276, 99440. 


.99694, 






99794. .99916, 100016 100174 










GI Descrip. 


(Y08987) osr40g2 [Oryza sativa] 









17303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 




16720 Seq. ID OJ990527_26 . 9C10 . C2 

35308 Strand 

93412 End 102750 

OJ990527_2 6 . 9C10 . C2 . ol2 . gp Method AAT/GAP 

99131 End 99593 

LIB3434-023-P1-K1-C6 Score 871 

99131. .99593 

• 1296955/emb|CAA64683| 7.0e-16 (X95402) duplicated domain 
structure protein [Oryza sativa] ' 



Seq. No. 16720 

Gene No. 35309 

Start 105418 

Name OJ990527_2 6 . 9C10 . C2 . ol . tc 

Start 415 

GI none 
Exons 



Seq. ID OJ990527_26.9C10.C2 
Strand 

End 105825 

Method TBLASTX : Cress 

End 51385 

Score 86 



415. .498, 419. .517, 523. .648, 524. .649, 730. .759, 735. 
847.. 873, 50901. .50957, 50902 .. 51039, 51009 .. 51050, 
51139. .51369, 51143. .51385 



.875, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 
35309 
105418 

OJ990527_2 6 . 9C10 . C2 ..o4 . tw 
415 
none 



105825 

TBLASTX: Wheat 
51376 
103 

415. .507, 419. .508, 500. .640, 523. .645, 51151 .. 51261 , 
51152. .51268, 51277 .. 51369, 51281. .51376 



Seq. ID OJ990527_26. 9C10.C2 
Strand 
End 

Method 
End 
Score 



Seq. No. 16720 Seq. ID 

Gene No. 35309 Strand 

Start 105418 End 

Name OJ990527__2 6 . 9C10 . C2 . o4 . tm Method 

Start 415 End 

GI -.v.- none Score 
Exons 



OJ990527_26. 9C10.C2 
105825 

TBLASTX: Maize 

51589 

133 



415. .444, 523. .657, 524. .658, 530..670-, 729. .875, 730. .780, 
847. .873, 50901. .51044, 50902 .. 5104 5 , 50977 .. 51048 , 
51133. .51276, 51134 .. 51277 , 51277 51333, 51278 .. 51334 , 
51344. .51415, 51353 .. 51406, 51512 .. 51589, 51515. .51574 



Seq. No. 16720 

Gene No. 35309 

Start 105418 

Name OJ990527_26 . 9C10 . C2 . o3 . ts 

Start 415 

GI none 

Exons 415. .498, 419. .499, 523. .651, 
847. .873, 50901. .51038, 50902, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 .26. 9C10.C2 



105825 . 
TBLASTX: Soybean 
51550 
92 

524. .652, 729. .875, 733. .774, 
.51045, 51140. . 51289, 



51142. .51276, 5128 6 .. 51369, 51287 .. 514 03, 51512. .51550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 
35309 
105418 

OJ990527_2 6. 9C10.C2.o6. tw 

735 

none 



Seq. ID OJ990527_26. 9C10.C2 
Strand 
End 

Method 
End 
Score 



105825 

TBLASTX: Wheat 

102717 

97 



735. .875, 736. .873, 50901 .. 51038 , 50902 .. 5104 5, 102610 .. 1027 17 



17304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 
35309 
105418 

OJ990527_26 . 9C10 .C2 . ol3 . tm 

6951 

none 



Seq. ID OJ990527_26.9C10.C2 
Strand 
End 

Method 
End 
Score 



105825 

TBLASTX: Maize 

94941 

93 



6951. .7157, 6961. .7158, 94 809 .. 94 940, 94813. .94941 



16720 
35309 
105418 

OJ990527_26 . 9C10 . C2 . o3 . tw 

7089 

none 



Seq. ID OJ990527_26.9C10.C2 
Strand 
End 

Method 
End 
Score 



105825 

TBLASTX: Wheat 

95286 

52 



7089. .7247, 7093. .7182, 7233. .7529, 7237. .7350, 7396. .7527, 
94863. .94991, 95023 9528 6, 95072.. 95281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 

35309 

105418 

OJ990527 

7170 

none 



26.9C10.C2.o5.tm 



Seq. ID OJ990527 26.9C10.C2 



Strand 
End 

Method 

End 

Score 



105825 

TBLASTX: Maize 

95622 

43 



7170.. 7844, 94944. .95015, 94 950.. . 95015, 95023 .. 95613, 
95060. .954 34, 95161. .95622, 954 54. .95618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 
35309 
105418 

OJ990527_2 6 . 9C10 . C2 . 08 . tm 

7854 

none 



Seq. ID OJ990527_26. 9C10.C2 
Strand 
End 

Method 
End 
Score 



105825 

TBLASTX: Maize 

96111 

41 



7854. .7937, 7944. .8078, 95626 .. 95733 , 95633 .. 95692 , 
95704 . .95946, 95720 .. 95947 , 95971 .. 96111 , 95987.. 96097 



Seq. No. 16720 

Gene No. 35309 

Start 105418 

Name OJ990527_2 6 . 9C10 . C2 . o7 . tw 

Start 7956 

GI none 

Exons 7956.. 8078, 957 13 .. 9591 9, 95902.. 96048 



Seq. ID OJ990527 26.9C10.C2 



Strand 
End 

Method 

End 

Score 



105825 

TBLASTX: Wheat 

96048 

81 



Seq. No. 16720 
Gene No. 35309 
Start 105418 

Name OJ990527^_26 . 9C10 . C2 . o3 . tm 

Start 14047 
GI none 

Exons 14047. .14247, 14 04 9 .. 14 240 , 

14237. .14 4 64, 14370 .. 14 474 , 
14554. .14 652, 14554 14 637 , 
14641. .14679, 14 64 5 .. 14 68 6, 
14683. .14736 



Seq. ID OJ990527_26. 9C10.C2 
Strand 

End 105825 

Method TBLASTX : Mai ze 

End 14736 .. 

Score 171 
14232. . 14 324, 14233. .14 4 75, 
14 54 9. .14 617, 14 553. .14 615, 
14590. . 14 652, 14 615. . 14 656, 
14 64 5. . 14 677, 14 647 .. 14 688 , 



Seq. No. 



16720 



Seq. ID OJ990527_26.9C10.C2 



17305 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



35309 
105418 

OJ990527_26. 9C10.C2.o4 .tc 
14194 



none 
14194 . 
14 3-7-0. 
15331. 



Strand 
End 

_ Method 

End 
Score 

14496, 14247. .14324, 14258 14 386, 14275 ... 14445, 
14447, 15181. .15255, 15183 .. 15251, 15330 .. 15386, 
15381 



105825 

TBLASTX: Cress 

15386 

362 



Seq. No. 16720 Seq. ID 

Gene No. 35309 Strand 

Start 105418 End 

Name OJ990527_26 . 9C10 . C2 . o4 . ts Method 

Start 14266 End 

GI none Score 

Exons 14266. .14496, 14266.. 14463 

Seq. No. 16720 

Gene No. 35309 Strand 

Start 105418 End 

Name OJ990527_26 . 9C10 . C2 . olO . tm Method 

Start 1474 6 End 

GI none Score' 
Exons 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 



OJ990527_26. 9C10.C2 
105825 

TBLASTX: Soybean 

14496 

350 



Seq. ID OJ990527 26.9C10.C2 



105825 

TBLASTX: Maize 

15033 

43 



1474 6. .14772, 14 74 6. .14886, 14 759. .148 99, 14 770. .14 88 9, 
14899. .14 955, 14 908. .14 94 9, 14 983. .15033 



16720 
35309 
105418 
OJ990527 
15034 
none 
15034. 
15174. 
15310. 



26.9C10.C2.o7.tm 



15171, 
15293, 
15396 



15084. 
15175. 



.15110, 
.15324, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15105. . 15167, 
15306. .15392, 



OJ990527 26.9C10.C2 



105825 

TBLASTX: Maize 
15396 
108 

15146. .15298, 
15309. .15392, 



Seq. No. 16720 Seq. TD 

Gene No. 35309 Strand 

Start 105418 End 

Name OJ990527_26 . 9C10 . C2 . o5 . ts Method 

Start 19573 End 

GI none Score 

Exons 19573. . 19743, 19574.. 19744 

Seq. No. . 16720 Seq. ID 

Gene No. 35309 Strand 

Start 105418 End 

Name OJ990527_26 . 9C10 . C2 . o5 . tc Method 

Start 19585 End .> 

GI none Score 

Exons 19585. .19758, 19586.. 19744 

Seq. No.- 16720 Seq. ID 

Gene No. 35309 Strand 

Start 105418 End 

Name OJ990527__26 . 9C10 . C2 . ol2 . tm Method 

Start 34204 End 



OJ990527_26.9C10.C2 
105825 

TBLASTX : Soybean 

19744 

197 



OJ990527_26. 9C10.C2 
105825 

TBLASTX: Cress 

19758 

148 



OJ990527_26. 9C10.C2 
105825 

TBLASTX: Maize 
34703 



17306 



GI 

Exons 



none 



Score 



141 



34204 . .34500, 34275 34 400, 34313 .. 34468, 34324 34 485, 
34465. .34632, 344 69 .. 34 615, 34 4 69 .. 34 642 , 34 626 .. 34703, 
34627. .34695 



Seq. No. 16720 
Gene No. " '35309 

Start 105418 

Name OJ990527_26. 9C10 . C2 . o2 . tm 

Start 79955 

GI none 
Exons 



Seq. ID OJ990527_26.9C10.C2 
Strand 
End 

Method 
End 
Score 



105825 ' 
TBLASTX: Maize 
80951 
291 



79955. .80023, 80244 .. 80423, 8024 5 .. 80427 , 80468 80695, 
80523. .80696, 80786 80947 , 80787.. 80951 



Seq. No. 16720 Seq. ID 

Gene No. 35309 Strand 

Start 105418 End 

Name OJ990527_26. 9C10 . C2 . o2 . ts Method 

Start 80245 End 

GI none Score 

Exons 80245. .80427, 80268 80423, 

80786. .80884, 80787.. 80903 



OJ990527_26.9C10.C2 
105825 

TBLASTX : Soybean 
80903 
240 

80523. .80693, 80525 .. 80695, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 Seq. ID 

35309 Strand 

105418 End 

OJ990527__26 . 9C10 . C2 . ol . tw Method 

80250 End 

none Score 



OJ990527_26.9C10.C2 
105825 

TBLASTX : Wheat 

81025 

102 



80250. .80321, 80250 .. 80423, 80251 .. 80427, 804 68 .. 80695, 
80523. .80693, 8078 6 .. 81025, 80787 .. 8 1011, 80789.. 81025 



Seq. No. 16720 

Gene No. 35309 

Start 105418 

Name OJ990527_26 . 9C10 . C2 . o3 . tc 

Start 80251 

GI none 

Exons 80251. .80427, 
80787. .80858, 



80271. .80420, 
80829. .80885 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_26.9C10.C2 
105825 

TBLASTX: Cress 

80885 

220 



80523. .80696, 80525 .. 80695, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 
35309 
105418 
OJ99052 
83283 
none 
83283. . 
83588. . 
87247. . 
87352. . 
87570. . 
87774 . . 
87928. . 
88259. . 
88492. . 
98451. . 



7 26. 9C10.C2.ol.tm 



83510, 
83818, 
87483, 
87483, 
87695, 
87911, 
88170, 
88408, 
88638, 
98693, 



83283. 
83590. 
87249. 
87569. 
87571. 
87774 . 
87942. 
88268. 
88492. 
98458. 



.83510, 
.83820, 
.87482, 
.87655, 
.87699, 
.87890, 
.88178, 
.88408, 
.88584, 
.98517, 



Seq. ID OJ990527_26.9C10.C2 
Strand 

End 105825 

Method TBLASTX : Mai ze 

End 100183 

Score 310 
83287. .83511, 83287 .. 83511 , 
83590. .83820, 8 3591 .. 83773, 
87255. .87482, 87255 .. 87482 , 
87570. .87698, 87570 .. 87695 , 
87573.-87698, 87766 .. 87912 , 
87775. .87891, 87906 .. 88169, 
87943. .88179, 88099. .88206, 
88269. .88424, 88269 .. 884 09, 
88493. .88639, 88493. .88549, 
98465. .98692, 984 65 .. 98 692 , 



17307 



98466..98528, 98565.-98693, 98572 .. 98694 , 98572 98694 , 

98635. .98706, 98905 .. 99033, 98905 99045, 98905 ... 99045, 

98908. .99033, 99137 .. 9924 1 , 99137 .. 9924 1 , 99138 .. 99239, 

99138. .99242, 99156 .. 99293, 99174 .. 99269, 994 63 .. 99519, 

99464. .99541, 994 66 .. 99519, 994 67 .. 9954 1, 99473 .. 99694 , 

99473. .99694, 994 74 .. 99695, 99477 99695, 99637 .. 99696, 

99637. . 99696, 99777 .. 99938, 99791 99919, 99791 .. 99934 , 

99792. . 99938, 10001 6 .. 100183, 100016. . 100141, 100017 .. 100145, 
100017. .100142 



Seq. No. 16720 

Gene No. 35309 

Start 105418 

Name OJ990527_26 . 9C10 . C2 . 

Start 83283 

GI none 

Exons 83283. .83510, 83287. 

87249..87482, 87256, 
87571. .87696, 87942, 
88275. .88409, 88492, 
98568. . 98678, 98905, 
99476. .99694, 99791, 



Seq. ID OJ990527_26.9C10.C2 
Strand 

End 105825 
o2.tc Method TBLASTX : Cress 

End 99935 

Score 169 
.83496, 83590. .83754, 83591 .. 83755, 
.87312, 87358.-87462, 87570 87695, 
.88169, 87943. .88149, 88259 .. 88408 , 
.88530, 98459.-98692, 984 66.-98528, 
.99039, 98906. .9904 0, 99474. .99680, 
.99934, 99792.. 99935 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



16720 

35309 

105418 

OJ9905 

83283 

none 

83283. 

87255. 

87571. 

88259. 

98465. 

98908. 

99474 . 

100017 



27 26.9C10.C2.ol.ts 



,83510, 83284. 

,87482, 87355, 

,87699, 87774, 

88408, 88269, 

98692, 98565, 

99033, 99137, 

99695, 99791, 
.100118 



.83511, 
.87483, 
.87872, 
.88412, 
.98693, 
.99259, 
.99934, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

83590 

87570 

87942 

88492 

98905 

99137 

99792 



OJ990527 26.9C10.C2 



105825 

TBLASTX : Soybean 
100120 
185 

83829, 83591. .83818, 
87698, 87570. .87695, 
88169, 87946. .88170, 
88584, 88493. .88591, 
99042, 98906. . 99031, 
99250, 99473. . 99694, 
99941, 100016. . 100120, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16720 

35309 

105418 

OJ9905 

83283 

none 

83283. 

83590. 

87255. 

87563. 

87774 . 

88063. 

88492. 

98456. 

98585. 

98905. 

99463. 

99588. 

100017 



27 26. 9C10.C2.o2.tw 



83399, 
83820, 
87371, 
87625, 
8794-4, 
88170, 
88620, 
98527, 
98692, 
99033, 
99516, 
99695, 
.10011 



83287, 
83591, 
87375, 
87570, 
87775. 
88065. 
88493. 
98464 . 
98586. 
98905. 
99473. 
99777. 



.83400, 
.83818, 
.87482, 
.87698, 
.87861, 
.88169, 
.88624, 
.98514, 
.98693, 
.99045, 
.99583, 
. 99941, 



Seq. ID OJ990527_ 
Strand 

End 105825 
Method TBLASTX: 
End 100141 
Score 127 
83403. .83510, 83404 
87254. .87337, 87255 
87376. .87483, 87431 
87570. .87695, 87571 
87930. .88061, 87931 
88268. .88408, 88269 
88603. .88650, 88610 
98465. .98581, 98466 
98587. . 98694, 98635 
99137. .99268, 99137 
99474. . 99584, 99587 
99791. .99919, 10001 



26.9C10.C2 



Wheat 



. .83511, 
. .87359, 
. .87484, 
. .87699, 
. .88062, 
. .88409, 
. .88633, 
. .98582, 
. .98706, 
. . 99244, 
. . 99694, 
6. .100141, 



8 



17308 




Seq. No. 


16720 




Seq. ID 


OJ990527_26.9C10 


.C2 


Gene No . 


jo juy 




Strand 






Start 


105418 




End 


105825 




Name 


-OJ990527 26.9C10.C2 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


84774 




End 


84999 




GI 


none 




Score 


55 




Exons 


84774 . .84830, 84778 


.84834, 


84854. .84913, 84 855 .. 84 998 , 






84856. .84999, 84856 


.84996, 


84876. .84998 




Seq. No. 


lb/ Z\) 




Seq. ID 


OJ990527_26.9C10 


. C2 


Gene No. 


35309 




Strand 






Start 


105418 




End 


105825 




Name 


OJ990527 26.9C10.C2. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


93915 




End 


94475 




GI 


none 




Score 


101 




Exons 


93915. .94139, 94140. 


.94475, 


94159. .94404 




beq. No. 


1 D I ZO 




Seq. ID 


OJ990527_26.9C10 


C2 


Gene No. 


35309 




Strand 






Start 


105418 




End 


105825 




Name 


OJ990527 26.9C10.C2. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


94026 




End 


94379 




GI 


none 




Score 


79 




Exons 


94026. .94061, 94182. 


.94379, 


94186. .94350 




Seq. No. 


16720 • 




Seq. ID 


OJ990527_26.9C10 


C2 


Gene No. 


35309 




Strand 






Start 


105418 




End 


105825 




Name 


OJ990527 26.9C10.C2. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


94476 




End 


94721 




GI 


none 




Score 


212 




Exons 


94476. . 94721 










beq. no. 


lb /zU 




Seq. ID 


OJ990527_26.9C10 


C2 


Gene No. 


35309 




Strand 






Start 


105418 




End 


105825 




Name 


OJ990527 26.9C10.C2. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


96115 




End 


96588 




GI 


none 




Score 


96 




Exons 


96115. .96471, 96269. 


.96466, 


96469.. 96588 




beq . No . 


16720 




Seq. ID 


OJ990527_26. 9C10. 


C2 


Gene No. 


35309 




Strand 






Start 


105418 




End 


105825 




Name 


OJ990527 26.9C10.C2. 


o22.gs 


Method 


GENSCAN 




Start 


105418 




End 


105825 




GI 


none 




Score 


.55 




Exons 


..,105418. .105624, 105661 .. 105825 






Seq. No. 


16721 




Seq. ID 


OJ990527_26.9C10. 


C3 


Gene No. 


35310 




Strand 






Start 


39 




End 


249 




Name 


OJ990527 26.9C10.C3. 


ol . gs 


Method 


GENSCAN 




Start 


39 




End 


249 




GI 


none 




Score 


. 91 




Exons 


39. .249 











17309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16722 
35311 
1 

OJ990527_26.9C10.C4.ol.np 
1 

6006801 



Seq. ID OJ990527_26.9C10.C4 

Strand + 

End 2924 

Method AAT/NAP 

End . 2891 

Score * 933 



1..86, 188. .280, 797. .1002, 1482. .1576, 2203. .2417, 2500. .2698, 
2791. .2891 

(AF156783) apyrase [Arabidopsis thaliana] 



Seq. No. 16722 

Gene No. 35311 

Start 1 

Name OJ990527_2 6 . 9C10 . C4 . ol . gs 

Start 188 

GI none 
Exons 



Seq. ID OJ990527_26.9C10.C4 

Strand + 

End 2924 

Method GENSCAN 

End 2888 

Score . 93 



188. .280, 797. .1002, 1482. .1576, 2203. .2417, 2500. .2689, 
2782. .2888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16722 
35311 
1 

OJ990527_26.9C10.C4 .ol.gp 
230 

uC-osflcypl01a05bl 
230. .280, 797. .1002, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1482. .1576, 2203. 



OJ990527_26.9C10. 
+ 

2924 
AAT/GAP 
2335 
878 
.2335 



C4 



' 6002631 /gb | AAF00071 . 1 | AF093604_1 
[Arabidopsis thaliana] 1 



9.0e-32 (AF093604) apyrase 



16722 Seq. ID 

35311 Strand 

1 End 

OJ990527_2 6 . 9C10 . C4 . o2 . gp Method 

2392 End 

702910 Score 



OJ990527_26.9C10.C4 
+ 

2924 
AAT/GAP 
2924 
667 



2392.. 2417, 2500.. 2689, 2782.. 2924 

6002631/gb|AAF00071.1|AF093604_l 9.0e-32 (AF093604) apyrase 
[Arabidopsis thaliana] 



16722 Seq. ID 

35312 Strand 

8035 End 

OJ990527_26. 9C10.C4 . o4 .np Method 

8035 End 

5922623 Score 



OJ990527_26.9C10.C4 
+ 

8887 
AAT/NAP 
8887 
241 



8035. .8119, 8496. .8648, 8816. .8887 

(AP000492) hypothetical protein [Oryza sativa] 



gi| 6016856 | dbj IBAA85199.1 | 
[Oryza sativa] 

16722 
35313 
2224 

OJ990527_2 6. 9C10.C4 .ol.tm 
18 

none 



(AP000570) hypothetical protein 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990527_26.9C10.C4 
8561 

TBLASTX: Maize 

2888 

77 



17310 






Exons 


18. .89, 29. 


.100, 178. .282, 186. .281, 188. .283, 786. .998, 






793. .1002, 


797. .1000, 1465.. 


1578, 1476 


..1586, 2197. .2418, 






2202. .2417, 


2202.. 2525, 2203 


..2418, 2481. .2690, 2491. .2694, 






2494 . .2712, 


2780.. 2869, 2781 


..2870, 2788. .2871, 2790. .2888 




Seq. No. 


16722 




Seq. ID 


OJ990527_26. 9C10.C4 




Gene No. 


35313 




. Strand 






Start 


2224 




End 


8561 




Name 


OJ990527 26 


.9C10.C4 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


793 




End 


2887 




GI 


none 




Score 


51 




Exons 


793. .837, 793. .1002, 797. .1000, 874. .1005, 1465. .1527, 






2202. .2312, 


2228.. 2302, 2304 


..2417, 2310. .2432, 2311. .2418, 






2481. .2693, 


2482. .2694, 2491 


..2694, 2543.-2698, 2616. .2717, 






2781. .2885, 


2798.-2887, 2798 


. .2884 






Seq. No. 


16722 




Seq. ID 


OJ990527_26. 9C10.C4 




Gene No. 


35313 




Strand 






Start 


2224 




End 


8561 




Name 


OJ990527 26 


.9C10.C4 .o2.np 


Method 


AAT/NAP 




Start 


2224 




End 


5549 




GI 


2388583 




Score 


163 


I* a 


Exons 


2224. .2256, 


3892.. 4116, 5529 


. .5549 






GI Descrip. 


(AC000098) 


Similar to Synechocystis hypothetical protein 


! ;=? 

r r§ 




(gb| D90908) 


. [Arabidopsis thaliana] 




rll 


Seq. No. 


16722 




Seq. ID 


OJ990527_26.9C10.C4 


f;3 


Gene' No. 


35313 




Strand 




j . s 


C4- -n -v-4- 

otart 


2224 




End 


8561 


Name 


OJ990527 26 


.9C10.C4 .o3.np 


Method 


AAT/NAP 


! - J 


Start 


2577 




End 


4503 


rll 


GI 


2832408 




Score 


113 




Exons 


2577. .2673, 


4364. .4503 






!!J 


GI Descrip. 


(Y14209) R2R3-MYB transcription factor 


[Arabidopsis thaliana 




Seq. No. 


16722 




Seq. ID 


OJ990527_26.9C10.C4 




Gene No. 


35313 




Strand 




: *** 


Start 


2224 




End 


8561 




Name 


OJ990527 26 


.9C10.C4 .o2.gs 


Method 


GENSCAN 


: 


Start 


3815 




End 


8561 




GI 


none 




Score 


.58 




Exons 


3815. .4395, 


4586..4687, 5019 


..5128, 5413. .5530, 6470. .6515, 






8068. .8238, 


8475. .8561 








Seq. No. 


16722 




Seq. ID 


OJ990527_26.9C10.C4 




Gene No . 


35313 




Strand 






Start 


2224 




End 


8561 




Name 


OJ990527 26 


. 9C10.C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


3887 




End 


4661 




GI 


none 




Score 


89 




Exons 


3887. .3958, 


3890.. 4108, 3891 


..4025, 4581. .4661, 4590. .4640 




Seq. No. 


16723 




Seq. ID 


OJ990527_26.9C10.C6 




Gene No. 


35314 




Strand 


+ 




Start 


485 




End 


1809 




Name 


OJ990527 26 


. 9C10.C6.ol.gs 


Method 


GENSCAN 




Start 


485 


End 


1809 



17311 



GI 


none 


Score 


.58 


Exons 


485. .552, 1732. .1809 






Seq. No. 


16723 


Seq. ID 


OJ990527_26.9C10.C6 


Gene No. 


35315 


Strand 


+ 


Start 


3295 - - 


End 


4644 


Name 


OJ990527. .26. 9C10 . C6 . o2 . gs 


Method 


GENSCAN 


Start 


3295 


End 


4626 


GI 


none 


Score 


.66 


Exons 


3295.. 3330, 4492.. 4626 






Seq. No. 


16723 


Seq. ID 


OJ990527_26.9C10.C6 


Gene No. 


35315 


Strand 


+ 


Start 


3295 


End 


4644 


Name 


OJ990527 26.9C10.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


3748 


End 


4182 


GI 


none 


Score 


256 


Exons 


3748.. 4080, 3761.. 3928, 3763. 


.3930, 3786.. 3941, 4105.. 4182 


Seq^ No. 


16723 


Seq. ID 


OJ990527_26. 9C10. C6 


Gene No. 


35315 


Strand 


+ 


Start 


3295 


End 


4644 


Name 


OJ990527 26. 9C10 . C6 . ol . tw 


Method 


. TBLASTX: Wheat 


Start 


3907 


End 


4275 


GI 


none 


Score 


305 


Exons 


3907. .4275, 4152. .4274 






Seq. No. 


16723 


Seq. ID 


OJ990527_26.9C10.C6 


Gene No. 


35315 


Strand 


+ 


Start 


3295 


End 


4644 


Name 


OJ990527 26. 9C10 . C6 . o2 . tm 


Method 


TBLASTX : Maize 


Start 


4353 


End 


4644 


GI 


none 


Score 


166 


Exons 


43S3..4466, 4354. .4551, 4408. 


.4539, 4546. .4644 


Seq. No. 


16724 


Seq. ID 


OJ990527_26.9C10.C7 


Gene No. 


35316 


Strand 


+ 


Start 


1 


End 


4471 


Name 


OJ990527 26. 9C10 . C7 . o3 . np 


Method 


AAT/NAP 


Start 


1 


End 


4462 


GI 


6069646 


Score 


369 


Exons 


1..35, 3603. .4462 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90 639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 




[Oryza sativa] 






Seq. No. 


16724 


Seq. ID 


OJ990527_26.9C10.C7 


Gene No. 


35316 


Strand 


+ 


Start 


1 


End 


4471 


Name 


OJ990527 26. 9C10 . C7 . o2 . gs 


Method 


GENSCAN 


Start 


3700 


End 


4471 


GI 


none 


Score 


.64 


Exons 


3700. .3771, 3830. .3994, 4289. 


.4471 




Seq. No. 


16724 


Seq. ID 


OJ990527_26.9C10.C7 



17312 




Gene No. 




Strand 








Start 


1 


End 


1690 






Name 


OJ990527 26.9C10.C7.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


77 






GI 


4879971 


Score 


113 






Exons 


1. .77 










Seq. No. 


16724 


Seq. ID 


OJ990527_26. 


9C10 


.C7 


Gene No. 


35317 


Strand 








o tar u 


1 


End 








Name 


OJ990527 26.9C10.C7-.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1690 






GI 


6907086 


Score 


1161 






Exons 


1..77, 116. .459, 689. .851, 


911. .1690 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1 C T O A 

1 6 /z4 


Seq. ID 


OJ990527_26. 


9C10 


.C7 


Gene No . 


35317 


Strand 








Start 


1 


End 


1690 






Name 


OJ990527_26. 9C10.C7.ol .gs 


Method 


GENSCAN 






Start 


C\ A C 

945 


End 


1232 






GI 


none 


Score 


.85 






Exons 


945.. 1232 










Seq. No. 


1 /" T O /I 

1 0 / Z 4 • - 


Seq. ID 


OJ990527_26. 


9C10. 


.C'7 


Gene No. 


35318 


Strand 








Of -1 v~+- 

o tar l 


2407 


End 


663 9 






Name 


OJ990527 26.9C10.C7.o2.np 


Method 


AAT/NAP 






Start 


2407 


End 


3399 






GI 


4680186 


Score 


197 






Exons 


2407. .2821, 3321. .3399 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


16724 


Seq. ID 


OJ990527_26. 


9C10. 


■ C7 


Gene No . 


35319 


Strand 








Start 


3983 


End 


44 44 






Name 


OJ990527 26. 9C10 . C7 . ol . tm 


Method 


TBLASTX: Maize 




Start 


3983 


End 


4255 






GI 


none 


Score 


310 






Exons 


3983.-4255, 3983. .4255 










Seq. No. 


16724 


Seq. ID 


OJ990527_26. 


9C10. 


,C7 


Gene No. 


35319 


Strand 








Start - 


3983 


End 


4444 






Name 


OJ990527 26. 9C10 . C7 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


4043 


End 


4444 






GI 


none 


Score 


105 






Exons 


4043. .4192, 4251. .4289, 4286. .4444 








Seq. No. 


16725 


Seq. ID 


OJ990527_26. 


9C10. 


C8 


Gene No. 


35320 


Strand 








Start 


455 


End 


13460 






Name 


OJ990527 26. 9C10 . C8 . ol . gs 


Method 


GENSCAN 






Start 


455 


End 


13095 






GI 


none 


Score 


.89 






Exons 


455. .967, 1095. .1167, 1258 


..1342, 1438, 


..1495, 1583. 


. 1659, 



1758. .1968, 2474. .2627, 2657. .2791, 4918. .5095, 6126. .8090, 



17313 




8188. .8395, 8601. .8919, 9567. .9691, 9778. .9911, 10843 .. 10918 , 
11030. .11182, 11583. .12286, 12390 .. 12565, 12699 12861 , 
12953. .13095 



Seq. No. 


16725 








Seq. ID 


OJ990527_26.9C10 


.C8 


Gene No. 


35320 








Strand 






Start 


455 








End 


13460 




Name 


OJ990527 26 


.9C10 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


884 








End 


1965 




GI 


6223653 








Score 


440 




Exons 


884.. 967, 1095.. 


1164, 1258.. 


1355, 1451 


. .1495, 1583. .1659, 




1758. .1965 














GI Descrip. 


(AC011698 ) 


transf actor- 


like 


[Arabidopsis thaliana] 




Seq. No. 


16725 








Seq. ID 


OJ990527_26. 9C10 


.C8 


Gene No. 


35320 








Strand 






Start 


455 








End 


13460 




Name 


OJ990527 26 


. 9C10 


.C8 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


1577 








End 


1860 




GI 


none 








Score 


53 




Exons 


1577 . . 1660, 


1583 


. . 1666, 


1744 


..I860, 1754. .1858 




Seq. No. 


16725 








Seq. ID 


OJ990527_26.9C10 


C8 


Gene No. 


35320 








Strand 






Start 


'455 








End 


13460 




Name 


OJ990527 26 


. 9C10 


.C8 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1583 








End 


1959 




GI 


none 








Score 


57 




Exons 


1583 . . 1666, 


1587 


. . 1652, 


174 4 


. .1959, 1745. .1891 




Seq. No. 


16725 








Seq. ID 


OJ990527_26. 9C10 


C8 


Gene No. 


35320 








Strand 






Start 


455 








End 


13460 




Name 


OJ990527 26 


. 9C10 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1584 








End 


1971 




GI 


none 








Score 


79 




Exons 


1584 . . 1652, 


1586 


. . 1660, 


17.44 


. .1971, 17-54. .1900 




Seq. No. 


16725 








Seq. ID 


OJ990527_26.9C10 


C8 


Gene No. 


35320 








Strand 






Start 


455 








End 


13460 




Name 


OJ990527 26 


. 9C10 


,C8.ol. 


gp 


Method 


AAT/GAP 




Start 


4704 








End 


4885 




GI 


2796282 








Score 


309 




Exons 


4704. .4885 














Seq. No. 


16725 








Seq. ID 


OJ990527_26.9C10. 


C8 


Gene No. 


35320 








Strand 






Start 


455 








End 


13460 




Name 


OJ990527 26. 


. 9C10 


.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


4873 








End 


5259 




GI 


5003268 








Score 


654 




Exons 


4873. .5259 














Seq. No. 


16725 








Seq. ID 


OJ990527_26. 9C10. 


C8 


Gene No. 


35320 








Strand 






Start 


455 








End 


13460 





17314 




Name 






. oz . np 




Start 


' 5146 






End 11182 


GI 


4204261 






Score 672 


Exons 


5146. .5305, 


6092. 


.6471, 6673. 


.7586, 7665. .8006, 8035. .8915, 




9560. .9691, 


9778. 


.9911, 10861 


..10918, 11030.. 11182 


GI Descrip. 


(AC005223) 


27887 


[Arabidopsis 


thaliana] 


Seq. No. 


16725 






Seq. ID OJ990527_26.9C10.C8 


Gene No. 


35320 






Strand 


Start 


455 






End 13460 


Name 


OJ990527 26 


.9C10. 


C8.o3.np 


Method AAT/NAP 


Start 


5146 






End 13460 


n 


4204261 






Score '706 


Exons 


5146. .5305, 


6092. 


.6471, 6673. 


7586, 7665.. 8006, 8035.. 8915, 




9560. .9691, 


9778. 


.9911, 10861 


.10918, 11030. .11182, 




11583. .12280, 12346. .12583, 12699 .. 12861, 12953 .. 13095, 




13437. .13460 






GI Descrip. 


(AC005223) 


27887 


[Arabidopsis 


thaliana] 


Seq. No. 


16725 






Seq. ID OJ990527 26.9C10.C8 


Gene No. 


*5 "} o n 






Strand 


Start 


455 








Name 


OJ990527 26 


.9C10. 


C8.ol.tm 


Method TBLASTX : Maize 


Start 


6299 






End 6910 


GI ~ 


none 






Score 111 


Exons 


6299. . 6319, 


6342. 


• 64J70, 6344 . . 


64 69, 638 9. . 6478, 6396. . 6473, 




6401. . 6484, 


6419. 


. 6469, 6419. . 


6508, 64 32. . 6503, 64 37. . 6511, 




6440. . 6526, 


6440. 


. 6514, 6440. . 


6505, 64 4 9. . 6550, 644 9. . 654 7, 




04 Oi . . DjZU, 




.6526, 6473. . 


6511, 647 6. . 6526, 64 81. . 6504, 




6481. .6552, 


6482. 


. oooy, o4oz . . 


bo/4, o4o4 . . oooz, o4ob . .odd 5, 




6487. .6519, 


6502. 


.6576, 6505.. 


6552, 6514. .6552, 6519. .6848, 




6519. .6830, 


6539. 


.6865, 6557. . 


6616, 6582. .6653, 6596. .6664, 




6725. .6865, 


6878. 


. 6910 




Seq. No. 


16725 






Seq. ID OJ990527 26.9C10.C8 


Gene No. 


35320 






Strand 


Start 


455 






End 13460 


Name 


OJ990527 26 


.9C10. 


C8.o5.tm 


Method TBLASTX : Maize 


Start 


6865 






End 7456 


GI 


none 






Score 60 


Exons 


6865. . 6966, 


6919. 


.7089, 6921. . 


698 9, 6923. .7003, 6936. .7007, 




7014. .7220, 


7040. 


.7222, 7044.. 


7220, 7060.. 7221, 7063.. 7233, 




7237. .7290, 


7325. 


.7354, 7325.. 


7363, 7376.. 7456 


Seq. No. 


16725 






Seq. ID OJ990527_26. 9C10.C8 


Gene No . 


35320 






Strand 


Start 


455 






End 13460 


Name 


OJ990527 26 


.9C10. 


C8 .o3. tm 


Method TBLASTX: Maize 


Start 


7550 . 






End 7831 


GI 


none 






Score 101 


Exons 


7550. .7711, 


7551. 


.7712, 7664.. 


7831, 7717. .7830 


Seq. No. 


16725 






Seq. ID OJ990527_26.9C10.C8 


Gene No. 


35320 






Strand 


Start 


455 






End 13460 


Name 


OJ990527 26 


.9C10. 


C8 .o2 . tm 


Method TBLASTX : Maize 


Start 


11895 






End 12736 



17315 



GI 

Exons 



none 

11895. 

12062. 

12220. 

12419. 

12698. 



.12038, 11896, 

.12124, 12064. 

.12288, 12221. 

,12472, 12475. 

,12736, 12698. 



12021, 11968. 

12123, 12140. 

12289, 12383. 

12516, 12514. 
12733 



Score 118 

12084, 12030. 
12181, 12142. 
12418, 12407. 
12573, 12515. 



12119, 
12231, 
12472, 
12574, 



Seq. No. 16726 Seq. ID 

Gene No. 35321 Strand 

Start 4351 End 

Name OJ990527_26 . 9C10 . C9 . o2 . np Method 

Start 4351 End 

GI 2262103 Score 

Exons 4351.. 4459, 4567.. 4884, 4973.. 5169, 5264.. 5585 

GI Descrip. (AC002343) unknown protein [Arabidopsis thaliana] 

gi|5668642iemb|CAB51657.1| (AL109619) putative protein 

[Arabidopsis thaliana] 



OJ990527_26.9C10.C9 
+ 

5585 
AAT/NAP 
5585 
622 



Seq. No. 


16726 




Seq. ID 


OJ990527_26. 


9C10.C9 


Gene No. 


35322 




Strand 






Start 


1 




End 


3348 




Name 


OJ990527 26.9C10 


.C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3339 




GI 


4204261 




Score 


318 




Exons 


1..92, 718. .888, 


1521. .1655, 


2392. .2560, 2828! .3057 


, 3138. 


GI Descrip. 


(AC005223) 27887 


[Arabidopsis thaliana; 


I 




Seq. No. 


16726 




Seq. ID 


OJ990527_26. 


9C10.C9 


Gene No. 


35322 




Strand 






Start 


1 




End 


3348 




Name 


OJ990527 26.9C10 


.C9.ol.gs 


Method 


GENSCAN 




Start 


752 




End 


3348 




GI 


none 




Score 


.83 




Exons 


752. .876, 1506.. 


1548, 2840.. 


3057, 3138, 


. .3348 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16726 Seq. ID 

35322 Strand 

1 End 

OJ990527_2 6. 9C10 . C9 . ol . gp Method 

1506 End 

2800823 Score 
1506. .1586 

4204261 1.0e-10 (AC005223) 27887 [Arabidopsis thaliana] 



OJ990527_26. 9C10.C9 

3348 
AAT/GAP 
1586 
107 



16726 Seq. ID 

35323 Strand 

6854 End 

OJ990527_26. 9C10 . C9 . o3 . np Method 

6854 End 

4678270 Score 
6854. .6969 

(AL049660) protein kinase-like protein [Arabidopsis thaliana] 



OJ990527_26. 9C10.C9 
6969 

AAT/NAP *. \ ' 

6969 

113 



Seq. No. 16726 Seq. ID OJ990527_2 6 . 9C10 . C9 

Gene No. 35324 Strand 

Start 9099 End 12138 

Name OJ990527 26 . 9C10 . C9 . o3 . tm Method TBLASTX : Maize 



17316 




Start 


4346 








End 


4821 


GI 


none 








Score 


73 


Exons 


4346. .4450, 


4575 


. .4622, 


4576. 


.4623, 4663. .4821, 4665. .4757 




4666. .4767 












Seq. No. 


16726 








Seq. ID 


OJ990527_26.9C10.C9 


Gene No. 










Strand 


- 


Start 


9099 








End 


12138 


Name 


OJ990527 26. 


9C10 


.C9.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4591 








End 


4817 


GI 


none 








Score 


53 


Exons 


4591. .4623, 


4645 


. .4815, 


4662. 


A O 1 T 




Seq. No. 


16726 








Seq. ID 


OJ990527_26.9C10.C9 


Gene No. 


353^4 








Strand 


- 


Start 


9099 








End 


12138 


Name 


OJ990527 -26. 


9C10 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4849 








End 


5173 


GI 


none 








Score 


42 


Exons 


4849. .4884, 


4994 


. .5173, 


5042. 


.5173 




Seq. No. 


16726 








Seq. ID 


OJ990527_26.9C10.C9 


Gene No. 










Strand 




Start 


9099 








End 


12138 


Name 


OJ990527 *26. 


9C10 


.C9.62. 


tc 


Method 


TBLASTX: Cress 


Start 


4994 








End 


5570 


GI 


none 








Score 


162 


Exons 


4994. .5161, 


4997 


. .5167, 


5265. 


.5384, 5403. .5570 


Seq. No. 


16726 








Seq. ID 


OJ990527_26.9C10.C9 


Gene No. 


35324 








Strand' 




Start 


yu y y 








End 


12138 


Name 


OJ990527 26. 


9C10 


.C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5263 








End 


5570 


GI 


none 








Score 


78 


Exons 


5263. .5346, 


5277 


. .5384, 


5303. 


.5383, 5402. .5524, 5403. .5570 




5415. .5570 












Seq. No. 


16726 








Seq. ID 


OJ990527_26. 9C10.C9 


Gene No. 


35324 








Strand 




Start 


9099 








End 


12138 


Name 


OJ990527 26. 


9C10 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6914 








End 


7097 


GI 


none 








Score 


233 


Exons 


6914 . .7093, 


6915 


.7097, 


6915. 


.7094 




Seq. No. 


16726 








Seq. ID 


OJ990527_26.9C10.C9 


Gene No. 


35324 








Strand 




Start 


9099 








End 


12138 


Name 


OJ990527 26. 


9C10 


C9.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6917 








End 


7089 


GI 


none 








Score 


97 


Exons 


6917. .7003, 


6918 


.7004, 


6918. 


.7004, 6919. .7005, 6979. .7089 




6980. .7087 












Seq. No. 


16726 








Seq. ID 


OJ990527_26. 9C10.C9 


Gene No. 


35324 








Strand 





17317 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



9099 End 12138 

OJ990527_26 . 9C10 . C9 . o4 . np Method AAT/NAP 

9099 End 11980 

4239845 Score 1120 

9099. .9129, 10662. .11980 

(AB015855) transcription factor TEIL [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16726 Seq. ID OJ990527_26 . 9C10 . C9 

35324 Strand 

9099 End 12138 

OJ990527_26 . 9C10 . C9 . o2 . gp Method AAT/GAP 

10065 End 10857 

76990_1.R1084 Score 1536 

10065. . 10857 

'2224933 6.0e-10 (AF004216) ethylene-insensitive3 [Arabidopsis 
thaliana] >gi_2224 935 (AF004217) ethylene-insensitive3 
[Arabidopsis thaliana] 1 



Seq. No. 16726 
Gene No. 35324 
Start 9099 

Name OJ990527_26 . 9C10 . C9 . ol . tm 

Start 10265 
GI none 
Exons 10265. 

10521. 

10788. 

11051. 

11475, 



,10324, 10293. 

,10604, 10599. 

,10883, 10941, 

,11422, 11058. 

,11705, 11768. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 26.9C10.C9 



,10313, 10365. 

.10625, 10614. 

.10973, 10993. 

.11369, 11330. 
,11821 



12138 

TBLASTX: Maize 
11821 
49 

10466, 10374 . .10469/ 
10757, 10684 . .10881, 
11046, 11046. .11234, 
11416, 11474 . .11683, 



Seq. No. 16726 Seq. ID 

Gene No. 35324 Strand 

Start 9099 End 

Name OJ990527_26 . 9C10 . C9 . o3 . gs Method 

Start 10293 End 

GI none Score 

Exons ■ 10293. . 11131, 11137.. 12138 



OJ990527_26.9C10.C9 

12138 
GENSCAN 
12138 
.48 



Seq. No. 16726 

Gene No. 35324 

Start 9099 

Name OJ990527_26 . 9C10 . C9 . ol . tc 

Start 10518 

GI none 

Exons 10518. .10619, 10656 .. 10751, 
11060. .11422, 11474. .11683, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10944 

11487 



OJ990527 26.9C10.C9 



12138 

TBLASTX: Cress 
11821 
314 

10982, 11058. .11369, 
11705, 11771. .11821 



Seq. No. 16726 Seq. ID 

Gene No. 35324 .. Strand 

Start 9099 End 

Name OJ990527_26 . 9C10 . C9 . ol . ts Method 

Start 10656 End 

GI none Score 

Exons 10656. . 10757, 10795 10824 , 11054. 

11474. .11683, 11475. .11705, 11777. 



OJ990527_26. 9C10.C9 
12138 

TBLASTX : Soybean 
11821 
350 

11422, 11055. . 11369, 
11821 



Seq. No. 



16727 



Seq. ID OJ990527_26.9C10.C10 



17318 



Gene No. 


35325 


Strand 


+ 


Start 


128 


End 


873 


Name 


OJ990527 26.9C10.C10.ol.gs 


Method 


GENSCAN 


Start 


128 


End 


856 


GI 


none 


Score 


. 67 


Exons 


128. .224, 420. .658, 698. .856 






Seq. No. 


16727 


Seq. ID 


OJ990527 


Gene No. 


35325 


Strand 


+ 


Start 


128 


End 


873 


Name 


OJ990527 26.9C10.C10.ol.np 


Method 


AAT/NAP 


Start 


488 


End 


873 


GI 


6907089 


Score 


317 


Exons 


488. .873 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


16728 


Seq. ID 


OJ990527 


Gene No. 


35326 


Strand 




Start 


1 


End 


407 


Name 


OJ990527 26.9C10.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


407 


GI 


4584255 


Score 


120 


Exons 


1..21, 98. .407 






GI Descrip. 


(Y18471) SINAlp [Vitis vinifera] 




Seq. No. 


16729 


Seq. ID 


OJ990527 


Gene No. 


35327 


Strand 




Start 


445 


End 


530 


Name 


OJ990527 26.9C10.C13.ol.gs 


Method 


GENSCAN 


Start 


445 


End 


530 


GI 


none 


Score 


.43 


Exons 


445. .530 







Seq. No. 16730 
Gene No. 35328 
Start 1 

Name OJ990527_26 . 9C10 . C14 . ol . np 

Start 1 
GI 6721562 
Exons 1 . .94 6 

GI Descrip. (AP0010 

hypothe 

gi| 6815 

alpha z 

sativa] 



Seq. ID OJ990527_26.9C10.C14 

Strand + 

End 94 6 

Method AAT/NAP 

End 94 6 

Score 988 



73) Similar to Zea mays 22-kDa alpha zein gene cluster; 
tical protein. (AF031569) [Oryza sativa] 

087 |dbj IBAA90373.1 | (AP001081) Similar to Zea mays 22-kDa 
ein gene cluster; hypothetical protein. (AF031569) [Oryza 



Seq. No. 16730 Seq. ID 

Gene No. 35328 Strand 

Start 1 End 

Name OJ990527_26 . 9C10 . C14 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 136, 173.. 374, 657.. 926 



OJ990527_26.9C10.C14 
+ 

946 

GENSCAN 

926 

.45 



Seq. No. 
Gene No. 
Start 



16730 
35328 
1 



Seq. ID OJ990527_26.9C10.C14 
Strand + 
End 94 6 



17319 



Name 

Start 

GI 

Exons 



OJ990527_26.9C10.C14.ol.tw 

454 

none 

454. .543, 458. .544, 539.-769, 



Method TBLASTX : Wheat 
End 800 
Score 93 
540. .800 



Seq. No. 16731 Seq. ID 

Gene No. 35329 Strand 

Start 445 ' End ■ 

Name OJ990527_26 . 9C10 . C19 . ol . gs Method 

Start ' 445 End 

GI none Score 

Exons 445.. 520 



OJ990527_26.9C10.C19 
+ 

-520 

GENSCAN 

520 

.69 



Seq. No. 


16732 


Gene No. 


35330 


Start 


73 


Name 


OJ990527 26.9C10.C21.ol.np 


Start 


73 


GI 


3264611 


Exons 


73. .412 


GI Descrip. 


(AF061511) seven in absentia 


Seq. No. 


16732 


Gene No. 


35331 


Start 


350 


Name 


OJ990527 26.9C10.C21.ol.gp 


Start 


350 


GI 


286847 


Exons 


350. .663 


GI Descrip. 


3264 610/gb|AF061511 IAF061511 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_26.9C10.C21 
+ 

412 

AAT/NAP 

412 

552 



OJ990527_26.9C10.C21 
+ 

663 

AAT/GAP 

663 

585 



homolog mRNA, partial cds 



Seq. No. 


16732 








Seq. ID 


OJ990527_26.9C10 


.C21 


Gene No. 


35332 








Strand 






Start 


85 








End 


445 




Name 


OJ990527 


26. 


9C10. 


C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


59 








End 


445 




GI 


none 








Score 


90 




Exons 


59. .103, 


61. 


.105, 


73. .390, 


107. .391, 


109. .237, 110. .391 






374 . .445 














Seq. No. 


16732 








Seq. ID 


OJ990527_26.9C10 


.C21 


Gene No. 


35332 








Strand 






Start 


85 








End 


445 




Name 


OJ990527 


26. 


9C10. 


C21.ol.ts 


Method 


TBLASTX: Soybean 




Start 


61 








End 


430 




GI 


none 








Score 


90 




Exons 


61. .105, 


64. 


.237, 


64. .420, 


110. .430 






'i 

Seq. No. 


16732 . 








Seq. ID 


OJ990527_26.9C10 


.C21 


Gene No. 


35332 








Strand 






Start 


85 








End 


445 




Name 


OJ990527 


26. 


9C10. 


C21.ol.tc 


Method 


TBLASTX: Cress 




Start 


67 








End 


364 




GI 


none 








Score 


56 




Exons 


67. .105, 


110 


. .331 


, 112. .330, 332. .364 







17320 



Seq. No. 


16732 






Gene No. 


35332 






Start 


85 






Name 


OJ990527 


26. 9C10.C21 


. ol . gs 


Start 


85 






GI 


none 






Exons 


85. .280 






Seq. No. 


16733 






Gene No. 


35333 






Start 


391 






Name 


OJ990527 


26. 9C10.C23 


ol . gs 


Start 


391 






GI 


none 






Exons 


391. .551 






Seq. No. 


16734 






Gene No. 


35334 






Start 


19 






Name 


OJ990527 


26.9C10.C27 


ol . gs 


Start 


19 




GI 


none 






Exons 


19. .230, 


349. .622 




Seq. No. 


16735 






Gene No. 


35335 






Start 


1 






Name 


OJ990527 


26. 9C10.C29. 


ol . np 


Start 


1 






GI 


6498441 






Exons 


1. .566 






GI Descrip. 


(AP000815 


) EST C72786 (E2258) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_26.9C10.C21 
445 

GENSCAN 

280 

.42 



OJ990527_26.9C10.C23 
551 

GENSCAN 

551 

.74 



OJ990527_26.9C10.C27 
622 

GENSCAN 

622 

.85 



OJ990527_26.9C10.C29 
+ 

566 

AAT/NAP 

566 

364 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



16735 Seq. ID 

35335 " Strand 

1 End 
OJ990527_26. 9C10 . C29 . ol . gs Method 

41 End 

none Score 
41. .496 



OJ990527_2 6. 9C10.C2 9 
+ 

566 

GENSCAN 

496 

.83 



Seq. No. 16735 

Gene No. 35335 

Start 1 

Name OJ990527_26. 9C10 . C29 . ol . tw 

Start 118 

GI none 

Exons 118. .255, 119. .562, 313. .561 

Seq. No. 16736 

Gene No. 35336 

Start 1 

Name OJ990527_26 . 9C10 . C30 . ol . np 

Start 1 

GI 6498441 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_26.9C10.C29 
+ 

566 

TBLASTX: Wheat 

562 

352 



OJ990527_26.9C10.C30 
-f 

883 

AAT/NAP 

883 

816 



17321 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



l.,96, 283. .883 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



16736 Seq. ID 

35336 Strand 
1 End 
OJ990527_26 . 9C10 .C30 . ol . tw Method 
1 End 
none Score 

1..192, 36. .209, 265. .417, 276. .413 



OJ990527_26.9C10.C30 
+ 

883 

TBLASTX: Wheat 

417 

206 



Seq. No. 16736 Seq. ID 

Gene No. 35336 Strand 

Start 1 End 

Name OJ990527_2 6 . 9C1 0 . C30 . ol . gs Method 

Start 43 End 

GI none Score 

Exons 43. .800 



OJ990527_26.9C10.C30 
+ 

883 

GEN SCAN 

800 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16736 Seq. ID 

35336 Strand 

1 End 

OJ990527_2 6.9C10.C30.ol.ts Method 

91 End 

5666795 Score 
91. .189, 280. .417, 472. .654 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



OJ990527_26.9C10.C30 
+ 

883 

TBLASTX : Soybean 
654 
57 



16737 
35337 
1 

OJ990527_2 6.9C10.C32.ol.np 
1 

6850871 
1..507, 640. .998 

(AL132959) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990527_26.9C10.C32 

Strand + 

End 1013 

Method AAT/NAP 

End 998 

Score 523 



16737 Seq. ID 

35337 Strand 

1 End 
OJ990527_2 6 . 9C10 . C32 . ol . gs Method 

4 8 End 

none Score 
48. .834 



OJ990527_26.9C10.C32 
+ 

1013 
GENSCAN 
834 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



16737 Seq. ID 

35337 Strand 

1 End 

OJ990527_26. 9C10 . C32 . ol . ts Method 

148 End 

none Score 



OJ990527_26.9C10.C32 
+ 

1013 

TBLASTX : Soybean 

965 

358 



148. .399, 154. .396, 161. .403, 586. .687, 649. .786, 837. .965 



16737 
35337 



Seq. ID OJ990527__26.9C10.C32 
Strand + 



17322 



\ 




Start 


1 




End 


1013 




Name 


otooacot i c npi a poo 

ojyyuo^ / zb.yciu.coz 


. ol . tm 


Metnoa 


TBLAbTX : Mai ze 




Start 


327 




End 


950 




GI 


none 




Score 


158 




Exons 


327. .443, 328.. 444, 


404. .451, 


408. .476 


, 409. .477, 410.. 


475, 




553. .693, 564. .668, 


688. .825, 


711. .749 


, 814. .900, 825.. 


950, 




825. . 950 










Seq. No. 


16737 




Seq. ID 


OJ990527_26. 9C10 


.C32 


Gene No. 






bt rana 


+ 




Start 


1 




End 


1013 




Name 


OJ990527 26.9C10.C32 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


819 




End 


1013 




GI 


none 




Score 


241 




Exons 


819. .1013, 828. .1013 










Seq. No. 


16738 




Seq. ID 


OJ990527_26. 9C10 


.C33 


Gene No. 






bt rana 


+ 




Start 


114 




End 


646 




Name 


OJ990527 26.9C10.C33 


.ol .gs 


Method 


GENSCAN 




Start 


114 




End 


646 




GI 


none 




Score 


.68 




Exons 


114. .646 










Seq. No. 


16739 




Seq. ID 


..OJ990527_26.9C10 


.C34 


Gene No. 


35339 




Strand 


+ 




Start 


1 




End 


136 




Name 


OJ990527 26.9C10.C34 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


136 




GI 


12132 1.R1084 




Score 


226 




Exons 


1. .136 










GI Descrip. 


'5670155/gb|AF161269 


. 1IAF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


16739 • 




Seq. ID 


OJ990527_26. 9C10 


.C34 


Gene No . 


35340 




Strand 


+ 




Start 


260 




End 


533 




Name 


OJ990527 26.9C10.C34 


. ol . gs 


Method 


GENSCAN 




Start 


260 




End 


533 




GI 


none 




Score 


.71 




Exons 


260. .374, 505. .533 










Seq. No. 


16740 




Seq. ID 


OJ990527_26. 9C10 


.C35 


Gene No . 


35341 




Strand 


+ 




Start 


178 




End 


220 




Name 


OJ990527 26.9C10.C35 


. ol . gs 


Method 


GENSCAN 




Start 


178 




End 


220 




GI 


■ none 




Score 


.87 




Exons 


178. .220 










Seq. No. 


16741 




Seq. ID 


OJ990527_26. 9C10 


.C36 


Gene No. 


35342 




Strand 






Start 


1 




End 


1488 




Name 


OJ990527 26.9C10.C36 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1488 




GI 


6650526 




Score 


529 




Exons 


1. .75, 224. .508, 602 


..691, 934 


. .1115, 


1251. . 1488 





17323 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF101045) putative transcription factor XI [Oryza sativa subsp 
japonica] 



16741 
35342 
1 

OJ990527_26.9C10.C36.ol.tw 
7 

none 



Seq. ID OJ990527_26.9C10.C36 
Strand 

End 1488 

Method TBLASTX : Wheat 

End 64 3 , 

Score 54 



7. .75, 227. .283, 359. .511, 602. .643 



Seq. No. 16741 

Gene No. 35342 

Start 1 

Name OJ990527_26 . 9C10 . C36 . ol . gs 

Start 361 

GI none 
Exons 



Seq. ID OJ990527_26.9C10.C36 
Strand 

End 1488 

Method GEN SCAN 

End 1290 

Score .82 



361. .508, 602. .691, 934. .1115, 1251. .1290 



Seq. No. 16741 

Gene No. 35342 

Start 1 

Name OJ990527_26.-9C10.C36.ol.tm 

Start 380 

GI none 

Exons 380.. 511, 590.. 694, 859.. 921 



Seq. ID OJ990527_26.9C10.C36 
Strand 

End 1488 

Method TBLASTX : Maize 

End 921 

Score 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16741 
35342 
1 

OJ990527_26. 9C10 . C36 . ol . gp 
383 

uC-osflcypl57c05bl 
383. .508, 602. .691, 934. .1115, 1251. .1369 

1 2149018/gb| U70541 IOSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



Seq. ID OJ990527_26.9C10.C36 
Strand 

End 1488 

Method AAT/GAP 

End 1369 

Score 955 



Seq. ID OJ990527_26.9C10.C37 

Strand . - 

End 290 

Method AAT/NAP 

End 283 

Score 190 



16742 
35343 
1 

OJ990527_26. 9C10.C37 .ol.np 
1 

6650526 
1..283 

(AF101045) putative transcription factor XI [Oryza sativa subsp 
japonica] 



16742 ■ 

35343 

1 

OJ990527_26. 9C10 . C37 .ol . tc 

5 

none 



Seq. ID OJ990527_26.9C10.C37 
'Strand 

End 290 

Method TBLASTX : Cress 

End 283 . 

Score 70 



5. .97, 84. .164, 89. .283, 90. .167 



Seq. No. 



16742 



Seq. ID OJ990527_26.9C10.C37 



17324 




Gene No . 








btrand 










Start 


1 






End 


290 








Name 


OJ990527 26 


. 9C10 


.C37.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


20 






End 


274 








GI 


none 






Score 


178 








Exons 


20. .85, 77. 


.274 














Seq. No. 


16742 






Seq. ID 


OJ990527 


_26. 


. 9C10 


.C37 


bene No. 








btrand 










Start 


1 






End 


290 








Name 


OJ990527 26 


. 9C10 


.C37.ol.gs 


Method 


GENSCAN 








Start 


65 






End 


290 








GI 


none 






Score 


.84 








Exons 


65. .290 
















Seq. No. 


16743 






Seq. ID 


OJ990527 


__26. 


. 9C10 


.C38 


Gene No. 


T c: O A A 






Strand 










Start 


9 






End 


156 








Name 


OJ990527 26 


.9C10 


.C38.ol.gs 


Method 


GENSCAN 








Start 


9 






End 


156 








GI 


none 






Score 


.45 








Exons 


9. .156 
















Seq. No. 


16744 






Seq. ID 


OJ990527 


_26. 


.9C10 


.C4 0 


Gene No . 








Strand 


+ 








Start 


114 






. End 


151 








Name 


OJ990527 26 


. 9C10 


.C40.ol.gs 


Method 


GENSCAN 








Start 


114 






End 


151 








GI 


none 






Score 


. 4 








Exons 


114 . .151 
















Seq. No. 


16745 






Seq. ID 


OJ990527 


_26. 


, 9C10 


.C41 


Gene No. 


35346 






Strand 


+ 










1 






End 


con 

D v U 








Name 


OJ990527 26, 


. 9C10 


.C41 . ol .np 


Method 


AAT/NAP 








Start 


1 






End 


690 








GI 


6907089 






Score 


285 


„ 






Exons 


1..222, 327. 


. .690 














GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16746 






Seq. ID 


OJ990517 


_23. 


.9C10 


.CI 


Gene No. 


35347 






Strand 










Start 


32 






End 


95 








Name 


OJ990517 23, 


. 9C10 


.Cl.ol.gs 


Method 


GENSCAN 








Start 


32 






End 


95 








GI 


none 






Score 


1 








Exons 


32. .95 
















Seq. No. 


16747 






Seq. ID 


OJ990517 


_23. 


9C10 


.C2 


Gene No. 


35348 






Strand 


+ . 






Start 


1 






End 


694 








Name 


OJ990517 23\ 


.9C10 


.C2.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


694 * 








GI 


4884202 






Score 


81 








Exons 


1..94, 179.. 


.406, 


631. .694 













GI Descrip. (AL049953) hypothetical protein [Homo sapiens] 



17325 




Seq. No. 


16747 






Seq. ID 


OJ990517_23. 9C10.C2 


Gene No. 


35348 






Strand 


+ 


Start 


1 






End 


694 


Name 


OJ990517 


23.9C10.C2. 


ol .gs 


Method 


GENSCAN 


Start 


2 






End 


427 


GI 


none 






Score 


1 


Exons 


2. .427 










Seq. No. 


16747 






Seq. ID 


OJ990517_23. 9C10.C2 


Gene No. 


35348 






Strand 


+ 


Start 


1 






End 


694 


Name 


OJ990517 


23.9C10.C2. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


5 






End 


475 


GI 


none 






Score 


116 


Exons 


5. .52, 17 


..112, 92.. 


226, 106.. 


228, 196. 


.465, 227. .466, 227 




269. .388, 


396. .473 








Seq. No. 


16747 






Seq. ID 


OJ990517_23. 9C10.C2 


Gene No. 


35348 






Strand 


+ 


Start 


1 






End 


694 


Name 


OJ990517 


23.9C10.C2. 


ol. ts 


Method 


TBLASTX : Soybean 


Start 


121 






End 


466 


GI 


none 






Score 


347 


Exons 


121. .465, 


122. .466, 


176. .466, 


278. .397, 


302. .406 


Seq. No. 


16747 






Seq. ID 


OJ990517_23. 9C10.C2 


Gene No. 


35348 






Strand 


+ 


Start 


1 






End 


694 


Name 


OJ990517 


23.9C10.C2. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


167 






End 


468 


GI 


none 






Score 


287 


Exons 


167. .466, 


295. .468 








Seq. No. 


16748 






Seq. ID 


OJ990517_23. 9C10.C3 


Gene No. 


35349 






Strand 




Start 


40 






End 


631 


Name 


OJ990517 


23.9C10.C3. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


40 






End 


631 


GI 


none 






Score 


101 


Exons 


40. .153, 


41. .154, 65 


. .373, 152. .277, ■ 157. .432, 158. .442, 




227. .427, 


281. .433, 


532. . 621, 


536. . 631, 


537. .629 


Seq. No. 


16748 






Seq. ID 


OJ990517_23. 9C10.C3 


Gene No. 


35349 






Strand 




Start 


40 






End 


631 


Narne^ 


OJ990517 


23.9C10.C3. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


137 






End 


629 


GI 


none 






Score 


95 


Exons 


137. .358, 


167. .427, 


539. .622, 


540. . 629- 




Seq. No. 


16749 






Seq. ID 


OJ990517_23. 9C10.C4 


Gene No. 


35350 






Strand 


+ 


Start 


1 






End 


619 


Name 


OJ990517 


23.9C10.C4. 


ol . np 


Method 


AAT/NAP 


Start 


1 






End 


619 


GI 


4455294 






Score 


333 


Exons 


1. .619 











17326 



GI Descrip. (AL035528) putative protein [Arabidopsis thaliana] 



Seq. No. 16750 

Gene No. 35351 

Start 1097 

Name OJ990517_23 . 9C10 . C5 . ol . gs 

Start 1097 

GI none - - 

Exons 



Seq. ID OJ990517_23.9C10.C5 
Strand 

End 8618 

Method GENSCAN 

End . 8573 

Score .93 



1097. .5671, 5819. .5864, 8307. .8400, 8447. .8573 



OJ990517 23.9C10.C5 



Seq. No. 16750 Seq. ID 

Gene No. 35351 Strand 

Start 1097 End 8618 

Name OJ990517_23 . 9C10 . C5 . ol . np Method AAT/NAP 

Start 1100 End 5674 

GI 4680179 Score 6618 

Exons 1100.. 5674 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 16750 Seq. ID 

Gene No. 35351 Strand 

Start 1097 End 

Name OJ990517_23 . 9C10 . C5 . 08 . tm Method 

Start 1124 End 

GI none Score 

Exons 1124.. 1336 



OJ990517_23.9C10.C5 
8618 

TBLASTX: Maize 

1336 

200 



Seq. No. 16750 Seq. ID 

Gene No. 35351 Strand 

Start 1097 End 

Name OJ990517_23 . 9C10 . C5 . 06 . tw Method 

Start 1145 End 

GI none Score 

Exons 1145.. 1477, 1341.. 1478 



OJ990517_23.9C10.C5 
8618 

TBLASTX: Wheat 

1478 

79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16750 
35351 
1097 

OJ990517_23. 

1337 

none 

1337. .1606, 
1697. .1765, 



9C10.C5.ol. tm 



1338. .1598, 1481. 
1763. .1924, 1770. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1651, 



OJ990517 23.9C10.C5 



8618 

TBLASTX: Maize 
1924 
131 

1667. .1765, 1668. .1763, 



,1916, 1772. .1918 



Seq. No. 


16750 








Seq. ID 


OJ990517_23.9C10 


.C5 


Gene No. 


35351 








Strand 






Start- 


1097 








End 


8618 




Name 


OJ990517 23. 


9C10 


C5.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


1478 








-End 


2104 




GI 


none 








Score 


349 




Exons 


1478. .2104, 


1479 


.2048 










Seq. No. 


16750 








Seq. ID 


OJ990517_23. 9C10 


.C5 


Gene No. 


35351 








Strand 






Start 


1097 








End 


8618 




Name 


OJ990517 23. 


9C10 


C5.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1973 








End 


2265 





17327 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

1973. .2263, 

16750 
35351 
1097 

OJ990517_23. 

2063 

none 

2063. .2131, 

16750 
35351 
1097 

OJ990517_23. 

2087 

none 

2087. .2230, 

16750 
35351 
109.7 

OJ990517_23. 

2111- 

none 

2111. .2590, 

16750 
35351 
1097 

OJ990517_23. 

2594 

none 

2594 . .3103, 

16750 
35351 
1097 

OJ990517_23. 

2678 

none 

2678. .3031, 

16750 
35351 
1097 

OJ990517_23. 

2852 

none 

2852. .3094 

16750 
35351 
1097 

OJ990517_23. 

3032 

none 



1977. .2162, 1978, 

9C10.C5.o2.ts 
2063.. 2323, 2220. 

9C10.C5.ol.tc 
2088. .2165, 2231. 

9C10.C5.o3. tw 
2112. .2495, 2117. 

9C10.C5.o2.tw 
2595. .3071, 2684. 

9C10.C5.o2.tm 
2693.. 2989, 2853. 

9C10.C5.o3.ts 



Score 161 

.2265, 1982. .2194, 2074. .2265 

Seq. ID OJ990517_23.9C10.C5 
Strand 

End 8618 
Method TBLASTX : Soybean 
End 2323 
Score 54 
.2318 

Seq. ID OJ990517_23. 9C10.C5 
Strand 

8618 

TBLASTX: Cress 
2413 
64 . 



End 

Method 
End 
Score 
.2413 



Seq. ID OJ990517_23.9C10.C5 
Strand 

8618 

TBLASTX: Wheat 
2590 
223 



End 

Method 
End 
Score 
.2572 



Seq. ID OJ990517_23.9C10.C5 
Strand 

End 8618 

Method TBLASTX : Wheat 

End 3103 

Score 302 
.3103 



Seq. ID OJ990517_23.9C10.C5 
Strand - • 
8618 

TBLASTX: Maize 
3031 
133 



End 

Method 
End 
Score 
.3029 



9C10.C5.o5. tm 



Seq. ID OJ990517_23. 9C10.C5 
Strand 

End 8618 

Method TBLASTX : Soybean 

End 3094 

Score 194 



Seq. ID OJ990517_23. 9C10.C5 
Strand 

End 8618 

Method TBLASTX: Maize 

End 3385 

Score 117 



17328 




Exons 


3032. .3385, 


3114 


. .3374 










Seq. No. 


16750 








Seq. ID 


OJ990517_23.9C10 


.C5 


Gene No . 


35351 








Strand 






Start 


1097 








End 


8618 




Name 


OJ990517 "23. 


9C10 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3104 








End 


3.406 




GI 


none 








Score 


'201 




Exons 


3104. .3406, 


3105 


. .3368 










Seq. No. 


16750 








Seq. ID 


OJ990517_23.9C10 


.C5 


Gene No. 


35351 








Strand 






Start 


iu y / 








End 


8618 




Name 


OJ990517 23. 


9C10 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3119 








End 


3514 




GI 


none 








Score 


126 




Exons 


3119. .3478, 


3120 


. .3362, 


3337. 


.3471, 3401. .3475, 3482. .3514, 




3482. .3514 














Seq. No. 


16750 








Seq. ID 


OJ990517 23.9C10 


. C5 


Gene No . 


o c o a i 
J5 Jo 1 








Strand 






Start 


1097 








End 


8618 




Name 


OJ990517 23. 


9C10 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3401 








End 


3872 




GI 


none 








Score 


111 




Exons 


3401. .3868, 


3434 


. .3781, 


3627. 


.3872 






Seq. No. 


16750 








Seq. ID 


OJ990517 2J.9C10 


. Co 


Gene No . 


ob Jol 








Strand 






Start 


1097 








End 


8618 




Name 


OJ990517 23. 


9C10 


.C5.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3455 








End 


3941 




GI 


none 








Score 


310 




Exons 


3455. .3937, 


3498 


. .3941 










Seq. No. 


16750 








Seq. ID 


OJ990517_23. 9C10 


.C5 


bene no. 










Strand 






Start 


1097 








End 


8618 




Name 


OJ990517 23. 


9C10 


.C5.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3587 








End 


3868 




GI 


none 








Score 


183 




Exons 


3587. .3868 














Seq. No. 


16750 








Seq. ID 


OJ990517_23.9C10 


.C5 


Gene No . 


JJOOl 








Strand 






Start 


1097 








End 


8618 




Name 


OJ990517 23. 


9C10 


.C5.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


4112 








End 


4466 




GI 


none .. 








Score 


79 




Exons 


4112. .4465, 


4148 


. .4282, 


4371. 


.4466 






Seq. No. 


16750 








Seq. ID 


OJ990517_23. 9C10 


.C5 


Gene No. 


35351- 








Strand 






Start 


1097 








End 


8 618- 




Name 


OJ990517 23. 


9C10 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4199 








End 


4519 




GI 


none 








Score 


209 





17329 



Exons 



4199. .4519 - 



Seq. No. 


16750 








Seq. ID 


OJ990517_23. 


9C10. 


C5 


Gene No. 


35351 








Strand 








Start 


1097 








End 


8618 






Name - 


OJ990517 23 


.9C10 


.C5.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


4865 








End 


5161 






GI ■ : ;- 


none 








Score 


100 






Exons 


4865. .5161, 


4974 


. .5144 












Seq. No. 


16750 








Seq. ID 


OJ990517_23. 


9C10. 


C5 


Gene No. 


35351 








Strand 








Start 


1097 








End 


8618 






Name 


OJ990517 23 


.9C10 


.C5.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5042 








End 


5405 






GI 


none 








Score 


82 






Exons 


5042. .5401, 


5043 


. .5276, 


5301. 


.5405 








Seq. No. 


*i r ^ c a 

lo /oO 








Seq. ID 


OJ990517_23. 


9C10. 


C5 


Gene No. 


35351 








Strand 








Start 


1097 








End 


8618 






Name 


OJ990517 23 


. 9C10 


.C5.o2. 


np 


Method 


AAT/NAP 






Start 


6682 








End 


8618 






GI 


2274845 








Score 


99 






Exons 


6682. .6714, 


8081 


. .8184, 


8220. 


.8441, 8502. .8618 






GI Descrip. 


(D88461) N-l 


WASP 


[Rattus 


; rattus] 








oeq. jno. 


Id / D I 








Seq. ID 


OJ990517_23. 


9C10. 


Co 


Gene No. 


35352 








Strand 








Start 


1 








End 


154 






Name 


OJ990517 23 


. 9C10 


.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


154 






GI 


4680179 








Score 


157 






Exons 


1. .154 
















GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


16752 








Seq. .ID 


OJ990517_23. 


9C10. 


C7 


Gene No. 


35353 








Strand 


+ 






Start 


91 








End 


4712 






Name 


OJ990517 23 


. 9C10 


.C7.ol. 


gs 


Method 


GENSCAN . 






Start 


91 








End 


4640 






GI 


none 








Score 


.52 






Exons 


91. .2181, 2370. .: 


2385, 2732.. 2822, 2914 


..3771, 3857. 


.4065 


, 




4171. .4465, 


4542 


. .4640 












Seq. No. 


16752 








Seq. ID 


OJ990517_23. 


9C10. 


C7 


Gene No. 


35353 








Strand 


+ 






Start 


91 








End 


4712 






Name - } 


OJ990517 23 


. 9C10 


.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1074 








End 


4712 






GI 


6815062 








Score 


2571 






Exons 


1074 . .2580, 


2752 


. .2822, 


2914 . 


.3771, 3857. .4097, 4156. .4465, 



4542. .4712 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence; mudrA like protein (AC004561) [Oryza 
sativa] 



■17330 



Seq. No. 


16752 




Seq. ID 


OJ990517_23.9C10.C7 


Gene No 


j j j j j 






x 

T 


Start 


91 




End 


4712 


Name 


OJ990517 23 


.9C10.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


1116 




End 


1682 


GI 


none 




Score 


137 


Exons 


1116. .1265, 


1292.. 1660, 1293 


. .1682 




Seq. No. 


16752 




Seq. ID 


OJ990517_23.9C10.C7 


Cpnp Mo 
\J Cl 1C L n (J . 


jjjjj 




o crana 


+ 


Start 


91 




End 


4712 


Name 


OJ990517 23. 


.9C10.C7.o4.tm 


Method 


TBLASTX: Maize 


Start 


1809 




End 


2087 


GI 


none 




Score 


183 


Exons 


1809. .2087, 


1865. . 1990 






Seq. No. 


16752 




Seq. ID 


OJ990517_23. 9C10.C7 


VJ til \J ■ 


JJJJJ 




Strand 


+ 


Start 


91 




End 


4712 


Name 


OJ990517 23. 


9C10.C7.o2. tm 


Method 


TBLASTX: Maize 


Start 


3114 




End 


3618 


GI 


none 




Score 


95 


Exons 


3114. .3233, 


3115. .3249, 3280, 


..3618, 3280. .3534, 3309.. 3614 


Seq. No. 


16752 




Seq. ID 


OJ990517_23.9C10.C7 




jjjjj 




Strand 


+ " 


Start 


91 




End 


4712 


Name 


OJ990517 23. 


9C10.C7.o3. tm 


Method 


TBLASTX: Maize 


Start 


3857 




End 


4465 


GI 


none 




Score 


228 


Exons 


3857. .4066, 


3907. .4065, 4163. 


.4240, 4280. .4465 


Seq. No. 


16753 




Seq. ID 


OJ990517_23.9C10.C9 


Gene No. 


35354 




Strand 


+ 


Start 


51 




End 


12234 


Name 


vU 7 Jl / Z. J . 


9C10.C9.ol.gs 


Method 


GENSCAN 


Start 


51 




End 


12234 


GI 


none 




Score 


.41 


Exons 


51. .328, 376 


i. .579, 586. .700, 


891. .1031 


, 2894. .2992, 4120. .4 




4189. .4365, 


5056. .5188, 5197. 


.5419, 7312. .7355, 8122. .8293, 




9299. .9644, 


10326. .10611, 10994.. 11122 


, 12097.. 12234 


Seq. No. 


16753 




Seq. ID 


OJ990517_23.9C10.C9 


Gene No. 


35355 




Strand 


+ 


Start 


14948 




End 


20091 


Name 


OJ990517 23. 


9C10.C9.ol.np 


Method 


AAT/NAP 




14948 




End 


20091 


GI 


4678197 ■ 




Score 


1775 


Exons 


14948. .15116 


, 15757. .17138, 17 166 .. 18038 , 18217 .. 18297 , 




18362. .20091 








GI Descrip. 


(AC007134) putative retroelement pol polyprotein [Arabidops. 




thaliana] 








Seq. No. 


16753 




Seq. ID 


OJ990517_23. 9C10.C9 


Gene No. 


35355 




Strand 


+ 


Start 


14948 




End 


20091 


Name 


OJ990517 23. 


9C10.C9.o4 .gs 


Method 


GENSCAN 



17331 



Start 
GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18835 
none 



End 
Score 



20091 
.46 



18835. .18939, 19124 19244, 19484. .20091 



16753 
35356 
26029 

OJ990517_23. 9C10 . C9 . 06 . gs 
26029 
none 
26029. 
27217. 
31146. 



Seq. ID OJ990517_23.9C10.C9 
Strand + 
End 33308 
Method GENSCAN 
End 33308 
Score .75 

26160, 26275. .26415, 26424 .. 26933, 27087 .. 27 161, 
27339, 28105. .28202, 28939 29051, 30545 .. 30803, 
31398, 33015.. 33308 



16753 Seq. ID OJ990517_23 . 9C10 . C9 

35357 Strand + 
35887 End 36106 
OJ990517_23. 9C10.C9.o4 .gp Method AAT/GAP 
35887 End 36106 
5867_1.R1084 Score 113 
35887. .35964, 36080.. 36106 

f 464986/sp| P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_4 2 1 857_pir S32674^ 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >g4_297884_emb_CAA787 14__ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 

16753 Seq. ID OJ990517_23 . 9C10 . C9 

35358 Strand + 
37573 End 37982 
OJ990517_23 . 9C10 . C9 . o5 . gp Method AAT/GAP 
37573 End 37982 
LIB3432-059-P1-K1-D8 Score 727 
37573. .37982 

f 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq.- No. 16753 Seq. ID 

Gene No. ' 35359 Strand 

Start 5170 End 

Name OJ990517_23 . 9C10 . C9 . ol . gp Method 

Start 5170 End 

GI none Score 

Exons 5170.. 5568 



OJ990517_23. 9C10.C9 

5568 
AAT/GAP 
5568 
794 



Seq. No. 16753 Seq. ID 

Gene No. 35360 Strand 

Start 9214 End 

Name OJ990517_23 . 9C10 . C9 . o2 . gp Method 

Start 9214 End 

GI 1632299 Score 

Exons 9214.. 9507 



OJ990517_23.9C10.C9 

9507 
AAT/GAP 
9507 
466 



Seq. No. 
Gene No. 



16753 
35361 



Seq. ID 
Strand 



OJ990517 23.9C10.C9 



'17332 



Start 


21785 




End 


26739 




Name 


OJ990517 23.9C10.C9. 


o3.gp 


Method 


AAT/GAP 




Of 3 y -}- 


21539 




End 


26739 




GI 


888 1.R1084 




Score 


1925 




Exons 


21539. .21903, 22318. 


.22451, 


22548. .22586, 23178 .. 23219, 






23335. .23434, 23514. 


.23578, 


23673. .23751, 26479.-26739 




GI Descrip. 


' 6006607/emb|CAB56800.1| 1. 


Oe-133 (AJ011675) MADS box protein, 




MADS28 [Oryza sativa] 1 








Seq. No. 


lb / j j 




Seq. ID 


OJ990517 23.9C10. 


,C9 


Gene No. 


jjjDI 




Strand 


- 




o cart 


Z 1 / 0 3 




End 


26739 




Name 


OJ990517 23.9C10.C9. 


o5 . gs 


Method 


GENSCAN 




Start 


21785 




End 


23750 




GI 


none 




Score 


.82 




Exons 


Zl/oO. . ZiyjZ, iZJlo . 


. ZZDUo , 


22548. .225 


86, 23178. .23219, 






OOO-JC OTyj "5/1 0*5C;i/1 
ZJoJD. .ZJ404, ZODlfi. 


. ZOO / 0 , 


23673. .237 


50 




Seq. No. 


ID / Jj 




Seq. ID 


OJ990517_23.9C10. 


C9 


Gene No. 


jjjDI 




Strand 






Start 


21785 




End 


26739 




Name 


OJ990517_23.9C10.C9. 


o2 . np 


Method 


AAT/NAP 




Start 


Z 1 O U 1 




End • 


26663 




GI 


DUUDuU / 




Score 


1061 




Exons 


zioui. . <iiyuj, ^ZjIo . 


. ZZ fl 3 1 , 


22548. .225 


86, 23178. .23219, 








.ZOO / o , 


23673. .237 


51, 26479. .26663 




GI Descrip. 


(AJUllb/3; MAUb DOX 


protein 


, MADS 2 8 [Oryza sativa] 




Seq. No. 


16753 




Seq. ID 


OJ990517_23.9C10. 


C9 


Gene No . 


35362 




Strand 






Start 


JJJ 1ft 




End 


34779 




Name 




o7 . gs 


Method 


GENSCAN 




Start 


j j j i-i 




End 


34779 




GI 


none 




Score 


.59 




Exons 


. . jjDjj, j jOZ*1 . 


. Joy bz , 


34583. .347 


79 




Seq. No. 


lb / jj 




Seq. ID 


OJ990517_23.9C10. 


C9 




jjjDj 




Strand 






Start 


38698 




End 


42329 




Name 


OJ990517_23.9C10.C9. 


o6.tm 


Method 


TBLASTX: Maize 




Start 


1 j bob 




End 


15970 




GI 


none 




Score 


299 




Exons 


lODDD. . loybZ, lO.D/4. 


. 159 70 








Seq. No. 


16753 




Seq. ID 


OJ990517_23.9C10. 


C9 


Gene No. 


35363 




Strand 






Start 


38698 




End 


42329 




Name 


OJ990517 23.9C10.C9. 


o4 . tm 


. Method 


TBLASTX: Maize 




Start 


17040 




End 


17496 




GI 


none 




• Score 


95 




Exons 


17040. .17099, 17041. 


.17130, 


1714 5. .17378, 1714 6. .1737 9, 






17180. .17383, 17257. 


.17382, 


17407. .17 4 96, 17411. .174 82, 






17416. .17496 










Seq. No. 


16753 




Seq. ID 


OJ990517_23.9C10. 


C9 


Gene No. 


35363 




Strand 






Start 


38698 




End 


42329 





17333 



Name 


OJ990517 23.9C10.C9 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


17404 






End 


18012 




GI 


none 






Score 


287 




Exons 


17404. . 


17790, 17460 


. .17759, 


17789. .17833, 17790. .17879, 






17890. . 


18012 










Seq. No. 


16753 






Seq. ID 


OJ990517_23.9C10 


.C9 


Gene No . 


35363 






Strand 






Start 


38698 






End 


42329 




Name 


OJ990517 23.9C10.C9 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


17503 






End 


18059 




GI 


none 






Score 


239 




Exons 


17503. . 


17832, 17547 


. .17777, 


17799. .18059, 17854. .18027 




Seq. No. 


16753 






Seq. ID 


OJ990517_23. 9C10 


.C9 


bene no . 


35363 






Strand 






Start 


38698 






End 


42329 




Name 


OJ990517 23.9C10.C9 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


17569 






End 


18027 




GI 


none 






Score 


284 




Exons 


17569. . 


18027, 17643 


. .17870 








Seq. No. 


16753 






Seq. ID 


OJ990517_23. 9C10 


.C9 


Gene No. 


35363 






Strand 






Start 


38698 






End 


42329 




Name 


OJ990517 23.9C10.C9 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


17584 






End 


18027 




GI 


none 






Score 


189 




Exons 


17584. . 


17832, 17610 


. .17759, 


17854. .18027 




Seq. No. 


16753 






Seq. ID 


OJ990517_23.9C10 


.C9 


Gene No. 


35363 






Strand 






Start 


38698 






End 


42329 




Name 


OJ990517 23.9C10.C9 


. OJ . ts 


Method 


TBLASTX : Soybean 




Start 


18558 






End 


19056 




GI 


5509260 




Score 


292 




Exons 


18558. . 


18851, 18562, 


. .18945, 


18897. .18! 


944, 18940. . 1905.6, 






18941. . 


19051 










GI Descrip. 














Seq. No. 


16753 






Seq. ID 


OJ990517_23.9C10 


.C9 


Gene No. 


35363 






Strand 






Start 


38698 . 






End 


42329 




Name 


OJ990517 '23.9C10.C9. 


.08. tm 


Method 


TBLASTX: Maize 




Start 


18597 






End 


18918 




GI 


none 






Score 


283 




Exons 


18597. . 


18830, 18598, 


. .18918, 


18685. .18906 




Seq. No. 


16753 






Seq. ID 


OJ990517_23.9C10 


.C9 


Gene No. 


35363 






Strand 






Start 


38698 






End 


42329 




Name 


OJ990517 23.9C10.C9. 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


18688 






End 


18946 




GI 


none 






Score 


287 




Exons 


18688. . 


18945, 18702. 


, .18938, 


18709. .18 945, 18710. .18 94 6 





Seq. No. 



16753 



Seq. ID OJ990517_23. 9C10.C9 

17334 





j jjDj 




Strand 








Start 


38698 




End 


42329 






Name 


OJ990517 23.9C10.C9. 


o4 . tw 


Method 


TBLASTX : 


Wheat 




Start 


18738 




End 


19249 






GI 


none 




Score 


.197 






Exons 


18738. .18851, 18739. 


.18945, 


18941. .19081, 19073 


. .19249 




Seq. No. 


16753 




c prr t n 


O.TQQH SI 7 


_23.9C10 


.C9 




-3 CIO (TO 












Start 


38698 




End 


42329 






Name 


OJ990517 23.9C10.C9. 


olO. tm 


Method 


TBLASTX: 


Maize 




Start 


18941 




End 


19246 






GI 


none 




Score 


196 






Exons 


18941. .19246 












Seq. No. 


16753 




Seq. ID 


OJ990517 


_23.9C10 


.C9 




jjjOj 




Strand 








Start 


38698 




End 


42329 






Name 


OJ990517 23.9C10.C9. 


o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


19252 




End 


19665 






GI 


none 




Score 


115 






Exons 


19252. . 19398, 19419. 


.19550, 


19420. .19665, 19537 


. .19656 




Seq. No. 


16753 




Seq. ID 


OJ990517 


_23.9C10, 


,C9 


Gene No. 


35363 




Strand 








C 4- >-+- 
JLdiL 






End 


42329 






Name 


OJ990517 23.9C10.C9. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


19411 




End 


20073 






GI 


none 




Score 


307 






Exons 


19411. .19767, 19432. 


. 19647, 


19665. .19766, 19848 


. .19916, 






19849. .20073 












Seq. No. 


16753 




Seq. ID 


OJ990517 


_23.9C10. 


,C9 


Gene No. 


35363 




Strand 








Of a v-+- 
O Lai L 






End 


42329 






Name 


OJ990517 23.9C10.C9. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


19429' 




End 


20103 




GI 


none 




Score 


403 






Exons 


19429. .19791, 19431. 


. 19601, 


19465. . 19932, 19490 


. .19933, 






19843. .20103, 19987. 


.20103 










Seq. No. 


16753 




Seq. ID 


OJ990517 


_23.9C10, 


,C9 


Gene No. 


35363 




Strand 








Start 


38698 




End 


42329 






Name 


OJ990517 23.9C10.C9. 


o9. tm 


Method 


TBLASTX : 


Maize 




Start 


21810 




End 


23757 






PT 


none 




Score 


74 






Exons 


21810. .21878, 21811. 


.21879, 


22321. .22431, 22324 


. .22404, 






22389. .22460, 22394. 


.22453, 


23176. .23220, 23176 


. .23220, 






23315. .23425, 23323. 


.23436, 


23335. .23436, 23336 


. .23437, 






23513. .23575, 23520. 


.23579, 


23668. .23757, ,23672 


. .23749, 






23673.. 23753 












Seq. No. 


16753 




Seq. ID 


OJ990517 


_23.9C10. 


,C9 


Gene No. 


35363 




Strand 








Start 


38698 




End 


42329 






Name 


OJ990517 23.9C10.C9. 


o3 . tc 


Method 


TBLASTX n 


Cress 





17335 




Start 


23335 






End 


26664 






GI 


none 






Score 


67 






Exons 


23335. , 


23436, 23336 


. .23425, 


23510. .23578, 26466 


. .26663, 






26482. . 


26664 












Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10 


,C9 




35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


23365 






End 


26669 






GI 


none 






Score 


161 






Exons 


23365. . 


23436, 26487 


. .26663, 


26487. .26669, 26488 


. .26664 




Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10, 


.C9 


uene ino . 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


23513 






End 


26664 






GI 


none 






Score 


199 






Exons 


23513. . 


23578, 23694 


. .23750, 


26487. .26663, 26488 


. .26664 




Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10. 


.C9 


uene ino . 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9 


. o5 . tm 


Method 


TBLASTX : i 


Maize 




Start 


26475 






End 


26664 






GI 


none 






Score 


186 






Exons 


26475. . 


26663, 26475 


. .26663, 


26476. .26664 






Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10, 


,C9 


belle INO • 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9 


. 06 . gp 


Method 


AAT/GAP 






Start 


38698 






End 


39081 






GI 


none 






Score 


736 






Exons 


38698. . 


39081 












Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10. 


X9 


Gene No. 


35363 






Strand 










38698 






End 


42329 






Name 


OJ990517 23.9C10.C9, 


. 08 . gs 


Method 


GENSCAN 






Start 


38957 






End 


42329 






GI 


none 






Score 


.54 






Exons 


38957. . 


39301, 39407, 


. .39768, 


39785. .39914, 41559 


. .41926, 






42179. . 


42329 












Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10. 


.C9 


Gene No. 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9. 


. o3 . np 


Method 


AAT/NAP 






Start 


38966 






End 


41888 






GI 


6403494 






Score 


1530 






Exons 


38966. . 


39301, 39407, 


. .39600, 


39656. .39914, 41559 


. .41888 





GI Descrip. (AC010871) putative reversibly glycosylatable polypeptide 
[Arabidopsis thaliana] 

Seq. No. 16753 Seq. ID OJ990517_23 . 9C10 . C9 



17336 




Gene No. 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


38979 






End 


41859 






GI 


none 






Score 


273 






Exons 


38979. 


.39311, 38993 


. .39304, 


39187. .39378, 39404 


. .39577, 






39405. 


.39593, 39405 


. .39581, 


39612. .39914, 39660 


. .39914, 






39661. 


.39915, 41544 


. .41855, 


41545. .41859 






Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10 


.C9 


Gene No. 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9 


. ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


38987 






End 


39873 






GI 


none 






Score 


298 






Exons 


38987. 


.39301, 38988, 


. .39302, 


39188. .39304, 39387 


. .39602, 






39392. 


.39577, 39393, 


. .39578, 


39657. .39872, 39658 


. . 39873, 






39659. 


.39871, 39660, 


. . 39872 










Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10 


.C9 


Gene No. 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9. 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


39008 






End 


41879 




GI 


none 






Score 


94 






Exons 


39008. 


.39130, 39008. 


. .39304, 


39018. .39302, 39188 


. .39304, 






39404 . 


.39592, 39405. 


. .39581, 


39612. .39914, 39639 


. .39914, 






39661. 


.39915, 41544. 


. .41870, 


41545. .41862, 41724 


. .41879 




Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10, 


.C9 


Gene No . 


35363 






Strand 








1 v- 4- 

o cart- 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9. 


,ol.tw 


Method 


TBLASTX:' 


Wheat 




Start 


39032 






End 


39569 






GI 


none 






Score 


84 






Exons 


39032. 


.39136, 39032. 


, .39304, 


39033. .39314, 39036 


. .39302, 






39109. 


.39303, 39188. 


, .39304, 


39404. .39568, 39405 


. .39569 




Seq. No. 


16753 






Seq. ID 


OJ990517 


_23.9C10. 


,C9 


Gene No . 


35363 






Strand 








Start 


38698 






End 


42329 






Name 


OJ990517 23.9C10.C9. 


,o2 . tm 


Method 


TBLASTX : I 


Maize 




Start 


39876 






End 


41859 






GI 


none 






Score 


317 






Exons 


39876. 


.39914, 41544. 


, .41858, 


41545. .41859 






Seq. No. 


16753 






Seq. ID 


OJ990517 


_23. 9C10, 


,C9 


Gene No. 


35363 






Strand 








Start 


38698 






End .j 


42329 






Name 


OJ990517 23.9C10.C9. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


41565 






End 


41870 






GI 


none 






Score 


292 






Exons 


41565. 


.41861, 41566. 


.41856, 


41718. .41870 






Seq. No. 


16754 






Seq. ID 


OJ990517 


_23. 9C10. 


Cll 


Gene No. 


35364 






Strand 


+ 






Start 


1 






End 


740 







1*7-337 



Name 


OJ990517 23.9C10.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


740 




GI 


6498441 


Score 


971 




Exons 


1..283, 348. .740 








GI Descrip. 


(AP000815) EST C72786 (E2258) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


lb / j4 


Seq. ID 


OJ990517 23.9C10 


Cll 




35364 


Strand 


+ 




Start 


1 


End 


740 




Name 


nTQonc.1 1 o "3 Qm n pi i 
ujyyuji / ^j.yLiu.Lii.oz.tw 


Method 


TBLASTX: Wheat 




Start 


I 


End 


162 




GI 


none 


Score 


170 




Exons 


1 . . 1 bZ , J. . iDo, 








Seq. No. 


lo / j4 


Seq. ID 


OJ990517_23.9C10. 


Cll 




35364 


Strand 


+ 




Start 


1 


End 


740 




Name 


n TQoriRi i o *3 or"i n pi i _t 

ujyyuoi / . yuiu . Lii . oi . gs 


Method 


GENSCAN 




Start 




End 


721 




GI 


none 


Score 


.69 




Exons 


jo. . 4 o 1 , 4 / U . . /Zl 








Seq. No. 


lb / 


Seq. ID 


OJ990517_23.9C10. 


Cll 


CI ^ T"» ^ M /-v 

ucllc 1NO . 


35364 


Strand 


+ 




Start 


1 


End 


740 *. 




Name 




Metnod 


TBLASTX: Maize 




Start 




End 


482 




GI 


none 


Score 


173 




Exons 


"31/1 / Q1 Ol Q /IQO 








Seq. No. 


1 fTTCyl 

1 O / 0 4 


Seq. ID 


OJ990517_23. 9C10. 


Cll 




35364 


Strand 


+ 




Start 


1 


End 


740 




Name 


n TQonRi 7 9 "3 on n n i /-.i *- t r 

Uu j jUjI / 6 J . . Lll . 01 . LW, 


Method 


TBLASTX : Wheat 




Start 


■3 c; £ 

jjO 


End 


740 




GI 


none 


Score 


498 




Exons 


oc ^ *7*3n *3 "7 "7 vl C\ ocn "7 /l n 
JOb. . / JU , Jo/. . / 4 U , jj / . . / 4 U 








Seq. No. 


lb / 04 


Seq. ID 


OJ990517_23.9C10. 


Cll 




O U J U 4 


0 crana 


+ 




Start 


1 


End 


740 




Name 


OJ990517 23.9C10.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


486 


End 


734 




GI 


none 


Score 


274 




Exons 


486. .734, 521. .727 








Seq. No. 


16755 


. Seq. ID 


OJ990517 23.9C10. 


C12 


Gene No . 


35365 


Strand 


+ 




Start 


1 


End 


2880 




Name 


OJ990517 23.9C10.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2847 




GI 


2244965 


Score 


464 




Exons 


1..33, 62. .361, 1165. .1270, 


1684. .1799, 


1990. .2847 





GI Descrip. (Z97340) hypothetical protein [Arabidopsis thaliana] 



17338 



Seq. No. 16755 Seq. ID 

Gene No. 35365 Strand 

Start 1 End 

Name OJ990517_23 . 9C10 . C12 . ol . tm Method 

Start 86 End 

GI y none Score 

Exons 86.. 352, 88.. 315 



OJ990517_23.9C10.C12 
+ 

2880 

TBLASTX: Maize 

352 

284 



Seq. No. 16755 

Gene No. 35365 

Start 1 

Name OJ990517_23 . 9C10 . C12 . ol . gs 

Start 89 

GI none 

Exons 89.. 361, 1165.. 1267, 1681.. 

Seq. No. 16755 

Gene No. 35365 

Start 1 

Name OJ990517_23 . 9C10 . C12 . ol . ts 

Start 89 

GI none 

Exons 89. .367, 94.. 357, 206. .361, 
1679. . 1759 



Seq. ID OJ990517_23.9C10.C12 

Strand + 

End 2880 

Method GENSCAN 

End 2880 

Score .93 
1799, 1990. .2157, 2248. .2880 

Seq. ID OJ990517_23.9C10.C12 

Strand + 

End 2880 

Method TBLASTX : Soybean 

End 1766 

Score 311 
1141. .1266, 1153. .1269, 1671. .1766, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16755 
35365 
1 

OJ990517_23\ 

1704 

none 

1704. .1799, 
1993. .2157, 
2380. .2415 



9C10.C12.o2.tm 



1711. .1800, 1711 
1998.. 2102, 2260 



Seq. ID OJ990517_23.9C10.C12 

'Strand + 

End 2880 

Method TBLASTX : Mai ze 

End 2415 

Score 102 
.1800, 1712. .1801, 1988. .2131, 
.2358, 2262. .2360, 2296. .2364, 



Seq. No. 16755 Seq. ID 

Gene No. 35365 Strand 

Start 1 End 

Name OJ990517_23 . 9C10 . C12 . o3 . tm Method 

Start . 2698 End 

GI none Score 

Exons 2698.. 2853, 2698.. 2826 



OJ990517_23.9C10.C12 
+ 

2880 

TBLASTX: Maize 

2853 

204 



Seq. No. 16756 Seq. ID 

Gene No. 35366 Strand 

Start 145 End 

Name OJ990517_23 . 9C10 . CI 3 . ol . gs Method 

Start 145 End 

GI none .. Score 

Exons 145. .208 



OJ990517_23.9C10.C13 
+ 

208 

GENSCAN 

208 

.9 



Seq. No. 16757 Seq. ID 

Gene No. 35367 ■ Strand 

Start 809 End 

Name OJ990517_23 . 9C10 . C14 . ol . np Method 

Start 809 End 

GI 6907086 Score 



OJ990517_23. 9C10.C14 
+ 

2084 
AAT/NAP 
2084 
1067 



17339 




Exons 


809.. 1562, 1619.. 1875, 


1948. 


.2084 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16757 




oeq. iu 


OJ990517 


_23 


.9C10 


.C14 


\D C11C INU t 


j *j -j \j / 




Strand 


_i 

T 








Start 


809 






2084 








Name • 


OJ990517 23.9C10.C14.ol 


.gs 


Method 


GENSCAN 








Start 


1012 






1545 








GI 


none 




Score 


.97 








Exons 


1012. . 1545 














Seq. No. 


16758 




Seq. ID 


OJ990517 


_23. 


■ 9C10 


.C15 


Gene No. 


35368 




Strand 


+ 








Start 


1 




' End 










Name 


OJ990517 23.9C10.C15.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


284 








GI 


6907086 




Score 


111 








Exons 


1. .284 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16759 




Seq. ID 


OJ990517_ 


23. 


9C10 


.C17 




O w> J U .7 




Strand 










Start 


363 




End 


401 








Name 


OJ990517 23.9C10.C17.ol 


.gs 


Method 


GENSCAN 








Start 


363 




End 


401 








GI 


none 




Score 


.81 








Exons 


363. .401 














Seq. No. 


16760 




Seq. ID 


OJ990517_ 


23. 


9C10, 


.C19 


Gene No. 


35370 




Strand 


+ 








Start 


1371 




End 


1538 








Name 


OJ990517 23.9C10.C19.ol 


.np 


Method 


AAT/NAP 








Start 


1371 




End 


1538 








GI 


5734621 




Score 


83 








Exons 


1371. .1538 














GI Descrip. 


(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond 




a region of the predicted gene.; Similar to ABC 


transporter-' 




(U43892) [Oryza sativa] 














Seq. No. 


16761 




Seq. ID 


OJ990517_ 


23. 


9C10. 


,C21 




35371 




Strand 










Start 


554 




End 


687 








Name 


OJ990517 23.9C10.C21.ol. 


.gs 


Method 


GENSCAN 








Start 


554 


End 


687 








GI 


none 




Score 


.42 








Exons 


554. .687 














Seq. No. 


16762 




Seq. ID 


OJ990517_ 


23. 


9C10. 


C22 




-35372 




Strand 


+ 








Start 


142 




End 


249 








Name 


OJ990517 23.9C10.C22.ol. 


gs 


Method 


GENSCAN 








Start 


142 




End 


249 








GI 


none 




Score 


.74 








Exons 


142. .249 














Seq. No. 


16763 




Seq. ID 


OJ990517_ 


23. 


9C10. 


C23 


Gene No. 


35373 




Strand 











17340 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



398 End 

OJ990517_23.9C10.C23.ol.tc Method 

392 End 

none Score 
392. .928, 396. .542, 567. .602 

16763 Seq. ID 

35373 Strand 

398 End 

OJ990517_23 . 9C10 .C23 . o2 . tm Method 

395 End 

none Score 
395.. 616, 396.. 602 

16763 Seq. ID 

35373 Strand 

398 * End 

OJ990517_23 . 9C10 .C23 . o2 . ts Method 

395 End 

none Score 
395. .610, 396. .602 

16763 Seq. ID 

35373 Strand 

398 End 

OJ990517_23 . 9C10 . C23 . ol . np Method 

398 End 

4455294 Score 
398. .2747 

(AL035528) putative protein [Arabidopsis thaliana] 



2747 

TBLASTX: Cress 
928 
83 



OJ990517_23.9C10.C23 
2747 

TBLASTX: Maize 
616 
147 



OJ990517_23.9C10.C23 
2747 

TBLASTX : Soybean 
610 
114 



OJ990517_23.9C10.C23 

2747 
AAT/NAP 
2747 
2264 



16763 Seq. ID 

35373 Strand 

398 End 
OJ990517_23. 9C10.C23.ol. ts Method 

620 End 

none Score 

620. .1153, 621. .1124 



OJ990517_23.9C10.C23 
2747 

TBLASTX : Soybean 

1153 

114 



16763 
35373 
398 

OJ990517_23.9C10.C23.ol.tm 
677 



none 
677. , 
1461 , 
1748. 
1946. 
2336. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1528, 681. .896, 1038. .1400, 1202 
.1682, 1505. .1864, 1506. .1730, 1541 
.1933, 1815. .1997, 1832. .2230, 1832 



OJ990517 23.9C10.C23 



2747 

TBLASTX: Maize 
2740 
67 

1543, 1427.. 1831, 

1711, 1730.. 1867, 
2134, 1892.. 2134, 



.2032, 2033. .2437, 2102. .2431, 2135. .2305, 2315. 
.27*40, 2358. .2708, 2418. .2612, 2438. .2611 



.2740, 



Seq. No. 16763 Seq. ID 

Gene No. 35373 Strand 

Start 398 End 

Name OJ990517_23 . 9C10 . C23 . ol . gs Method 

Start 950 End 

GI none Score 



OJ990517_23.9C10.C23 

2747 
GENSCAN 
2545 
. 93 



17341 



Exons 



950. .2545 



Seq. No. 16763 

Gene No. 35373 

Start 398 

Name OJ990517_23 . 9C10 . C23 . o2 . tc 

Start 977 

GI none 
Exons 



Seq. ID OJ990517_23.9C10.C23 
Strand 
End 

Method 
End 
Score 



2747 

TBLASTX: Cress 
2569 
87 

1645, 



977. .1099, 977. .1342, 999. .1361, 1440. .1646, 1442 
1760. .1960, 2090. .2254, 2366. .2569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16763 
35373 
398 

OJ990517 

1091 

none 



23.9C10.C23.ol.tw 



Seq. ID OJ990517_23.9C10.C23 
Strand 
End 

Method 
End 
Score 



2747 

TBLASTX: Wheat 

2740 

92 



1091. .1420, 1094. .1564, 1152. .1529, 1160. .1270, 1451. .1867, 
1784. .2173, 2087. .2482, 2352. .2483, 2390. .2740, 2418. .2585 



Seq. No. 16763 

Gene No. 35373 

Start 398 

Name OJ990517_23 . 9C10 . C23 . o3 ..ts 

Start 1160 

GI none 

Exons 1160.. 1306, 1190.. 1609, 1248. 



Seq. ID OJ990517_23.9C10.C23 
Strand 

End 27 4 7 

Method TBLASTX : Soybean 

End 2743 

Score 108 

.1562, 1493. .1849, 1796. .2215, 



1845. .1997, 2099. .2518, 2402. .2743 



Seq. No. 16764 

Gene No. 35374 

Start 914 

Name OJ990517_23 . 9C10 . C24 . ol . tm 

Start 867 

GI none 
Exons 



Seq. ID OJ990517_23.9C10.C24 
Strand 
End 

Method 
End 
Score 



1757 

TBLASTX: Maize 

1757 

134 



867. .1001, 912. .1013, 917. .1012, 1230. .1346, 1231. .1350, 
1247. .1354, 1461. .1511, 1638. .1757, 1639. .1755, 1647. .1757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16764 
35374 
914 

OJ990517_23.9C10.C24.ol.np 

914 • 

3738285 



Seq. ID OJ990517_23.9C10.C24 
Strand 

End 1757 

Method AAT/NAP 

End 1757 

Score 299 



914. .998, 1231. .1352, 1455. .1549, 1640. .1757 
(AC005309) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517 23.9C10.C25 



16765 
35375 
1 

OJ990517_23. 9C10 . C25 . ol . gp 
1 

2905_1.R1084 
1. .216, 1013. .1137 

'3738285 2.0e-28 (AC005309) unknown protein [Arabidopsis 
thaliana] 1 



1438 
AAT/GAP 
1137 
610 



17342 




Seq. No. 


16765 




Seq. ID 


OJ990517_23. 


. 9C10 


.C25 


Gene No. 


35375 




Strand 








Start 


X 




Lnd 


1438 






Name 


OJ990517 23. 9C10.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


95 




End 


1138 






GI 


none 




Score 


68 






Exons 


95. .214, 132. .215, 137. 


.214 


, 141/.218, 


145. .219, 978. .1124, 




1012. .1137, 1016. .1138 












Seq. No. 


16765 




Seq. ID 


OJ990517_23. 


, 9C10 


.C25 


Gene No. 


35375 




Strand 








OLait 


1 




End 


1438 






Name 


OJ990517 23.9C10.C25.ol 


.np 


Method 


AAT/NAP 






Start 


132 




End 


1438 






GI 


3738285 




Score 


215 






Exons 


132. .216, 1013. .1138, 1399. 


.1438 








GI Descrip. 


(AC005309) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


16766 




Seq. ID 


OJ990517 23. 


, 9C10 


.C26 


Gene No. 


35376 




Strand 


+ 






Start 


870 




End 


954 






Name 


OJ990517 23. 9C10.C26.ol 


.np 


Method 


AAT/NAP 






o tar l 


870 




End 


954 






GI 


c c o c\ f c\ n 

6630699 




Score 


76 






Exons 


870 . . 954 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi I 6721536 | abj | BAA89566 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


16766 




Seq. ID 


OJ990517_23. 


9C10 


.C26 


Gene No . 


35377 




Strand 


+ 






Start 


n r n 

963 




End 


3776 






Name 


OJ990517_23 . 9C10 . C26 . ol 


.gs 


Method 


GEN SCAN 






Start 


963 




End 


1190 






GI 


none 




Score 


.9 






Exons 


963. ..1008, 1123. .1190 












Seq. No. 


16766 




Seq. ID 


OJ990517_23. 


9C10 


.C26 


Gene No. 


35377 




Strand 


+ 






O Ldl L 


963 




End 


3776 






Name 


OJ990517 23.9C10.C26.o2 


.np 


Method 


AAT/NAP 






Start 


1090. 




End 


3776 






GI 


6539570 




Score 


139 






Exons 


1090. .1305, 1477. .1522, 


3745. .3776 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


16766 




Seq. ID 


OJ990517_23. 


9C10, 


.C26 


Gene No . 


35378 




Strand 








Start 


3869 




End 


6546 






Name 


OJ990517 23.9C10.C26.o2. 


.gs 


Method 


GEN SCAN 






Start 


3869 




End 


6546 






GI 


none 




Score 


.93 






Exons 


3869. .3884, 6329. . 6546 












Seq. No. 


16767 




Seq. ID 


OJ990517_23. 


9C10. 


,C30 


Gene No. 


35379 




Strand 


+ 






Start 


62 




End 


2447 







17343 




Name OJ990517_23 . 9C10 .C30 . ol . np Method AAT/NAP 

Start 62 End 837 

GI 6520161 Score 549 

Exons 62.. 837 

GI Descrip. (AB028198) ZF14 [Arabidopsis thaliana] 



Seq. No. 


16767 








Seq. ID 


OJ990517 23.9C10 


.C30 


Gene No. 


35379 








Strand 


+ 




Start 


62 








End 


2447 




Name 






ytiu . lou . oi 


. cm 


Me unoa 


i nioAo i a . Maize 




Start 


70 








End 


714 




GI 


none 








Score 


137 




Exons 


70. .318, 


72. 


.308, 391.. 


714 








Seq. No. 


16767 








Seq. ID 


OJ990517_23. 9C10 


.C30 


Gene No. 


35379 








Strand 


+ 




Start 


62 








End 


2447 




Name 






y^iu . Lou . o± 


. tC 


Method 


i dLiAo i a : Lress 




Start 


75 








End 


750 




GI 


none 








Score 


337 




Exons 


75. .344, 


76. 


.750, 504.. 


641 








Seq. No. 


16767 








Seq. ID 


OJ990517_23. 9C10 


.C30 


Gene No. 


35379 








Strand 


+ 




Start 


62 


- 


- J- 


- 


End ' 


2447 




Name 


OJ990517 


23. 


9C10.C30.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


75 








End 


318 




GI 


none 








Score 


182 




Exons 


75. .305, 


94. 


.318 










Seq. No. 


16767 








Seq. ID 


OJ990517_23.9C10 


.C30 


Gene No. 


35379 








Strand 


+ 




Start 


62 








End 


2447 




Name 


OJ990517 


23. 


9C10.C30.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


79 








End 


657 




GI 


none 








Score 


223 




Exons 


79. .318, 


105 


..299, 283. 


.657, 


396. .653 







•Seq. No. 16767 Seq. ID 

Gene No. 35379 Strand 

Start 62 End 

Name OJ990517_23 . 9C10 . C30 . ol . gs Method 

Start 151 End 

GI none Score 

Exons 151. .789, 1354. .1483, 2296. .2447 



OJ990517_23.9C10.C30 
+ 

2447 
GENSCAN 
2447 
.7 



Seq. No. 16768 Seq. ID 

Gene No. 35380 Strand 

Start 1960 ... End 

Name OJ990517_23 . 9C10 . C31 . ol . gs Method 

Start 1960 End 

GI none Score 

Exons I960.. 2094, 2202.. 2267 



OJ990517_23.9C10.C31 

2267 
GENSCAN 
2267 
.76 



Seq. No. 16769 Seq. ID OJ990517_23.9C10.C32 

Gene No. 35381 Strand + 

Start 838 End 966 

17344 




Name OJ990517_23 . 9C10 . C32 . ol . gp Method AAT/GAP 

Start 838 End 966 

GI LIB3431-004-P1-K1-G12 Score 87 

Exons 838.. 891, 940.. 966 

GI Descrip. ' 4 680203/gb | AAD27566 . 1 | AF1 14 171J7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. No. 


16770 








Seq. ID 


OJ990517 


_23, 


.9C10 


.C34 


Gene No. 


35382 - 








Strand 










O tdit 


i nft7 








CjUQ 


9 771 








Name 


OJ990517 23. 


9C10 


,C34.ol 


.gs 


Method 


GENSCAN 








Start 


1087 








End 


2149 








GI 


none 








Score 


.99 








Exons 


1087. .1953, 


2078 


. .2149 














Seq. No. 


16770 








Seq. ID 


OJ990517 


_23. 


.9C10 


.C34 


Gene No. 


35382 








Strand 










C +- 3 -rf- 


l nft7 








Ulna 


9 771 








Name 


OJ990517 23. 


9C10. 


.C34 .ol 


.gp 


Method 


AAT/GAP 








Start 


1793 








End 


2331 








GI 


none 








Score 


548 








Exons 


1793. . 1953, 


2078, 


. .2149, 


2259. 


.2331 










Seq. No. 


16771 








Seq. ID 


OJ990517_ 


_23. 


. 9C10 


.C35 


Gene No. 


35383 








Strand 


+ 








OLdiL 


1 L -7 








tna 


74 Q 

O fi 17 








Name 


OJ990517 23. 


9C10. 


.C35.ol, 


.gs 


Method 


GENSCAN 








Start 


119 








End 


349 








GI 


none 








Score 


.5 








Exons 


119. .349 


















Seq. No. 


16772 








Seq. ID 


OJ990517 


_23. 


.9C10 


.C36 


Gene No. 


35384 








Strand 










OLdl L 


99 A 








End 


281 








Name 


OJ990517 23. 


9C10. 


.C36.ol. 


.gs 


Method 


GENSCAN 








Start 


224 




- 




End 


281 








GI 


none 


• 






Score 


.98 








Exons 


224. .281 


















Seq. No. 


16772 








Seq. ID 


OJ990517 


_23. 


.9C10 


.C36 


Gene No. 


35385 








Strand 












x u y o 








End 


2270 








Name 


OJ990517 23. 


9C10. 


C36.o2, 


.gs 


Method 


GENSCAN 








Start 


1096 








End 


2270 








GI 


none 








Score 


.77 








Exons 


1096. .1195, 


1656. 


, .2029, 


2040. 


.2157, 2200.. 2270 








Seq. No. 


16772 








Seq. ID 


OJ990517_ 


_23. 


9C10 


.C36 


Gene No. 


.35386 








Strand 










Start 


2673 








End 


3118 








Name 


OJ990517 23. 


9C10. 


C36.o3. 


gs 


Method 


GENSCAN 








Start 


2673 








End 


3118 








GI 


none 








Score 


.83 








Exons 


2673. .2785, 


3070. 


.3118 














Seq. No. 


16773 








Seq. ID 


OJ990517_ 


_23. 


9C10 


.C39 


Gene No. 


35387 








Strand 


+ 









17345 



Start 1 End 4615 

Name OJ990517_23 . 9C10 . C39 . ol . np Method AAT/NAP 

Start 1 End 4615 

GI 5295955 Score 350 

Exons 1..40, 2220.. 2346, 3091.. 3143, 3293.. 3516, 3636.. 3775, 

3985. .4615 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 16773 Seq. ID OJ990517_23.9C10.C39 

Gene No. 35388 Strand 

Start 1543 End 1654 

Name OJ990517_23 . 9C10 . C39 . ol . gp Method AAT/GAP 

Start 1543 End 1654 

GI uC-osflcyp088bl2bl Score 158 

Exons 1543.. 1654 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 ' 



Seq. No. 


16774 


Seq. ID 


OJ990517_23 . 9C10 . C4 0 


Gene No. 


35389 


Strand 


+ 


Start 


810 


End 


3132 


Name 


OJ990517 23.9C10.C40.ol.gs 


Method 


GENSCAN 


Start 


810 


End 


3132 


GI 


none 


Score 


.57 


Exons 


810. .896, 1150. .1220, 1466., 


.1566, 1585 


..1976, 2941. .3132 


Seq. No. 


16774 


Seq. ID 


OJ990517_23.9C10.C40 


Gene No. 


35390 


Strand 


+ 


Start 


4744 


End 


6375 


Name 


OJ990517 23. 9C10 . C40 . o2 . np 


Method 


AAT/NAP 


Start 


4744 


End 


6372 


GI 


4406767 


Score 


491 


Exons 


4744. .4794, 5437. .6372 






GI Descrip. 


(AC006836) putative steroid 


sulf otransf erase [Arabidopsis 




thaliana] 






Seq. No. 


16774 


Seq. ID 


OJ990517_23.9C10.C40 


Gene No. 


35390 


Strand 


+ 


Start 


4744 


End 


6375 


Name 


OJ990517 23.9C10.C40.o2.gp 


Method 


AAT/GAP 


Start 


5313 


End 


5559 


GI 


2311051 


Score 


430 


Exons 


5313.. 5559 







Seq. No. 16774 Seq. ID 

Gene No. 35390 Strand 

Start 4744 End 

Name OJ990517_23 . 9C10 . C4 0 o2 . gs Method 

Start 5344 End 

GI none Score 

Exons 5344.. 6375 



OJ990517_23.9C10.C40 
+ 

6375 

GENSCAN .. 

6375 

1 



Seq. No. 16774 Seq. ID 

Gene No. 35391 Strand 

Start 18373 End 

Name OJ990517_23 . 9C10 . C4 0 . o4 . np Method * 



OJ990517_23.9C10.C40 
+ 

25335 
AAT/NAP 



17346 



Start 18373 End 21452 

GI 6063554 Score 400 

Exons 18373. . 18691, 18801 18997 , 20615 20643, 21279.. 21452 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 

correspond to a region of the predicted . gene . ; hypothetical 

protein [Oryza sativa] ' 



Seq. No. 


16774 


Seq. ID 


OJ990517_ 


_23.9C10..C40 


Gene No. 


35391 


Strand 


+ 




Start 


18373 


End 


25335 




Name 


OJ990517 23.9C10.C40. 


o3.gp Method 


AAT/GAP 




Start 


20109 


End 


20845 




GI 


101153 1.R1084 


Score 


392 




Exons 


20109. .20133, 20603. . 


20845 






GI Descrip. 


f 5852170/emb| AL1 17265 


i.l|OST17804 l.Oe- 


115 Oryza 


sativa 




indica (GLA4 ) genomic 


DNA, chromosome 4, BAC clone : t 17804 1 


Seq. No. 


16774 


Seq. ID 


OJ990517_ 


_23.9C10.C40 


Gene No. 


35391 


Strand 


+ 




Start 


18373 


End 


25335 




Name 


OJ990517 23.9C10.C40. 


o5.np Method 


AAT/NAP 




Start 


21051 


End 


24277 




GI 


5852093 


Score 


46 




Exons 


21051. .21089, 22431.. 


22538, 24258.. 24277 




GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


16774 


Seq. ID 


OJ990517_ 


_23.9C10.C40 


Gene No. 


35391 


Strand 


+ 




Start 


18373 


End ■ 


25335 




Name 


OJ990517 23.9C10.C40. 


o5.gp Method 


AAT/GAP 




Start 


21821 


End 


22095 




GI 


61605 1.R1084 


Score 


485 




Exons 


21821. .22095 








GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


137 Oryza 


sativa 




indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 • 



Seq. No. 


16774 


.Seq. ID 


OJ990517 


Gene No. 


35391 


Strand 


+ 


Start 


18373 


End 


25335 


Name 


OJ990517 23. 9C10.C40.o6, 


. np Method 


AAT/NAP 


Start 


24121 


End 


25335 


GI 


6907088 


Score 


549 


Exons 


24121. .24258, 24435 .. 24 672, 25306. .25335 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16774 


Seq. ID 


OJ990517 


Gene No. 


35392 


Strand 




Start 


1 


End 


1357 


Name 


OJ990517 23. 9C10.C40.ol, 


, np Method 


-AAT/NAP 


Start 


1 


End 


1357 


GI 


5922623 


Score 


215 


Exons 


1. .118, 480. .555, 723. A 


575, 1273. .1357 




GI Descrip. 


(AP0004 92 ) hypothetical 


protein [Oryza 


sativa] 



gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 



16774 



Seq. ID OJ990517 23.9C10.C40 



17347 




Gene No . 




Strand 




Start 


7857 


End 


10098 


Name 


OJ990517 23.9C10.C40.o3.gs 


Method 


GENSCAN 


Start 


7857 


End 


10098 


GI 


none 


Score 


.44 


Exons 


7857. .8113, 8153. .8341, 8576 


. .8757, 9902. .10098 


Seq. No. 


16774 


Seq. ID 


OJ990517_23.9C10.C40 


Gene No. 


35394 


Strand 




Start 


14438 


End 


19762 


Name 


OJ990517 23. 9C10 . C40 . o3 . np 


Method 


AAT/NAP 


Start 


14438 


End 


19346 




6539553 


Score 


4821 


Exons 


14438. .17248, 19309. .19346 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj i BAA88206 . 1 J (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


16774 


Seq. ID 


OJ990517_23.9C10.C4 0 


Gene No . 


35394 


Strand 




Start 


1 A A O O 

14 4 oo 


End 


19762 


Name 


OJ990517 23.9C10.C40.o5.gs 


Method 


GENSCAN 


Start 


18775 


End 


19762 


GI 


none 


Score 


.99 


Exons 


18775. .19312, 19341.. 19762 






Seq. No. 


16774 


Seq. ID 


OJ990517_23.9C10.C40 


Gene No. 


35395 


Strand 




Of -i vf 

o tart. 




End 


24057 


Name 


OJ990517 23. 9C10 . C40 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


5359 


End 


6058 


GI 


none 


Score 


54 


Exons 


5359.. 5391, 5430.. 5480, 5431 


..5481, 5470. .5667, 5484. .5618, 




5533.. 5625, 5867. .5941, 5981 


. .6058 




Seq. No. 


16774 


. Seq. ID 


OJ990517_23.9C10.C40 


Gene No. 


35395 


Strand 




OLdlt 


23567 


End 


24057 


Name 


OJ990517 23.9C10.C40.ol.tc 


Method 


TBLASTX: Cress 


Start 


5497 


End 


6216 


GI 


none 


Score 


119 


Exons 


5497.. 5649, 5665.. 5721, 5752 


..5820, 584 


18. .5961, 5968. .6072, 




6088. .6216 






Seq. No. 


16774 


Seq. ID 


OJ990517_23.9C10.C40 


Gene No. 


35395 


Strand 




Start 


23567 


End 


24057 


Name 


OJ990517 23.9C10.C40.o5.tw 


Method 


TBLASTX: Wheat 


Start 


5823 


End 


5982 


GI 


none 


Score 


177 


Exons 


5823. .5981, 5824. .5982 






Seq. No. 


16774 


Seq. ID 


OJ990517_23.9C10.C40 


Gene No. 


35395 


Strand 




Start 


23567 


End 


24057 


Name 


OJ990517 23.9C10.C40.o2.tw 


Method 


TBLASTX: Wheat 



17348 




Start 


14574 






End 


15050 




GI 


none 






Score 


347 




Exons 


14574. . 


,14960, 14575. 


.14958, 


14612. .14959, 14 653 .. 14961, 






14975. . 


,15049, 14979. 


.15050 








Seq. No. 


16774 






Seq. ID 


OJ990517_23.9C10. 


,C40 


ucllc IMO ■ 


35395 






Strand 






Start 


23567 






End 


24057 




Name 


OJ990517 23.9C10.C40 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14702 






End 


15043 




GI 


none 






Score 


83 




Exons 


14702. . 


14911, 14781. 


.14906, 


14 930. .15043, 14 937. .15017 




Seq. No. 


16774 






c rt t r\ 

beq. iu 


ujyyuoi/ ^^.yciu. 


C40 


»-* rt VI rt 
belle 1NO . 


35395 






o t ranct 






Start 


23567 






tjna 


£. H. U 0 f 




Name 


OJ990517 23.9C10.C40 


. o3 . tm 


Method 


x £5L/\b 1 a : Mai ze 




Start 


14906 






End 


15245 




GI 


none 






Score 


200 




Exons 


14906. . 


15244, 14907. 


.15245 








Seq. No. 


16774 






beq. iu 


ujyyuoi/ ^o.yciu. 


C40 


bene lmo . 


35395 






Strand 






Start 


23567 






■bna 






Name 


OJ990517 23.9C10.C40 


.o2.ts 


Method 


i dLAo 1 a : boyoean 




Start 


15056 






End 


15401 




GI 


none 






Score 


124 




Exons 


15056. . 


15400, 15201. 


.15401- 








Seq. No. 


16774 






Seq. ID 


OJ990517_23. 9C10. 


C40 


C ^ t^i rt, NT /~\ 


35395 






Strand 






Start 


23567 






End 


24057 




Name 


OJ990517 23.9C10.C40 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15254 






End 


15799 




GI 


none 






Score 


319 




Exons 


15254. . 


15460, 15455. 


.15799 








Seq. No. 


16774 






Seq. ID 


OJ990517_23.9C10. 


C40 




35395 






Strand 






Start 


23567 






End 


24057 




Name 


OJ990517 23.9C10.C40 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


15335 






End 


15800 




GI 


none 






Score 


55 




Exons 


15335. . 


15799, 15438. 


.15548, 


15482. .15664, 15618. .15800 




Seq. No. 


16774 






Seq. ID 


OJ990517_23. 9C10. 


C40 


Gene No. 


35395 






Strand 






jLait 


23567 






End 


24057 




Name 


OJ990517 23.9C1Q.C40 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


15470 






End 


15934 




GI 


5509260 






Score 


58 




Exons 


15470. . 


15934, 15489. 


.15548, 


15621. .15716, 15765. .15833 




GI Descrip. 














Seq. No. 


16774 






Seq. ID 


OJ990517__23.9C10. 


C40 


Gene No. 


35395 






Strand 






Start 


23567 






End 


24057 





17349 



Name 


OJ990517 23.9C10.C40 


.o2.tc 


Start 


15581 






GI 


none 






Exons 


15581. 


.15841, 15762. 


.15839 


Seq. No. 


16774 






Gene No. 


35395 






start 


23567 






Name 


OJ990517 23.9C10.C40 


. ol . tw 


Start 


15854 






GI 


none 






Exons 


15854. 


.16093, 15855. 


. 16013, 




16122. 


.16424, 16133. 


. 16600, 


Seq. No. 


16774 






Gene No. 


35395 






Start 


23567 






Name 


OJ990517 23.9C10.C40 


,o3. ts 


Start 


16259 






GI 


none 






Exons 


16259. 


.16432, 16386. 


. 16424, 


Seq. No. 


16774 






Gene No. 


35395 






Start 


23567 






Name 


OJ990517 23.9C10.C40 


. o4 . tm 


Start 


16445 






GI 


none 






Exons 


16445. 


.16879, 16518. 


.16670 


Seq. No. 


16774 






bene No. 


35395 






Start 


23567 






Name 


OJ990517 23.9C10.C40 


. o4 . tw 


Start 


16610 






GI 


none 






Exons 


16610. 


.16801, 16610. 


.16801 


Seq. No. 


16774 






Gene No . 


35395 






Start 


23567 






Name 


OJ990517 23.9C10.C40 


. o5 . ts 


Start 


16667 






GI 


none 






Exons 


16667. 


.16915, 16898. 


.17053 


Seq. No. 


16774 






Gene No. 


35395 






Start 


23567 






Name 


OJ990517 23.9C10.C40 


. o5 . tm 


Start 


16997 






GI 


none 






Exons 


16997. 


.17059, 17016. 


.17060, 




17075. 


.17215, 17075. 


.17245, 


Seq. No. 


16774 






Gene No. 


35395 







Method TBLASTX: Cress 
End 15841 
Score 62 



Seq. ID OJ990517_23.9Clp.C40 
Strand 

End 24057 

Method TBLASTX : Wheat 

End 16609 

Score 200 
15871. .16101, 15874. .16071, 
16145. .16609 

Seq. ID OJ990517_23.9C10.C40 
Strand 

End 24057 

Method TBLASTX : Soybean 

End 16657 

Score 38 
16433. .16657, 16536. .16649 

Seq. ID OJ990517_23.9C10.C40 
Strand 

End 24057 

Method TBLASTX : Maize 

End 16879 

Score 82 



Seq. ID OJ990517_23.9C10.C40 
Strand 

End 24057 

Method TBLASTX : Wheat 

End 16801 

Score 186 



Seq. ID OJ990517_23.9C10.C40 
Strand 

End 24057 

Method TBLASTX : Soybean 

End 17053 

Score 88 



Seq. ID OJ990517_23.9C10.C40 
Strand 

End 24057 

Method TBLASTX: Maize 

End 17245 

Score 44 
17023. .17067, 17071. .17214, 
17082. . 17243 

Seq. ID OJ990517_23.9C10.C40 
Strand 



17350 




Start 


23567 


End 


24057 




Name 


OJ990517 23.9C10.C40.o7.gs 


Method 


GENSCAN 




Start 


23567 


End 


24057 




GI 


none 


Score 


.86 




Exons 


23567. .23640, 24048. .24057 








Seq. No. 


^16775 


Seq. ID 


OJ990517_23.9C10 


.C4 3 


Gpne No 


35396 


OLI Cli 1U 






Start 


234 


End 


359 




Name 


OJ990517 23.9C10.C43.~ol.tm 


Method 


TBLASTX: Maize 




Start 


215 


End 


356 




GI 


none 


Score 


131 




Exons 


215. .352, 215. .352, 222. .356 








Seq. No. 


16775 


Seq. ID 


OJ990517_23.9C10 


.C43 


Gpnp No 


35396 








Start 


234 


End. 


359 




Name 


OJ990517 23. 9C10 . C4 3 . ol . gs 


Method 


GENSCAN 




Start 


234 


End 


359 




GI 


none 


Score 


.74 




Exons 


234. .359 








Seq. No". 


16776 


Seq. ID 


OJ990517_23.9C10 


.C44 




35397 


o c rdnQ 


V 




Start 


405 


End 


573 




Name 


OJ990517 23.9C10.C44.ol.gs 


Method 


GENSCAN 




Start 


405 


End 


573 




GI 


none 


Score 


.76 




Exons 


405. .573 








Seq. No. 


16777 


Seq. ID 


OJ990517_23.9C10 


C46 


Gene No. 


35398 


Strand 






Start 


1 


End 


344 




Name 


OJ990517 23.9C10.C46.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


304 




GI 


3738285 


Score 


112 




Exons 


1..27, 118. .304 








GI Descrip. 


(AC005309) unknown protein [Arabidopsis thaliana] 




Seq. No. 


16777 


Seq. ID 


OJ990517_23. 9C10. 


C46 


Gene No . 


35398 


Strand 






Start 


1 


End 


344 




Name 


OJ990517 23. 9C10 . C4 6 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


344 




GI 


none 


Score 


54 




Exons 


1..30, 1..27, 116. .196, 117.. 


197, 209. 


.325, 210. .344 




Seq. No. 


16777 


Seq. ID 


OJ990517_23. 9C10. 


C46 


Gene -No. 


35398 


Strand 






Start" 


1 


End 


344 




Name 


OJ990517 23. 9C10.C46.ol. tw 


Method 


TBLASTX: Wheat 




Start 


74 


End 


304 




GI 


none 


Score 


127 




Exons 


74. .160, 116. .196, 117. .197, 


191. .304, 


206. .277, 210. .293 


Seq. No. 


16777 


Seq. ID 


OJ990517_23. 9C10. 


C46 


Gene No. 


35398 


Strand 







17351 



Start 
Name 
Start 
GI 

Exons 



OJ990517_23. 9C10 . C4 6 . ol . gs 

118 

none 

118. .328 



End 

Method 

End 

Score 



344 

GENSCAN 

328 

.93 



Seq. N.o. t 16778 Seq. ID 

Gene No. " 35399 Strand 

Start 1 End 

Name OJ990517_23 . 9C10 . C4 7 . ol . np Method 

Start 1 End 

GI 6523547 Score 

Exons 1..407 

GI Descrip. (AJ242540) 
carteri f. 



OJ990517_23.9C10.C47 
407 

AAT/NAP 

407 

73 



hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
nagariensis] 



Seq. No. 


16778 








Seq. ID 


OJ990517_23. 


. 9C10 


.C47 


Gene No . 










o Liana 








Start 


1 








End 


407 






Name 


OJ990517 23. 


9C10 


.C47.ol 


.gs 


Method 


GENSCAN 






Start 


228 








End 


350 






GI 


none 








Score 


.4 






Exons 


228. .350 
















Seq. No. 


16779 








Seq.' ID 


^OJ990517_23. 


. 9C10 


.C49 


Gene No . 


JJ4UU 








btrana 


+ 






Start 


262 








End 


457 






Name 


OJ990517 23. 


9C10 


.C49.ol, 


.gs 


Method 


GENSCAN 






Start 


262 








End 


457 






GI 


none 








Score 


.91 






Exons 


262. .457 
















Seq. No. 


16779 








Seq. ID 


OJ990517_23, 


. 9C10 


.C49 


Gene No . 


35401 








C +- v i 

otrdllQ 


+ 






Start 


885 








End 


953 






Name 


OJ990517 23. 


9C10 


.C49.ol 


• gp 


Method 


AAT/GAP 






Start 


885 








End 


953 






GI 


none 








Score 


95 






Exons 


885. .953 
















Seq. No. 


16780 








Seq. ID 


OJ990517_23. 


, 9C10 


.C50 


Gene No. 


35402 








Strand 








Start 


1399 








End 


1961 






Name 


OJ990517 23. 


9C10 


.C50.ol. 


.gs 


Method 


GENSCAN 






Start 


1399 








End 


1961 






GI 


none 








Score 


.61 






Exons 


1399. .1545, 


1814 


. .1961 












Seq. No. 


16781 








Seq. ID 


OJ990517_23. 


, 9C10 


-C51 


Gene No. 


35403 








Strand 








Start 


360 








End 


4664 






Name 


OJ990517 23. 


9C10 


.C51.ol. 




Method 


AAT/GAP 






Start 


360 








- End 


1963 






GI 


none 








Score 


1393 






Exons 


360. .694, 1475..: 


1963 












Seq. No. 


16781 








Seq. ID 


OJ990517_23. 


9C10 


.C51 



17352 



Gene No. 


35403 








Strand 


- 


Start 


360 








End 


4664 




OJ990517 23 


.9C10 


.C51.ol 


.np 


Method 


ZiZiT /MZi P 


Start 


805 








End 


4658 


GI 


4680207 








Score 


887 


Exons 


805.. 956, 1459.. 


2296, 2325.. 


3355, 3856 


. .4658 


GI Descrip. 


(AF114171) < 


disease resistance protein 


RPM1 homolog [Sorghum 




bicolor] 












Seq. No. 


16781 








Seq. ID 


OJ990517_23.9C10.C51 


VJC11C L 1 * vJ • 


35403 








Strand 




Start 


360 








End 


4664 


Name 


OJ990517 23 




. LjI . O 1 


. gs 


Method 


GENSCAN 


Start 


1 A ft ft 








End 


4658 


GI 


none 








Score 


.48 


Exons 


1488. .2268, 


2414 


. .3439, 


3856 


. .4658 




Seq. No. 


16781 








Seq. ID 


OJ990517_23.9C10.C51 


Gene No. 


35403 








Strand 




Start 


360 








End 


4664 


Name 


OJ990517 23 


. 9C10 


.CSl.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2187 








End 


3411 


GI 


none 








Score 


85 


Exons 


2187. .2297, 


2344 


. .2451, 


2713 


..2787, 2818. .2886, 2896. .3222, 




3065. .3244, 


3223 


. .3300, 


3316 


. .3411, 3317. .3397 


Seq. No. 


16781 








Seq. ID 


OJ990517_23.9C10.C51 


Gene No. 


35403 








Strand 




C-f- => V-f" 

oiai L 


360 








End 


4664 


Name 


OJ990517 23 


. 9C10 


.CSl.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2707 








End 


3284 


GI 


none 








Score 


54 


Exons 


2707. .2790, 


2809 


. .2877, 


2815 


..2868, 2905. .3051, 2909. .3055, 




3118. .3201, 


3125 


. .3232, 


3243 


. .3284 




Seq. No. 


16781 








Seq. ID 


OJ990517_23.9C10.C51 


Gene No. 


35403 








Strand 




Start 


360 








End 


4664 


Name 


OJ990517 23 


. 9C10 


,C51.o2 


.gp 


Method ' 


AAT/GAP 


Start 


2793 








End 


3315 


GI 


27741 1.R1084 






Score 


933 



Exons 2793.. 3315 

GI Descrip. ' 4 680207/gb | AAD27570 . 1 | AF114 171_11 7.0e-43 (AF114171) disease 
resistance protein RPM1 homolog [Sorghum bicolor] 1 



Seq. No. 


16781 








Seq. ID 


OJ990517_23.9C10. 


C51 


Gene No. 


35403 








Strand 






Start 


360 








End 


4664 




Name 


OJ990517 23, 


. 9C10 


.CSl.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2912- 








End 


3202 




GI 


none 








Score 


117 




Exons 


2912. .3121, 


2914 


. .3120, 


3124. 


.3201, 3125.. 3202 




Seq. No. 


16781 








Seq. ID 


OJ990517_23. 9C10. 


C51 


Gene No. 


35403 








Strand 






Start 


360 








End 


4664 




Name 


OJ990517 23. 


. 9C10 


.C51 .o2 


.tm 


Method 


TBLASTX: Maize 





17353 



Start 
GI 

Exons 



# 



4146 End 4628 

none Score 4 4 

4146. .4253, 4167. .4220, 4235. .4303, 4236. .4370, 4237. .4314, 

4365.. 4628, 4368.. 4628 



Seq. No. 16781 Seq. ID 

Gene No. 35403 ^, Strand 

Start 360 End 

Name OJ990517_23 . 9C10 . C51 . o2 . tw Method 

Start 4422 End 

GI none Score 

Exons 4422. .4658, 4423. .4647, 4425. .4664 



OJ990517_23.9C10.C51 
4664 

TBLASTX: Wheat 

4664 

89 



Seq. No. 16782 

Gene No/ 35404 

Start 95 

Name OJ990517_23 . 9C10 . C53 . ol . gs 

Start 95 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

95. .284, 428. .506, 631. .735, 1719. .2068, 2274. .2393, 3203. .3274, 
3317. .3375 



OJ990517_23.9C10.C53 
+ 

3375 
GENSCAN 
3375 
.56 



Seq. No. 16782 
Gene No. 35405 - 

Start 4823 

Name OJ990517_23 . 9C10 . C53 . ol . tm 

Start 3689 
GI none 

Exons 3689.. 3787, 3692.. 3748, 3694 

3804. .3866, 3804. .3866, 3808. .3867, 3808. .3867, 3941 
3949. .3969, 3959. .4009, 3965. .4015, 3966. .4022, 4258 
4274. .4354 



Seq. ID OJ990517_23.9C10.C53 
Strand 

4937 

TBLASTX: Maize 
4354 
93 



End " 
Method 
End 
Score 



.3786, 3700.. 3804, 3778. 



.3828, 
,3973, 
,4353, 



Seq. No. 16782 

Gene No. 35405 

Start 4823 

Name OJ990517_23 . 9C10 . C53 . o2 , 

Start 4823 

GI none 

Exons 4823.. 4937 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_23.9C10.C53 

4937 
GENSCAN 
4937 
.58 



Seq. No. 16783 

Gene No. 35406 

Start 597 

Name OJ990517_23 . 9C10 . C54 . o2 . 

Start 586 

GI none 

Exons 586.. 822, 614.. 787, 615. 

Seq. No. 16783 

Gene No. 35406 

Start 597 

Name OJ990517_23 . 9C10 . C54 . ol . 

Start 597 

GI none 

Exons 597.. 631, 683.. 885, 927. 



tm 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_23.9C10.C54 
2569 

TBLASTX: Maize 

924 

223 



,821, 813. .923, 820. .924 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_23.9C10.C54 

2569 
GENSCAN 
2146 
.42 



,1424, 1525. .1723, 1964. .2146 



17354 




Seq. No. 


16783 




Seq. ID 


OJ990517_23.9C10. 


C54 


Gene No. 


35406 




Strand 






btart 


597 




End 


2569 




Name 


OJ990517 23 


.9C10.C54 .ol.np 


Method 


AAT/NAP 




Start 


600 




End 


2569 




GI 


3236254 




Score 


878 




Exons 


600. .853, 881. .1424, 1525. .1722, 2475. 


.2569 




GI Descrip. 


(AC004684) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


16783 




Seq. ID 


OJ990517_23.9C10. 


C54 


Gene No. 


35406 




Strand 






Start 


597 




End 


2569 




Name 


OJ990517_23 


.9C10.C54.ol.tc 


Method 


TBLASTX: Cress 




Start 


Ton 

/o9 




End 


1099 




GI 


none 




Score 


104 




Exons 


789. .923, 3 


11. .924, 908. .1099 


, 912.. 1088 




Seq. No. ' 


16783 




Seq. ID 


OJ990517_23.9C10. 


C54 


Gene No. 


35406 




Strand 






Start 


597 




End 


2569 




Name 


OJ990517_23 


.9C10.C54.ol.gp 


Method 


AAT/GAP 




Start 


7 94 




End 


1215 




GI 


LIB3433-017 


-Q6-K1-C6 


Score 


800 




Exons ' 


794. .1215 










GI Descrip. 


•3236254 1. 


Oe-29 (AC004 684) unknown protein [Arabidopsis 




thaliana]' 1 










Seq. No. 


16783 




Seq. ID 


OJ990517_23.9C10. 


C54 


Gene No . 


35406 




Strand 






Start 


59 / 




End 


2569 




Name 


OJ990517 23 


.9C10.C54 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


1082 




End 


1324 




GI 


none 




Score 


77 




Exons 


1082. .1324, 


1083.. 1217, 1088. 


. 1261 






Seq. No. 


16783 




Seq. ID 


OJ990517_23.9C10. 


C54 


Gene No. 


35406 




Strand 






Start 


cm 

59 / 




End 


2569 




Name 


OJ990517 23 


.9C10.C54 .ol.tm 


Method 


TBLASTX: Maize 




Start 


1100 




End 


-1565 




GI 


none 




Score 


197 




Exons 


1100. .1423, 


1100.. 1426, 1356. 


.1427, 1524. .1565, 1530. .1565 


Seq. No. 


16783 




Seq. ID 


OJ990517_23. 9C10. 


C54 


Gene No. 


35406 




Strand 






Start 


597 




End 


2569 




Name 


OJ990517 23 


.9C10.C54 .o3.tm 


Method 


TBLASTX: Maize 




Start 


1566 




End 


1722 




GI 


none 




Score 


134 




Exons 


1566. .1721, 


1569.. 1721, 1570. 


. 1722 






Seq. No. 


16784 




Seq. ID 


OJ990517_23. 9C10. 


C55 


Gene No. 


35407 




Strand 






Start 


189 




End 


256 




Name 


OJ990517 23 


.9C10.C55.ol.gs 


Method 


GENSCAN 




Start 


189 




End 


256 




GI 


none 




Score 


.54 





17355 




Exons 


189. .256 














Seq. No. 


16785 






Seq. ID 


OJ990517_23 


.9C10, 


.C56 




JJIUO 






O L X dliU 


1 






Start 


92 






End 


334 






Name 


OJ990517 23.9C10.C56 


.ol, 


.gs 


Method 


'GEN SCAN 






Start 


92 






End 


334 






GI 


none 






Score 


.71 






Exons 


92. .179, 198. .334 














Seq. No. 


16786 






Seq. ID 


OJ990517_23, 


.9C10. 


.C57 


Conp No 








jLI a I Id 








Start 


17 






End 


77 






Name 


OJ990517 23.9C10.C57 


.ol. 


gs 


Method 


GENSCAN 






Start 


17 






End 


77 






GI 


none 






Score 


.42 






Exons 


17. .77 














Seq. No. 


16787 






Seq. ID 


OJ990517_23, 


.9C10. 


C58 


Hone No 








Qf ranrl 


T 






Start 


549 






End 


858 






Name 


OJ990517 23.9C10.C58 


.ol. 


gs 


Method 


GENSCAN 






Start 


549 






End 


858 






GI 


none 






Score 


.91 






Exons • ■ 


549. .584, 692. .858 














- 

Seq. No. 


16788 






Seq. ID 


OJ990517_23. 


, 9C10. 


C59 


uCHC ViKJ • 


OJ411 






0 u j_ ano. 


x 






Start 


1059 






End 


1184 






Name 


OJ990517 23.9C10.C59 


.ol. 


gs 


Method 


GENSCAN 






Start 


1059 






End 


1184 






GI 


none 






Score 


.79 






Exons 


1059. .1184 














Seq. No. 


16789 






Seq. ID 


OJ990517_23. 


9C10. 


C60 


f^ps n No 


^4 1 9 






C 4- r~ n t-i <H 


+ 






Start 


269 






End 


3702 






Name 


OJ990517 23.9C10.C60 


.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


263 






End 


830 






GI 


none 






Score 


273 






Exons 


263. .484, 274. .483, 1 


636. 


.830, 


644. .790 








Seq. No. 


16789 






Seq. ID 


OJ990517_23. 


9C10. 


C60 


Gene No. 


35412 






Strand 


+ 






u Lai L 


269 






End 


3702 






Name 


OJ990517 23.9C10.C60 


.ol. 


gs 


Method 


GENSCAN 






Start 


269 






End 


3702 






GI 


none 






Score 


'.8 






Exons 


269. .481, 645. .1029, 


1156. .1246, 1355., 


.1439, 1544.. 


1727, 






2271-,-. 2464, 2629. .2719, 


2846. 


.3040, 3579.. 3702 




Seq. No. 


16789 






Seq. ID 


OJ990517_23. 


9C10. 


C60 


Gene No. 


35412 






Strand 


+ 






Start 


269 






End 


3702 






Name 


OJ990517 23.9C10.C60. 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


636 






End 


2437 






GI 


none 






Score 


182 







17356 




Exons 


636.. 758, 639.. 752, 644 


. .760, 


752. .847, 753. .848, 755. .853, 




756. .872, 851. .1024, 903. .1025, 1161.. 


1247, 1164. .1247, 




1327. .1440, 


1329. 


.1454, 


1329. 


.1430, 1352. .1441, 1531. .1716, 




1538. .1717, 


1542. 


.1739, 


2194. 


.2436, 2195.. 2437 


Seq. No. 


16789 








otr m . x u 


n.TQQnsii o~k an n r^n 




35412 








oci. a 1 i\J. 




Start 


269 








Hil Id 


O f U £. 


Name 


OJ990517 23 


.9C10. 


C60.ol 


• gp 


Lit: LHUU 




Start 


767 








End 


1399 


GI 


428626 








Score 


754 


Exons 


767. .1029, 


1156. . 


1246, 


1355. . 


1399 




Seq. No. 


16789 








Seq. ID 


OJ990517_23 . 9C10 . C60 


Gene No. 


35412 








Strand 


+ 


Start 


269 








End 


3702 


Name 


OJ990517 23 


. 9C10. 


C60.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


900 








End 


2365 


GI 


none 








Score 


123 


Exons 


900. . 1025, 


1152. . 


1247, 


1172. . 


1246, 1332. .1460, 1352. .1447, 




1531. .1713, 


1538. 


. 1732, 


2198. 


.2272, 2206. .2271, 2324. .2365, 




2332. .2361 












Seq. No. 


X \J f O .7 








Seq. ID 


OJ990517_23.9C10.C60 


Gene No. 


35412 








Strand 


+ 


Cf 3r f 
OLal l 


269 








End 


3702 


Name 


OJ990517 23 


. 9C10. 


C60.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2628 








End 


3016 


GI 


none 








Score 


143 


Exons 


2628. .2720, 


2629. 


.2724, 


2839. 


.2943, 2844. .2942, 2944. .3015, 




2945. .3016 












Seq. No. 


16789 








Seq. ID 


OJ990517_23.9C10.C60 




35412 








Strand 


+ 


Start 


269 








End 


3702 


Name 


OJ990517 23 


. 9C10. 


C60.O3 


.ts 


Method 


TBLASTX: Soybean 


Start 


2629 








End. 


2974 


GI 


none 








Score 


95 


Exons 


2629. .2721, 


2824. 


.2943, 


2844. 


.2942, 2944. .2970, 2945. .2974 


Seq. No. 


1 6789 








Seq. ID 


OJ990517_23.9C10.C60 


Gene ' No . 


35412 








Strand 


+ 


JLdl L 


269 








End 


3702 


Name 


OJ990517 23 


. 9C10. 


C6O.0I 


. tc 


Method 


TBLASTX: Cress 


Start 


2662 








End 


3013 


GI 


none 








Score 


77 


Exons 


2662. .2724, 


2667. 


.2720, 


2836. 


.2943, 2844. .2936, 2947. .2982, 




2948. .3013 












Seq. No. 


16790 








Seq. ID 


OJ990517_23.9C10.C61 


Gene No. 


35413 








Strand 




Start 


154 








End 


334 


Name 


OJ990517 23 


. 9C10. 


C6I.0I 


.gs 


Method 


GENSCAN 


Start 


' 154 






End 


334 


GI 


none 








Score 


.55 



Exons 154 . . 334 



17357 



Seq. No. 16791 

Gene No. 35414 

Start 1 

Name OJ990517_23. 9C10 .C62 .ol.np 

Start 1 

GI 6721517 

Exons 1 . . 691 

GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID OJ990517_23.9C10.C62 

Strand 

End 691 

Method AAT/NAP 

End 691 

Score 506 



Seq. No. 16791 

Gene No. 35414 

Start 1 

Name OJ990517_23 . 9C10 . C62 . ol . tw 

Start 323 

GI none 

Exons 323.. 544, 348.. 548 



Seq. ID OJ990517_23.9C10.C62 
Strand 

End 691 

Method TBLASTX : Wheat 

End 548 

Score 130 



Seq. No. 16791 ' 

Gene No. 35414 '" 

Start 1 

Name OJ990517_23 . 9C10 . C62 . ol . gs 

Start 379 

GI none 

Exons 379.. 682 



Seq. ID OJ990517_23.9C10.C62 
Strand 

End 691 

Method GENSCAN 

End 682 

Score .44 



Seq. No. 16792 

Gene No. 35415 

Start 1 

Name OJ990517_23 . 9C10 . C63 . ol . np 

Start 1 

GI 4680207 

Exons 1. . 923 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. ID OJ99O517_23.9C10.C63 
Strand 

977 

AAT/NAP 
923 
487 



End 

Method 

End 

Score 



Seq. No. 16792 

Gene No. 35415 

Start 1 

Name OJ990517_23 . 9C10 . C63 . ol . tm 

Start 273 

GI none 
Exons 



Seq. ID OJ990517_23.9C10.C63 
Strand 

End 977 ' : 

Method TBLASTX : Maize 

End 850 

Score 54 



273. .356, 366. .443, 381. .434, 471. .617, 475. .621, 684. .767, 
691. .798, 809. .850 



Seq. No. 16792 

Gene No. 35415 

Start 1 

Name . OJ990517_23 . 9C10 . C63 . ol . ts 

Start 279 

GI none 
Exons 



Seq. ID OJ990517_23.9C10.C63 
Strand 

End 977 

Method TBLASTX : Soybean 

End 97 7 

Score 85 



279. .353, 375. .452, 462. .788, 631. .810, 789. 
883. .963 



J66, 882. .977, 



Seq. No. 16792 

Gene No. 35415 

Start 1 

Name OJ990517__23 . 9C10 . C63 . ol . gp 



Seq. ID OJ990517_23.9C10.C63 
Strand 

End 977 

Method AAT/GAP 



17358 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



356 End 881 

27741_1.R1084 Score 944 

356. .881 

■4680207/gb|AAD27570.1|AF114171_ll 7.0e-43 (AF114171) disease 
resistance protein RPM1 homolog [Sorghum bicolor] ' 



' 16792 
35415 
1 

OJ990517_23. 9C10.C63.ol.tw 

478 

none 



Seq. ID OJ990517_23.9C10.C63 

Strand 

End 977 

Method TBLASTX : Wheat 

End 7 68 

Score 118 



478. .687, 480. .686, 690. .767, 691. .768 



Seq. No. 16793 

Gene No. 35416 

Start 202 

Name OJ990517_23 . 9C10 . C64 . ol . tm 

Start 2 

GI none 

Exons 2.. 52, 3.. 50, 110. .166, 121. 
370. .426 



OJ990517_23.9C10.C64 
632 

TBLASTX: Maize 

426 

75 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,156, 163. .291, 164. .409, 201. .425, 



Seq. No. 16793 Seq. ID- 
Gene No. 35416 Strand 
Start 202 • End 
Name OJ990517_23 . 9C10 . C64 . ol . gp Method 
Start 202 End 
GI none Score 
Exons 202.. 632 



OJ990517_23.9C10.C64 
632 

AAT/GAP 

632 

846 



Seq. No. 16794 
Gene No. 35417 
Start 2581 

Name OJ990527_23 . 9C10 . CI . ol . gs 

Start 2581 
GI none 
Exons 2581.. 2 

4694. .4 

6980. .7 

9748. . 1 



Seq. ID OJ990527_23.9C10.C1 



680, 3571. .3692, 4164. 

855, 5516. .5754, 6157. 

192, 7431. .7560, 7820. 
0263 



Strand 
End 

Method 
End 
Score 

.4341, 4369 
.6203, 6343 



+ 

10263 
GENSCAN 
10263 
.68 

4494, 4633. 
6382, 6490. 



.8007, 8295. .8498, 8545. 



,4680, 
, 6690, 
,8835, 



OJ990527_23.9C10.C1 
+ 



Seq. No. 16794 - Seq. ID 

Gene No. 35417 Strand 

Start 2581 End 10263 

Name OJ990527_23 . 9C10 . CI . ol . gp Method AAT/GAP 

Start 5339 End 7330 

GI 6239_1 . R1084 Score 1359 

Exons ■ 5339. . 5483, 5606.. 5,716,. 6157 

6980. .7192, "7281. .7330 
GI Descrip. f 2688822 4.0e-31 (U93272) pyrophosphate-dependent 

phosphof ructo-l-kinase [Prunus armeniaca] 1 



6203, 6343.. 6382, 6490.. 6690, 



Seq. No. 16794 Seq. ID 

Gene No. 35417 Strand 

Start 2581 End 

Name OJ990527_23 . 9C10 . CI . ol . np Method 



OJ990527_23.9C10.C1 
+ 

10263 
AAT/NAP 



17-359 



Start 
GI 

Exons 

GI Descrip. 



6122 End 8818 

4539423 Score 1450 

6122. .6213, 6298. .6382, 6490. .6694, 6940. .7192, 7281. .7349, 
7431. .7560, 7654. .7694, 7783. .8007, 8295. .8498, 8621. .8818 
(AL04 9171 ) pyrophosphate-dependent phosphof ructo-l-kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16794 Seq. ID 

35417 Strand 
2581 End 10263 

OJ990527_23 . 9C10 . CI . o2 . gp Method AAT/GAP 

7509 End 7980 

568982 Score 519 

7509. .7560, 7654. .7694, 7783. .7980 
2688822 4.0e-31 (U93272) pyrophosphate-dependent 
phosphof ructo-l-kinase [Prunus armeniaca] 



OJ990527_23.9C10.C1 
+ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16794 Seq. ID 

35417 Strand 
2581 End 
OJ990527_23 . 9C10 . CI . o3 . gp Method 
8390 End 
1142_1.R1084 Score 
8390. .8498, 8621. .9103 

'2688822" 4 . 0e-25 (U93272) pyrophosphate-dependent 
phosphof ructo-l-kinase [ Prunus armeniaca] T 



OJ990527_23.9C10.C1 
+ 

10263 
AAT/GAP 
9103 
1156 



Seq. No. 16794 

Gene No. 35418 

Start 20229 

Name OJ990527_23 . 9C10 . CI . o4 . gs 

Start 20229 

GI none 

Exons 20229. .20269, 2064 4 20731, 
21893. .22091, 22749.-22797 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_ 
+ 

22797 
GEN SCAN 
22797 
.55 



23.9C10.C1 



21296. .21406, 2 164 7 21878 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16794 Seq. ID OJ990527_23 . 9C10 . CI 

35419 Strand 

9703 End 16700 

OJ990527_23 . 9C10 . CI . o4 . gp Method AAT/GAP 

9703 End 10941 

70192_1.R1084 Score 1313 

9703.. 10132, 10258. .10330, 10650 .. 107 67 , 10853.. 10941 

1 3643610 6.0e-60 (AC005395) putative serine/threonine protein 

kinase [Arabidopsis thaliana] ' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



16794 
35419 
9703 .. 

OJ990527_23.9C10.Cl.o2.np 

10034 

3643610 

10034. .10132, 10258. .10330, 
11070. . 11165, 11256. .11351, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_23.9C10.C1 

16700 
AAT/NAP 
12716 
1073 



10650. .10767, 10853. . 10949, 
11445. .11591, 12597. .12716 



(AC005395) putative protein kinase [Arabidopsis thaliana] 



16794 



Seq. ID OJ990527_23. 9C10.C1 



17360 




Gene No. 


35419 




Strand 




Start 


9703 




End 


16700 


Name 


OJ990527 23.9C10.C1. 


o2 . gs 


Method 


GEN SCAN 


Start 


10521 




End 


16700 


GI 


none 




Score 


.67 


Exons 


10521. .10548, 10650. 


.10767, 


10853. . 10949, 11070 .. 11165, 




11256. .11388, 11461. 


.11591, 


12679. . 12707, 13302 .. 13492, 




13514. .13698, 14675. 


.14803, 


15855. .15943, 16556. .16700 


Seq. No. 


16794 




Seq. ID 


OJ990527_23.9C10.C1 


Gene No. 


35419 




Strand 




Start 


9703 




End 


16700 


Name 


OJ990527 23.9C10.C1. 


o5.gp 


Method 


AAT/GAP 


Start 


11253 




End 


13413 


GI 


23269 1.R1084 




Score 


779 


Exons 


11253. .11351, 11445. 


.11591, 


12597. .12707, 13302. .13413 


GI Descrip. 


M883605/gb|AAD31574 


1.1IAC006922 6 7 . Oe 


-23 (AC006922) putative 




transcription factor [Arabidopsis thaliana] 1 


Seq. No. 


16794 




Seq. ID 


OJ990527_23. 9C10.C1 


Gene No. 


35420 




Strand 




Start 


17843 




End 


18813 


Name 


OJ990527 23.9C10.C1. 


o3 .gs 


Method 


GENSCAN 


Start 


17843 




End 


18813 


GI 


none 




Score 


.85 


Exons 


17843.. 18371, 18448. 


. 18577, 


18678. .18813 


Seq. No. 


16794 




Seq. ID 


OJ990527_23.9C10.C1 


Gene No. 


35420 




Strand 




Start 


17843 




End 


18813 


Name 


OJ990527 23.9C10.C1. 


o6.gp 


Method 


AAT/GAP 


Start 


18135 




End 


18578 


GI 


2427551 




Score 


625 


Exons 


18135. .18371, 18448. 


.18578 






GI Descrip. 


4883605/gb|AAD31574. 


1IAC006922 6 7 . Oe- 


23 (AC006922) putative 




transcription factoi 


: [Arabidopsis thaliana] 


Seq. No. 


16794 




Seq. ID 


OJ990527_23. 9C10.C1 


Gene No. 


35420 




Strand 




0 4--! -w~ 4- 

bt art 


17843 




End 


18813 


Name 


OJ990527 23.9C10.C1. 


o3.np 


Method 


AAT/NAP 


Start 


18283 




End 


18813 


GI 


3941448 




Score 


404 


Exons 


18283. .18371, 18448. 


.18577, 


18678. .18813 


GI Descrip. 


(AF062878) putative 


transcription factor [Arabidopsis thaliana] 


Seq. No. 


16794 




Seq. ID 


OJ990527_23.9C10.C1 


Gene No. 


35421 




. Strand 




Start 


23452 




End 


26011 


Name 


OJ990527 23.9C10.C1. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


5642 




End 


8009 


GI 


none 




Score 


108 


Exons 


5 642. .5716, 6142. . 6204, 6331 


..6393, 6332. .6394, 6487. .6690, 



6492. .6689, 6926. .7204, 6979. .7176, 6993. .7229, 7066. .7227, 

7260. .7349, 7275. .7355, 7280. .7351, 7429. .7560, 7431. .7562, 

7431. .7562, 7439. .7564, 7649. .7702, 7650. .7700, 7663. .7701, 

7745. .7990, 7756. .7989, 7782. .8009, 7783. .8007 



17361 



Seq. No. 16794 

Gene No. 35421 

Start 23452 

Name OJ990527_23 . 9C10 . CI . o2 . tc 

Start 5642 

GI none 

Exons 5642. .5716, 
6487. .6690, 



6142. .6204, 6147. 
6489. . 6689 



Seq. ID OJ990527_23.9C10.C1 
Strand 

End 26011 

Method TBLASTX : Cress 

End 6690 

Score 101 

.6203, 6323..6394, 6331.. 6381, 



Seq. No. 16794 
Gene No. 35421 
Start 23452 

Name OJ990527_23 . 9C10 . CI . ol . tm 

Start 6499 
GI none 

Exons 6499.. 6582, 6501.. 6575, 6597. 

6950.. 7192, 6977.. 7174, 6982, 
7275. .7355, 7431. .7562, 7434. 
7748. .7990, 7773. .7991, 7783. 
8450. .8497, 8451. .8498, 8620. 



Seq. ID OJ990527_23. 9C10.C1 
Strand 

End 26011 
Method TBLASTX : Mai ze 
End 8710 
Score 116 

.6686, 6598.. 6690, 6598.. 6690, 
.7206, 6982. .7176, 7257. .7349, 
.7559, 7649. .7702, 7650. .7700, 
.8007, 8307. .8447, 8324. .8446, 
.8703, 8621. .8710, 8639. .8707 



Seq. No. 


16794 






Gene No. 


.. 35421 






Start 


23452 






Name 


OJ990527 23 


.9C10 


.Cl.p3. 


Start 


6926 






GI 


none 






Exons 


6926. .7204, 


6979 


. .7179, 


Seq. No. 


16794 






Gene No. 


35421 






Start 


23452 






Name 


OJ990527 23 


. 9C10 


.Cl.ol. 


Start 


7298 






GI 


none 






Exons 


7298. .7351, 


7299 


. .7355, 




7520. .7561, 


7649 


. .7702, 




7782. .7952, 


7783 


. .7953, 


Seq. No. 


16794 






Gene No. 


35421 






Start 


23452 






Name 


OJ990527 23 


. 9C10 


.Cl.o5. 


Start 


7413 






GI 


none 






Exons 


7413. .7562, 


7430 


. .7561, 




7782. .7892, 


7783 


. .7890 


Seq. No. 


16794 






Gene No. 


35421 






Start 


23452 






Name 


OJ990527 23 


. 9C10 


.Cl.o4. 


Start 


8289 






GI 


none 






Exons 


8289. .8510, 


8294 


. . 8494, 



Seq. ID OJ990527_23.9C10.C1 
Strand 

End 26011 

tc Method TBLASTX : Cress 

End 7328 

Score 322 
7068.. 7193, 7269.-7325, 7275.. 7328 

Seq. ID OJ990527_23.9C10.C1 
Strand 

End 26011 
tw Method TBLASTX : Wheat 

End 7953 

Score 90 
7299. .7352, 7431. .7535, 7431. .7529, 
7650. .7700, 7654. .7701, 7773. .7952, 
7783. .7953 . 

Seq. ID OJ990527_23.9C10.C1 
Strand 

End 26011 

tc Method TBLASTX : Cress 

End 78 92 

Score 177 
7649. .7702, 7650. .7700, 7782. .7886, 



Seq. ID OJ990527_23. 9C10.C1 
Strand 

End 26011 

ts Method TBLASTX : Soybean 

End 8710 

Score 297 
8623.. 8703, 8624.. 8710 



17362 




Seq. No. 


16794 






Seq. ID 


OJ990527 


_23.9C10 


.CI 


Gene No . 


35421 






Strand 








Start 


23452 






End 


26011 






Name 


OJ990527 23.9C10.C1 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


8413 






End 


8710 






GI 


none 






Score 


76 . 






Exons 


8413. . 


8496, 8414. .8 


509, 8415 


I..8498, 8620. .8703, 


8621. .8710 


Seq. No. 


16794 






Seq. ID 


OJ990527 






Gene No. 


35421 






Strand 








Start 


23452 






End 


26011 






Name 


OJ990527 23.9C10.C1 


. o4 . tm 


Method 


TBLASTX : 


• * 
Mai ze 




Start 


10001 






End 


10760 






GI 


none 






Score 


144 






Exons 


10001. 


.10021, 10025 


. .10135, 


10029. . 10151, 10255 








10262. 


.10333, 10288 


. .10335, 


10636. .10755, 10638 


. .10760, 






10649. 


.10759 












Seq. No. 


16794 






Seq. ID 


OJ990527 


_23.9C10 


.CI 


Gene No. 


35421 






Strand 








Start 


23452 






End 


26011 






Name 


OJ990527 23.9C10.C1 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


10679 






End 


12704 






GI 


none 






Score 


102 






Exons 


10679. 


.10768, 10680 


. .10769, 


10854 . .10952, 10854 


. .10952, 






10855. 


.10956, 11068 


. .11160, 


11070. .11165, 11077 


. .11160, 






11255. 


.11317, "11256 


. .11354, 


11257. .11349, 11441 


. .11590, 






11445. 


.11615, 11450 


. .11614, 


12592. .12678, 12600 


. .12704 





Seq. No. 16794 
Gene No. 35421 
Start 23452 

Name OJ990527_23 . 9C10 . CI . o2 . tm 

Start 10873 
GI none 
Exons 10873 . 

11239. 

11439. 

12591. 



.10950, 10875, 

.11352, 11256, 

.11615, 11441, 

.12707, 12592, 



,10952, 
,11354,. 
,11593, 
,12735 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11070 

11257 



OJ990527 23.9C10.C1 



26011 

TBLASTX : Maize 
12735 
114 

11165, 11071. .11163, 
11355, 11425. .11592, 



114 4 5. .11615, 12588. .12698, 



Seq. No. 16794 Seq. ID 

Gene No. 35421 Strand 

Start 23452 End 

Name OJ990527_23 . 9C10 . CI . o4 . tc Method 

Start 11280 End 

GI none Score 

Exons 11280. .11354, 11284. .1134 6, 11444. 

11447. .11563, 12592. .12684, 12597. 



11596, 
12683 



OJ990527_23.9C10.C1 
26011 

TBLASTX: Cress 

12684 

56 

11445. . 11615, 



Seq. No. 16794 

Gene No. 35421 

Start 23452 

Name OJ990527_23 . 9C10 . CI . ol . tc 

Start 18290 

GI none 
Exons 



Seq. ID OJ990527_23. 9C10.C1 
Strand 
End 

Method 
End 
Score 



26011 

TBLASTX: Cress 

18816 

65 



18290. .18382, 18300. .18371, 18447 .. 18581, 18676 .. 18816, 
18677. .18814 



17363 



Seq. No. 16794 

Gene No. 35421 

Start 23452 

Name OJ990527_23 . 9C10 . CI . o3 . ts 

Start 18290 

GI none 

Exons 18290. . 18382, 18297 .. 18374 , 
18676. .18813, 18677. .18814 



Seq. ID OJ990527_23.9C10.C1 
Strand 

End 26011 

Method TBLASTX : Soybean 

End 18814 

Score 76 
18439. .18525, 1844 7. .18578, 



Seq. No. 16794 

Gene No. 35421 

Start 23452 

Name OJ990527_23 . 9C10 . CI . o3 . tm 

Start 18290 

GI none 

Exons 18290. . 18382, 18300 .. 18374 , 
18 682. . 18813, 18683. . 18814 



Seq. ID OJ990527_23.9C10.C1 
Strand 

End 26011 

Method TBLASTX : Mai ze 

End 18814 

Score 84 
18415. .18525, 184 47. .18581, 



Seq. No. 16794 

Gene No. . 35421 

Start 23452 

Name OJ990527_23 . 9C10 . CI . o2 . tw- 

Start 18299 

GI none 

Exons 18299. . 18382, 18300 .. 18374 , 
18677. .18814 



Seq. ID OJ990527_23. 9C10.C1 
Strand 

End 26011 

Method TBLASTX : Wheat 

End 18814 

Score 88 
18447. .18581, 1867 6 ... 18813, 



Seq. No. 16794 

Gene No. 35421 

Start 23452 

Name OJ990527_23 . 9C10 . CI . o5 . gs 

Start 23452 

GI none 

Exons 23452. .23618, 24295 .. 244 07 , 
25351. .25498, 25838.. 26011 



Seq. ID OJ990527_23. 9C10.C1 
Strand 

End 26011 

Method GENSCAN 

End 26011 

Score .66 
24557. .24815, 25003 .. 25182, 



Seq. No. 16795 

Gene No. 35422 

Start 1260 

Name OJ990527_23 . 9C10 . C2 . ol . gs 

Start 1260 

GI none 

Exons 1260.. 1479, 1481.. 1587, 17 



82. 



Seq. ID OJ990527_23.9C10.C2 
Strand 

End 1955 

Method GENSCAN 

End 1955 

Score .58 
.1955 



Seq. No. 16796 

Gene No. 35423 

Start 181 

Name OJ990527_23 . 9C10 . C3 . ol . gs 

Start 181 

GI none 

Exons 181.. 254, 1144.. 1202 



Seq. ID OJ990527_23. 9C10.C3 

Strand + 

End 1202 

Method GENSCAN 

End 1202 

Score .55 



Seq. No. 16796 

Gene No. 35424 

Start 2076 

Name OJ990527_23 . 9C10 . C3 . ol . np 



Seq. ID OJ990527_23. 9C10.C3 

Strand + 

End 8172 

Method AAT/NAP 



17364 



Start 2076 End 8136 

GI 5922631 Score 6649 

Exons 2076.. 2200, 2459.. 2703, 2953.. 3155, 3201.. 3772, 3815.. 3966, 

4093.. 5016, 5609.. 8136 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gil 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


16796 




Seq. ID 


OJ99052 


Gene No. 


35424 




Strand 


+ 


Start 


2076 




End 


8172 


Name 


OJ990527 23. 


9C10.C3.o2.gs 


Method 


GENSCAN 


Start 


2076 




End 


8172 


GI 


none 




Score 


.87 


Exons 


Om C cnfiQ 
^U/D. .DUUo, 


CIAC CQTQ Cy|C1 


..6082, 6233.. 8172 


Seq. No. 


16796 




Seq. ID 


OJ99052 


Gene No. 


35425 




Strand 


+ 


Start 


18696 




End 


19004 


Name 


OJ990527 23. 


9C10.C3.ol.gp 


Method 


AAT/GAP 


Start 


18696 




End 


19004 


GI 


none 




Score 


526 


Exons 


18696. .19004 








Seq. No. 


16796 




Seq. ID 


OJ99052' 


Gene No. 


35426 




Strand 




Start 


8489 




End 


16285 


Name 


OJ990527 23. 


9C10.C3.o3.gs 


Method 


GENSCAN 


Start 


8489 




End 


16285 


GI 


none 




Score 


.5 


Exons 


8489. .8937, 


9010.. 9114, 9186 


..9299, 9438.. 9638, 




10529. . 11454 


, 11939. .11967, 


16182. . 16285 


Seq. No. 


16796 




Seq. ID 


OJ99052' 


Gene No. 


35426 




Strand 




Start 


8489 




End 


16285 


Name 


OJ990527 23. 


9C10.C3.o2.np 


Method 


AAT/NAP 


Start 


8492 




End 


11413 


GI 


6691716 




Score 


2378 


Exons 


8492. .8937, 


9010.. 9114, 9264 


..9375, 9451. .9645, 




10153. .10327 


, 10525. .11413 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 



gil 6691717 | dbj IBAA8 9397.1 | (AP000570) 
[Oryza sativa] 



9822. .10071, 



hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16796 ' 

35427 

18303 

OJ990527 

18303 

none 



23. 9C10.C3.o4.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_23.9C10.C3 

19258 
GENSCAN 
19063 
.45 



18303. .18387, 18418. .18 664, 18 991. .19063 



17365 



Seq. No. 


16796 


Seq. ID 


OJ990527_23.9C10 


.C3 


Gene No. 


35427 


Strand 






Start 


18303 


End 


19258 




Name 


OJ990527 23.9C10.C3.o2.gp 


Method 


AAT/GAP 




Start 


18872 


End 


19258 




GI 


uC-osflcypl77b01bl 


Score 


589 




Exons 


18872. .19258 








GI Descrip. 


'4191791 3.0e-29 (AC005917) putative : 


sf21 {Helianthus annuus ' 




protein [Arabidopsis thaliana 


] ' 






Seq. No. 


16796 


Seq. ID 


OJ990527_23.9C10 


.C3 


Gene No . 




Strand 






Start 


19431 


End 


20694 




Name 


OJ990527 23.9C10.C3.o8.tw 


Method 


TBLASTX: Wheat 




Start 


3377 


End 


3779 




GI 


none 


Score 


272 




Exons 


3377.. 3646, 3378.. 3779 








Seq. No. 


16796 


Seq. ID 


OJ990527_23.9C10 


.C3 


Gene No . 


Jo4 Zo 


Strand 






Start 


19431 


End 


20694 




Name 


OJ990527 23.9C10.C3.o7.tw 


Method 


TBLASTX: Wheat 




Start 


4356. 


End 


4813 




GI 


none 


Score 


149 




Exons 


4356. .4532, 4577. .4813, 4581. 


.4811 






Seq. . No. 


16796 


Seq. ID 


OJ990527_23.9C10. 


.C3 


Gene No . 


"3 EL A O Q 


Strand 






Start 


19431 


End 


20694 




Name 


OJ990527 23.9C10.C3.o8.tm 


Method 


TBLASTX: Maize 




Start 


4664 


End 


4856 




GI 


none 


Score 


184 




Exons 


4664. .4810, 4665. .4856 








Seq. No. 


16796 


Seq. ID 


OJ990527_23.9C10. 


.C3 


bene wo . 




Strand 






Start 


19431 


End 


20694 




Name 


OJ990527 23. 9C10 . C3 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


5033 


End 


5462 




GI 


none 


Score 


470 




Exons 


5033. .5446, 5034. .5462, 5061.. 


.5462 






Seq. No. 


16796 


Seq. ID 


OJ990527_23.9C10. 


.C3 


bene wo. 


35428 


Strand 






Start 


19431 


End 


20694 




Name 


OJ990527 23.9C10.C3.o4.ts 


Method 


TBLASTX: Soybean 




Start 


5073 


End 


5438 




GI 


none 


Score 


139 




Exons 


5073. .5297, 5304. .5438 








Seq. No. 


16796 


Seq. ID 


OJ990527_23.9C10. 


,C3 


Gene No. 


35428 


Strand 






Start 


19431 


End 


20694 




Name 


OJ990527 23. 9C10.C3.o4 . tm 


Method 


TBLASTX: Maize 




Start 


5163 


End 


5505 




GI 


none 


Score 


309 




Exons 


5163. .5447, 5204. .5431, 5436.. 


5495, 5461.. 5505 





17366 



Seq. No. 16796 Seq. ID 

Gene No. 35428 Strand 

Start 19431 End 

Name OJ990527_23 . 9C10 . C3 . ol2 . tw Method 

Start 5464 End 

GI none Score 

Exons 5464.. 5589, 5469.. 5588 



OJ990527_23.9C10.C3 
20694 

TBLASTX: Wheat 

5589 

177 



oeq . ino . 


10/30 








C* y\ « TH 

beq. ID 


OJ990527 23.9C10 


.C3 


Gene No. 


35428 








Strand 






Start 


19431 








End 


20694 




Name 


OJ990527 23. 


9C10 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5590 








End 


6014 




GI 


none 








Score 


442 




Exons 


5590. .6000, 


5634 


. .6014 










Seq. No. 


16796 








Seq. ID 


OJ990527_23. 9C10, 


.C3 


Gene No. 










Strand 






Start 


19431 








End 


20694 




Name 


OJ990527 23. 


9C10, 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5668 








End 


6069 




GI 


none 








Score 


305 




Exons 


5668. .6069, 


5685, 


. .5828, 


5865. 


.5996 






Seq. No. 


16796 








Seq. ID 


OJ990527_23. 9C10. 


■ C3 


Gene No. 


35428 








Strand 






Start 


19431 








End 


20694 




Name 


OJ990527 23. 


9C10. 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5736 








End 


6180 




GI 


none 








Score 


275 




Exons 


5736. .5990, 


5737. 


. .5991, 


5761. 


.5991, 5983. .6156, 6012. .6143, 




6154 . . 6180 














Seq. No. 


16796 








Seq. ID 


OJ990527_23. 9C10. 


C3 


Gene No . 


. 35428 








Strand 






Start 


19431 








End 


20694 




Name 


OJ990527 23. 


9C10. 


C3.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


6018 








End 


6304 




GI 


none 








Score 


271 




Exons 


6018. .6095, 


6019. 


.6300, 


6028. 


.6303, 6206.. 6304 





Seq. No. 


16796 








Seq. ID 


OJ990527_23.9C10, 


.C3 


Gene No. 


35428 








Strand 






Start 


19431 








End 


20694 




Name 


OJ990527 23, 


. 9C10. 


.C3.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


6295 








End 


6683 




GI 


none 








Score 


86 




Exons 


6295. .6399, 


6303. 


, .6683, 


6439. 


.6681 






Seq. No. 


16796 








Seq. ID 


OJ990527_23. 9C10. 


■ C3 


Gene No. 


35428 








Strand 






Start 


19431 








End 


20694 




Name 


OJ990527 23. 


, 9C10. 


,C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6304 








End 


6726 




GI 


none 








Score 


414 




Exons 


6304. .6726, 


6312. 


.6716 











17367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16796 
35428 
19431 

OJ990527_23. 

.6556 

none 

6556.. 6810 

16796 
35428 
19431 

OJ990527_23. 

6742 

none 

6742. .6876, 

16796 
35428 
19431 

OJ990527_23. 

7015 

none 

7015. .7362, 

'16796 
35428 
19431 

OJ990527_23. 
7044 
none 

7044 . .7355, 

16796 
35428 
19431 

OJ990527_23. 
7503 
none 

7503. .7610, 

16796 
35428 
19431 

OJ990527_23. 
7546 
none 

7546. .7824, 

16796 
35428 
19431 

OJ990527_23. 
7888 
none 

7888. .8040, 



9C10.C3.o6.tm 



9C10.C3.oll. tw 



6901. .7041 



9C10.C3.o2.tm 



Seq. ID OJ990527_23.9C10.C3 
Strand 

End 20694 

Method TBLASTX : Mai ze 

End 6810 

Score 193 



Seq. ID OJ990527_23.9C10.C3 
Strand 

End 20694 

Method TBLASTX : Wheat 

End 7041 

Score 130 



Seq. ID OJ990527_23.9C10.C3 
Strand 

End 20694 

Method TBLASTX : Mai ze 

End 7401 

Score 437 



7038. .7349, 7047. .7373, 7353. .7400, 7354. .7401 



9C10.C3.o3.tw 
7045. .7431, 7240. 

9C10.C3.o7.tm 
7504.. 7602, 7593. 

9C10.C3.o5.tw 
7566.-7655, 7701. 

9C10.C3.o5.tm 
8019. .8123, 8020. 



Seq. ID OJ990527_23.9C10.C3 
Strand 

20694 

TBLASTX: Wheat 
7431 
420 



End 

Method 
End 
Score 
.7431 



Seq. ID OJ990527_23.9C10.C3 
Strand 

End 20694 

Method TBLASTX : Mai ze 

End 7776 

Score 8 9 
.7667, 7597. .7680, 7690. .7776 

Seq. ID OJ990527_23. 9C10.C3 
Strand 

End 20694 

Method TBLASTX : Wheat 

End 8160 

Score . 276 

.7808, 787-9.. 8037, 8023.. 8160 

Seq. ID 'bj990527_23.9C10.C3 
Strand 

End 20694 

Method TBLASTX : Maize 

End 8123 

Score 152 
,8121 



17368 



Seq. No. 16796 Seq. ID 

Gene No. 35428 Strand 

Start 19431 End 

Name OJ990527_23 . 9C10 . C3 . olO . tw Method 

Start 11003 End 

GI none Score 

Exons 11003. . 11293 



OJ990527_23.9C10.C3 
20694 

TBLASTX: Wheat 

11293 

221 



Seq. No. 16796 
Gene No. 35428 
Start 19431 

Name OJ990527_23 . 9C10 . C3 . ol . tm 

Start 19428 
GI none 
Exons 19428, 

19575. 

19771. 

19855. 

19957. 

20433. 



. 19475, 
.19646, 
. 19866, 
,19941, 



19429. 
19627. 
19776. 
19856. 



.20022, 20013. 
.20495, 20439. 



.19497, 
.19656, 
.19823, 
.19942, 
.20363, 
.20495, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19480 

19632 

19777 

19956 

20025 

20523 



OJ990527 23.9C10.C3 



20694 

TBLASTX: Maize 
20655 
56 

19569, 19482. .19598, 
19658, 19686. .19718, 
19860, 19822. .19860, 
19997, 19956. .20027, 
20066, 20029. .20364, 
20606, 20533.. 20655 



Seq. No. 16796 

Gene No. 35428 

Start 19431 

Name OJ990527_23 . 9C10 . C3 . ol . ts 

Start 19431 

GI none 
Exons 



Seq. ID OJ990527 23.9C10.C3 



Strand 
End 

Method 

End 

Score 



20694 

TBLASTX: Soybean 

20363 

390 



19431. . 19589, 19974 .. 20006, . 2004 3 .. 20363 , 20044.. 20361 



Seq. No. 16796 Seq. ID 

Gene No. 35428 Strand 

Start 19431 End 

Name OJ990527_23 . 9C10 .C3 . o5 . gs Method 

Start 19431 End 

GI none Score 

Exons 19431. .20588 



OJ990527_23.9C10.C3 

20694 
GENSCAN 
20588 
.57 



Seq. No. 16796 Seq. ID OJ990527_23 . 9C10 . C3 

Gene No. 35428 Strand 

Start 19431 End 20694 

Name OJ990527__23 . 9C10 . C3 . o3 . np Method AAT/NAP 

Start 19434 End 20610 

GI 3687237 Score 733 

Exons 19434 .. 19898, 19967.. 20610 

GI Descrip. (AC005169) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 16796 Seq. ID 

Gene No. 35428 -> Strand 

Start 19431 End 

Name OJ990527_23 . 9C10 . C3 . 06 . tw Method 

Start 20007 End 

GI none Score 

Exons 20007. .20039, 20013 .. 20204 , 

20215. .20361, 20292.. 20363 



OJ990527_23. 9C10.C3 
20694 

TBLASTX: Wheat 
20363 
36 

20059. .20205, 20211 .. 20363, 



Seq. No. 



16796 



Seq. ID OJ990527_23.9C10.C3 



17369 



Gene No. 


35428 




Strand 






Start 


19431 




End 


20694 




Name 


OJ990527 23 


9C10.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


20049 




End 


20364 




GI 


none 




Score 


325 




Exons 


20049. .20363, 20050.. 20364 








Seq. No. 


16796 




Seq. ID 


OJ990527_23. 9C10 


.C3 


Gene No. 


35428 




Strand 






Start 


19431 




End 


20694 




Name 


OJ990527 23. 


9C10.C3.o3.gp 


Method 


AAT/GAP 




Start 


20370 




End 


20694 




GI 


3061151 




Score 


576 




Exons 


20370. .20694 








Seq. No. 


lo/W 




Seq. ID 


OJ990527_23.9C10 


.C4 


Gene No . 


oo4 zy 




Strand 


+ 




Start 


2130 




End 


3145 




Name 


OJ990527_23. 


9C10.C4 .ol.gs 


Method 


GENSCAN 




Start 


Zl JU 




End 


3145 




GI 


none 




Score 


.53 




. Exons 


2130 . . 2312, 


2 605 . . 2706, 3083 


. .3145 






!Sst Seq. No. 


1 b / y / 




Seq. ID 


OJ990527_23.9C10 


.C4 


Gene No . 


ot>4 JU 




Strand 






Q Start 


3283 




End 


3615 




j!fi Name 


OJ990527_23. 


9C10.C4 .o2.gs 


Method 


GENSCAN 




rii Start 






End 


3615 




;=s - GI 


none 




Score 


.66 




; =1 : Exons 


*3 O O "3 TOCO 

J^-O j . . 3359 1 


"3COO *3£T1C 

3528. .3615 








•il Seq. No. 


1 o / 9o 




Seq. ID 


OJ990527_23.9C10 


.C5 


I'll Gene No. 


3o4 Jl 




Strand 


+ 




„" Start 


21 




End 


3301 




Name 


OJ990527_23. 


9C10.C5. ol.gs 


Method 


GENSCAN 




I; 8 ! Start 


z 1 




End 


3301 




y gi 


none 




Score 


.57 




H= Exons 


21.. 77, 382*. 


.531, 561. .749, 


831. .939, 


3141.. 3183, 3277. 


3301 


£3 Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10 


C5 


.sai Gene No . 


35432 




Strand 


+ 




- Start 


9278 




End 


9950 




Name 


OJ990527 23. 


9C10.C5.o3.gs 


Method 


GENSCAN 




Start 


9278 




End 


9950 




GI 


none 




Score 


.61 




Exons 


9278. .9612, 


9630.. 9756, 9780 


. . 9950 






Seq. No. 


16798 




Seq. ID 


OJ990527_23. 9C10. 


C5 


bene No. 


35433 ■.. 




Strand 


+ 




Start 


33394 




End 


35727 




Name 


OJ990527 23. 


9C10.C5.o8.gs 


Method 


GENSCAN 




Start 


33394 




End 


35727 




GI 


none 




Score 


.56 




Exons 


33394 . . 33478 


, 33878. .33967, 


35600. .35727 




Seq. No. 


16798 




Seq. ID 


OJ990527_23. 9C10. 


C5 


Gene No. 


35434 




Strand 







17370 




Start 


37787 




End 


41546 




Name 


OJ990527 23.9C10.C5.o9.gs 


Method 


GENSCAN 




Start 


37787 




End 


41546 




GI 


none 




Score 


.59 




Exons 


37787. 


.37854, 40471. .40553, 


41152. .41546 




Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10 


.C5 


Gpne No 


35435 




Strand 






Start 


13566 




End 


15114 




Name 


OJ990527 23.9C10.C5.o4.gs 


Method 


GENSCAN 




Start 


13566 




End 


15103 




GI 


none 




Score 


.91 




Exons 


13566. 


.13934, 14127. .14244, 


14748. .15103 




Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10 


.C5 


Gene No. 


35435 




Strand 






Start 


13566 




End 


15114 




Name 


OJ990527 23.9C10.C5.ol.np 


Method 


AAT/NAP 




Start 


14069 




End 


15114 




GI 


2062176 


Score 


340 




Exons 


14069. 


.14276, 14748. .15021, 


15052. . 15114 




GI Descrip. 


(AC001645) Myb-related transcription activator (MybStl) 


isolog 




[Arabidopsis thaliana] 






Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10 


,C5 


fipnp No 


35436 




Strand 






Start 


19943 




End 


26981 




Name 


OJ990527 23. 9C10 . C5 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


14063 




End 


14264 




GI 


none 




Score 


94 




Exons 


14063. 


.14263, 14066. .14254, 


14121. .14264 




Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10 


C5 


Gene No. 


35436 




Strand 






Start 


19943 




End 


26981 




Name 


OJ990527 23. 9C10.C5.o3. tm 


Method 


TBLASTX: Maize 




Start 


14063 




End 


15114 




GI 


none 




Score 


119 




Exons 


14063. 


.14263, 14066. .14263, 


15061. .15114 




Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10. 


C5 


Gene No. 


35436 




Strand 






Start 


19943 




End 


26981 




Name 


OJ990527 23.9C10.C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


14063 




End 


14803 




GI 


none 




Score 


162 




Exons 


14063. 


.14263, 14121. .14264, 


14732. .14 803, 1474 6. .14802 




Seq. No. 


.16798 




Seq. ID 


OJ990527_23.9C10. 


C5 


Gene No 


35436 




Strand 






Start 


19943 




End 


26981 




Name 


OJ990527 23. 9C10 . C5 . o3 . tc 


Method 


TBLASTX: Cress 




Start 


14066 




End 


14264 




GI 


none 




Score 


125 




Exons 


14066. 


.14263, 14066. .14263, 


14121. . 14264 




Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10. 


C5 



17371 



Gene No. 35436 Strand 

Start 19943 End 

Name OJ990527_23 . 9C10 . C5 . 06 . gs Method 

Start 19943 End 

GI none Score 

Exons 19943, 

21921. 

24947, 

25929. 



26981 
GENSCAN 
26923 
.6 



.20037, 20803. .21055, 21084 .. 21601, 21607 .. 21795, 

.22097, 23S44..23595, 24404 24619, 24722 24857 , 

.25002, 25109. .25165, 254 14 .. 25523, 25588 25831 , 

.26026, 26123. .26222, 26864.. 26923 



Seq. No. 16798 

Gene No. 35436 

Start 19943 

Name OJ990527_23 . 9C10 . C5 . ol . gp 

Start 24044 

GI 3762465 

Exons 24044 . .24619, 24722.. 24832 
GI Descrip. 4191791 3.0e-29 (AC005917) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_23. 9C10.C5 

26981 
AAT/GAP 
24832 
1219 



putative sf21 {Helianthus annuus } 



protein [Arabidopsis thaliana] 



Seq. No. 


16798 






Seq. ID 


OJ990527 


_23. 9C10 


.C5 


bene lno . 


35436 






Strand 








Start 


19943 






End 


26981 






Name 


OJ990527 23.9C10.C5. 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


24383 






End 


26225 






GI 


none 






Score 


230 






Exons 


24383. . 


24622, 24411. 


. .24620, 


24719. .24904, 24720 


. .24899, 






24935. . 


24994, 24949. 


. .24999, 


25110. .25166, 25112 


. .25174, 






25252. . 


25332, 25257. 


. .25343, 


25405. .25512, 25412 


. .25513, 






25585. . 


25653, 25589. 


, .25639, 


25742. .25834, 25926 


. .26024, 






25936. . 


26040, 26124. 


, .26225, 


26125. .26223 






Seq. No. 


16798 






Seq. ID 


OJ990527 


_23. 9C10 


.C5 


Gene No. 


35436 






Strand 








Start 


19943 






End 


26981 






Name 


OJ990527 23.9C10.C5. 


. o2.tm 


Method 


TBLASTX:: 


Maize 




Start 


24396 






End 


24649 






GI ' 


none 






Score 


317 






Exons 


24396. . 


24620, 24396. 


. .24620, 


24398. .24649, 24442 


. .24633 




Seq. No. 


16798 






Seq. ID 


OJ990527 


_23. 9C10 


.C5 


Gene No. 


35436 






Strand 








Start 


19943 






End 


26981 






Name 


OJ990527 23.9C10.C5. 


,o2. tc 


Method 


TBLASTX:' 


Cress 




Start 


24398 






End 


24608 






GI 


none 






Score 


63 






Exons 


24398. . 


24589, 24404. 


, .24607, 


24417. .24608 






Seq. No. 


16798 






Seq. ID 


OJ990527 


_23.9C10 


.C5 


Gene No. 


35436 






Strand 








Start 


19943 






End 


26981 






Name 


OJ990527 23.9C10.C5. 


o2 . np 


Method 


AAT/NAP 






Start 


24401 






End 


26923 






GI 


4191791 




Score 


1001 






Exons 


24401. . 


24619, 24722. 


.24857, 


24947. .25002, 25109 


. .25165, 






25254 . . 


25331, 25414. 


.25500, 


25588. .2564 


8, 25743 


. .25831, 






25929. . 


26026, 26123. 


.26222, 


26864 . .26923 







17372 



GI Descrip. (AC005917) putative SF21 protein {Helianthus annuus} 
[Arabidopsis thaliana] 



Seq. No. 


16798 




Seq. ID 


OJ990527_23.9C10 


.C5 


Gene No. 


35436 




Strand 






Start 


19943 




End 


26981 




Name 


OJ990527 23.9C10.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


24725 




End 


26225 




GI 


none 




Score 


110 




Exons 


24725. .24904, 24726. 


.24857, 


24938. .24991, 25110 .. 25166, 






25112. .25174, 25217. 


.25333, 


25257. .25343, 254 11 .. 25512 , 






25412. .25513, 25583. 


.25648, 


25588. .25653, 25589. .25648, 






25742. .25834, 25745. 


.25828, 


25759. .25851, 2594 1 .. 26024 , 






25951. .26025, 25951. 


.26040, 


26124. .26225, 26125.. 26223 




Seq. No. 


16798 




Seq. ID 


OJ990527_23. 9C10 


. C5 


Gene No. 


35436 




Strand 






Start 


19943 




End 


26981 




Name 


OJ990527 23.9C10.C5. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


25260 




End 


26225 




GI 


none 




Score 


57 




Exons 


25260. .25334, 25261. 


.25323, 


25403. .25519, 254 05 .. 25512, 






25585. .25653, 25589. 


.25645, 


25733..2S828, 25742 .. 25834 , 






25926. .26024, 25936. 


.26040, 


26124 . .26225, 26125. .26223 




Seq. No. 


16798 




Seq. ID' 


OJ990527_23. 9C10 


.C5 


Gene No. 


35436 




Strand 






Start 


19943 




End 


26981 




Name 


OJ990527 23.9C10.C5. 


o2.gp 


Method 


AAT/GAP 




Start 


25622 




End 


26981 




GI 


82020 1.R1084 




Score 


604 




Exons 


25622. .25648, 25743. 


.25831, 


25929. .26026, 26123 .. 26222, 






26864. .26981 










GI Descrip. 


'4191791 3.0e-31 (AC005917) 


putative sf21 {Helianthus annuus 




protein [Arabidopsis 


thaliana] 1 






Seq. No. 


16799 




Seq. ID 


OJ990'527_23. 9C10 


.C6 


Gene No. 


35437 




Strand 






Start 


1550 




End 


3274 




Name 


OJ990527 23.9C10.C6. 


ol .gs 


Method 


GENSCAN 




Start 


1550 




End 


3160 




GI 


none 




Score 


.97 




Exons 


1550. .2447, 2548. .2708, 2834 


. .3160 






Seq. No. 


16799 




Seq. ID 


OJ990527_23. 9C10 


.C6 


Gene No. 


35437 




Strand 






Start 


1550 




End 


3274 




Name 


OJ990527 23. 9C10. C6. 


ol . np 


Method 


AAT/NAP 




Start 


1553 




End 


3160 




GI 


3288564 




Score 


2319 




Exons 


1553. .2447, 2548. .2708, 2834 


. .3160 






GI Descrip. 


(X97066) 1-aminocyclopropane 


-1-carboxylic acid synthase 


[Ory 




sativa] 










Seq. No. 


16799 




Seq. ID 


OJ990527_23. 9C10 


.C6 


Gene No. 


35437 




Strand 






Start 


1550 




End 


3274 





17373 



Name OJ990527_23 . 9C10 . C6 . ol . gp Method AAT/GAP 

Start 2319 End 2723 

GI 4881122 Score 554 

Exons 2319.. 2447, 2548.. 2723 

GI Descrip. 3288564 /emb | CAA657 76 | 8.0e-43 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 



Seq. No. 16799 Seq. ID 

Gene No. 35437 Strand 

Start 1550 End 

Name OJ990527_23 . 9C10 . C6 . o2 . gp Method 

Start 3025 End 

GI 65275_2.R1084 Score 

Exons 3025.. 3274 

GI Descrip. • ' 3288564 /emb | CAA6577 6 | 1.0e-14 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 1 



OJ990527_23.9C10.C6 

3274 
AAT/GAP 
3274 
451 



Seq. No. 


16799 








Seq. ID 


OJ990527 


_23.9C10.C6 


Gene No. 


35438 








Strand 






Start 


3806 








End 


4289 




Name 


OJ990527__23 


.9C10 


.C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


btart 


1 bUl 








End 


3109 




GI 


none 








Score 


114 




Exons 


1601. .1753, 


1605 


. .1721, 


1802. 


.2116, 1920.. 2015, 


2076. .2102, 




2135. .2446, 


2184 


. .2297, 


2364 . 


.2447, 2536.. 2709,' 


2547. .2711, 




2834. .2887, 


2927 


. .3109, 


2964. 


.3080 






Seq. No. 


16799 








Seq. ID 


OJ990527 


_23. 9C10.C6 


Gene No. 


35438 








Strand 






Start 


3806 








End 


4289 




Name 


(jj y y u dz I 




. Lb . Ol . 


t S 


Method 


TBLASTX: 


Soybean 


Start 


1605 








End 


3109 




GI 


none 








Score 


85 




Exons 


1605. .1718, 


1607 


. .1753, 


1802. 


.2104, 16 


309 . .2012, 


2135. .2446, 




2175. .2297, 


2382 


. .2444, 


2547. 


.2708, 2548.. 2709, 


2837. .2887, 




2927. .3109, 


2976 


. .3098 










Seq. No. 


16799 








Seq. ID 


OJ990527 


_23.9C10.C6 


Gene No. 


35438 








Strand 






Start 


3806 








End 


4289 




Name 


OJ990527 23 


9C10 


.C6.o2. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1607 








End 


1874 




GI 


none 








Score 


92 




Exons 


1607. . 1723, 


1607 


. .1753, 


1802. 


.1873, 1809. .1874 




Seq. No. 


16799 








Seq. ID 


OJ990527 


_23.9C10.C6 


Gene No. 


35438 








Strand 






Start . 


3806 








End 


4289 




Name 


OJ990527 2-3. 


9C10 


.£6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1907 








End 


2642 




GI 


none 








Score 


64 




Exons 


1907. .2110, 


2135 


. .2446, 


2181. 


.2294, 2364. .2444, 


2536. .2640, 




2547. .2642 














Seq. No. 


16799 








Seq. ID 


OJ990527 


_23.9C10.C6 


Gene No. 


35438 








Strand 






Start 


3806 








End 


4289 





17374 



Name 

Start 

GI 

Exons 



OJ990527_23 . 9C10 . C6 . ol . tw Method TBLASTX : Wheat 

2366 End 2887 

none Score 14 6 

2366. .2446, 2547. .2711, 2548. .2712, 2650. .2748, 2834. .2887, 
2850. .2867 



Seq. No. . 16799 Seq. ID 

Gene No. 35438 Strand 

Start 3806 End 

Name OJ990527_23 . 9C10 . C6 . o3 . tm Method 

Start 2927 End 

GI none Score 

Exons 2927.. 3109, 2967.. 3098 



OJ990527_23.9C10.C6 
4289 

TBLASTX: Maize 

3109 

85 



Seq. No. 16799 Seq. ID 

Gene No. 35438 Strand 

Start 3806 End 

Name OJ990527_23 . 9C10 . C6 . o2 . gs Method 

Start 3806 End 

GI none Score 

Exons 3806.. 3849, 4211.. 4289 



OJ990527_23.9C10.C6 

4289 
GENSCAN 
4289 
.87 



Seq. No. 16800. Seq. ID OJ990527_23 . 9C10 . C7 

Gene No. 35439 Strand 

Start 441 End 686 

Name OJ990527_23 . 9C10 . C7 . ol . np Method AAT/NAP 

Start 441 End 686 

GI 82231 Score 416 

Exons 441.. 686 

GI Descrip. hypothetical protein 82 - common tobacco chloroplast 
gi | 225200 |prf | | 1211235AE ORF 82 [Nicotiana tabacum] 



Seq. No. 16800 Seq. ID 

Gene No. 35440 Strand 

Start 6291 . End 

Name OJ990527_23 . 9C10 . C7 . o2 . tm . Method 

Start 139 End 

GI none Score 

Exons 139.. 255, 140.. 256 



OJ990527_23.9C10.C7 
8625 

TBLASTX: Maize 

256 

190 



Seq. No. 16800 Seq. ID 

Gene No. 35440 Strand 

Start 6291 - End 

Name OJ990527_23 . 9C10 . C7 . ol . tc Method 

Start 429 End 

GI none Score 

Exons 429.. 680, 432.. 713 



OJ990527_23.9C10.C7 
8625 

TBLASTX: Cress 

713 

321 



Seq. No. 16800 Seq. ID 

Gene No. 35440 Strand 

Start 6291 End 

Name OJ990527_23 . 9C10 . C7 . ol . tm Method . 

Start 438 End 

GI none Score 

Exons 438.. 686, 440.. 685 



OJ990527_23. 9C10.C7 
8625 

TBLASTX: Maize 

686 

401 



Seq. No. 



16800 



Seq. ID OJ990527 23.9C10.C7 



17375 




bene wo • 


35440 










Start 


6291 




End 


8625 




Name 


OJ990527 23.9C10.C7.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


451 




End 


569 




GI 


none 




Score 


133 




Exons 


451.. 567, 453.. 569, 459.. 569 








Seq. No. 


1DOUU 




Seq. ID 


OJ990527_23.9C10 


.CI 


bene no . 


OOh H U 




otrana 






Start 


6291 




End 


8625 




Name 


OJ990527 23.9C10.C7.o2 


.gs 


Method 


GENSCAN 




Start 


69 cn 




End 


8625 




GI 


none 




Score 


.65 




Exons 


COQ1 coco o /i i o Q/itrn 


, OJJO 


. .8625 






Seq. No. 


1DOU1 




Seq. ID 


OJ990527_23.9C10 


C8 


Gene No . 


Q C A A 1 




o urana 


x 




Start 


63 




End 


283 




Name 


OJ990527_23. 9C10.C8.ol 


.gs 


Method 


GENSCAN 




Start 






End 


283 




GI 


none 




Score 


.49 




Exons 


£"3 0*3*3 ORC OQ1 
DO. . iJJ/ ZJU. .ZOO 










Seq. No. 


1 Do U X 




Seq. ID 


OJ990527_23.9C10 


C8 


bene no . 






jLidna 


x 

T 




Start 


1 A "3 /I 




End 


- 3766 




Name 




. gs 


Method 


GENSCAN 




Start 


1434 




End 


2656 




GI 


none 




Score 


.93 




Exons 


i 434 99Q1 9'3. c i1 9fi^fi 










Seq. No. 


1 DO u 1 




Seq. ID 


OJ990527_23.9C10 


C8 


Gene No. 


OO ft 4 Z 




Strand 


+ 




Start 


1434 




End 


3766 




Name 




• gp 


Method 


AAT/GAP 




Start 


2495 




End 


3766 




GI 


2564 1.R1084 




Score 


2381 




Exons 


9Z!Q^ 9RZ19 9C17Q ^7fifi 










GI Descrip. 


• "3 9 Q Q ^ £ 4 / cktriK 1 PZiZi^^Tl^ 1 
jZOO OD4 / eiRD | LrtnDO / / D | 


8.0e- 


43 (X97066) 






i ammocycx opr opane x 


carboxylic acid 


synthase [Oryza sati 


Seq. No. 


i DO u X 




Seq. ID 


OJ990527_23.9C10 


C8 


bene ino . 


*3 t; yl A *3 




Strand 






Start 


^9 1 ft 




End 


5084 




Name 


OJ990527 23.9C10.C8.o3 


.gs 


Method 


GENSCAN 




Start 


3218 




End 


5084 




GI 


none 




Score 


.41 




Exons 


3218.. 3913, 4644.. 5084 










Seq. No. 


16801 




Seq. ID 


OJ990527_23.9C10. 


C8 


Gene No. 


35443 




Strand 






Start 


3218 




End 


5084 




Name 


OJ990527 23.9C10.C8.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3707 




End 


4070 




GI 


none 




Score 


194 




Exons 


3707. .4069, 3723. .4070 











17376 



Seq. No. 16802 

Gene No. 35444 

Start 6229 

Name OJ990527_23 . 9C10 . C9 . o2 . gs 

Start 6229 

GI none 

Exons 6229.. 6295, 6333.. 6580, 6603. 

8476.. 8532, 8609.. 8738, 9696. 



Seq. ID OJ990527_23.9C10.C9 

Strand + 

End 11820 

Method GENSCAN 

End 11820 

Score .47 

.6920, 7617. .7767, 7911. .8196, 
.9818, 9944.. 10039, 10135 .. 10197 , 



10477. .10554, 11086 .. 11254 , 11437. .11820 



Seq. No. 16802 Seq. ID 

Gene No. 35445 Strand 

Start 1800 End 

Name OJ990527_23 . 9C10 . C9 . ol . gp Method 

Start 1111 End 

GI LIB3474-002-P1-K1-H9 Score 

Exons 1111.. 1263, 1724.. 1907, 2005.. 2108 
GI Descrip. 



OJ990527_23.9C10.C9 

8400 
AAT/GAP 
2108 
842 



•2632987/emb|CAB12493| 5.0e-10 (Z99107) alternate gene name: 
yerS; similar to RNA methyltransf erase [Bacillus subtilis] 1 



Seq. No. 16802 
Gene No. 35445 
Start 1800 

Name OJ990527_23 . 9C10 . C9 . ol . tm 

Start 1778 
GI' . none 

Exons 1778. 

2003. 

2267, 



Seq. ID OJ990527_23.9C10.C9 
Strand ■ - 
End 8400 
Method TBLASTX: Maize 
End 2416 
Score 115 

.1906, 1779. .1907, 1788. .1940, 1963. .2136, 2003. .2149, 
.2137, 2005. .2139, 2257. .2415, 2259. .2414, 2261. .2416, 

.2416 



Seq. No. 16802 

Gene No. 35445 

Start 1800 

Name OJ990527_23 . 9C10 . C9 . ol . gs 

Start 1800 

GI none 

Exons 1800.. 1907, 2005.. 2153, 2260. 

3211. .3319, 3794. .3903, 4448. 



Seq. ID OJ990527_23.9C10.C9 
Strand 

End 8400 
Method GENSCAN 
End 5308 
Score .9 

.2426, 2591. .2706, 2867. .3022, 
.4633, 4718. .5308 



Seq. No. 16802 
Gene No. 35445 
Start . 1800 

Name OJ990527_23 . 9C10 . C9 . o2 . tm 

Start 2901 
GI none 

Exons 2901.. 3023, 2901.. 3014, 2902, 

3209.. 3322, 3791.. 3904, 3793, 
4448. .4546, 4591. .4632, 4592. 
4701. .4820, 4709. .4852, 4719. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3018, 
.3906, 
.4636, 
.4853 



OJ990527_23.9C10.C9 
8400 

TBLASTX: Maize 
4853 
183 

3204. .3320, 3208. .3321, 
4445. .4534, 4446. .4523, 
4599. .4634, 4669. .4815, 



Seq. No. 16802 

Gene No. 35445 

Start 1800 

Name OJ990527_23 . 9C10 . C9 . ol . np 

Start 4823 

GI 6523547 

Exons 4823.. 5048, 5123.. 5430, 6255, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6307, 8026.. 8400 



OJ990527_23. 9C10.C9 

8400 
AAT/NAP 
8400 
356 



17377 



GI Descrip. (AJ24254 0) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 16803 

Gene No. 35446 

Start 491 

Name OJ990527_23 . 9C10 . CIO . ol . np 

Start 491 

GI 2498930 

Exons 4 91.. 550 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990527_23.9C10.C10 

Strand + 

End 550 

Method AAT/NAP 

End 550 

Score 53 



Seq. No. 16804 Seq. ID 

Gene No. 35448 Strand 

Start 681 End 

Name OJ990527_23 . 9C10 . C13 . ol . gs Method 

Start 681 End 

GI none Score 

Exons 681. .702 



OJ990527_23 . 9C10 . C13 
702 

GENSCAN 

702 

.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16805 
35449 
667 

OJ990527_23. 9C10.C14 .ol.gp 
403 

211_2.R1084 

403. .753, 840. .1008, 1195. 



Seq. ID OJ990527_23.9C10.C14 
Strand 



End 

Method 
End 
Score 
1365 



1365 
AAT/GAP 
1365 
1148 



'3915826/spl P4 9625 |RL5_ORYSA 3.0e-77 60S RIBOSOMAL PROTEIN L5 1 



Seq. No. 16805 

Gene No. 354 4 9 

Start 667 

Name OJ990527_23 . 9C10 . C14 . ol . tw 

Start 480 

GI none 
Exons 



Seq. ID OJ990527_23.9C10.C14 
Strand 
End 

Method 
End 
Score 



1365 

TBLASTX: Wheat 

1336 

49 



480. .551, 646.-756, 669. .770, 670. .756, 836. .985, 838. .963, 
980. .1009, 1195. .1335, 1196. .1336 



Seq. No. 16805 Seq. ID 

Gene No. 35449 Strand 

Start 667 End 

Name OJ990527_23 . 9C10 . C14 . ol . tm Method 

Start 4 96 End 

GI none Score 
Exons 



OJ990527_23.9C10.C14 
1365 

TBLASTX: Maize 

1345 

47 



496. .549, 525. .548, 565. .585, 669. .755, 670. .756, 681. 
836. .979, 838. .963, 982. .1014, 1195 .. 1335, . 1196 .. 1336, 
1196. .1345 



770, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16805 Seq. ID 

35449 Strand 

667 End 
OJ990527_23. 9C10.C14 .ol.np Method 

639 End 

3915826 Score 
639. .753, 840. .1008, 1195. .1365 
60S RIBOSOMAL PROTEIN L5 



OJ990527_23.9C10.C14 

1365 
AAT/NAP 
1365 
580 



17378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16805 Seq. ID 

35449 Strand 

667 End 
OJ990527_23 . 9C10 . C14 . ol . gs Method 

667 End 

none Score 

667. .753, 967. .1008, 1195. .1323 



OJ990527_23 . 9C10 . C14 

1365 
GENSCAN 
1323 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16805 Seq. ID 

35449 Strand 

667 End 

OJ990527_23. 9C10.C14 .ol. ts Method 

675 End 

none Score 



OJ990527_23.9C10.C14 
1365 

TBLASTX: Soybean 

1336 

65 



675. .761, 676. .756, 827, 
1199. .1336 



,979, 834. .980, 838. .1029, 1192. .1335, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16805 
35449 
667 

OJ990527_23.9C10.C14 .ol.tc 

711 

none 



Seq. ID OJ990527_23.9C10.C14 
Strand 

End 1365 

Method TBLASTX : Cress 

End 1345 

Score 93 



, 711. .755, 807. .971, 836. .985, 1192. .1335, 1193. .1330, 1196. .1-345 



16806 
35450 
246 

OJ990527_23. 9C10 . C15 . ol . gp 
246 

3161_1.R1084 
246. . 641 

'1236961 6.0e-30 (U50201) prunasin hydrolase precursor [Prunus 
serotina] 1 



Seq. ID OJ990527_23.9C10.C15 
Strand 

End 641 

Method AAT/GAP 

End 641 

Score 769 



Seq. No. 


16806 




Seq. ID 


OJ990527_23.9C10 


.C15 


Gene No. 


35450 




Strand 






Start 


246 




End 


641 




Name 


OJ990527 


_23.9C10-.C15.ol.np 


Method 


AAT/NAP 




Start 


397 




End 


641 




GI 


1236961 




Score 


208 




Exons 


397. .641 










GI Descrip. 


(U50201) 


prunasin hydrolase 


precursor 


[ Prunus serotina] 




Seq. No. 


16806 




Seq. ID 


OJ990527_23. 9C10, 


.C15 


Gene No. 


35450 




Strand 






Start 


246 




End 


641 




Name 


OJ990527 


_23.9C10.C15.ol.gs - 


i Method 


GENSCAN 




Start 


441 




End*'' 


578 




GI 


none 




Score 


.83 




Exons 


441. .578 











Seq. No. 16806 Seq. ID 

Gene No. 35450 Strand 

Start 246 End 

Name OJ990527 23 . 9C10 . C15 . ol . tc Method 



OJ990527_23.9C10.C15 
641 

TBLASTX: Cress 



17379 



Start 


465 


End 


639 


GI 


none 


Score 


138 


Exons 


465. .638, 493. .639 






Seq. No. 


16806 


Seq. ID 


OJ990527_23.9C10.C15 


Gene No. 


35450 


Strand 




Start 


246 


End 


641 


Name 


OJ990527 23;9C10.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


471 


End 


641 


GI 


none 


Score 


181 


Exons 


471. .638, 471. .641, 475.-639 




Seq. No. 


16806 


Seq. ID 


OJ990527_23.9C10.C15 


Gene No. 


354 50 


Strand 




Start 


24 6 


End 


641 


Name 


OJ990527_23 . 9C10 . CI 5 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


471 


End 


641 


GI 


none 


Score 


244 


Exons 


471.. 641, 475.. 639 






Seq. No. 


16807 


Seq. ID 


OJ990527_23.9C10.C16 


Gene No. 


35451 


Strand 


+ 


Start 


1 


End 


306 


Name 


OJ990527 23.9C10.C16.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


306 


GI 


24131 1.R1084 ; 


Score 


399 


Exons 


1..153, 243. .306 






GI Descrip. 


'2281090 6.0e-58 (AC002333) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


16807 


Seq. ID 


OJ990527_23.9C10.C16 


Gene No. 


35451 


Strand 


+ 


Start 


1 


End 


306 


Name 


OJ990527 23. 9C10 . C16 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


306 


GI 


6503010 


Score 


247 


Exons 


1..153, 243. .306 






GI Descrip. 


(AF174427) f ormin-like protein AHF1 [Arabidopsis thaliana] 


Seq. No. 


16807 


Seq. ID 


OJ990527_23.9C10.C16 


Gene No. 


35451 


Strand 


+ 


Start 


1 


End 


306 


Name 


OJ990527 23.9C10.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


305 


GI 


none 


Score 


56 


Exons 


1..45, 2. .55, 34. .159, 45.. 


173, 46. .153, 240. .305 


Seq. No. 


16807 


Seq. ID 


OJ990527_23.9C10.C16 


Gene No. 


35451 


Strand 


+ 


Start 


1 


End 


306 


Name 


OJ990527 23.9C10.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


152 


GI 


none 


Score 


60 



Exons 



1..45, 2. .46, 10. .150, 48. .152, 49. .150 



Seq. No. 
Gene No. 



16807 
35451 



Seq. ID OJ990527_23. 9C10.C16 
Strand + 



17380 




Start 


1 








End. 


306 




Name 


OJ990527 


23.9C10.C16.ol 


.tm 




Method 


TBLASTX: Maize 




Start 


1 








End 


305 




GI 


none 








Score 


67 




Exons 


1..72, 2. 


.55, 43. .159, 


45. . 


173, 46. .153, 240. .305, 244.. 


294 


Seq. No. 


16807 








beq . 1 u . 


ujyyuoz / zo.yciu. 


C16 


Gene No . 










o trana 


+ 




Start 


1 








bna 


one 
jub 




Name 


OJ990527 


23.9C10.C16.ol 


.gs 




Method 


GENSCAN 




Start 


88 








End 


153 




GI 


none 








Score 


Q C 
. OO 




Exons 


88. .153 














Seq. No. 


16808 








C f~r T Pt 

beq. iu 


ojyyuoz / z j . yciu . 


C21 


Gene No . 










b trana 






Start 


715 








bna 


yZ o 




Name 


OJ990527 


23. 9C10.C21.ol 


.gs 




Method 


GENSCAN 




Start 


715 








End 


926 




GI 


none 








Score 


.54 




Exons 


715. .795, 


864. .926 












Seq. No'. 


16809 








Seq. ID 


OJ990527_23.9C10. 


C22 


Gene No. 


35453. 








Strand 






Start 


z4 / 








End. 


1068 




Name 


OJ990527 


23. 9C10.C22.o3 


. tm 




Method 


TBLASTX: Maize 




Start 


90 








End 


417 




GI 


none 








Score 


73 




Exons 


90. .191, 


91. .192, 91. .186, 


143. .187, 234. .278, 240. .407, 






241. .270, 


242. .307, 253 


. .417, 


275. .415, 


283. .417 




Seq. No. 


16809 








Seq. ID 


OJ990527_23. 9C10. 


C22 


Gene No. 


35453 








Strand 






otiar l 


247 








End 


1068 




Name 


OJ990527 


23. 9C10.C22.ol 


.np 




Method 


AAT/NAP 




Start 


236 








End ' 


1068 




GI 


6957728 








Score 


666 




Exons 


236. . 1068 














GI Descrip. 


(AC02164 0) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


16809 








Seq. ID 


OJ990527_23.9C10. 


C22 


Gene No . 


35453 








Strand 






Start 


247 








End 


1068 




Name 


OJ990527 


23. 9C10.C22.ol 


.gs 




Method 


GENSCAN 




Start 


247 








End 


934 




GI 


none 








Score 


.99 




Exons 


247. .934 














Seq. No. 


16809, 








Seq. ID 


OJ990527_23. 9C10. 


C22 


Gene No . 


35453 








Strand 






Start 


247 








End 


1068 




Name 


OJ990527 


23. 9C10.C22.ol 


. ts 




Method 


TBLASTX: Soybean 




Start 


326 








End 


723 




GI 


none 








Score 


111 




Exons 


326. . 628, 


328.. 627, 502 


. .723 








Seq. No. 


16809 








Seq. ID 


OJ990527_23.9C10. 


C22 



17381 






J Jt J J 




o u lanu 






Start 


247 




End 


1068 




Name 


OJ990527 23.9C10.C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


361 




End 


846 




GI 


none 




Score 


110 




Exons 


361.. 531, 397.. 669, 403 


. .519, 


433. .780 


, 472. .624, 571.. 


846 


Seq. No. 


16809 




Seq. ID 


OJ990527_23.9C10 


.C22 


bene ino . 






o Tirana 






Start 


247 




End 


1068 




Name 


OJ990527 23.9C10.C22.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


418 




End 


687 




GI 


none 




Score 


59 




Exons 


418. .453, 418. .687, 423 


. .650, 


505. . 684 






Seq. No. 


16809 




Seq. ID 


OJ990527_23.9C10 


.C22 


Gene No. 


35453 




Strand 






Q4- v-f- 
oLdl L 


247 




End 


1068 




Name 


OJ990527 23.9C10.C22.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


733 




End 


1009 




GI 


none 




Score 


121 




Exons 


733. .1008, 766. .888, 766. .888, 


767. .892, 770. .1009, 770 


. . 10( 




801. .893 










Seq. No. 


16810 




Seq. ID 


OJ990527 23.9C10 


.C23 


bene ino . 


35454 




Strand 


- 




Start 


118 




End 


342 




Name 


OJ990527 23.9C10.C23.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


117 




End 


342 




GI 


none 




Score 


199 




Exons 


117. .191, 178. .339, 190 


. .342 








Seq. No. 


16810 




Seq. ID 


OJ990527_23.9C10 


.C23 


bene ino . 


35454 




Strand 






Start 


118 




End 


342 




Name 


OJ990527 23.9C10.C23.ol 


.gs 


Method 


GENSCAN 




Start 


118 




End 


339 




GI 


none 




Score 


.95 




Exons 


118. .339 










Seq. No. 


16810 




Seq. ID 


OJ990527_23.9C10 


.C23 


("2. ono \T 

bene ino . 


35454 




Strand 






Start 


118 




End 


342 




Name 


OJ990527 23.9C10.C23.ol 


. tc 


Method 


TBLASTX : Cress 




Start 


168 




End 


340 




GI 


none 




Score 


136 




Exons 


168.. 338, 190.. 339, 212 


. .340 








Seq. No. 


16811 




Seq. ID 


OJ990527_23.9C10 


.C2 6 


Gene No. 


35455 




Strand 






Start 


1 




End 


274 




Name 


OJ990527 23.9C10.C26.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


274 




GI 


4539677 




Score 


104 




Exons 


1. .274 










GI Descrip. 


(AF061282) patatin-like 


protein [Sorghum bicolor] 





17382 



Seq. No. 16811 

Gene No. 35455 

Start 1 

Name OJ990527_23 . 9C10 . C26 . ol . tm 

Start 72 

GI none 

Exons 72.. 263, 108.. 2*48, 113.. 259 

Seq. No. 16811 

Gene No. 35455 

Start 1 

Name OJ990527_23 . 9C10 . C2 6 . ol . gp 

Start 119 

GI uC-osflcypl7 6e09bl 

Exons 119.. 241 

GI Descrip. '4191779 3.0e-72 (AC005917) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End. 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990527_23 . 9C10 . C26 
274 

TBLASTX: Maize 

263 

165 



OJ990527_23.9C10.C26 
274 

AAT/GAP 

241 

200 



putative recA protein [Arabidopsis 



Seq. No. 16811 Seq. ID 

Gene No. 35455 Strand 

Start 1 End 

Name OJ990527_23 . 9C10 . C26 . ol . gs Method 

Start 119 End 

GI none Score 

Exons 119. .247 



OJ990527_23.9C10.C26 
274 

GENSCAN 

247 

.48 



Seq. No. 16812 Seq. ID 

Gene No. 35456 Strand 

Start 9 End 

Name OJ990527_23 . 9C10 . C28 . ol . gs Method 

Start 9 End * 

GI none Score 

Exons 9. . 247 



OJ990527_23. 9C10.C2S 
+ 

247 

GENSCAN 
24 7 
.81 



Seq. No. 16813 Seq. ID 

Gene No. 35457 Strand 

Start 93 End 

Name OJ990527_23 . 9C10 . C30 . ol . gp Method 

Start 93 End 

GI 572216 Score 

Exons 93. . 363 



OJ990527_23.9C10.C30 
+ 

363 

AAT/GAP 

363 

506 



Seq. No. 


16813 








Seq. ID 


OJ990527 23.9C10 


.C30 


Gene No. 


35458 








Strand 


+ 




Start 


487 








End 


612 




Name 


OJ990527 


_23.9C10.C30 


.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


441 








End 


606 




GI 


none 








Score 


79 




Exons 


441. .518, 


470. .529, 


484 


. .528, 


505. . 606, 


516. . 605 




Seq. No. 


16813 








Seq. ID 


OJ990527 23.9C10 


C30 


Gene No. 


35458 








Strand 


+ 




Start 


487 








End 


612 




Name 


OJ990527 


23.9C10.C30 


.o2 


gp 


Method 


AAT/GAP 




Start 


487 








End 


612 




GI 


4768977 








Score 


229 




Exons 


487. . 612 















17383 




GI Descrip. 4768978/gb | AAD29702 . 1 ( AF140489_1 9.0e-95 (AF140489) kiaa0078 
protein [Oryza sativa] 



Seq. No. 


16813 


Seq. ID 


OJ990527_23 


. 9C10 


.C30 


Gene No. 


35458 


Strand 


+ 






Start 


487 


End 


612 






Name 


OJ990527 23.9C10.C30.ol.np 


Method 


AAT/NAP 






Start 


488 


End 


612 






GI 


4768978 


Score 


187 






Exons 


488. .612 










GI Descrip. 


(AF140489) kiaa0078 protein 


[Oryza sativa] 






Seq. No. 


16813 


Seq. ID 


OJ990527_23 


9C10 


.C30 


Gene No. 


35458 


Strand 


+ 






Start 


487 


End 


612 






Name 


OJ990527 23. 9C10 . C30 . ol . gs 


Method 


GENSCAN 






Start 


500 


End 


603 






GI 


none 


Score 


.68 






Exons 


500 . . 603 










Seq. No. 


16814 


Seq. ID 


OJ990527_23 


9C10 


.C32 


Gene No. 


35459 


Strand 








Start 


123 


End 


465 






Name 


OJ990527 23.9C10--.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


105 


End 


420 






GI 


none 


Score 


156 






Exons 


105. .329, 121. .420, 122. .412 


, 148. .420 








Seq. No. 


16814 


Seq. ID 


OJ990527_23 


9C10 


.C32 


Gene No. 


35459 


Strand 








Start 


123 


End 


465 






Name 


OJ990527 23. 9C10 . C32 . ol . gs 


Method 


GENSCAN 






Start 


123 


End 


465 






GI 


none 


Score 


. 65 






Exons 


123 . . 4 65 










Seq. No. 


16815 


Seq. ID 


OJ990527_23 


9C1Q 


.C35 


Gene No. 


35460 


Strand 


+ 






Start 


770 


End 


1516 






Name 


OJ990527 23.9C10.C35.ol.gs 


Method 


GENSCAN 






Start 


770 


End 


1149 






GI 


none 


Score 


.73 






Exons 


770. .904, 1075. .1149 










Seq. No. 


16815 


Seq. ID 


OJ990527_23 


9C10 


.C35 


Gene No. 


35460 


Strand 


+ 






Start 


770 


End 


1516 






Name 


OJ990527 23. 9C10 . C35 . ol . np 


Method 


AAT/NAP 






Start 


770 


End 


1516 






GI 


2191175 


Score 


221 






Exons 


770. .904, 1075. .1149, 1450.. 


1516 








GI Descrip. 


(AF007270) A_IG002E16.24 gene product 


[Arabidopsis 


thaliana 


Seq. No. 


16816 


Seq. ID 


OJ990527_23. 


9C10 


.C36 


Gene No. 


35461 


Strand 


+ 






Start 


1 


End 


740 






Name 


OJ990527 23. 9C10 . C36 . ol . np 


Method 


AAT/NAP 







17384 




Start 


1 






End 


740 






GI 


1143864 






Score 


108 






Exons 


1. .190, 


558. .740 












GI Descrip. 


(U28047) 


beta glucosidase 


[Oryza sativa] 






Seq. No. 


16816 






Seq. ID 


OJ990527_23. 


9C10 


.C36 


Gene No. 


35461 






Strand 


+ 






Start 


1 






End 


740 






Name 


OJ990527 


_23. 9C10.C36.ol 


.gs 


Method 


GENSCAN 






Start 


75 






End 


672 






GI 


none 






Score 


.97 






Exons 


75. . 190, 


558. .672 












Seq. No. 


16817 






Seq. ID 


OJ990527_23. 


9C10 


.C38 


Gene No. 


35462 






Strand 


- 






Start 


75 






End 


157 






Name 


OJ990527 


_23. 9C10.C38.ol 


.gs 


Method 


GENSCAN 






Start 


75 






End 


157 






GI 


none 






Score 


.75 






Exons 


75. . 157 














Seq. No. 


16818 






Seq. ID 


OJ990527_23. 


9C10 


.C39 


Gene No. 


35463 






Strand 


+ 






Start 


347 






End 


534 






Name 


OJ990527 


_23. 9C10.C39.ol 


.gs 


Method 


GENSCAN 






Start 


347 






End 


534 






GI 


none 






Score 


.81 






Exons 


347 . . 534 














Seq. No. 


16819 






Seq. ID 


OJ990527_23. 


9C10 


.C41 


Gene No. 


35464 






Strand 


— 






Start 


539 






End 


650 






Name 


OJ990527 


_23.9C10.C41.ol 


.gs 


Method 


GENSCAN 






Start 


539 






End 


650 






GI 


none 






Score 


.75 






Exons 


539. . 650 














Seq. No. 


16820 






Seq. ID 


OJ990527_23. 


9C10 


.C42 


Gene No. 


35465 






Strand 


+ 






Start 


45 






End 


131 






Name 


OJ990527 


_23.9C10.C42.ol 


.gs 


Method 


GENSCAN 






Start 


45 






End 


131 






GI 


none 






Score 


. .88 






Exons 


45. . 131 














Seq. No. 


16821 






Seq. ID 


OJ990527_23. 


9C10 


.C44 


Gene No. 


35466 






Strand 








Start 


'4 66 






End 


917 






Name 


OJ990527 


_23.9C10.C44.ol 


.gs 


Method 


GENSCAN 






Start 


466 






End 


917 






GI 


none 






Score 


.79 






Exons 


466. .684 


, 714. .917 












Seq. No. 


16822 






Seq. ID 


OJ990527_23. 


9C10 


.C46 


Gene No. 


35467 






Strand 


+ 






Start 


18 






End 


196 






Name 


OJ990527 


_23.9C10.C46.ol 


. tin 


Method 


TBLASTX: Maize 





17385 





Start 


2 






End 


196 








GI 


none 






Score 


261 








Exons 


2. .196, 3. .176 
















Seq. No. 


16822 






Seq. ID 


OJ990527_23. 


9C10 


.C46 




Gene No. 


35467 






Strand 


+ 








Start 


18 






End 


196 








Name 


OJ990527 23.9C10.C46 


.ol. 


gs 


Method 


GENSCAN 








Start 


18 






End 


192 








GI 


none 






Score 


1 








Exons 


18. .192 
















Seq. No. 


16823 






Seq. ID 


OJ990527_23. 


9C10 


.C50 




Gene No. 


35468 






Strand 


+ 








Start 


3 






End 


191 








Name 


OJ990527 23.9C10.C50 


.ol. 


gs 


Method 


GENSCAN 








Start 


3 






End 


191 








GI 


none 






Score 


.56 








Exons 


3. .191 
















Seq. No. 


16824 






Seq. ID 


OJ990527_23. 


9C10 


.C51 




Gene No. 


35469 . . 






Strand 


+ 








Start 


224 






End 


722 








Name 


OJ990527 23.9C10.C51 


.ol. 


gs 


Method 


GENSCAN 






ff 


Start 


224 






End 


681 








GI 


none 






Score 


.87 






\% 

Li 


Exons 


224 . .229, 616. . 681 
















Seq. No. 


16824 






Seq. ID 


OJ990527_23. 


9C10 


.C51 


: £ 


Gene No ; 


35469 






Strand 


+ 








Start 


224 






End 


722 






r? 


Name 


OJ990527 23.9C10.C51 


.ol. 


gp 


Method 


AAT/GAP 








Start 


469 






End 


722 








GI 


none 






Score 


304 






"*H 
r 


Exons 


469. .528, 616. .722 














"~l 
ds 


Seq. No. 


16825 






Seq. ID 


OJ990527_23. 


9C10 


.C52 




Gene No. 


35470 






Strand 


+ 






sJ 


Start 


533 






End 


1595 






sP 


Name 


OJ990527 23.9C10.C52 


.ol. 


gs 


Method 


GENSCAN 








Start 


533 






End 


1595 








GI 


none 






Score 


.48 








Exons 


533. . 589, 717 . . 871, 


1454 


. .1595 










Seq. No. 


16825 






Seq. ID 


OJ990527_23. 


9C10 


.C52 




Gene No. 


35471 






Strand 










Start 


260 






End 


1630 








Name 


OJ990527 23.9C10.C52 


.ol. 


gp 


Method 


AAT/GAP 








Start 


260 






End 


1556 








GI 


754 1.R1084 






Score 


801 








Exons 


260. .554, 1411. .1556 
















GI Descrip. 


'2267597 5.0e-46 (AF009413) 


10 kDa chaperonin [Oryza sativa] 




Seq. No. 


16825 






Seq. ID 


OJ990527_23. 


9C10 


C52 




Gene No. 


35471 






Strand 










Start 


260 






End 


1630 








Name 


OJ990527 23.9C10.C52 


.ol. 


tm 


Method 


TBLASTX: Maize 





17386 



Start 


414 




End 


1563 








GI 


none 




Score 


89 








Exons 


414. .557, 462. .554, 476 


. .562, 


478. .555 


, 1404. .1556, 


1408. . 1554, 




1408. . 1563 














Seq. No. 


16825 




Seq. ID 


OJ990527 


23. 


9C10 


.C52 


Gene No. 


35471 




Strand 










Start 


260 




- End - - 


1630 








Name 


OJ990527 23. 9C10.C52.ol 


.np 


Method 


AAT/NAP 








Start 


509 




End 


1630 








GI 


2267597 




Score 


251 








Exons 


509. .554, 1411. .1630 














GI Descrip. 


(AF009413) 10 kDa chaperonin 


[Oryza sativa] 








Seq. No. 


16825 




Seq. ID 


OJ990527 


_23. 


9C10 


.C52 


Gene No. 


35471 




Strand 










Start 


2 60 




End 


1630 








Name 


OJ990527 23. 9C10.C52.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1404 




End 


1556 








GI 


none 




Score 


155 








Exons 


1404 . . 1556, 1426. . 1554 














Seq. No. 


16826 




Seq. ID 


OJ990527 


_23. 


9C10 


.C54 


Gene No. 


35472 




Strand 


+ 








Start 


^293 




End 


393 








Name 


OJ990527 23.9C10.C54.ol. 


. qs 


Method 


GENSCAN < 








Start 


293 


End 


393 








GI 


none 




Score 


. 69 








Exons 


293 . . 393 














Seq. No. 


16827 




Seq. ID 


OJ990527 


_23. 


9C10 


.C56 


Gene No. 


35473 




Strand 


+ 








Start 


131 




End 


564 








Name 


OJ990527 23. 9C10.C56.ol, 


■ gp 


Method 


AAT/GAP 








Start 


131 




End 


564 








GI 


none 




Score 


369 








Exons 


131. .161, 297. .564 














Seq. No. 


16827 




Seq. ID 


OJ990527 


_23. 


9C10 


.C56 


Gene No. 


35474 




Strand 










Start 


101 




End 


277 








Name 


OJ990527 23. 9C10.C56.ol. 


gs 


Method 


GENSCAN 








Start 


101 




End 


277 








GI 


none 




Score 


.73 








Exons 


101. .277 














Seq. No. 


16828 




Seq. ID 


OJ990527_ 


_23. 


9C10, 


.C59 


Gene No. 


35475 




Strand 










Start 


1 




End 


289 








Name 


OJ990527 23. 9C10.C59.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


201 








GI 


2267597 




Score 


138 








Exons 


1. .201 















GI Descrip. (AF009413) 10 kDa chaperonin [Oryza sativa] 



Seq. No. 
Gene No. 



16828 
35475 



Seq. ID OJ990527_23.9C10.C59 
Strand 



17387 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



OJ990527_23.9C10.C59.ol.gp 
97 

754_1.R1084 
97. .289 

'2267597 5.0e-46 (AF009413) 10 kDa chaperonin [Oryza sativa] 1 



289 

AAT/GAP 
289 
307 



16829 
35476 - 
1 

OJ990527_23.9C10.C60.ol.np 
1 

3402703 
1..101, 624. .646 

(AC004261) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990527_23.9C10.C60 

Strand + 

End 64 6 

Method AAT/NAP 

End 64 6 

Score 64 



16830 
35477 
1 

OJ990527_23. 9C10 . C61 . ol . np 



2129830 
1..26, 248, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_23.9C10.C61 
681 

AAT/NAP 

681 

277 



681 



heat shock transcription factor 31 - soybean (fragment) 
gi I 671867 |emb|CAA87079| (Z46955) heat shock transcription factor- 





31 [Glycine 


max] 












Seq. No. 


16830 








Seq. ID 


OJ990527_23.9C10 


.C61 


Gene No . 


35477 








Strand 






Start 


1 








End 


681 




Name 


OJ990527 23. 


9C10. 


C61. 


ol . gs 


Method 


GEN SCAN 




Start 


32 








End 


631 




GI 


none 








Score 


.45 




Exons 


32. .631 














Seq. No. 


16831 








Seq. ID 


OJ990527_23. 9C10 


.C64 


Gene No. 


35478 








Strand 






Start 


236 ' 








End 


- r --589 




Name 


OJ990527 23. 


9C10. 


C64. 


ol . gs 


Method 


GEN SCAN 




Start 


236 








End 


589 




GI 


none 








Score 


.49 




Exons 


236. .589 














Seq. No. 


16832 








Seq. ID 


OJ990527_23. 9C10 


C67 


Gene No. 


35479 








Strand ' 


+ 




Start 


220 








End 


468 




Name 


OJ990527 23. 


9C10. 


C67. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


23 








End 


468 




GI 


none 








Score 


66 




Exons 


'23.. 217, 73. 


.228, 


325 


. .468 








Seq. No. 


16832 








Seq. ID 


OJ990527_23. 9C10. 


C67 


Gene No. 


35479 








Strand 


+ 




Start 


220 








End 


468 




Name 


OJ990527 23. 


9C10. 


C67. 


ol . gs 


Method 


GENSCAN 




Start 


220 






End 


280 




GI 


none 








Score 


.82 





17388 



Exons 



220. .280 



Seq. No. 


16833 








Seq. ID 


OJ990527 


_23 


. 9C10 


.C69 


Gene No. 


35480 








Strand 


- 








Start 


1 








End 


607 








Name 


OJ990527 23. 


, 9C10 


.C69 


.ol.gp 


Method 


AAT/GAP 








Start 


1 








End • 


398. 








GI 


- none 








Score 


317 








Exons 


1..61, 144.. 


,265, 


364 


. .398 












Seq. No. 


16833 








Seq. ID 


OJ990527 


_23. 


.9C10. 


.C69 


Gene No. 


35480 








Strand 


- 








Start 


1 








End 


607 








Name 


OJ990527 23. 


9C10 


.C69 


. ol . gs 


Method 


GENSCAN 








Start 


16 








End 


607 








GI 


none 








Score 


. 9 








Exons 


16. . 61, 99. . 


265, 


364, 


. .416, 


525. .607 










Seq. No. 


16834 








Seq. ID 


OJ990527 


_23. 


.9C10, 


.C72 


Gene No. 


35481 








Strand 


- 








Start 


392 








End 


565 








Name 


OJ990527 23. 


9C10 


.C72, 


. ol . gs 


Method 


GENSCAN 








Start 


392 








End 


565 








GI 


none 








Score 


. 9 








Exons 


392. .565 


















Seq. No. 


16835 








Seq. ID 


OJ990527_ 


_23. 


, 9C10. 


.C73 


Gene No*. 


35482 








Strand ' 


+ 








Start 


57 








End 


106 








Name 


OJ990527 23. 


9C10, 


.C73. 


. ol . gs 


Method 


GENSCAN 








Start 


57 








End 


106 








GI 


none 








Score 


.84 








Exons 


57. .106 


















Seq. No. 


16836 








Seq. ID 


OJ990527_ 


_23. 


, 9C10, 


,C76 


Gene No. 


35483 








Strand 


+ 








Start 


110 








End 


685 








Name 


OJ990527 23. 


9C10. 


.C76. 


.ol.gs 


Method 


GENSCAN 








Start 


110 








End 


685 








GI 


none 








Score 


.91 








Exons 


110. .254, 498. .685 














Seq. No. 


16837 








Seq. ID 


OJ990527_ 


23. 


9C10. 


Cll 


Gene No. 


35484 








Strand 


+ 








Start 


117 








End 


198 








Name 


OJ990527 23. 


9C10. 


,C77. 


ol . gs 


Method 


GENSCAN 








Start 


117 








End 


198 








GI 


none 








Score 


. 4 








Exons 


117. .198 


















Seq. No. 


16837 








Seq. ID 


OJ990527_ 


23. 


9C10. 


C77 


Gene No. 


35485 








Strand 










Start 


1 








End 


261 








Name 


OJ990527 23. 


9C10. 


C77. 


ol . np 


Method 


AAT/NAP 








Start 


1 








End 


243 








GI 


3426045 








Score 


50 








Exons 


1..18, 138.. 


243 

















17389 



GI Descrip. 


(AC005168) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


16837 


Seq. ID 


OJ990527_23.9C10.C77 


C2. o t~i o Mo 
belle LNU > 


JD4 o D 


otrana 




Start 


1 




OCT 


Name 


ujyyuD^/ z j . yu±u . u / / . oi . tm 


Method 


i oijAb i a : Mai ze 


Start 




_na 


£ bl 


GI 


none **• 


Score 


o b 


Exons 


. . 1UU , J. .DO, lJD. . ZOl; 1j / . 


. ZDVj , i JO 


OC"7 lOQ OCQ 


Seq. No. 


16838 


Seq. ID 


OJ990427_25.9C17.C1 


ocllc 1NO . 


OC/l QC ■! 
DDH O O 


otrana 


+ 


Start 


4 ft 


Lna 


1 U4 


Name 


ujyyu4z/ £d . yci / . . oi . gs 


Metnoa 


bENSCAN 


Start 




X? J-J 

hna 


/ U4 


GI 


none 


Score 


.4b 


Exons 


^4 . . Dl, jOD. . 4^ / , bo ± . . / U 4 






Seq. No. 




Seq. ID 


OJ990427_25.9C17.C1 


Gene No. 


o c /i p 7 
J Q ft o / 


Strand 


+ 


Start 


1926 


End 


13084 


Name 


OJ990427_25.9C17.Cl.ol.np 


Method 


AAT/NAP 


^"h ;=i r-f- 
OLdl L 


i y z d 


End 


13084 


GI 


4 1 Id o / J 


Score 


149 


Exons 


iyzb..iy4b, oyoi..bU4y, bzy/. 


.6368, 6458.. 6601, 6697.. 6745, 




bo4o. ./1UU, /^Ul . ., / z y o , 1 jU4o 


. .13084 




GI Descrip. 


(Auuuoyb/) putative receptor- 


like protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


16838 


Seq. ID 


OJ990427_25.9C17.C1 


Gene No. 


35487 


Strand 


+ 


Start 


1926 


End 


13084 


Name 


OJ990427 25. 9C17 . CI . ol . gp 


Method 


AAT/GAP 


Start 


3654 


End 


6360 


GI 


36315 1.R1084 


Score 


1198 


Exons 


3654. .3956, 4467. .4614, 5321. 


.5392, 5978.. 6049, 6297.. 6360 



GI Descrip. ' 2832 608/emb | CAA16622 ; 1 | 5.0e-09 (AL021637) leucine rich 



repeat-like protein (fragment) [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16838 Seq. ID 

35487 Strand 
1926 End 
OJ9904 27_25. 9C17.Cl.o3.gs Method 
4545 End 
none Score 

4545. .4568, 4586. .4614, 5321. .5392, 5978 

6458.. 6601, 6697.. 6777, 6872.. 6943, 7201 



OJ990427_25.9C17.C1 
+■ 

13084 
GENSCAN 
7470 
.76 

6049, 6297.. 6368, 
7272, 7380.. 7470 



16838 
35487 
1926 

OJ990427_25. 9C17 . CI . o2 . gp 
6901 

36654_1.R1084 
6901.. 6943, 7029 
f 3687240 1.0e-08 
thaliana] ' 



Seq. ID OJ990427_25.9C17.C1 
Strand + 
End 13084 
Method AAT/GAP 
End 7668 
Score 884 
.7100, 7201.. 7272, 7380.. 7668 

(AC005169) extensin-like protein [Arabidopsis 



17390 



Seq. No. 16838 

Gene No. 35488 

Start 13706 

Name OJ990427_25 . 9C17 . CI . o5 . gs 

Start 13706' 

GI none 

Exons 13706. .13889, 14 101 .. 14 142, 
15328. .15483, 16230. .16817, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

14195 

17360 



14290, 
17662, 



OJ990427_ 
+ 

18955 
GENSCAN 
18955 
.88 

14549. 
18656, 



25.9C17.C1 



14601, 
18955 



Seq. No. 16838 Seq. ID 

Gene No. 35488 Strand 

Start 13706 End 

Name OJ990427_25 . 9C17 . CI . o3 . gp Method 

Start 13711 End 

GI uC-osroM202017g05bl Score 

Exons 13711.. 13995 

GI Descrip. ' 4 4544 67 /gb | AAD20914 | 9.0e-ll (AC006234) unknown protein 
[Arabidopsis thaliana] ' 



OJ990427_25. 9C17.C1 
+ 

18955 
AAT/GAP 
13995 
460 



Seq. No. 16838 Seq. ID OJ990427_25 . 9C17 . CI 

Gene No. 35488 Strand + 

Start 13706 End 18955 

Name OJ990427_25 . 9C17 . CI . o2 . np Method AAT/NAP 

Start 13997 End 18934 

GI 6714484 Score 1748 

Exons 13997. .14142, 15158 .. 15216, 15328 i54 83, 1 6230 . . 1 68 17 , 

17360. .17662, 18656.. 18934 

GI Descrip. (AC008261) unknown protein [Arabidopsis thaliana] 



Seq. No. 16838 
Gene No. 35488 
Start 13706 

Name OJ990427_25 . 9C17 . CI . o4 . gp 

Start 15448 
GI 428127 

Exons 15448. .15483, 16230.. 16550 

GI Descrip. ' 4 4 54 4 67 /gb | AAD20914 | 9.0e-ll 
[Arabidopsis thaliana] 



Seq. ID OJ990427_25. 9C17.C1 

Strand + 

End 18955 

Method AAT/GAP 

End 16550 

Score 678 

(AC006234) unknown protein 



Seq. No. 16838 

Gene No. 35489 

Start 32085 

Name OJ990427_25 . 9C17 . CI . 08 . gs 

Start 32085 

GI none 

Exons 32085. .32110, 324 94 32582, 
33700. .33748, 33954 .. 34105, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32953 

34147 



OJ990427_25. 9C17.C1 
+ 



35761 
GENSCAN 
35761 
.86 

33207, 33298. 
34304, 35004. 



.33625, 
.35761 



Seq. No. 16838 Seq. ID 

Gene No. 354 90 Strand 

Start 3497 End 

Name OJ9904 27_25 . 9C17 . CI . o2 . gs Method 

Start 3497 End 

GI none Score 

Exons 3497. .4207 



OJ990427_25.9C17.C1 

4207 
GENSCAN 
4207 
.94 



17391 




Seq. No. 


16838 




Seq. ID 


OJ990427 


_25.9C17 


.CI 


Gene No. 






Strand 








Start 


19294 




End 


19569 






Name 


OJ990427 25.9C17.C1 


. o5 .gp 


Method 


AAT/GAP 






Start 


19294 




End 


19569 






GI 


none 




Score 


552 






Exons 


19294. .19569 








* 




Seq. No. 


16838 




Seq. ID 


OJ990427 


_25.9C17 


.CI 


Gene No. 


35492 




Strand 








Start 


20788 




End 


24152 






Narne 


OJ990427'25.9C17.C1 


.06. gp 


Method 


AAT/GAP 






Start 


20622 




End 


21620 






GI 


28822 1.R1084 




Score 


1325 






Exons 


20622. .21177, 21375 


. .21474, 


21554 . .21620 






GI Descrip. 


, 3695392/gb|AAC62794.1| 5.0e-26 (AF096371) No definition line 




found [Arabidopsis 


thaliana] 1 








Seq. No. 


16838 




Seq. ID 


OJ990427_ 


_25. 9C17 


.CI 


Gene No. 


35492 




Strand 








Start 


20788 




End 


24152 






Name 


OJ990427 25.9C17.C1 


. 06 . gs 


Method 


GENSCAN 






Start 


20788 




End 


24152 






GI 


none 




Score 


.77 






Exons 


20788. .21177, 21375 


. .21474, 


21554 . .21679, 21806 


. .21995, 






22411. .22644, 23212 


. .23274, 


23789. .23825, 23934 


. .24152 




Seq. No. 


16838 




Seq. ID 


OJ990427_ 


_25. 9C17 


.CI 


Gene No. 


35492 




Strand 








Start 


20788 




End 


24152 






Name 


OJ990427 25.9C17.C1 


. o3.np 


Method 


AAT/NAP 








20791 




End 


24092 






GI 


6562297 




Score 


1392 






Exons 


20791. .21177, 21375 


. . 21474, 


21554. .21679, 21806, 


. .21995, 






22411. .22644, 22773 


. .22921, 


23094 . .23274, 23789, 


. .23825, 






23934. .24092 












GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


16838 




Seq. ID 


OJ990427_ 


_25. 9C17 


.CI 


Gene No. 


35493 




Strand 








btart 


24713 




End 


30494 






Name 


OJ990427 25.9C17.C1 


. o7 . gs 


Method 


GENSCAN 






Start 


24713 




End 


30494 






GI 


none 




Score 


.7 






Exons 


24713. .25023, 26415 


. .26537, 


27777 . .278 


159, 28024. 


. .28154, 






28914. .30494 












Seq. No. 


16838 




Seq. ID 


OJ990427_ 


_25.9C17, 


.CI 


Gene No. -j 


35493 




Strand 








Start 


24713 




End 


30494 






Name' 


OJ990427 25.9C17.C1, 


.o7.gp 


Method 


AAT/GAP 






Start 


27847 




End 


29041 






GI 


none 




Score 


820 






Exons 


27847. .28154, 28914. 


. .29041 










Seq. No. 


16838 




Seq. ID 


OJ990427_ 


_25. 9C17, 


.CI 


Gene No. 


35494 




Strand 









17392 



Start 
Name 
Start 
GI 

Exons 



35037 

OJ9904'27_25 . 9C17 . CI . o4 . ts 
4447 
none 

4447. .4605, 4454. 
5973.. 6050, 5979. 
.6458. . 6493, 6459. 
6696.. 6710, 6698. 



End 38392 
Method TBLASTX : Soybean 
End 6778 
Score 250 
,4618, 4466. .4615, 5321.. 5383, 5322.. 5393, 
,6050, 5996.. 6052, 6298.. 6381, 6298.. 6369, 
,6602, 6471.. 6602, 6483.. 6602, 6548.;6595, 
,6778 



Seq. No. 16838 

Gene No. 35494 

Start 35037 

Name OJ990427_25 . 9C17 . CI . o5 . tc 
Start ^ 4462 

GI none 

Exons 4462.. 4605, 4466.. 4615, 4467, 

Seq. No.' 16838 

Gene No. 35494 

Start 35037 

Name OJ990427_25 . 9C17 . CI . 06 . tm 

Start 4462 

GI none 

Exons 4462.. 4605, 4466.. 4615, 4467. 

5322. .5396, 5324. .5398 



Seq. ID OJ990427_25. 9C17.C1 
Strand 

End 38392 

Method TBLASTX : Cress 

End 5393 

Score 264 
.4619, 5321.. 5392, 5322.. 5393 

Seq. ID OJ990427_25.9C17.C1 
Strand 

End 38392 

Method TBLASTX: Maize 

End 5398 

Score 282 

.4619, 5321.. 5392, 5322.. 5393, 



Seq. No. 16838 
Gene No. 35494 
Start 35037 

Name OJ9904 27_25 . 9C17 . CI . o3 . tm 

Start 5940 
GI none 

Exons 5940.. 6050, 5982.. 6050, 6300. 

6381. .6605, 6459. .6602, 6459. 
6709. .6780, 6872. .6940, 6873. 
7030. .7086, 7196. .7273, 7201. 
7384. .7473 



Seq. ID OJ990427_25.9C17.C1 
Strand 

End 38392 
Method TBLASTX : Mai ze 
End 7475 
Score 81 

.6365, 6310.. 6381, 6310.. 6369, 
.6575, 6697. .6780, 6698.. 6778, 
.7019, 6873. .6977, 7029.. 7103, 
.7272, 7355. .7474, 7383. .7475, 



Seq. No. 16838 

Gene No. 35494 

Start 35037 

Name OJ990427_25 . 9C17 . CI . o3 . tc 

Start 6328 

GI none 

Exons 6328.. 6381, 6458.. 6601, 6459. 
6873. .6944 



OJ990427_25.9C17.C1 
38392 

TBLASTX: Cress 

6944 

68 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6602, 6697.. 6780, 6698.. 6778, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16838 
35494 
35037 

OJ990427_25. 9C17 . CI . 08 . tm 
13866 



End 

Method 
End 

none Score 
13866. .13898, 13868 .. 13897, 14 021 14 137 , 14 025 .. 14 153 , 
15140. .15214, 15141. . 15215, 15157 .. 15213, 15326 154 12, 
15327. .15356, 15328. .15420, 15328. .15420 



Seq. ID OJ990427_25. 9C17.C1 
Strand 

38392 

TBLASTX: Maize 
15420 
48 



17393 



Seq. No. 


16838 






Seq. ID 


OJ990427 


_25.9C17 


.CI 


bene ino . 


35494 






Strand 








Start 


35037 






End 


38392 






Name 


OJ990427 25.9C17.C1. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15352 






End 


16763 






GI 


none 






Score 


90 






Exons 


15352. 


.15486, 16239. 


.16715, 


16436. .16669, 16698 


. .16763 




Seq. No. 


16838 






Seq. ID 


OJ990427 


_25.9C17 


.CI 


Gene No. 


35494 






Strand 








Start 


35037 






End . 


38392 






Name 


OJ990427 25.9C17.C1. 


ol . tm 


Method 


TBLASTX : 


Maize 




o car l. 


15421 






End 


19042 






GI 


none 






Score 


103 






Exons 


15421. 


.15486, 15421. 


.15486, 


16228. .16452, 16229 


. .16819, 






16230. 


.16820, 16281. 


.16823, 


16609. . 16824, 17357 


. .17662, 






17359. 


.17661, 18625. 


.18963, 


18654. .18956, 18680 


. .18964, 






18710. 


.18973, 18986. 


.19042, 


18993. .19040, 18998 


. .19042 




Seq. No. 


16838 






Seq. ID 


OJ990427 


_25. 9C17 


.CI 


bene no . 


35494 






Strand 








Start 


35037 






End 


38392 






Name 


OJ990427 25.9C17.C1. 


ol. tc 


Method 


TBLASTX: 


Cress 




Start 


16311 






End 


16814 






GI 


none 






Score 


503 






Exons 


16311. 


.16733, 16313. 


.16732, 


16707. .16814, 16742 


. .16813 




Seq. No. 


16838 






Seq. ID 


OJ990427 


_25.9C17 


.CI 


Gene No. 


35494 






Strand 








o tar u 


35037 






End 


38392 






Name 


OJ990427 25.9C17.C1. 


ol . tw 


Method 


TBLASTX:' 


Wheat 




Start 


16752 






End 


17662 






GI 


none 






Score 


81 






Exons 


16752. 


.16823, 17357. 


.17479, 


17357. .17473, 17365 


. .17478, 






17510. 


.17662, 17518. 


.17628, 


17522. .17662 






Seq. No. 


16838 






Seq. ID 


OJ990427 


_25.9C17 


-CI 


Gene No. 


35494 






Strand 










35037 






End 


38392 






Name- 


OJ990427 25.9C17.C1. 


o2 . ts 


Method 


TBLASTX:; 


Soybean 




Start 


17351 






End 


18840 






GI 


none 






Score 


404 






Exons 


17351. 


.17662, 17357. 


.17662, 


17371. . 176! 


32, 18625 


. .18840, 






18680. 


.18838 












Seq. No. 


16838 






Seq. ID 


OJ990427_ 


_25.9C17 


.CI 


Gene No. 


35494 






Strand 










35037 






End 


38392 






Name 


OJ990427 25.9C17.C1. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


17357 






End 


18817 






GI 


none 






Score 


435 






Exons 


17357. 


.17662, 17359. 


.17640, 


18647. .18775, 18655 


. .18804, 






18655. 


.18813, 18680. 


.18817 










Seq. No. 


16838 






Seq. ID 


OJ990427_ 


_25.9C17, 


.CI 


Gene No. 


35494 






Strand 








Start 


35037 






End 


38392 







17394 




Name 


OJ990427 25.9C17.C1 


.o2. tw 


Method 


TBLASTX: Wheat 


Start 


18710 






End 


18937 


GI 


none 






Score 


208 


Exons 


18710. 


.18937, 18745 


. .18891 






Seq. No. 


16838 






Seq. ID 


OJ990427_25.9C17 


Gene No. 


35494 






Strand 




Start 


35037 






End 


38392 


Name 


OJ990427 25.9C17.C1 


. o9 . tm 


Method 


TBLASTX: Maize 


Start 


19393 






End 


19574 


GI 


none 






Score 


126 


Exons 


19393. 


.19503, 19422 


. .19508, 


19423. .19506, 19428. .19508, 




19507. 


.19572, 19508 


. .19573, 


19508. .195 


73, 19509. .19574, 




19509. 


.19574 








Seq. No. 


16838 






Seq. ID 


OJ990427_25.9C17 


Gene No. 


35494 






Strand 


- 


Start 


35037 






End 


38392 


Name 


OJ990427 25.9C17.C1 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


20780 






End 


21996 " 


GI 


none 






Score 


385 


Exons 


20780. 


.21181, 20780 


. .21061, 


20788. .211 


80, 21306. .21476, 




21375. 


.21473, 21376 


. .21477, 


21377. .214 


90, 21554. .21697, 




21556. 


.21696, 21563 


. .21718, 


21805. .219 


96, 21805.. 21996 


Seq. No. 


16838 






Seq. ID 


OJ990427_25. 9C17 


Gene No. 


35494 






Strand 




Start 


35037 






End 


38392 


Name 


OJ990427 25.9C17.C1 


. 06 . tc 


Method 


TBLASTX: Cress 


Start 


20788 






End 


21582 


GI 


none 






Score 


96 


Exons 


20788. 


.21084, 20792 


. .21034, 


21312. .214 


76, 21556.. 21582 


Seq. No. 


16838 






Seq. ID 


OJ990427_25.9C17 


Gene No. 


35494 






Strand 




Start 


35037 






End 


38392 


Name 


OJ990427 25.9C17.C1 


. 06 . ts 


Method 


TBLASTX: Soybean 


Start 


20791 






End 


21075 


GI 


none 






Score 


116 


Exons 


20791. 


.21009, 20795 


. .21007, 


20989. .21075 


Seq. No. 


16838 






Seq. ID 


OJ990427_25.9C17 


Gene No. 


35494 






Strand 




Start 


35037 






End 


38392 


Name 


OJ990427 25.9C17.C1 


. o3 . ts 


Method 


TBLASTX : Soybean 


Start 


21450 






End 


22486 


GI 


none 






Score 


143 


Exons 


21450. 


.21485, 21553 


. .21696, 


21554 . .21679, 21803 .. 21907 , 




21805. 


.21996, 22409 


. .22486 






Seq. No. 


16838 






Seq. ID 


OJ990427_25.9C17 


Gene No. 


35494 






Strand 




Start 


35037 






End 


38392 


Name 


OJ990427 25.9C17.C1 


.o7 . tc 


Method 


TBLASTX: Cress 


Start 


21616 






End 


22537 


GI 


none 






Score 


64 


Exons 


21616. 


.21675, 21805 


. .21999, 


21878. .22000, 22409. .22537, 



17395 



22410. .22529 



Seq. No. 16838 
Gene No. 35494 
Start 35037 

Name OJ990427_25 . 9C17 . CI . o4 . tm 

Start 22361 
GI none 

Exons 22361. .22645, 22362 .. 22424 , 

22440. .22649, 22768 .. 22926, 
23078. .23275, 23094 .. 23276, 
23766. .23825, 2378 9 .. 23824 , 
23933. .24013, 2394 1 .. 24 033, 
24127. .24156 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 25.9C17.C1 



38392 

TBLASTX: Maize 
24156 
65 

22363. .22641, 22424 .. 22642 , 
22769. .22921, 22777 .. 22923, 
23095. .23277, 23096 .. 23308 , 
23790. .23825, 23910 .. 24065, 
23952. .24143, 23998 .. 24081 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16838 
35494 
35037 

OJ990427_25.9C17.Cl.o5.ts 

22487 

none 



Seq. ID OJ990427_25.9C17.C1 
Strand 

End 38392 

Method TBLASTX : Soybean 

End 24110 

Score 126 



22487. .22645, 22491 2264 6, 22755 22910 , 22758 .. 22910 , 

22768. .22926, 22777 22917 , 23078 23203, 23093 231 64 , 

23207. .23275, 23208 .. 23261, 23784 .. 23825 , 23914 .. 24 036, 

23928. .24038, 23955.. 24110 



Seq. No. 16838 Seq. ID 

Gene No. 35494 Strand 

Start 35037 End 

Name OJ990427_25 . 9C17 . CI . 08 . tc Method 

Start 23955 End 

GI none Score 

Exons 23955. .24119 



OJ990427_25. 9C17.C1 
38392 

TBLASTX: Cress 

24119 

195 



Seq. No. 16838 

Gene No. 35494 

Start 35037 

Name OJ9904 27_25 . 9C17 .CI . o4 . tc 

Start 28899 

GI none 

Exons 28899. .29204, 28 911 .. 29087 , 
29382. .29612 



Seq. ID OJ990427_25.9C17.C1 
Strand 

End 38392 

Method TBLASTX : Cress 

End 29612 

Score 109 
28939. .29205, 29283 . .29519, 



Seq. No. 16838 

Gene No. 35494 

Start 35037 

Name OJ990427_25 . 9C17 . CI . o7 . tm 

Start 33593 

GI none 

Exons 33593. .33631, 33700 .. 33786, 



Seq. ID OJ990427_25.9C17.C1 
Strand 

End 38392 

Method TBLASTX : Mai ze 

End 34148 

Score 221 
33960. .34148, 33960.. 34082 



Seq. No. 16838 

Gene No. 35494 

Start 35037 

Name OJ9904 27_25 . 9C17 . CI . o5 . np 

Start 35037 

GI 3157926 



Seq. ID OJ990427_25.9C17.C1 
Strand 

End 38392 

Method AAT/NAP 

End 38392 

Score 100 



17396 



Exons 35037. .35651, 38364.. 38392 

GI Descrip. (AC002131) Strong similarity to extensin-like protein gb|Z34465 
from Zea mays. [Arabidopsis thaliana] 



Seq. No. 


16838 




Seq. ID 


OJ990427 


_25.9C17 


.CI 


Gene No. 


35494 




Strand 


_ 






Start 


35037 




End 


38392 






Name 


OJ990427 25.9C17.C1 


,o9.gs 


Method 


GENSCAN 






Start 


36198 




End 


38274 






GI 


none 




Score 


.63 






Exons 


36198 . . 38274 












Seq. No. 


16838 




Seq. ID 


OJ990427 


_25.9C17 


.CI 


Gene No. 


35494 




Strand 








Start 


35037 




End 


38392 






Name 


OJ990427 25.9C17.C1 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


36375 




End 


36775 






GI 


none 




Score 


121 






Exons 


36375. .36458, 36376 


. .36459, 


36456.-36749, 36462 


. .36725, 






36464. .36775, 36595 


. .36729 










Seq. No. 


16839 




Seq. ID 


OJ990427 


_25.9C17 


.C2 


Gene No. 


354 95 




Strand 


+ 






Start 


20995 




End 


31798 






Name 


OJ990427 25.9C17.C2 


o2 . np 


Method 


AAT/NAP 






Start- 


20612 




End 


31798 






GI 


6850860 




Score 


1703 






Exons 


20612. .20651, 20987 


.21182, 


22093. .22291, 22838 


. .22930, 






23053. .23235, 23309 


.23411, 


23502. .23690, 24287 


. .24654, 






24727. .26694, 27549 


.28039, 


28082. .28126, 31277 


. .31411, 






31671. .31798 












GI Descrip. 


(AL132959) putative 


protein 


' [Arabidopsis thaliana] 




Seq. No. 


16839 




Seq. ID 


OJ990427 


_25.9C17 


C2 


Gene No. 


35495 




Strand 


+ 






Start 


20995 




End 


31798 






Name 


OJ990427 25.9C17.C2 


o4 . gs 


Method 


GENSCAN 






Start 


20995 




End 


30161 






GI 


none 




Score 


.5 






Exons 


20995. .21189, 22103 


.22291, 


23309. .23411, 23502 


. .23690, 






24287. .26694, 27549 


.28135, 


28358. .28413, 30043 


. .30161 




Seq. No. 


16839 




Seq. ID 


OJ990427 


_25.9C17 


C2 


Gene No. 


35495 




Strand 


+ 






Start 


20995 




End 


31798 






Name 


OJ990427 25.9C17.C2 


o3.np 


Method 


AAT/NAP 






Start 


22838 




End 


28126 






GI 


6850860 




Score 


1295 






Exons 


22838. .22930, 23053. 


.23235, 


23309. .23411, 23502 


. .23690, 






24287. .24654, 24727. 


.26694, 


27549. .28039, 28082 


. .28126 




GI Descrip. 


(AL132959) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


16839 




Seq. ID 


OJ990427_ 


_25. 9C17 


C2 


Gene No. 


35495 




Strand 


+ 






Start 


20995 




End 


31798 






Name 


OJ990427 25.9C17.C2. 


o4 . np 


Method 


AAT/NAP 






Start . 


22838 




End 


28126 







17397 




GI 


6850860 




Score 


1292 






Exons 


22838. .22930, 23053 


. .23235, 


23309. .23411, 23502. 


.23690, 






24287. .24654, 24727 


. .26694, 


27549. .28039, 28082. 


.28126 




GI Descrip. 


(AL132959) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


16839 




Seq. ID 


OJ990427 


25 . 9C17 


.C2 


Gene No . 


JDH y D 




Strand 


+ 






Start 


20995 




hnd 


oi /yb 






Name 


OJ990427 25.9C17.C2. 


,o2.gp 


Method 


7\ t\ rp / /— » TV T~\ 

AAT/GAP 






Start 


25105 




End 


25529 






GI 


none 




Score 


839 






Exons 


25105. .25529 












Seq. No. 


16839 




Seq. ID 


OJyy0427 


25 . 9C17 , 


X2 


Gene No . 






Strand 


+ 






Start 


20995 




End 


ol / yo 






Name 


OJ990427 25.9C17.C2. 


, o3 . gp 


Method 


7\ 7\ rp / /■"» TV T~l 

AAT/GAP 






Start 


26295 




End 


27897 






GI 


none 




Score 


1459 






Exons 


26295. .26694, 27549. 


. .27897 










Seq. No. 


16839 




Seq. ID 


OJ990427_ 


25.9C17. 


.C2 


Gene No. 


35496 




Strand 


+ 






Start 


31718 




End 


46672 






Name 


OJ990427 25.9C17.C2, 


. 06 . np 


Method 


AAT/NAP 






Start 


31718 




End 


46672 






GI 


3142300 




Score 


1138 






Exons 


31718. .31948, 43128. 


, .43234, 


43722. .43951, 44473. 


.44640, 






44892. .45252, 45753. 


, .45896, 


46491. .46672 







GI Descrip. (AC002411) Contains similarity to pre-mRNA processing protein 



PRP39 gb|L29224 from S. cerevisiae. ESTs gb|R64908 and 
gb|T88158, gb|N38703 and gb|AA651043 come from this gene. 
[Arabidopsis thaliana] 



□ 


Seq. No. 


16839 




Seq. ID 


OJ990427 


_25. 


9C17, 


.C2 




Gene No. 


35496 




Strand 


+ 










Start 


31718 




End 


46672 








~i 


Name 


OJ990427 25.9C17.C2, 


. o7 . gs 


Method 


GENSCAN 










Start 


33617 




. End 


34792 








i. ..t 


■ GI 


none 




Score 


.71 








I. 


Exons 


33617.. 34792 
















Seq. No. 


16839 




Seq. ID 


OJ990427_ 


_25. 


9C17, 


.C2 




Gene No. 


35496 




Strand 


+ 










Start 


31718 




End 


46672 










Name 


OJ990427 25.9C17.C2, 


. 06 . gp 


Method 


AAT/GAP 










Start 


34004 




End 


34333 










GI 


427031 




Score 


636 










Exons 


34004. .34333 
















Seq. No. 


16839 




Seq. ID 


OJ990427_ 


_25. 


9C17, 


.C2 




Gene No. 


35496 




Strand 


+ 










Start 


31718 




End 


46672 










Name 


OJ990427 25.9C17.C2. 


. 08 . gp 


Method 


AAT/GAP 










Start 


34424 




End 


35026 










GI 


64997 1.R1084 




Score 


933 










Exons 


• 34424. .34568, 34626. 


. .35026 













17398 



GI Descrip. 1 1684 629/emb | CAA70550 | 2.0e-10 (Y09374) lacZ-PhoC [synthetic 
construct] 1 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16839 
35496 
31718 

OJ990427_25.9C17.C2.o9.gs 

42163 

none 

42163. .42247, 424 16 .. 42545, 
43128. .43234, 4 3722 .. 4 3951 , 
45753. .45896, 46491. .46643 



Seq. ID 
Strand 
End 

Method 

End 

Score 
42661. .42774, 
44473. .44640, 



OJ990427_25.9C17.C2 
+ 



46672 
GEN SCAN 
46643 
.82 

42857, 
44892. 



16839 
35496 
31718 

OJ990427_25. 9C17 . C2 . olO . gp 

45206 

4715382 

45206. .45252, 4 5753 .. 45896, 



43047, 
45252, 



25.9C17.C2 



Seq. ID OJ990427_ 
Strand + 
End 4 6672 

Method AAT/GAP 
End 46672 
Score 639 
46491. .46672 

3142300 9.0e-45 (AC002411) Contains similarity to pre-mRNA 
processing protein PRP39 gb_L29224 from S. cerevisiae. ESTs 
gb_R64908 and gb_T88158, gb_N38703 and gb_AA651043 come from 
this gene. [Arabidopsis thaliana] 



16839 
35497 
8879 

OJ990427_25 . 9C17 . C2 . ol . np 
8879 
6539239 
8879. .9658 
(AC011765) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_25.9C17.C2 

11292 
AAT/NAP 
9658 
586 



putative RING zinc finger protein [Arabidopsis 



Seq. No. 16839 Seq. ID 

Gene No. 35497 Strand 

Start 8879 End 

Name OJ990427_25 . 9C17 . C2 . ol . gp Method 

Start 9419 End 

GI none Score 

Exons 9419.. 9705, 11098.. 11292 



OJ990427_25. 9C17.C2 

11292 
AAT/GAP 
11292 
876 



Seq. No. 16839 Seq. ID 

Gene No. 354 98 Strand 

Start 18376 End 

Name OJ990427_25 . 9C17 . C2 . o3 . gs Method 

Start 18376 End 

GI none Score - } 

Exons 18376. .18498, 19157.. 19162 



OJ990427_25. 9C17.C2 

19162 
GENSCAN 
19162 
.82 



Seq. No. 16839 Seq. ID 

Gene No. 35499 Strand 

Start 29750 End 

Name OJ990427_25 . 9C17 . C2 . o4 . gp Method 

Start 29750 End 

GI none Score 



OJ990427_25.9C17.C2 

30192 
AAT/GAP 
30192 
870 



17399 




Exons 29750. .30192 



Seq. No. 


16839 


Seq. ID 


OJ990427 25.9C17 


.C2 


Gene No. 


35500 


Strand 


- 




Start 


30738 


End 


31932 




Name 


OJ990427 25.9C17.C2.o5.gp 


Method 


AAT/GAP 




Start 


30448 


End 


30825 




GI 


2801263 


Score 


529 




Exons 


30448. .30825 








Seq. No. 


16839 


Seq. ID 


OJ990427_25.9C17 


.C2 


Gene No. 


35500 


Strand 






Start 


30738 


End 


31932 




Name 


OJ990427 25.9C17.C2.o5.gs 


Method 


GENSCAN 




Start 


30738 


End 


31932 




GI 


none 


Score 


. 93 




Exons 


30738. .30876, 30971 .. 31067 , 


31240. .31329, 31746.. 31932 




o c q . in {j . 


16839 


Seq. ID 


OJ990427_25.9C17 




Gene No. 


35500 


Strand 






Start 


30738 


End 


31932 




Name 


OJ990427 25.9C17.C2.o5.np 


Method 


AAT/NAP 




Start 


30741 


-End 


31315 




GI 


4335757 


Score 


338 




Exons 


30741. .30876, 30971 .. 31067 , 


31240.. .31315 




GI Descrip. 


(AC006284) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16839 


Seq'. ID 


OJ990427_25.9C17 


.C2 


Gene No. 


35501 


Strand 






Start 


32793 


End 


33053 




Name 


OJ990427 25.9C17.C2.o6.gs 


Method 


GENSCAN 




Start 


32793 


End 


33053 




GI 


none 


Score 


.5 




Exons 


32793. .33053 








Seq. No. 


16839 


Seq. ID 


OJ990427_25.9C17. 


.C2 


Gene No. 


35503 


Strand 






Start 


37577 


End 


40511 




Name 


OJ990427 25.9C17.C2.ol0.tm 


Method 


TBLASTX: Maize 




Start 


8823 


End 


9072 




GI 


none 


Score 


171 




Exons 


8823.. 9056, 8845. .9072, 8848 


..9060, 8858. .9067 




oeq . no . 


16839 


Seq. ID 


OJ990427_25.9C17, 


,C2 


Gene No. 


35503 


Strand 






Start 


37577 


End 


40511 




Name 


OJ990427 25.9C17.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


9210 


End 


9665 




GI 


none . ; • 


Score 


-550 




Exons 


9210.. 9632, 9221.. 9634, 9223 


..9633, 9228.. 9650, 9230.. 9634, 




9612. . 9665 








Seq. No. 


16839 


Seq. ID 


OJ990427_25.9C17. 


C2 


Gene No. 


35503 


Strand 






Start 


37577 


End 


40511 




Name 


OJ990427 25.9C17.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9290 


End 


9692 





17400 




GI none Score 265 

Exons 9290.. 9478, 9291.. 9479, 9291.. 9479, 9292.. 9480, 9482.. 9520, 

9483. .9521, 9518. .9550, 9518. .9541, 9669. .9692 



Seq. No. 


16839 






Seq. ID 


OJ990427_25. 9C17 


C2 


Gene No. 


35503 






Strand 






Start 


37577 






End 


40511 




Name 


OJ990427 -25.9C17.C2 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


9297 






End 


9674 




C T 


none 






Score 


193 




Exons 


9297. . 


9524, 9305.. 9634, 9309.. 9572, 9581.. 9658, 9612.. 9674 


Seq. No. 


16839 






Seq. ID 


OJ990427_25.9C17. 


Cz 


Gene No. 


35503 






Strand 






Start 


37577 






End 


40511 




Name 


OJ990427 25.9C17.C2 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


9314 






End 


9659 






none 






Score 


291 




Exons 


9314. . 


9541, 9315.. 9566, 9611.. 9658, 9624.. 9659 




Seq. No. 


16839 






Seq. ID 


OJ990427_25.9C17. 




Gene No. 


35503 






Strand 






Start 


37577 






End 


40511 




Name 


OJ990427 25.9C17.C2 


.Oj. Lin 


Method 


TBLASTX: Maize 




Start 


22117 






End 


22933 




GI 


none 






Score 


2 65 




TP *r /**\ cr> 

Lxons 


22117. 


.22293, 22118 


. . z y / , 


22835. .22933, 22837.. 22920 




Seq. No. 


16839 






Seq. ID 


OJ990427_25.9C17. 


C2 


Gene No. 


35503 






Strand 






Start 


37577 






End 


40511 




Name 


OJ990427 25.9C17.C2 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


22124 






End 


23238 




GI 


none 






Score 


75 




Exons 


22124 . 


.22246, 22835 


. .22942, 


22865. .22933, 23020 .. 23238 , 






■ 23047. 


.23211, 23109 


. .23237 








Seq. No. 


16839 






Seq. ID 


OJ990427_25.9C17. 


CO 


Gene No. 


35503 






Strand 






Start 


37577 






End 


40511 




Name 


OJ990427 25.9C17.C2 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


22840 






End 


23638 




GI 


none 






Score 


160 




Exons 


22840. 


.22920, 22841 


. .22945, 


23047. .23250, 23051 .. 23236, 






23052. 


.23237, 23053 


. .23238, 


23308. .23409, 23309 .. 234 10, 






23482. 


.23607, 23501 


. .23611, 


23611. .23637, 23612.. 23638 




Seq. No. 


16839 






Seq. ID 


OJ990427_25. 9C17 . 


C2 


Gene No. 


35503 






Strand 






Start 


37577 






End 


40511 




Name 


OJ990427 25.9C17.C2 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


24280 






End 


24803 




GI 


none 






Score 


67 




Exons 


24280. 


.24579, 24281 


. .24355, 


24285.-24569, 24286 .. 24579, 






24401. 


.24625, 24609 


. .24740, 


24610. .24717, 24 685 .. 24801 , 





24687. .24803 



17401 



Seq. No. 


16839 




Seq. ID 


OJ990427_25.9C17 


.C2 


Gene No .* 


jjDUJ 




Strand 






Start 


37577 




End 


40511 




Name 


OJ990427 25.9C17.C2. 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


25399 




End 


25680 




GI 


none 




Score 


284 




Exons 


25399. .25614, 25402. 


. .25680, 


25526. .25675, 25563 .. 256.76 




Seq. No. 


16839 




Seq. ID 


OJ990427_25.9C17 


.C2 


Gene No. 


35503 




Strand 






Start 


37577 




End 


40511 




Name 


OJ990427_25.9C17.C2. 


. ol. tm 


Method 


TBLASTX: Maize 






^oyuy 




End 


27672 




GI 


none 




Score 


72 




Exons 


25909. .25980, 25909. 


.25983, 


25969. .26013, 25987 .. 26034 , 






26011. .26205, 26011. 


.26205, 


26013. .26207, 26203 .. 26562, 






26205. .26552, 26572. 


.26616, 


26615. .26692, 2 6616 .. 26693, 






26620. .26694, 27549. 


.27668, 


27550. .27672 




Seq. No. 


16839 




Seq. ID 


OJ990427_25.9C17, 


.C2 


Gene No. 


35503 




Strand 






Of i vf 

o tar c 






End 


40511 




Name 


OJ990427 25.9C17.C2. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


26373 




End 


26694 




GI 


none . 




Score 


115 




Exons 


26373..26444, 26374.. 


.26469, 


26466. .26534, 26467. .26547, * 






26548. .26694, 26643. 


.26693 








Seq. No. 


16839 




Seq. ID 


OJ990427_25.9C17. 


■ C2 


Gene No. 


35503 




Strand 






Start 


37577 




End 


40511 




Name 


ojyyu4z/ ^o.yci/.cz. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


27692 




End 


28149 




GI 


none 




Score 


139 




Exons 


27692. .27790, 27693. 


.27803, 


27799. .27867, 27800 .. 27874 , 






27802. .27909, 27858. 


.27962, 


27912. .28088, 27 94 9 .. 28 14 9, 






27988. .28149 










Seq. No. 


16839 




Seq. ID 


OJ990427_25.9C17. 


,C2 


Gene No. 


35503 




Strand 






o car z. 


o 1 D 1 1 




End 


40511 




Name 


OJ990427 25.9C17.C2. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


37349 




End 


37723 




GI 


none 




Score 


73 




Exons 


37349. .37477, 37353. 


.37478, ■ 


37569. .37700, 37577 .. 37723, 






37577. .37699, 37648. 


.37719 








Seq. No. 


16839 




Seq. ID ■ 


OJ990427_25.9C17. 


C2 


Gene No. 


35503 




Strand 






Start 


37577 




End 


40511 




Name 


OJ990427 25.9C17.C2. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


37577 




End 


37957 




GI 


none 




Score 


84 




Exons 


37577. .37672, 37679. 


.37957, 


37701. .37823 





Seq. No. 
Gene No. 



16839 
35503 



Seq. ID OJ990427_25. 9C17.C2 
Strand 



17402 



Start 
Name 
Start 
GI 

Exons 



37577 End 40511 

OJ990427_25 . 9C17 . C2 . 08 . gs Method GENSCAN 

37577 End 40511 

none Score .71 

37577. .37956, 39087 .. 3914 1 , 39652 .. 39840, 39905 40065, 

40104. .40236, 40401 .. 40511. ; 



Seq. No. 16839 Seq. ID 

Gene No." 35503 Strand 

Start 37577 End 

Name OJ990427_25 . 9C17 . C2 . o2 . ts Method 

Start 37577 End 

GI none Score 

Exons 37577. .37645, 37578 .. 37658, 37625 

37664. .37960, 39083 .. 39160, 39085 



OJ990427 25.9C17.C2 



40511 

TBLASTX : Soybean 
39160 
58 

37957, 37632..379S8, 
39150 



Seq. No. 16839 Seq. ID OJ990427_25 . 9C17 . C2 

Gene No. 35503 Strand 

Start 37577 End 40511 

Name OJ990427_25 . 9C17 . C2 . o9 . gp Method AAT/GAP 

Start 37605 End 38270 

GI 67188_1.R1084 Score 7 64 

Exons 37605. .37956, 38188.. 38270 - 

GI Descrip. f 3142300 9.0e-45 (AC002411) Contains similarity to pre-mRNA 
processing protein PRP39 gb_L29224 from S. cerevisiae. ESTs 
gb_R64908 and gb_T88158, gb_N38703 and gb_AA651043 come from 
this gene. [Arabidopsis thaliana] ' 



Seq. No. 


16839 






Seq. ID 


OJ990427 


_25.9C17 


.C2 


Gene No. 


35503 






Strand 








Start 


37577 






End 


40511 






Name 


OJ990427 25.9C17.C2, 


,o2.tw 


Method 


TBLASTX : 


Wheat 




Start 


37679 






End 


37958 






GI 


none 






Score 


102 






Exons 


37679. 


.37957, 37683, 


. .37958 










Seq. No. 


16839 






Seq. ID 


OJ990427 


_25.9C17 


.C2 


Gene No. 


35503 






Strand 








Start 


37577 






End 


40511 






Name 


OJ990427 25.9C17.C2. 


.06. tm 


Method 


TBLASTX: 


Maize 




Start 


37724 






End 


39781 






GI 


none 






Score 


275 






Exons 


37724. 


.37945, 37725. 


. .37943, 


37725. .37961, 37732 


. .37944, 






39085. 


.39150, 39086. 


. .39169, 


39652. .39747, 39653 


. .39781 




Seq. No. 


16839 






Seq. ID 


OJ990427 


_25.9C17 


.C2 


Gene No. 


35504 






Strand ' 








Start 


42778 






End 


46655 






Name/ 


OJ990427 25.9C17.C2. 


, o4 . tm 


Method 


TBLASTX:; 


Maize 




Start 


42778 






End 


45255 






GI 


none 






Score 


34 






Exons 


42778. 


.42822, 42866. 


, .43057, 


42867. .43058, 42964 


. .43059, 






43123. 


.43191, 43125. 


, .43193, 


43127. .43234, 43127 


. .43234, 






43716. 


.43952, 43719. 


, .43949, 


43727. .43951, 43791 


. .43910, 






43864. 


.43962, 44462. 


, .44638, 


44462. .4463 


;8, 44470 


. .44673, 






44470. 


.44640, 44891. 


, .45208, 


44892. .45017, 44893 


. .45255, 






44896. 


.45252 













17403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16839 

35504 

42778 

OJ990427 

43724 . 

none 



25.9C17.C2.o5.ts 



Seq. ID OJ990427_25.9C17.C2 
Strand 
End 

Method 
End 
Score 



46655 

TBLASTX : Soybean 

43985 

327 



43724. .43954, 4 3725 .. 43985, 43725.. 43955 



16839 Seq. ID 

35504 Strand 

42778 End 

OJ990427_25 . 9C17 . C2 . o4 . ts Method 

44557 End 

none Score 

44557. .44634, 4 4 561 4 4 635, 44863 

44940. . 45212, 4 4 94 1 . . 45258 , 44947 



OJ990427 25.9C17.C2 



46655 

TBLASTX : Soybean 
46544 
94 

44952, 44889. .44951, 
45225, 45750. .45896, 



45750. .45893, 4 5758 45922, 45758.-45895, 46488. .46544 



Seq. No. 16839 
Gene No. 35504 
Start 42778 

Name OJ990427_25 . 9C17 . C2 . o3 . tm 

Start 45344 

GI none 

Exons 45344. .45520, 45346 

45523. .45543, 45531 
45593. .45667, 45595 
45743. .45895, 45744 
46490. .46642 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 25.9C17.C2 



45519, 45346. 

45605, 45590. 

45669, 45603. 

45896, 45745. 



46655 

TBLASTX: Maize 
46655 
248 

45618, 45372. .45524, 

45619, 45590; -.45643, 
45659, 45610. .45666, 
45897, 46488. .46655, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16839 Seq. ID 

35504 Strand 

42778 End 

OJ9904 27_25 . 9C17 . C2 . o4 . tc Method 

45719 End 

none Score 



OJ990427_25.9C17.C2 
46655 

TBLASTX: Cress 

45900 

191 



4 5719. . 4 5898, 4574 2. .4 5900, 4 57 53. .45899 



16840 
35505 
1 

OJ990427_25, 
1 

3142300 

1. .47, 296. . 



9C17.C3.ol.np 



565, 827. .919, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1031. . 1126, 



OJ990427_25. 
+ 

4946 
AAT/NAP 
4946 
145 

4900. .4946 



9C17.C3 



(AC002411) Contains similarity to pre-mRNA processing protein 
PRP39 gb|L29224 from S. cerevisiae. ESTs gb|R64 908 and 
gb|T88158, gb|N38703 and gb|AA651043 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 16840 Seq. ID 

Gene No. 35505 Strand 

Start 1 End 

Name OJ990427_25 . 9C17 . C3 . ol . gs Method 

Start 302 End 

GI none Score 



OJ990427_25.9C17.C3 
+ 

4946 
GENSCAN 
4155 
.63 



17404 




Exons 302.. 565, 827.. 931, 1240.. 1273, 1450.. 1567, 2178.. 2428, 

2823.. 2950, 3055.. 4155 



Seq. No. 


16840 


Seq. ID 


OJ990427_25. 9C17.C3 


Gene No. 


35505 


Strand 


■ + 


Start 


1 


End 


4946 


Name 


OJ990427 25.9C17.C3.ol.gp 


Method 


AAT/GAP 


Start 


1154 


End 


1404 


GI 


4715383 


Score 


471 


Exons 


1154 . . 1404 






Seq. No. 


16840 


Seq. ID 


OJ990427_25.9C17.C3 


Gene No. 


35506 


Strand 


+ 


Start 


8619 


End 


8968 


Name 


OJ990427 25. 9C17 . C3 . o3 . gs 


Method 


GEN SCAN 


Start 


8619 


End 


8966 


GI 


none 


Score 


.51 


Exons 


8619. .8966 






Seq. No. 


16840 


Seq. ID 


OJ990427_25. 9C17.C3 


Gene No. 


35506 


Strand 


+ 


Start 


8619 


End 


8968 


Name 


OJ990427 25.9C17.C3.o2.np 


Method 


AAT/NAP 


Start 


8676 


End 


8968 


GI 


3237190 


Score 


132 ' 


Exons 


8676. .8968 






GI Descrip. 


(AB014760) cystein proteinase 


inhibitor [Cucumis sativus] 


Seq. No. 


16840 


Seq. ID 


OJ990427_25.9C17.C3 


Gene No. 


35507 


Strand 


+ 


Start 


11951 


End 


12295 


Name 


OJ990427 25.9C17.C3.o4.gs 


Method 


GENSCAN 


Start 


11951 


End 


12295 


GI 


none 


Score 


.99 


Exons 


11951. .12295 






'^eq. No. 


loo40 


Seq. ID 


OJ990427 25.9C17.C3 


Gene No. 


35508 


Strand 


+ 


Start 


13489 


End 


14562 


Name 


OJ990427 25. 9C17 . C3 . ol . tm 


Method 


TBLASTX: Maize 


Start 


277 


End 


1301 


GI 


none 


Score 


136 


Exons 


277. .453, 296.-454, 300. .458, 


464. .565 


, 475. .582, 815. .871 




822. .932, 834. .932, 1026. .1061 


, 1051.. 


1167, 1109.. 1165, 




1271.. 1300, 1272.. 1301 






Seq. No. 


1684 0 


Seq. ID 


OJ990427_25.9C17.C3 


Gene No. 


35508 


Strand 


+ 


Start 


13489 


End 


14562 


Name 


OJ990427 25. 9C17 . C3 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


6476 


End 


8951 


GI 


none 


Score 


117 


Exons 


6476.-6544, 6477. .6554, 6491.. 


6574, 6563. .6667, 6564. .6668 




6675. .6734, 6680. .6736, 8712.. 


8771, 8717. .8743, 8778. .8915 




8795. .8914, 8910. .8951 






Seq. No. 


16840 


Seq. ID 


OJ990427_25. 9C17.C3 



17405 




Gene No. 


35508 




Strand 


+ 


Start 


13489 




End 


14562 


Name 


OJ990427 25 


.9C17.C3.o5.gs 


Method 


GEN SCAN 


Start 


13489 




End 


14562 


GI 


none 




Score 


.76 


Exons 


13489. .13490, 13841 .. 14118, 


14285. . 14562 


Seq. No. 


1 DO 4 1 




oeq. iu 


ujyyu4z/ zo.yuit.L.4 


Gene No . 






Strand 


+ 


Start 


1 QC 

1 yo 




End 


1 UU 


Name 


OJ990427 25 


.9C17.C4.ol.gp 


Method 


AAT/GAP 


Start 


195 




End 


700 


GI 


none 




Score 


i m o 
lUlz 


Exons 


i yo . . / uu 








Seq. No. 


T C O A T 
1 DO 4 1 




Seq. ID 


ojyyu4z/ zo.ycjL/.c4 


Gene No. 


ODD 1U 




Strand 




Start 


D 12 




End 


24 39 


Name 


OJ990427 25 


.9C17.C4.ol.gs 


Method 


GEN SCAN 


Start 


672 




End 


2439 


GI 


none 




Score 


. DD 


Exons 


D 12 . . OZ 1 , O 


51. .976, 1014. .1142, 1890.. 


i nro o n c n o o o c 
lybz, zUb9. .zzoo, 




O O C O O /I O O 

2odo . . z 4 jy 








Seq. No. 


1 DO 4 1 




Seq. ID 


uj y yu4 z / zo.yui/.L4 


Gene No. 


o c c 1 n 




Strand 




Start 


o /z 




End 


O A O (1 

z4 o y 


Name 


OJ990427 25 


.9C17.C4.o2.gp 


Method 


AAT/GAP 


Start 


1085 




End 


2439 


GI 


none 




Score 


QQQ 

y o y 


Exons 


lUoD . . IzU / , 


1319.. 1403, 1890 


..1962, 20 


O O O R O O O O n/i tq 

by. .zzJo, zozo. .z4oy 


Seq. No. 


1 CO /I 1 
1 DO 4 1 




Seq. ID 


uj yyu4z/ zD.yui/.C4 


Gene No. 


jj 0 1 U 




Strand 




Start 


O / Z 




End 


O /l 0 Q 

z4 o y 


Name 


OJ990427 25 


.9C17.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


2062 




End 


2439 


GI 


none 




Score 


4 o 


Exons 


OA/TO O 1 A O 

zUoz . . zlU o, 


2070.. 2105, 2095 


..2238, 20 


yy. .zzoy, ziuu. . ziyo 




zlUl . . 2244 , 


2323.. 2439, 2324 


. .2437 




Seq. No. 


1 oo4z 




Seq. ID 


ojyyubz / zo.yci/.cz 


Gene No . 


35511 




Strand 


+ 


Start 


O "7 "7 
Z / / 




End 


TOO 

/ Z 0 


Name 


Uu j^Ujl / Z O 


.9C17.C2.ol.gs 


Method 


O Ej LM O V^rilN 


Start 


277 




End 


723 


GI 


none 




Score 


.5 


Exons 


277. .723 ■ 








Seq. No. 


16842 




Seq. ID 


OJ990527_28.9C17.C2 


Gene No. 


35512 




Strand 


+ 


Start 


6049 




End 


6278 


Name 


OJ990527 28 


■9C17.C2.ol.np 


Method 


AAT/NAP 


Start 


6049 




End 


6278 


GI 


6069646 




Score 


59 


Exons 


6049. .6278 








GI Descrip. 


(AP000616) ; 


similar to putative reverse 


transcriptase (AC00' 



17406 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


16843 


Seq. ID 


OJ990527_28.9C17.C3 


Gene No. 


35513 


Strand 




Start 


1410 


End 


1720 


Name 


OJ990527 28.9C17.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1410 


End 


1720 


GI 


none 


Score 


117 


Exons 


1410. .1502, 1542. .1715, 1559. 


.1720 




Seq. No. 


16844 


Seq. ID 


OJ990527_28.9C17.C4 


Gene No. 


35514 


Strand 


+ 


Start 


427 


End 


4951 


Name 


OJ990527 28.9C17.C4.ol.gs 


Method 


GENSCAN 


Start 


427 


End 


4951 * 


GI 


none 


Score 


.83 


Exons 


427. .812, 1332. .1591, 1711. .1929, 2768 


**) O T A T A 1 o n Aft 

..2870, 3018. .3199, 




4197. .4533, 4540. .4951 






Seq. No. 


16844 


Seq. ID 


OJ990527_28.9C17.C4 


Gene No. 


35515 


Strand 


+ 


Start 


6302 


End 


14891 ' _ 


Name 


OJ990527 28.9C17.C4.o2.gs 


Method 


GENSCAN 


Start 


6302 


End 


14891 


GI 


none 


Score 


.52 


Exons 


6302.. 6377, 9693.. 9737, 13723 


. .13822, 


14256. . 14433, 




14735. .14785, 14823. .14891 






Seq. No. 


16844 


Seq. ID 


OJ990527_28.9C17.C4 


Gene No. 


35516 


Strand 




Start 


2929 


End 


15272 


Name 


OJ990527 28.9C17 .C4.ol.np 


Method 


AAT/NAP 


Start ■ 


2929 


End 


15272 


GI 


6063554 


Score 


316*' 


Exons 


2929. .3102, 3736.-3764, 4432. 


.4636, 4741. .4924, 15228. .15272 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E0464 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


16845 


Seq. ID 


OJ990527_28.9C17.C5 


Gene No. 


35517 


Strand 


+ 


Start 


165 


End 


935 


Name 


OJ990527 28.9C17.C5.ol.gs 


Method 


GENSCAN 


Start 


165 


End 


935 


GI 


none 


Score 


.94 


Exons 


165. .557, 651. .771, 838. .935 






Seq. No. 


16846 


Seq. ID 


OJ990527_28.9C17.C6 


Gene No. 


35518 


Strand 


+ 


Start 


1 


End 


283 


Name 


OJ990527 28.9C17.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


283 


GI 


6063554 


Score 


206 


Exons 


1. .283 







17407 



GI Descrip. (AP000615) ESTs AU075609 (C633.44 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16846 Seq. ID OJ990527__28 . 9C17 . C6 

35519 Strand + 

642 End 928 

OJ990527_28 . 9C17 . C6 . ol . gp Method AAT/GAP 

642 End 928 

61605_1 .R1084 Score 471 

642. .928 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 f 



Seq. No. 16846 

Gene No. 35520 

Start 13 

Name OJ990527_28 . 9C17 . C6 . ol . gs 

Start 13 

GI none 

Exons 13. . 94 



Seq. ID OJ990527_28 . 9C17 .C6 

Strand 

End 94 

Method GENSCAN 

End 94 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16847 
35521 

68. • 
OJ990527_28. 9C17.C8 .ol.gs 
68 

none' 



Seq. ID OJ990527_28. 9C17.C8 

Strand + 

End 4627 

Method GENSCAN 

End 4 627 

Score .43 



68. .156, 713. .779, 3969. .4088, 4605. .4627 



16847 
35521 
68 

OJ990527_28. 9C17 . C8 . ol . gp 
262 

LIB34 74-007-P1-K1-H2 
262. .682 

, 4539005/emb|CAB39626.1| 4.0e-13 (AL049481) putative 
oxidoreductase [Arabidopsis thaliana] ? 



Seq. ID OJ990527_28 . 9C17.C8 
Strand + 

4627 
AAT/GAP 
682 
838 



End 

Method 

End 

Score 



Seq. No. 16847 

Gene No. 35522 

Start 5513 

Name OJ990527_28 . 9C17 . C8 . o2 . gs 

Start 5513 

GI none 
Exons 



Seq. ID OJ990527_28 . 9C17.C8 
Strand 

End 12612 

Method GENSCAN 

End • 12612 

Score .79 



5513. .5800, ■ 6256. . 6420, 6735. .6820, 6864. .7104, 7500. .7538, 
7632. .7754, 9586. .9705, 11640 .. 11725, 12516. .12612 



Seq. No. 16847 

Gene No. 35522 

Start 5513 

Name OJ990527_28 . 9C17 . C8 . ol . np 

Start 5633 

GI 4539005 

Exons 5633.. 5783, 6247.. 6420, 6504, 
7500. .7682 



Seq. ID -OJ990527_28.9C17.C8 
Strand 

End 12612 

Method AAT/NAP 

End 7682 

Score 442 

.6635, 6735. .6820, 6912. .7104, 



17408 



GI Descrip. (AL049481) putative oxidoreductase [Arabidopsis thaliana] 



Seq. No. 


16847 


Seq. ID 


OJ990527_28.9C17 


.C8 


Gene No . 


O c c o 0 


Strand 






Start 


5513 


End 


12612 




Name 


OJ990527 28.9C17.C8.o2.gp 


Method 


AAT/GAP 




Start 


6918 


End 


7108 




GI 


2312438 


Score 


307 




Exons 


6918. .7108 








GI Descrip. 


4539005/emb|CAB39626.1| 4 . Oe 


-13 (AL049481) putative 






oxidoreductase [Arabidopsis 


thaliana] 






Seq. No. 


lbo4 / 


Seq. ID 


OJ990527_28. 9C17 


.C8 


Gene No. 


35523 


Strand 






Start 


13183 


End 


14574 




Name 


OJ990527 28.9C17.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


6250 


End 


7005 




GI 


none 


Score 


87 




Exons 


6250.. 6405, 6253. .6375, 6302 


..6406, 6507. .6635, 6508. .6636, 




6744. .6821, 6913. .7005 








Seq. No. 


16847 


Seq. ID 


OJ990527_28.9C17 


.C8 


Gene No. 


35523 


Strand 






Start 


13183 


End 


14574 




Name 


OJ990527 28.9C17.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6253 


End 


6615 




GI 


none 


Score 


61 




Exons 


6253.. 6435, 6302. .6400, 6510 


..6614, 6517. .6615 




beq. No. 




Seq. ID 


OJ990527_28.9C17 


.C8 


Gene No. 


35523 


Strand 






Start 


13183 


End 


14574 




Name 


OJ990527 28.9C17.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


6504 


End 


6972 




GI 


none 


Score 


106* 




Exons 


6504.. 6635, 6504.. 6635, 6505 


..6636, 6738. .6821, 6742. .6819, 




6911. .6964, 6913. .6972 








Seq. No. 


16847 


Seq. ID 


OJ990527_28.9C17 


.C8 


Gene No. 


35523 


Strand 






Start 


13183 


End 


14574 




Name 


OJ990527 28.9C17.C8.o3.gs 


Method 


GENSCAN 




Start 


13183 


End 


14574 




GI 


none 


Score 


.98 




Exons 


13183. .14574 








oeq. no. 


16848 


Seq. ID 


OJ990527_28.9C17 


.C9 


Gene No. 


35524 


Strand 


+ 




Start 


257 


End 


1607 




Name 


OJ990527 28.9C17.C9.ol.np 


Method 


AAT/NAP 




Start 


257 


End 


1607 




GI 


4585884 


Score 


372 




Exons 


257. .746, 834. .1059, 1146. .1607 






GI Descrip. 


(AC005850) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


16848 


Seq. ID 


OJ990527_28. 9C17 


.C9 


Gene No. 


35524 


Strand 


+ 





17409 



Start 


257 


End 


1607 


Name 


OJ990527 28.9C17.C9.ol.gs 


Method 


GENSCAN 


Start 


366 


End 


1591 


GI 


none 


Score 


.49 


Exons 


366.-746, 834. .1059, 1149. 


.1591 




Seq. No. 


16848 


Seq. ID 


OJ990527_28.9C17 


Gene No. 


35524 


Strand " 


+ 


Start 


257 


End 


1607 


Name 


OJ990527 28.9C17.C9.ol.gp 


Method 


AAT/GAP 


Start 


833 


End 


1271 


GI 


uC-osflcypl43f05bl 


Score 


568 


Exons 


833. .1059, 1149. .1271 






GI Descrip. 


' 4 585884/gb| AAD25557 . 1 | AC005850_14 2 . 


0e-24 (AC005850) 



Hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 


16848 


Gene No. 


35525 


Start 


2034 


Name 


OJ990527 28 


Start 


396 


GI 


none 


Exons 


396. .764, 5 


Seq.. No. 


16848 


Gene No. 


35525 


Start 


2034 


Name 


OJ990527 28 


Start 


891 


GI 


none 


Exons 


891. .1028, 


Seq. No. 


16848 


Gene No. 


35525 


Start 


2034 


Name 


OJ990527 28 


Start 


927 


GI 


none 


Exons 


927. .1061, 




1093. .1266, 


Seq. No. 


16848 


Gene No. 


35525 


Start 


2034 


Name 


OJ990527 28 


Start 


1139 


GI 


none 


Exons 


1139. . 1348, 


Seq. No. 


16848 


Gene No. 


35525 


Start 


2034 


Name 


OJ990527 28 


Start 


2034 


GI 


5091610 


Exons 


2034. .2278 


GI Descrip. 


(AC007858) : 



Seq. ID OJ990527_28.9C17.C9 

Strand + 

End 2278 

:l7.C9.o2.tm Method TBLASTX : Maize 

End 923 

Score 519 

396. .764, 512. .757, 830. .916, 831. .923, 831. .923 



Seq. ID OJ990527_28.9C17.C9 

Strand + 

End 2278 

Method TBLASTX : Wheat 

End 1348 

Score 117 

1028, 931. .1023, 1100. .1234, 1148. .1240, 1253. .1348 

Seq. ID OJ990527_28 . 9C17 .C9 
Strand + 
End 2278 
Method TBLASTX : Mai ze 
End 1450 
Score 218 

53, 1090.. 1266, 1091.. 1270, 
.1450, 1265. .1450 

Seq. ID OJ990527_28.9C17.C9 
Strand + 

2278 

TBLASTX: Soybean 
1426 
208 



End 

Method 
End 
Score 
.1426 



Seq. ID OJ990527_28.9C17.C9 

Strand + 

End 2278 

Method AAT/NAP 

End 2278 

Score 316 



17410 




Seq. No. 


16848 






Seq. ID 


OJ990527 


_28. 


9C17 


. C9 


Gene No. 


35525 






Strand 


+ 








Start 


2034 






End 


2278 








Name 


OJ990527 28. 


9C17.C9.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2055 






End 


2278 








GI 


none 






Score 


267 








Exons 


2055. .2276, 


2055. .2273, 


2063. 


.2278 










Seq. No. 


1684 9 






Seq. ID 


OJ990527 


_28. 


9C17 


.CIO 


Gene No. 


35526 






Strand 










Start 


3178 






End 


4602 








Name 


OJ990527 28. 


9C17.C10.o2 


.gs 


Method 


GENSCAN 








Start 


3178 






End 


4602 








GI 


none 






Score 


.67 








Exons 


3178. .4602 
















Seq. No. 


16849 






Seq.* ID 


OJ990527 


_28. 


9C17 


.C10 


Gene No. 


35527 






Strand 










Start 


6472 






End 


10773 








Name 


OJ990527 28. 


9C17.C10.ol 


.np 


Method 


AAT/NAP 








Start 


5517 






End 


7269 








GI 


322873 






Score 


274 








Exons 


5517. .5561, 


6514. .6578, 


6761. 


.7269 










GI Descirip. 


hypothetical 


protein 2 


- maize transposon En-1 









gi I 225006 | prf | I1206239B ORF 2 [Zea mays] 



Seq. No. 


16849 






Seq. ID 


OJ990527 


_28. 


9C17 


.C10 


Gene No. 


35527 






Strand 










Start 


6472 






End 


10773 








Name 


OJ990527 28. 


9C17.C10.o3. 


gs 


Method 


GENSCAN 








Start 


6472 






End 


10745 








GI 


none 






Score 


.6 








Exons 


6472. .7266, 


8712. . 9259, 


9557. . 


10745 










Seq. No. 


16849 






Seq. ID 


OJ990527 


_28. 


9C17 


.C10 


Gene No. 


35527 






Strand 










Start 


6472 






End 


10773 








Name 


OJ990527 28. 


9C17.C10.o2. 


np 


Method 


AAT/NAP 








Start 


7930 






End 


10773 








GI 


322871 






Score 


1870 








Exons 


7930. .8101, 


8195. .10436, 


10464 


. .10773 










GI Descrip. 


hypothetical 


protein 1 - 


maize 


; transposon En-1 









gi|225005|prf M1206239A ORF 1 [Zea mays] 



Seq. No. 


16849 








Seq. ID 


OJ990527_28.9C17, 


.C10 


Gene No. 


35528 








Strand 






Start 


12988 








End 


16743 




Name 


OJ990527 28. 


. 9C17 


.-C10.O3 


.tw 


Method 


TBLASTX: Wheat 




Start 


6859 






End 


8837 




GI 


none 








Score 


248 




Exons 


6859. .6966, 


7027 


. .7065, 


8388. 


.8837 






Seq. No. 


16849 








Seq. ID 


OJ990527_28.9C17, 


.C10 


Gene No. 


35528 








Strand 






Start 


12988 








End 


16743 




Name 


OJ990527 28. 


. 9C17 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 





1-7411 




Start 


8458 








End 


8942 




GI 


none 








Score 


86 




Exons 


8458. .8619, 


8460 


. .8942 










Seq. No. 


16849 








Seq. ID 


OJ990527_28.9C17 


.C10 


ucilc NO . 


oc coo 








btrana 






Start 


12988 








End 


16743 




Name 


OJ990527 28 


.9C17 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


8508 








End 


8912 ' 




GI 


none 








Score 


112 




Exons 


8508. .8750, 


8509 


. .8622, 


8739. 


.8912 






Seq. No. 


16849 








Seq. ID 


OJ990527_28.9C17 


.C10 


belie NO . 










Strand 






Start 


12988 








End 


16743 




Name 


OJ990527 28 


. 9C17 


.C10.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


9444 








End 


9729 




GI 


none 








Score 


152 




Exons 


9444. .9632, 


9448 


. .9624, 


9633. 


.9728, 9634. .9729, 9637. .9729 


Seq. No. 


16849 








Seq. ID 


OJ990527 28.9C17 


.C10 


bene no . 


o c coo 








Strand 






Start 


12988 








End 


16743 




Name 


- OJ990527 28 


. 9C17 


.C10.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


9523 








End 


9866 




GI 


none 








Score 


56 




Exons 


9523. .9636, 


9543 


. .9866, 


9673. 


.9858 






Seq. No. 


16849 








Seq. ID 


OJ990527_28 . 9C17 


.C10 


bene no . 


. o c coo 








Strand 






Start 


12988 








End 


16743 




Name 


OJ990527 28 


. 9C17 


ClO.ol 


. tc 


Method 


TBLASTX : Cress 




Start 


9651 








End 


10016 




GI 


none 








Score 


74 




Exons 


9651. .9857, 


9894 


.10016 










Seq. No. 


16849 








Seq. ID 


OJ990527_28.9C17 


.CIO 


bene no . 


o c cop 
JO D£ o 








Strand 






Start 


12988 








End 


16743 




Name 


OJ990527 28 


.9C17, 


ClO.o-2 


ts 


Method 


TBLASTX: Soybean 




Start 


9744 








End 


10148 




GI 


none 








Score 


78 




Exons 


9744. .9881, 


9876. 


.9977, 


9987. 


.10148 ' 






Seq.' No. 


16849 








Seq. ID 


OJ990527_28.9C17 


C10 


bene no . 










Strand 






Start 


12988 








End 


16743 




Name 


OJ990527 28 


.9C17. 


C10.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9744 








End 


10091 




GI 


none 








Score 


63 




Exons 


9744. .9899, 


9921. 


.9980,' 


10008 


. .10091 






Seq. No. 


16849 








Seq. ID 


OJ990527_28.9C17. 


C10 


Gene No. 


35528 








Strand 






Start 


12988 








End 


16743 




Name 


OJ990527 28. 


9C17. 


ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


10053 








End 


10382 





17412 



GI 


none 




Score 


119 






Exons 


10053. . 10373, 10053. 


. 10382 










Seq. No. 


16849 




Seq. ID 


OJ990527 


_28.9C17 


.C10 


ijene ino . 






Strand 








Start 


12988 




End 


16743 






Name 


OJ990527 28.9C17.C10 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


10482 




End 


10737 






GI 


none 




Score 


43 






Exons 


10482. .10631, 10503. 


.10631, 


10614. .10736, 10648 


. .10737 




Seq. No. 


16849 




Seq. ID 


OJ990527 


_28.9C17 


.C10 


Gene No. 


35528 




Strand 








OLall, 


1 OQQQ 




End 


16743 






Name 


OJ990527 28.9C17.C10 


. o4 . gs 


Method 


GENS CAN 






Start 


12988 




End 


16743 






GI 


none 




Score 


.63 






Exons 


12988. . 13245, 13800. 


.14267, 


14839. .14965, 15430 


. .15681, 






16305. .16369, 16693. 


.16743 










Seq. No. 


16850 




Seq. ID 


OJ990527 


_28.9C17, 


.Cll 


bene jno . 






Strand 








Start 


53 




End 


848 






Name 


OJ990527 28.9C17.C11 


. ol . gs 


Method 


GENSCAN 






Start 


53 




\ End 


848 






GI 


none 




Score 


.46 






Exons 


*53. .848 












Seq. No. 


16850 




Seq. ID 


OJ990527 


_28.9C17. 


.Cll 


Gene No . 






Strand 








Start 


2775 




End 


4154 






Name 


OJ990527 28.9C17.C11 


. o2 . gs 


Method 


GENSCAN 






Start 


2775 




End 


4154 






GI 


none 




Score 


. 64 






Exons 


2775. .4154 












Seq. No. 


16851 




Seq. ID 


OJ990527 


_28.9C17, 


■ C12 


Gene No. 


35531 




Strand 


+ 






Start 


4904 




End 


8807 






Name 


OJ990527 28.9C17.C12 


. ol . np 


Method 


AAT/NAP 






Start 


. 4904 




End 


8807 






GI 


6539553 




Score 


6713 






Exons 


4904. .8807 













GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] . 



Seq. No,. 16851 

Gene No. 35532 

Start 18386 

Name OJ990527_28 . 9C17 . C12 . o2 . np 

Start 18386 

GI 5922631 

Exons 18386. .18510, 187 69 .. 19013, 192 63 .. 1 94 65, 19511, 

20125. .20276, 20403 .. 21326, 21933. .24460 

GI Descrip. (AP000492) ESTs C26347 (C1214 5 ) , AU07807 4 (C12145 ) correspond to a 



Seq. ID OJ990527_28.9C17.C12 
Strand + 

24460 
AAT/NAP 
24460 
6729 



End 

Method 

End 

Score 



.20082, 



17413 




region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.lt (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


16851 








Seq. ID 


OJ990527_28. 9C17 


.012 


Gene No. 


35533 








Strand 






Cf 2 y~+- 


D D 








tna 


J / J 




Name 


OJ990527 28. 


,9017 


.012.01. 


gs 


Method 


GENSCAN 




Start 


66 








End 


373 




GI 


none 








Score 


.53 




Exons 


66. .373 














Seq. No. 


16851 








Seq. ID 


OJ990527_28. 9017 


.012 


Gene No. 


35534 








Strand 






o tar l. 


Z <i O 1 Z • 








bna 






Name 


OJ990527 28. 


9017, 


.C12.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


4898 








End 


5284 




GI 


none 








Score 


354 




Exons 


4898. .5284, 


4909, 


^9 "3 










Seq. No. 


16851 








Seq. ID 


OJ990527_28.9C17 


.012 


Gene No. 


35534 








Strand 






JL.clI.i-. 


9 A fl 1 9 ' 








End 


27826 




Name 


OJ990527 28. 


9017, 


.012. o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5033 








End 


5346 




GI 


none 








Score 


366 




Exons 


5033. .5344, 


5041. 


^ ^A £ 










Seq. No. 


16851 








Seq. ID 


OJ990527_28.9C17, 


.012 


Gene No. 


35534 








Strand 






Cf -a >-+- 
otdiL 


9dft1 9 
£ H O -L ^ 








End 


27826 




Name 


OJ99052.7 28. 


9017. 


.C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5845 








End 


6167 




GI 


none 








Score 


268 




Exons 


5845. .6099, 


5852. 


. .6166, 


5872. 


.6165, 6000.. 6167 




Seq. No. 


16851 








Seq. ID 


OJ990527_28. 9017. 


.012 


Gene No. 


35534 








Strand 






OLdlL 


9 A Q 1 9 








End 


27826 




Name 


OJ990527 28. 


9017. 


,012. o7. 


ts 


Method 


TBLASTX : Soybean 




Start 


6194 








End 


6580 




GI 


none 








Score 


90 




Exons 


6194 . . 6349, 


6332. 


. .6580 










Seq. No. 


16851 








Seq. ID 


OJ990527_28.9C17. 


.012 


Gene No. 


35534 . 








Strand 






Start 


24812 








End 


27826 




Name 


OJ990527 28. 


9C17. 


012. o7. 


tm 


Method 


TBLASTX: Maize 




Start 


6368 








End 


23956 




GI 


none 








Score 


303 




Exons 


6368. .6802, 


6577. 


.6111, 


23825, 


. .23956 






Seq. No. 


16851 








Seq. ID 


OJ990527_28. 9017. 


,012 


Gene No. 


35534 








Strand 







17414 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



24812 End 

OJ990527_28 . 9C17 . C12 . ol3 . tw Method 

64 4 6 End 

none Score 
6446. .6637, 6446. .6637 



27826 

TBLASTX: Wheat 

6637 

275 



16851 
35534 
24812 

OJ990527_28. 9C17 . C12 . o3 . ts 

6590 

none 

6590. .6814, 6598. .6768, 6815, 

16851 
35534 
24812 

OJ990527_28. 9C17.C12 .ol.tw 

6638 

none 

6638. .7126, 6646. .7125, 7138. 

16851 
35534 ■ 
24812 

OJ990527_28.9C17.C12.ol.ts 

7312 

5509260 

7312. .7776, 7407. .7631, 7704. 



Seq. ID OJ990527_28.9C17.C12 
Strand 

End 27826 

Method TBLASTX : Soybean 

End 6988 

Score 197 
.6988, 6823. .6861 

Seq. ID OJ990527_28.9C17.C12 
Strand 

End 27826 

Method TBLASTX : Wheat 

End 7392 

Score 641 

.7392, 7175. .7372, 7233. .7391 

Seq. ID OJ990527_28.9C17.C12 
Strand 

End 27826 

Method TBLASTX : Soybean 

End 7776 

Score 370 
.7757 



16851 
35534 
24812 

OJ990527_28.9C17.C12.ol.tc 

7405 . 

none 

7405. .7665,, 7407. .7577 



Seq. ID OJ990527_28.9C17.C12 
Strand 

End 27826 

Method TBLASTX : Cress 

End 7665 

Score 279 



16851 
35534 
24812 

OJ990527_28 . 9C17 . C12 . 06 . tm 

7446 

none 

7446. .7808, 7447. .7911 



Seq. ID OJ990527_28.9C17.C12 
Strand 

End 27826 

Method TBLASTX : Maize 

End 7911 

Score 351 



16851 
35534 
24812 

OJ990527_28.9C17.C12.o5.tw 

7447 

none 

7447. .7791, 7464. .7487, 7594, 

16851 
35534 



Seq. ID OJ990527_28.9C17.C12 

Strand - . 

End 27826 

Method TBLASTX : Wheat 

End 7992 

Score 317 

.7767, 7786. .7992, 7860. .7982 

Seq. ID OJ990527_28.9C17.C12 
Strand 



17415 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24812 End 
OJ990527_28 . 9C17 . C12 . o4 . ts Method 
7845 End 
none , . Score 

7845. .8045, 7846. .8049, 8040. .8189 



16851 
35534 
24812 

OJ990527_28 . 9C17 . C12 . 08 . tm 

8001 

none 



27826 

TBLASTX : Soybean 

8189 

210 



Seq. ID OJ990527_28 . 9C17 .C12 
Strand 

End 27826 

Method TBLASTX : Maize 

End 8339 

Score 296 



8001. .8054, 8061. .8339, 8061. .8324, 8111. .8338 



16851 
35534 
24812 

OJ990527_28. 9C17 .C12.o2.tw 

8195 

none 



Seq. ID OJ990527__28 . 9C17 .C12 
Strand 

End 27826 

Method TBLASTX : Wheat 

End 8 671 

Score 99 



8195. .8266, 8196. .8270, 8201. .8284, 8285. .8671, 8286. .8633, 
8287. .8670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16851 
35534 
24812 

OJ990527_28. 9C17 .C12.o6..ts 

8202 

none 



Seq. ID OJ990527_28 . 9C17 .C12 
Strand 

End 27826 

Method TBLASTX : Soybean 

End 8543 

Score 94 



8202. .8315, 8228. .8308, 8334. .8543, 8339. .8464 



16851 
35534 
24812 

OJ990527_28. 9C17 .C12.o4 .tw 

12071 

none 



Seq. ID OJ990527_28 . 9C17 .C12 
Strand 

End 27826 

Method TBLASTX : Wheat 

End 22338 

Score . 63 



12071. . 12196, 21914. .22333, 21914 .. 22321 , 21958 .. 22338 , 
21979. .22338 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



16851 
35534 
24812 

OJ990527_28. 9C17 .C12.oll. tw 

19687 

none 

19687. .19956, 19688. .20089 

16851 
35534 
24812 

OJ990527_28. 9C17 .C12.o9.tw 

20666 

none 



Seq. ID OJ990527_28 . 9C17 .C12 
Strand 

End 27826 

Method TBLASTX : Wheat 

End 20089 

Score 287 



Seq. ID OJ990527_28.9C17.C12 
Strand 

End 27826 

Method TBLASTX : Wheat 

End 21123 

Score 149 - 



20666. .20842, 20729. .20842, 20887. .21123, 208.91. .21121 
16851 Seq. ID OJ990527 28.9C17.C12 



17416 




bene wo . 






ouianu 






Start 


24812 




End 


27826 




Name 


OJ990527 28.9C17.C12 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


21343 




End 


21799 




GI 


none 




Score 


497 




Exons 


21343. .21798, 21344. 


.21799 








Seq. No. 


16851 




Seq. ID 


OJ990527_28.9C17 


.C12 


bene wo • 


j j j ji 




C 4- rarir J 






Start 


24812 




End 


27826 




Name 


OJ990527 28.9C17.C12 


.08. ts 


Method 


TBLASTX : Soybean 




Start 


21383 




End 


21748 




GI 


none 




Score 


138 




Exons 


21383. .21607, 21614. 


.21748 








Seq. No. 


16851 




Seq. ID 


OJ990527_28.9C17 


.C12 


ueiie 1MU • 


JJJ J4 




0 cianu 






Start 


24812 




End 


27826 




Name 


OJ990527 28.9C17.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


21473 




End 


21829 




GI 


none 




Score 


375 




Exons 


21473. .21829, 21514. 


.21819 








Seq. No. 


16851 




Seq. ID 


OJ990527_28.9C17 


.C12 


ucUc lNO • 


J J J J4 




Strand 






Start 


24812 




End 


27826 




Name 


OJ990527 28.9C17.C12 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


21992 




End 


22393 




GI 


none 




Score 


305 




Exons 


21992. .22393, 22009. 


.22167, 


22189. .22359 




Seq. No. 


16851 




Seq. ID 


OJ990527_28.9C17 


.C12 


Gene No. 


35534 




Strand 






O Lai L 


Z f± O X ^1 




End 


27826 




Name 


OJ990527 28.9C17.C12 


. o4 .-tm 


Method 


TBLASTX: Maize 




Start 


22063 




End 


22504 




GI 


none 




Score 


269 




Exons 


22063. .22314, 22064. 


.22315, 


22336.-22467, 22337 22480, 






22478. .22504 










Seq. No. 


16851 




Seq. ID 


OJ990527_28.9C17 


.C12 


UCUC INvJ • 


jj j j4 




Strand 






Start 


24812 




End 


27826 




Name 


OJ990527 28.9C17.C12, 


.ol2. tw 


Method 


TBLASTX: Wheat 




Start 


22342 




End 


22628 




GI 


none 




Score 


278 




Exons 


22342. .22419, 22343., 


.22624, 


22478. .22627, 22530.. 22628 




Seq. No. 


16851 




Seq. ID 


OJ990527_28.9C17 


.C12 


bene ino ■ 


JJJJ4 




Strand 






Start 


24812 




End 


27826 




Name 


OJ990527 28.9C17.C12. 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


22619 




End 


23007 




GI 


none 




Score 


261 




Exons 


22619. .23005, 22627., 


,23007 








Seq. No. 


16851 




Seq. ID 


OJ990527_28. 9C17 


.C12 



17417 



Gene No. 35534 Strand 

Start 24812 End 

Name OJ990527_28 . 9C17 . C12 . o7 . tw Method 

Start 22628 End 

GI none Score 

Exons 22628. .23050, 22636.. 23040 



27826 

TBLASTX: Wheat 

23050 

415 



Seq. No. 16851 Seq. ID 

Gene No. 35534 Strand 

Start 24812 End 

Name OJ990527_28 . 9C17 . C12 . olO . tm Method 

Start 22880 End 

GI none Score 

Exons 22880. .23134 



OJ990527_28 . 9C17 . C12 
27826 

TBLASTX: Maize 

23134 

193 



Seq. No. 16851 Seq. ID 

Gene No. 35534 ' Strand 

Start 24812 End 

Name OJ990527_28 . 9C17 . C12 . ol5 . tw Method 

Start 23066 End 

GI none Score 

Exons 23066. .23200, 23225.. 23365 



OJ990527_28 . 9C17 . C12 
27826 

TBLASTX: Wheat 

23365 

130 



Seq. No. 16851 Seq. ID 

Gene No. 35534 . Strand 

Start 24812 ' End 

Name OJ990527_28 . 9C17 . C12 . ol . tm Method 

Start 23362 End 

GI none Score 

Exons 23362. .23673, 23363 .. 2368 6, 23383 .. 23706, 23677 .. 23724 , 
23678. .23725 



OJ990527_28.9C17.C12 
27826 

TBLASTX: Maize 
23725 
449 



Seq. No. 16851 

Gene No. 35534 

Start 24812 

Name OJ990527_28 . 9C17 . C12 . 06 . tw 

Start 23368 

GI none 

Exons 23368. .23679, 23369 .. 23755, 23570.. 23755 



Seq. ID OJ990527_28.9C17.C12 
Strand 

End 27826 

.Method TBLASTX : Wheat 

End 23755 

Score 417 



Seq. No. 16851 

Gene No. 35534 

Start 24812 

Name OJ990527_28 . 9C17 . C12 . 08 . tw 

Start 23870 

GI none 

Exons 23870. .24148, 238 90 2397 9, 
24347. .24484 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_28.9C17.C12 
27826 

TBLASTX: Wheat 

24484 

273 



24031. .24132, 24203 .. 24361, 



Seq. No. 16851 

Gene No. 35534 

Start 24812 

Name OJ990527__28 . 9C17 . C12 . o9 . tm 

Start 24212 

GI none 

Exons 24212 . .24364, 24220 .. 24261, 
24344. .24445 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_28 . 9C17 .C12 
27826 

TBLASTX: Maize 

24445 

152 



24 304 . .24 363, 24343.-24 44 4, 



17418 



Seq. No. 16851 Seq. ID 

Gene No. 35534 Strand 

Start 24812 End 

Name OJ990527_28 . 9C17 . C12 . o5 . gs Method 

Start 24812 End 

GI none - Score 
Exons 



OJ990527_28 . 9C17 . C12 

27826 
GENSCAN 
27826 
.81 



24812. .25260, 25333 .. 254 37, 25509 25698, 25774 . . 25961, 
26036. .26482, 26516 26684 , 26903 27237, 27658.. 27826 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 



16851 
35534 
24812 
OJ990527 
24815 
6691716 
24815. .25260, 
26089. .26333, 



OJ990527 28.9C17.C12 



28.9C17.C12.o3.np 



Seq. ID 
Strand 

End 27826 
Method AAT/NAP 
End 27787 
Score 2362 
25599. .25698, 25774. 
26530. .26719, 26917. 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



25333, 
26382, 



.25449, 
,26448, 



.25948, 
.27787 



16851 Seq. ID 

35534 Strand 

24812 End 
OJ990527_28 . 9C17 . C12 . ol4 . tw Method 

27377 End 

none Score 
27377. .27667 



OJ990527_28 . 9C17 . C12 
27826 

TBLASTX: Wheat 

27667 

222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16852 
35535 
2599 

OJ990527_28 . 9C17 . C13 . ol . np 

2599 

6069653 



Seq. ID OJ990527 28.9C17.C13 



Strand 
End 

Method 

End 

Score 



+ 

5022 
AAT/NAP 
5022 
2984 



2599. .2800, 2837. .3790, 3869. .4653, 4807. .5022 
(AP000616) hypothetical protein [Oryza sativa] 



16852 Seq. ID 

35536 Strand 

4 33 End 

OJ990527_28 . 9C17 . C13 . ol . gs Method 

433 End 

none Score 



OJ990527_28 . 9C17 . CI 3 

9740 
GENSCAN 
9740 
.43 . 



433. .489, 1561. .1707, 1863. .2017, 2216. .2267, 3043. .3378, 
4099. .4361, 4956. .5060, 7490. .7642, 7987. .7994, 9733. .9740 



16852 
35537 
15468 

OJ990527_28. 9C17 . C13 . o3 . gs 

15468 

none 



Seq. ID OJ990 t 527 28.9C17.C13 



Strand 
End 

Method 

End 

Score 



16432 
GENSCAN 
16432 
. 69 



15468. .15487, 15883. .15963, 16309. .16432 



Seq. No. 



16853 



Seq. ID OJ990527 28.9C17.C14 



17419 




Gene No . 


J J J JO 


Strand 


+ 


Start 


480 


End 


803 


Name 


OJ990527 28.9C17.C14.ol.gs 


Method 


GENSCAN 


Start 


480 


End 


803 


GI 


none 


Score 


.48 


Exons 


480. .586, 697. .803 






Seq. No. 


16854 


Seq. ID 


OJ990527_28 . 9C17 . C15 


Gene No . 


jjjjy 


Strand 


+ 


Start 


796 


End 


928 


Name 


OJ990527 28.9C17.C15.ol.gs 


Method 


GENSCAN 


Start 


796 


End 


928 


GI 


none 


Score 


.56 


Exons 


796. .928 






Seq. No. 


16854 


Seq. ID 


OJ990527_28.9C17.C15 


Gene No. 


35540 


Strand 




Start 


1 


End 


588 


Name 


OJ990527 28. 9C17 . C15 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


588 


GI 


6721561 


Score 


93 


Exons 


1..57, 503. .588 






GI Descrip. 


(AP001073) EST AU082058 (C1297 6 


i) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza' sativa] 




gil 6815086|dbj |BAA90372.1| (AP001081) 


EST AU082058 (C12976) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


16855 


Seq. ID 


OJ990427_22.9C17.C1 


Gene No. 


35541 


Strand 


+ 


Start 


1 


End 


582 


Name 


OJ990427 22.9C17.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


582 


GI 


3298547 


Score 


283 


Exons 


1..89, 242. .343, 465. .582 






GI Descrip. 


(AC004681) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


16855 


Seq. ID 


OJ990427_22 . 9C17.C1 


Gene No. 


35541 


Strand 


+ 


Start 


. 1 


End 


582 


Name 


OJ990427 22.9C17.Cl.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


582 


GI 


none 


Score 


.95 


Exons 


48. .89, 242. .343, 465. .582 






Seq. No. 


16856 


Seq. ID 


OJ990427_22.9C17.C2 


Gene No. 


35542 


Strand 


+ 


Start 


479 


End 


729 


Name 


OJ990427 22.9C17.C2.ol.np 


Method 


AAT/NAP 


Start 


479 


End 


729 


GI 


2498930 


Score 


70 


Exons 


479. .542, 710. .729 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


16856 


Seq. ID 


OJ990427_22.9C17.C2 


Gene No. 


35542 


Strand 


+ 



17420 



Start 


479 


End 


729 


Name 


OJ990427 22.9C17.C2.ol.gs 


Method 


GENSCAN 


Start 


483 


End 


542 


GI 


none 


Score 


.94 


Exons 


483. .542 






Seq. No. 


16857 


Seq. ID 


OJ990427_22.9C17.C5 


Gene No. 


35543 


Strand 


+ 


Start 


11023 


End 


11169 


Name 


OJ990427 22.9C17.C5.o3.gp 


Method 


AAT/GAP 


Start 


11023 


End 


11169 


GI 


286806 


Score 


253 


Exons 


11023. .11169 






GI Descrip. 


54 41872/dbj | AP000366 . 1 | AP000366 2.0e- 


21 Oryza sativa genomic 




DNA, chromosome 2, clone: 


P0437H03 (contig a) 



Seq. No. 


16857 


Seq. ID 


OJ990427 


_22, 


,9C17.C5 


Gene No. 


35544 


Strand 


+ 






Start 


19928 


End 


20.097 






Name 


OJ990427 22.9C17.C5.o6.gp 


Method 


AAT/GAP 






Start 


19928 . 


End 


20097 






GI 


286806 


Score 


230 






Exons 


19928. . 19969, 19992.. 20097 










GI Descrip. 


54 41872/dbj I AP000366 . 1 | AP000366 2.0e-21 


. Oryza sativa genomii 




DNA, chromosome 2, clone : P0437H03 (contig a) 






Seq. No. 


16857 


Seq. ID 


OJ990427 


_22. 


.9C17.C5 


Gene No. 


35545 


Strand 








Start 


786 


End 


10098 






Name 


OJ990427 22.9C17.C5.ol.gp 


Method 


AAT/GAP 






Start 


786 


End 


1753 






GI 


none 


Score 


594 






Exons 


786. .905, 1070. .1162, 1252.. 


1299, 1659. 


. 1753 






Seq. No. 


16857 


Seq. ID 


OJ990427 


_22, 


.9C17.C5 


Gene No. 


35545 


Strand 








Start 


786 


End 


10098 






Name 


OJ990427 22.9C17.C5.ol.gs 


Method 


GENSCAN 






Start 


798 


End 


10098 






GI 


none 


Score 


.77 






Exons 


798. .905, 1252. .1299, 1659.. 


1757, 1838. 


.1954, 2170. 


. .2262, 




2634.. 2739, 2908.. 2942, 3031 


..3117, 33£ 


16. .3454, 


3540. .3638, 




5356. .5428, 5512. .5840, 5928 


. .5985, 6075. .6127, 


6933. .7002, 




7134.. 7195, 7310.. 7398, 7764 


..7869, 7968. .8039, 


8785. .8837, 




8903. .9057, 9797. .9968, 10044. .10098 








Seq. No. 


16857 


Seq. ID 


OJ990427 


_22, 


. 9C17.C5 


Gene No. 


35545 


Strand 








Start 


786 


End 


10098 






Name 


OJ990427 22.9C17.C5.o2.gp 


Method 


AAT/GAP 






Start 


2217 


End 


3406 






GI 


uC-osflcypl73f02bl 


Score 


721 






Exons 


2217.. 2262, 2353.-2433, 2634 


..2739, 2908. .2942, 


3031. .3117, 




3243. .3320, 3386. .3406 










GI Descrip. 


1 5081608/gb|AAD394 63.1|AF135439_l 2.0e- 


-22 (AF135439) formin 




binding protein 11 [Mus musculus] ' 









17421 



Seq. No. 16857 Seq. ID 

Gene No. 3554 6 Strand 

Start 17463 End 

Name OJ990427_22 . 9C17 . C5 . o4 . gp Method 

Start 17283 End 

GI 5771207 Score 

Exons 17283.. 17794 



OJ990427_22.9C17.C5 

18255 
AAT/GAP 
17794 
962 



Seq. No. 16857 Seq. ID 

Gene No. 3554 6 Strand 

Start 17463 End 

Name OJ990427_22 . 9C17 . C5 . o3 . gs Method 

Start 17463 End 

GI none Score 

Exons 17463. .18161 



OJ990427_22 . 9C17 . C5 

18255 
GEN SCAN 
18161 
.85 



Seq. No. 16857 Seq. ID 

Gene No. 3554 6 Strand 

Start 17463 End 

Name OJ990427_22 . 9C17 . C5 . o5 . gp Method 

Start 17607 End 

GI 5771206 Score 

Exons 17607. .18255 



OJ990427_22.9C17.C5 

18255 
AAT/GAP 
18255 
1012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16857 
35547 
19518 

OJ990427_22 . 9C17 .C5.ol.tm 

7 91 

none 



OJ990427 22.9C17.C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

791. .850, 796..85S, 796. .849, 798. .902, 1064. .1162, 1088. .1171, 
1246. .1302, 1247. .1300, 1659. .1760, 1660. .1761, 1830. .1949, 
1957, 2043. .2078, 2043. .2078, 2044. .2100, 
2264, 2161. .2265, 2170. .2268, 2351. .2434, 
2436, 2632. .2754, 2633.. 2737, 2634.. 2741, 
3054 



1835.. 1957, 1838. 

2044. .2100, 2160. 

2352. .2435, 2353. 

2895. .2942, 3031. 



20291 

TBLASTX: Maize 

3054 

77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



16857 
35547 
19518 

OJ990427_22. 9C17 . C5 . ol . tc 

1833 

none 

1833. .1925, 1835. .1945, 2044. 

16857 
35547 
19518 

OJ990427_22. 9C17 .C5.ol.ts 

2901 

none 

2901. .2942, 2902. .2949, 3029. 
3243. .3302, 3244. .3309, 3246. 

16857 
35547 
19518 



Seq. ID OJ990427_22.9C17.C5 
Strand 

End 20291 

Method TBLASTX : Cress 

End 2268 

Score 67 

.2100, 2044. .2100, 2170. .2268 

Seq. ID OJ990427_22.9C17.C5 
Strand 

End 20291 

Method TBLASTX : Soybean 

End 3455 

Score 51 

.3118, 3031. .3126, 3066. .3119, 
.3320, 3357. .3455, 3386. .3454 

Seq. ID OJ990427_22.9C17.C5 
Strand 

End 20291 



17422 



Name 


OJ990427 22. 


9C17.C5.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3054 




End 


7004 




GI 


none 




Score 


82 




Exons 




jUjj, . Jlzo, jUjd 


..3118, 3243.. 3323, 


3244 . . 3351 , 




3246. .3317, 


3357.. 3455, 3385 


..3453, 3386.. 3454, 


3388. .3456, 




3531. .3644, 


3540.. 3638, 5356 


. .5430, 5511. .5714, 


5514 . .5636, 




5550. .5753, 


5612.. 5683, 5765 


..5839, 5767.. 5838, 


5769. .5840, 




5919. .5987, 


5926.. 5985, 6072 


. .6128, 6072. .6128, 


6074 . . 6130, 




6927. .7004, 


6933. .6971 








Seq. No. 


16857 




Seq. ID 


OJ990427 


_22.9C17.C5 


uene wo . 


35547 




Strand 






Start 


19518 




End 


20291 




Name 


OJ990427 22. 


9C17.C5.o4.gs 


Method 


GENSCAN 




Start 


19518 




End 


20291 




GI 


none 




Score 


.9 




Exons 


19518. .19715, 20126. .20291 








Seq. No. 


16858 




Seq. ID 


OJ990427 


_22.9C17.C6 


Gene No. 


35548 




Strand 


-f 




Start 


8182 




End 


16821 




Name 


OJ990427 22. 


9C17.C6.ol.np 


Method 


AAT/NAP 




Start 


8182 




End 


16821 




GI 


6498441 




Score 


6969 




Exons 


8182. .9245, 


9576.. 10039, 10103 .. 1047 6, 


10660. .10794, 




13962. .14388 


, 14581. . 14877, : 


L5049. .16446, 16540 


. .16821 


GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


16858 




Seq. ID 


OJ990427_22.9C17 


.C6 


Gene No. 


35549 




Strand 






Start 


152 




End 


643 




Name 


OJ990427 22.9C17.C6.ol. 


gs 


Method 


GENSCAN 




Start 


152 




End 


643 




GI 


none 




Score 


.48 




Exons 


152. .298, 623. .643 










Seq. No. 


16858 




Seq. ID 


OJ990427_22.9C17, 


.C6 


Gene No. 


35550 




Strand 






Start 


17452 




End 


21896 




Name 


OJ990427 22.9C17.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3557 




End 


3861 




GI 


none 




Score 


109 




Exons 


3557.. 3826, 3592.. 3861, 


3594. 


.3860 






Seq. No. 


16858 




Seq. ID 


OJ990427_22.9C17. 


■ C6 


Gene No. 


35550 




Strand 






Start 


17452 




End 


21896 




Name 


OJ990427 22.9C17.C6.olO 


. tw 


Method 


•TBLASTX: Wheat 




Start 


3562 




End 


3834 




GI 


none 




Score 


187 




Exons 


3562. .3834 










Seq. No. 


16858 




Seq. ID 


OJ990427_22.9C17. 


C6 


Gene No. 


35550 




Strand 






Start 


17452 




End 


21896 





17423 




Name 


OJ990427 22. 9C17.C6.o6. tw 


Method 


TBLASTX: Wheat 




Start 


8330 


End 


8722 




GI 


none 


Score 


58 




Exons 


8330. .8377, 8384. .8482, 8389. .8481, 8449. .8688, 8465. .8722 


Seq. No. 


-L \J O ~J O 


c Drt t n 


OTQQfi/197 99 Qpi 1 


. 






C +- >-ar»H 






Start 


17452 


L-i I l\J. 


91 OQC 




Name 


OJ990427 22 9C17 C6 o4 tm 




1 DLnO 1 A . Via. 1Z6 




Start 


8335 


End 






GI 


none 


Score 


196 




Exons 


8335. .8619, 8372. .8620 








Seq. No. 


16858 


Seq. ID 


HTQQn^97 99 Qri 7 

ujyyufiz/ zz . yLi / . 


, LD 


Gene No. 


35550 


Strand 






Start 


17452 


End 


91 Q Q£ 




Name 


OJ990427 22.9C17.C6.o4.tw 


Method 


1 D J_ir\0 1A . Wiled L 




Start 


8730 


End 


1 ci pi 




GI 


none 


Score 


235 




Exons 


8730. .8786, 14725. .14 97 9, 1474 9. .15000, 


, 14814 .. 14999, 






15034. .15183, 15045. .15182 








Seq. No. 


16858 


Seq. ID 


riTQQH/1 97 99 Qri 7 


. LD 




w ■ 35550 


Strand 






Start 


17452 


End 


91 




Name 


OJ990427 22.9C17.C6.o2.tw 


Method 


i Djjrio i a . wn eat. 




Start 


9460 


End 


9946 




GI 


jiuiic 


Score 


407 




Exons 


9460.. 9633, 9461.. 9946, 9655 


. .9915 






Seq. No. 


16858 


Seq. ID 


OJ990427_22.9C17. 


LD 


Gene No. 


35550 


Strand 






Start 


17452 


End 


21896 




Name 


OJ990427 22.9C17.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10110 


End 


10573 




GI 


none 


Score 


234 




Exons 


10110. .10571, 10111.' -.10563, 


10112. .10573, 10112. .10573 




Seq. No. 


16858 


Seq. ID 


OJ990427_22.9C17. 


LO 


Gpnp No 


35550 


Strand 






Start 


17452 


End 


21896 




Name 


OJ990427 22.9C17.C6.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


10151 


End 


10516 




GI 


none 


Score 


117 




Exons 


10151. .10375, 10382. .10516 








Seq. No. 


16858 


Seq. ID 


OJ990427_22.?C17. 


Lb 


Genp No 


35550 


Strand 






■iStart 


17452 


End 


21896 




Name 


OJ990427 22.9C17.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


10241 


End 


10597 




GI 


none 


Score 


383 




Exons 


10241. .10597, 10276. .10563, 


10292.. 10597 




Seq. No. 


16858 


Seq. ID 


OJ990427_22,9C17. 


C6 


Gene No. 


35550 


Strand 






Start 


17452 


End 


21896 





17424 




Name 


OJ990427 22.9C17.C6 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


10574 






End 


10885 




GI 


none 






Score 


342 




Exons 


10574. . 


10885, 10582 


. . 10872 








Seq. No. 


16858 






Seq. ID 


OJ990427_22.9C17 


.C6 




35550 






Strand 






Start 


17452 






End 


21896 . 




Name 


OJ990427 22.9C17.C6 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10624 






End 


14001 




GI 


none 






Score 


312 




Exons 


10624. . 


10968, 10625 


. .10969, 


13933. .14001 




Seq. No. 


16858 






Seq. ID 


OJ990427_22.9C17 


-C6 




35550 






Strand 






Start 


17452 






End 


21896 




Name 


OJ990427 22.9C17.C6 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10670 






End 


10894 




GI 


none 






Score 


205 




Exons 


10670. . 


10894, 10678 


. .10893 








Seq. No. 


16858 






Seq. ID 


OJ990427_22.9C17 


.C6 


Gene No. 


35550 






Strand 






Q-i- a r-+- 
O LaiL 


17452 






End 


21896 




Name 


OJ990427 22.9C17.C6 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


13928 






End 


14342 




GI 


none 






Score 


54 




Exons 


13928. . 


14122, 13939, 


. .14178, 


13962. . 14177, 14218 .. 14298 , 






14244 . . 


14342 










Seq. No. 


16858 






Seq. ID 


OJ990427_22.9C17 


.C6 


Gene No. 


35550 






Strand 






Start 


17452 






End 


21896 




Name 


OJ990427 22.9C17.C6. 


,o2. ts 


Method 


TBLASTX: Soybean 




Start 


14872 






End 


15438 




GI 


5666795 






Score 


73 • 




Exons 


14872. . 


14970, 15046, 


. .15183, 


15238. .15438 




GI Descrip. 


4206306 


2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


16858 






Seq. ID 


OJ990427_22.9C17 


.C6 


Cono Mo 
ucuc lnL/. 


35550 






Strand 






Start 


17452 






End 


21896 




Name 


OJ990427 22.9C17.C6. 


,o9. tw 


Method 


TBLASTX: Wheat 




Start 


15186 






End 


15498 




GI 


none 






Score 


192 




Exons 


15186. . 


15362, 15238. 


.15498 








Seq. No. 


16858 






Seq. ID 


OJ990427_22. 9C17 


.C6 


bcilc LNO . 


35550 






Strand 






Start 


17452 






End 


21896 




Name 


OJ990427 22.9C17.C6. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


15691 






End 


16014 




GI 


none 






Score 


361 




Exons 


15691. . 


16014, 15720. 


.16001 








Seq. No. 


16858 






Seq. ID 


OJ990427_22. 9C17, 


.C6 


Gene No. 


35550 






Strand 







17425 




Start 


17452 


End 


21896 






Name 


OJ990427 22.9C17.C6.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


15828 


End 


16209 






GI 


none 


Score 


362 






Exons 


15828. .15896, 15829 16209, 


15930. .16175 






Seq. No. 


16858 


Seq. ID 


OJ990427 


_22.9C17 


.C6 






Strand 








Start 


17452 


End 


21896 






Name 


OJ990427 22.9C17-.C6.o7.tw 


Method 


TBLASTX: 


Wheat 




Start 


16210 


End 


16812 






GI 


none 


Score 


261 






Exons 


16210. .16494, 16210. .16626, 


16686. .16808, 16687 


. .16812 




Seq. No. 


16858 


Seq. ID 


OJ990427 


_22.9C17 


.C6 


bene no . 


o c c c n 

JJJJU 


Strand 








Start 


17452 


End 


21896 






Name 


OJ990427 22.9C17.C6.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


16681 


End 


16827 






GI 


none 


Score 


188 






Exons 


16681. .16827, 16686. .16820 










Seq. No. 


16858 


Seq. ID 


OJ990427 


_22.9C17 


.C6 


Gene No. 


• 35550 


Strand 








o tar l 


1 1 0 z 


End 


21896 






Name 


OJ990427 22.9C17.C6.o4.gs 


Method 


GENSCAN 






Start 


17452 


End 


21707 






GI 


none 


Score 


.8 






Exons 


17452. .17874, 17915. .19482, 


19796. .20114, 20175 


. .20548, 






21099. .21220, 21272 .. 21400, 


21565. .21707 






Seq. No. 


16858 


Seq. ID 


OJ990427 


_22. 9C17 


.C6 


Gene No. 


35550 


Strand 










17452 


End 


21896 






Name 


OJ9.90427 22.9C17.C6.o2.np 


Method 


AAT/NAP 






Start 


17455 


End 


20744 






GI 


6907089 


Score 


4965 






Exons 


174 55. .1938 8, 194 83. .2074 4 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16858 


Seq. ID 


OJ990427 


_22.9C17 


.C6 


Gene No. 


35550 


Strand 








Start 


17452 


End 


21896 






Name 


OJ990427 22. 9C17 . C6 . o3 . np 


Method 


AAT/NAP 






OLClI L 


20146 


End 


21896 






GI 


5922623 


Score 


103 






Exons 


20146. .20169, 21565 .. 21640, 


21802. .21896 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi| 6016856 |dbj |BAA85199.1| 


(AP000570) : 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


16859 


Seq. ID 


OJ990427 


_22.9C17 


,C7 


Gene No. 


35551 


Strand 


-f 






Start 


1 


End 


264 






Name 


OJ990427 22.9C17.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


264 






GI 


5042454 


Score 


72 







17426 



Exons 


1..41, 211. .264 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


X DO D^P 


OcCJ . 1U 


OJ990427_ 


_22.9C17.C7 


ucilc 1NU . 


o c C CO 


o urana 






Start 


91 1 




773 




Name 


r»TQQn^o*7 99 Qr^i *7 n~i /-\i nc 
ujyyu^z / z_. . yv^± / . c / . ox . gs 


rie tnoQ 


GENSCAN 




Start 


9 11 


tna 


773 




GI 


none 


Score 


.67 




Exons 


911 Clfl "77^ 








Seq. No. 


16859 


Seq. ID 


OJ990427_ 


_22.9C17.C7 


Gene No. 


35553 


Strand 


+ 




Start 


16206 


End 


18102 




Name 


OJ990427 22.9C17.C7.o4.np 


Method 


AAT/NAP 




Start 


16177 


End 


17922 




GI 


1076770 


Score 


1127 




Exons 


16177. .17308, 17392. .17622, 


17724. .17922 




GI Descrip. 


high-affinity potassium uptake transporter - wheat gi 1567062 




(U16709) HKT1 [Triticum aestivum] gi | 74 6339 | prf 


I2017355A K 




uptake transporter [Triticum 


aestivum] 






Seq. No. 


16859 


Seq. ID 


OJ990427_ 


_22.9C17.C7 




35553 


Strand 


+ 




Start 


16206 


End 


18102 




Name 


OJ990427 22.9C17.C7.o4.gs 


Method 


GENSCAN 




Start 


16206 


End 


18102 




GI 


none 


Score 


.96 




Exons 


16206. .17308, 17392. .17622, 


17724. .17915, 18000 


. 18102 


Seq. No. 


16859 


Seq. ID 


OJ990427_ 


_22.9C17.C7 


Gene No. 


35554 


Strand 






Of- -a f-t- 
OLal L 


2174 


End 


9219 




Name 


OJ990427 22.9C17.C7.o2.gs 


Method 


GENSCAN 




Start 


2174 


End 


9219 




GI 


none 


Score 


.67 




Exons 


2174. .2383, 2695. .2730, 3672 


..3926, 5868.. 6066, 


6169. . 6409, 




6671.. 6821, 6935.. 7093, 9157 


. . 9219 






Seq. No. 


16859 


Seq. ID 


OJ990427_ 


_22.9C17.C7 


Gene No. 


35555 


Strand 






Start 


10288 


End 


14305 




Name 


OJ990427 22.9C17.C7.o3.np 


Method 


AAT/NAP 




Start 


10288 


End 


14305 




GI 


6539553 


Score 


6493 




Exons 


10288. .14043, 14156.. 14305 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RI 




(D85597) [Oryza sativa] gi | 6539590 | dbj 


BAA88206. 


1| (AP000837 



Similar to Oryza australiensis retrotransposon RIRE1 
[Oryza sativa] 



(D85597) 



Seq. No. 16859 Seq. ID 

Gene No. 35555 Strand 

Start 10288 ' End 

Name OJ990427_22 . 9C17 . C7 . o3 . gs Method 

Start 10515 End 

GI none Score 



OJ990427_22.9C17.C7 

14305 
GENSCAN 
14246 
.45 



17427 




Exons 10515. .11195, 1 1313 .. 13716, 13750 .. 13993, 1408 6 .. 14 136, 

14198. .14246 



beq. no. 


1 (TO C Q 

i do j y 




Seq. ID 


OJ990427_22.9C17 


. c / 


Gene No. 


35556 




Strand 






Start 


18462 




End 


23056 




Name 


OJ990427 22.9C17.C7. 


, o2. tw 


Method 


TBLASTX: Wheat 




Start 


10424 




End 


108 99 




GI 


none 




Score 


101 




Exons 


10424 . .10522, 10462. 


, .10521, 


10518. .10808, 10519. .10809, 






10521. .10808, 10522. 


. 10809, 


10818. .10898, 10824. .10898, 
















Seq. No. 


16859 ' 




Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No. 


35556 




Strand 






Start 


18462 




End 


23056 




Name 


OJ990427 22.9C17.C7. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


10551 




End 


10892 




GI 


none 




Score 


111 




Exons 


iUjj 1 . . 1 U / bu , lUbUJ. 


i nice 


10779. .10892, 10786.. 10866 




Seq. No. 


16859 




Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No. 


35556 




Strand 






Start 


18462 




End 


23056 




Name 


OJ990427 22.9C17/C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10756 




End 


11094 




GI 


. none 




Score 


207 




Exons 


iu / od . . iiuy 4 , lU/b/. 










Seq. No. 


16859 




Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No. 


35556 




Strand 






Start 


18462 




End 


23056 




Name 


OJ990427 22.9C17.C7. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


10905 




End 


11250 




GI 


none 




Score 


104 




Exons 


lUyUD . .XLZ.Hy r 11UOU. 


1 1 O c, n 








Seq. No. 


16859 




Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No. 


35556 




Strand 






Start 


18462 




End 


23056 




Name 


OJ990427 22.9C17.C7. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11103 




End 


11648 




GI 


none 




Score 


37 




Exons 


i i i m i 1 oi o 1 1 i 




11304. .11648, 11328. .11501 




Seq. No. 


16859 




Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No. 


35556 




Strand 






Start 


18462 




End 


23056 




Name 


OJ990427 22.9C17.C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11202 




End 


11649 




GI 


none 




Score 


52 




Exons 


11202. .11648, 11299. 


. 11397, 


11331. .11513, 114 67. . 1164 9 




Seq. No. 


16859 




Seq. ID 


OJ990427_22.9C17, 


.C7 


Gene No. 


35556 




Strand 






Start 


18462 




End 


23056 




Name 


OJ990427 22.9C17.C7. 


ol . ts 


Method 


TBLASTX : Soybean 





17428 




Start 


11319 






End 


11783 




GI 


5509260 




Score 


58 




Exons 


11319. 


.11783, 11338 


. .11397, 


11470. .11565 




GI Descrip. 


- 












Seq. No. 


16859 






Seq. ID 


OJ990427_22. 9C17 


.C7 


Gene No . 


35556 






Strand 


- 




Start 


18462 






End 


23056 




Name 


OJ990<= 


127_22. 9C17.C7 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11430 






End 


11690 




GI 


none 






Score 


281 




Exons 


11430. 


.11690 










Seq. No. 


16859 






Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No. 


35556 






Strand 






Of — .4- 


18462 






End 


23056 




Name 


OJ990427 22.9C17.C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11703 






End 


12458 




GI 


none 






Score 


190 




Exons 


11703. 


.11942, 11704 


. .11862, 


11720. .11950, 11723. . 11938, 






11956. 


.12450, 12009 


. .12458 








Seq. No. 


16859 






Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No. 


35556 






Strand 






otart 


18462 






End 


23056 




Name 


OJ990427 22.9C17.C7 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


12108 






End 


12506 




GI 


none 






Score 


38 




Exons 


12108. 


.12281, 12235 


. 12273, 


12282. .12506, 12297. .12491, 






12328. 


.12498 










Seq. No. 


16859 






Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No . 


35556 






Strand 






Start 


18462 






End 


23056 




Name 


OJ990427 22.9C17.C7 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12294 






End 


12728 




GI 


none 






Score 


84 




Exons 


12294. 


.12728, 12319 


.12519 








Seq. No. 


16859 






Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No . 


35556 






Strand 






Start 


18462 






End 


23056 




Name 


OJ990427 22.9C17.C7 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12459 






End 


12797 




GI 


none 






Score 


63 




Exons 


12459. 


.12797, 12480 


.12665 








Seq. No. 


16859 






Seq. ID 


OJ990427_22.9C17 


.C7 


Gene No . 


35556 






Strand 






Start 


18462 






End 


23056 




Name 


OJ990427 22.9C17.C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12929 






End 


13244 




GI 


none 






Score 


389 




Exons 


12929. 


.13231, 12930. 


. 13244, 


12931. .13224 




Seq. No. 


16859 






Seq. ID 


OJ990427_22. 9C17 


.C7 


Gene No. 


35556 






Strand 







17429 



Start 
Name 
Start 
GI 

Exons 



18462 End 

OJ990427_22 . 9C17 . C7 . o3 . tm Method 

13750 End 

none Score 



23056 

TBLASTX: Maize 

14064 

236 



13750. .13971, 13752. .13961, 13754 .. 13963, 13974 .. 14054 , 
13975. .14064 



Seq. No. 16859 
Gene No. 35556 
Start 18462 

Name OJ990427_22 . 9C17 . C7 . o4 . tw 

Start 13902 
GI none 
Exons 13902, 

14020. 

14320. 



13997, 13908. .13970, 
14151, 14060. .14164, 
14346, 14321. .14344 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13975 

14171 



OJ990427 22.9C17.C7 



23056 

TBLASTX: Wheat 
14346 
78 

14058, 13977. .14042, 
14314, 14172. . 14315, 



Seq. No. 16859 

Gene No. 35556 

Start 18462 

Name OJ990427_22 . 9C17 . C7 . o5 . gs 

Start 18462 

GI none 

Exons 18462. .18611, 1 94 93 .. 19776, 
21243. .22250, 22698.. 23056 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_22.9C17.C7 

23056 
GENSCAN 
23056 
.52 



19881. .20091, 20638. .21217, 



Seq. No. 16860 Seq. ID 

Gene No. 35557 Strand 

Start 324 End 2388 

Name OJ990427_22 . 9C17 . C8 . ol . gs ' Method GENSCAN 

Start 324 End 2388 

GI none Score .88 

Exons 324. .343, 403. .507, 605. .689, 811. .1011, 1103.. 
2030. .2388 



OJ990427_22.9C17.C8 
+ 



,1404, 1795. .1948, 



Seq. No. 16860 

Gene No. 35557 

Start 324 

Name OJ990427_22 .'9C17 . C8 . ol . 

Start 629 

GI 3298547 

Exons 629.. 689, 811.. 1416, 18 
GI Descrip. (AC004681) hypothetical 

Seq. No. 16860 

Gene No. 35558 

Start 2743 

Name OJ990427_22 . 9C17 . C8 . ol . 

Start 501 

GI none 

Exons 501. .536, 504. .539, 626 
811. .993 

Seq. No. 16860 

Gene No. 35558 

Start 2743 

Name OJ990427 22 . 9C17 . C8 . o2 . 



Seq. ID OJ990427_22.9C17.C8 

Strand + 

End 2388 
np Method AAT/NAP 

End 2334 

Score 560 
19. .1948, 2030. .2210, 2259. .2334 
protein [Arabidopsis thaliana] 

Seq. ID OJ990427_22.9C17.C8 
Strand 

End 2999 

tm Method TBLASTX: Maize 

End 993 - - 

Score 4 9 
..712, 628. .714, 806. .991, 810. .992, 



Seq. ID OJ990427_22. 9C17 .C8 
Strand 

End 2999 

gs Method GENSCAN 



17430 



Start 
GI 

Exons 



2743 
none 

2743. .2999 



End 
Score 



2999 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16861 
35559 
1 

OJ990427_22. 9C17 .C9.ol.np 
1 

3298547 

1..122, 1023. .1116, 1992. .2218 

(AC004681) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990427_22.9C17.C9 

Strand + 

End 2411 

Method AAT/NAP 

End 2218 

Score 181 



16861 Seq. ID 

35559 Strand 

1 End 

OJ990427_22. 9C17 . C9 . ol . gp Method 

1015 End 

uC-osrocyp012dl2bl Score 
1015. .1133, 2024. .2411 
'3298547 2.0e-17 (AC004681) 
[Arabidopsis thaliana] 1 

16861 Seq. ID 

35559 Strand 

1 End/ 

OJ990427_22. 9C17 . C9: ol . gs Method 

1023 End 

none * Score 

1023. .1133, 2027. .2239 



OJ990427_22.9C17.C9 
+ 

2411 
AAT/GAP 
2411 
965 



putative condensin protein 



OJ990427_22.9C17.C9 

-f 

2411 
GENSCAN 
2239 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16861 
35560 
27169 

OJ9904 27_22. 9C17 . C9 . o4 . gs 
27169 
none 

27169. .27460, 27 677 27752 , 28603. .28666 



Seq. ID OJ990427 22.9C17.C9 



Strand 
End 

Method 

End 

Score 



+ 

28666 
GENSCAN 
28666 
.83 



16861 
35561 
29859 

OJ990427_22. 9C17 . C9 . o4 . np 

29859 

3420054 



Seq. ID OJ990427_22.9C17.C9 

Strand + 

End 33724 

Method AAT/NAP 

End 33724 

Score 394 



29859. .30537, 31906 .. 32016, 33618.. 33724 

(AC004 680) unknown protein [Arabidopsis thaliana] 



16861 
35562 
3149 

OJ990427_22 . 9C17 . C9 . o2 . gs 

3149 

none 



Seq. ID OJ990427_22.9C17.C9 

Strand - , 

End 27295 

Method GENSCAN 

End 6154 

Score .59 



3149. .3269, 3601. .3877, 4063. .4231, 4313. .4363, 4463. .5263, 
5690. .5919, 5995. . 6154 



17431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



16861 
35562 
3149 

OJ990427_22 . 9C17 . C9 . o2 . np 

3628 

3935157 



Seq. ID OJ990427_22.9C17.C9 
Strand 

End 27295 

Method AAT/NAP 

End 13827 

Score 2380 



3628. .3877, 4046. .4231, 4462. .5263, 5690. .5919, 6046. .6107, 
10903. . 11021, 11599. .11718, 11958 12115, 12203 .. 12389, 
12599. . 12767, 12803 .. 12922, 13718.. 13827 
(AC005106) T25N20.21 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16861 

35562 

3149 

OJ9904 

7315 

none 

7315. . 

11599. 

12614. 

14141. 

17487. 

20483. 

23336. 

25076. 



27_22.9C17.C9.o3.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_22. 9C17.C9 

27295 
GENSCAN 
25524 
.53 . 



7412, 7746. .7906, 8317. .8540, 8582. .8852, 10903 .. 11021, 



.11721, 12001. .12115, 

.12736, 12813. .12922, 

.14241, 14334 . .14460, 

.17539, 17615. .17946, 

.20559, 20638. .20731, 

.23446, 23552. .23636, 

.25208, 25432.. 25524 



12347. .12389, 124 66 12531 , 

13718. .13869, 13977 14 061 , 

14591. .14751, 14837. .14918, 

18512. .18629, 20263 20350 , 

22042. .22133, 23106 .. 2324 6, 

23740. .23852, 24 160 .. 24 305 , 



Seq. No. 16861 Seq. ID 

Gene No. 35562 ' * Strand 

Start 3149 End 

Name OJ990427_22 . 9C17 . C9 . o3 . np Method 

Start 20629 End 

GI 4726111 Score 

Exons 20629. .20766, 21840 .. 21963, 23098 

23579.-23676, 23774 .. 23834 , 26514 



OJ990427 22.9C17.C9 



27295 
AAT/NAP 
27295 
376 

23246, 23336. .23483, 
26635, 27116.. 27295 



GI Descrip. (AC006436) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 16861 
Gene No. 35563 
Start 29052 

Name OJ990427_22 . 9C17 . C9 . ol . ts 

Start 3620 
GI none 

Exons 3620.. 3859, 3665.. 3877, 3666 

4500. .4550, 4573. .4620, 4580 
4809.. 5192, 4850.. 5152, 5162 
5667.. 5933, 5668.. 5892, 5685 
10728. .10799, 10735 10827 , 
10962. .11021, 10972. .11022, 
11689.. 11721 



Seq Vi ID 
Strand' 
End 

Method 
End 
Score 

3878, 4040. 
4771, 4598. 
..5263, 5205. 
..5921, 5993. 
10872. .10958, 
11545. .11682, 11597 



OJ990427 22.9C17..C9 



37965 

TBLASTX: Soybean 
11721 
72 

4261, 4418. .4519, 
4759, 4602.. 4763, 
5276, 5660.. 5920, 
6127, 5994.. 6107, 
10903. . 10944, 
. 11680, 



Seq. No. 16861 

Gene No. 35563 

Start 29052 

Name OJ990427_22 . 9C17 . C9 . o3 . tc 

Start 3620 

GI none 
Exons 



Seq. ID OJ990427_22. 9C17.C9 
Strand 
End 

Method 
End 
Score 



37965 

TBLASTX: Cress 

4177 

86 



3620. .3805, 3659. .3877, 3666. .3878, 4037. .4177 



17432 




beq. no. 


1 bo b 1 








beq. ID 


ojyyu4^/ ^z.yci/.C9 


Gene No. 


35563 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22 


.9C17. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3659 








End 


4213 


GI 


none 








Score 


155 


Exons 


3659. .3877, 


3666. 


.3860, 


4031. 


.4213, 40 


33. .4114 


Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No. 


35563 








Strand 




btart 


z yuDZ 








End 


37965 


Name 


OJ990427 22 


.9C17. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3659 








End 


5243 


GI 


none 








Score 


132 


Exons 


3659. .3835, 


3659. 


.3856, 


3666. 


.3866, 4034. .4258, 4460. .4519 




4500. .4595, 


4530. 


.4763, 


4577. 


.4771, 4589. .5041, 4809. .5129 




4809. .5036, 


4853. 


.5152, 


5084. 


.5131, 5162.. 5242, 5190.. 5243 


beq. jno. 


1 bo bl 








beq. id 


ojyyu4z / z^.yci/.cy 


Gene No. 


35563 








Strand 




Start 


29052 








End 


0/965 


Name 


OJ990427 22 


.9C17. 


C9.o4. 


tc ' 


Metnoa 


TBLASTX : Cress 


Start 


4577 








bna 


4 / / 1 


GI 


none 








Score 


14 3 


Exons 


4577. .4771, 


4584 . 


.4763 








beq. no. 


1 bo bl 








Seq. ID 


OJ990427_22. 9C17.C9 


Gene No. 


35563 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22 


9C17. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4837 








End 


5156 


GI 


none 








Score 


70 


Exons 


4837. .5043, 


4842. 


.5156, 


4850. 


.5155 




beq. no. 


1 CQ C 1 

1 bo bl 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No. 


35563 ' 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22 


9C17. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4842 








End 


5041 


GI 


none 








Score 


133 


Exons 


4842. .5036, 


4853. 


.5041 








Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No . 


ODD b J 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22. 


9C17. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5048 








End 


6052 


GI 


none 








Score 


104 


Exons 


5048. .5152, 


5189. 


.5263, 


5660. 


.5860, 5700. .5858, 5852. .5941 




5853. .5921, 


5993. 


.6052, 


5994. 


.6050 




Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No. 


35563 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22. 


9C17. 


C9.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5189 








End 


5825 



17433 




GI 


none 








Score 


98 


Exons 


5189. .5263, 


5660 


. .5824, 


5681 


.5803, 5685.. 5825 


Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


bene no . 










Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22 


.9C17 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5660 








End 


10769 


GI 


none 








Score 


173 


Exons 


5660. .5941, 


5685 


.5921, 


5993. 


.6127, 5994.. 6095, 10728. .10769 


Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No. 


35563 








Strand 




btart 


29052 








End 


37965 


Name 


OJ990427 22 


. 9C17. 


C9.o2. 


tm 


Method 


■ TBLASTX: Maize 


Start 


6857 








End 


7560 


GI 


none 








Score 


140 


Exons 


6857. .7030, 


6858. 


.7103, 


7097. 


.7450, 7114. .7446, 7428. .7556, 




7453. .7560 












Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No. 


o c c c o 
jDjDj 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22 


. 9C17. 


C9.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7199 








End 


7635 


GI 


none 








Score 


128 


Exons 


7199. .7450, 


7201. 


.7389, 


7507. 


.7635 




Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No . 










Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22 


. 9C17. 


C9.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


7566 








End 


7854 


GI 


none 








Score 


149 


Exons 


7566 ; . .7712, 


7570. 


.7734, 


7730. 


.7804, 7750.. 7803, 7804.. 7854 


Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No . 










Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22 


9C17. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


8591 








End 


9037 


GI 


none 








Score 


322 


Exons 


8591. .8845, 


8594 . 


.8836, 


8826. 


.8918, 8951. .9037 


Seq. No. 


16861 








Seq. ID 


OJ990427_22.9C17.C9 


Gene No . 


J JJDJ 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22. 


9C17. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8659 








End 


9007 


GI 


none 








Score . 


234 


Exons 


8659. .8799, 


8663. 


.8845, 


8957. 


.9007 




Seq. No. 


16861 








Seq. ID 


OJ990427_22. 9C17.C9 


Gene No. 


35563 








Strand 




Start 


29052 








End 


37965 


Name 


OJ990427 22. 


9C17. 


C9.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


12077 








End 


12852 



17434 ■ 



GI 

Exons 



none Score 40 

12077. .12118, 12079. .12111, 12232 12390, 12238 .. 12387, 

12457. . 12528, 12470 .. 12532, 12504 .. 12533, 12615 .. 12737, 

12617 . .12742, 12618 12737 , 12804 .. 12848 , 12814 .. 12852, 
12814. . 12852 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16861 Seq. ID 

35563 Strand 

29052 End 

OJ990427_22. 9C17 . C9 . o2 . ts Method 

12280 End 

none Score 



OJ990427_22.9C17.C9 

37965 * 
TBLASTX: Soybean 
13864 
85 



12280. .12372, 1247 9 .. 12532, 12615 12665, 12705 .. 12734 , 
12764. .12922, 12811 .. 12924 , 13720 1384 5, 13721 .. 138 64 , 
13722. .13862 



Seq. No. 16861 

Gene No. 35563 

Start 29052 

Name OJ990427_22 . 9C17 . C9 . o5 . tm 

Start 13795 

GI none 
Exons 



Seq. ID OJ990427_22.9C17.C9 
•Strand 

End 37965 

Method TBLASTX : Mai ze 

End 14720 

Score 109 



13795. .13845, 13796 .. 13870, 13800 13871, 13801 .. 13875, 
13971. .14060, 13979. .14062, 14140 14211, 14142 14225, 



14146 
14352 
14592. .14720 



14235, 14226. .14273, 14330 .. 14461, 14332 144 63, 
14465, 14582. .14662, 14587 .. 14715, 14590 .. 147 18 , 



Seq. No. 16861 

Gene No. 35563 

Start 29052 

Name OJ990427_22 . 9C17 . C9 . o7 . tm 

Start 14731 

GI none 
Exons 



Seq. ID OJ990427_22.9C17.C9 
Strand 

End 37965 

Method TBLASTX : Mai ze 

End 15609 

Score 53 



14731. .14754, 14834 .. 14881 , 15020 .. 15103, 15218 .. 15301 , 
15255. .15299, 15385. .154 92, 15398. . 154 90, 15562. . 15609, 
15563.. 15607 



Seq. No. 16861 Seq. ID 

Gene No. 35563 Strand 

Start 29052 End 

Name OJ990427_22 . 9C17 . C9 . o3 . ts Method 

Start 15269 End 

GI none Score 

Exons 15269. .15307, 15270 .. 15314 , 15385 .. 154 92, 15389 

15562. .15612, 15694.. 15771 



OJ990427 22.9C17.C9 



37965 

TBLASTX: Soybean 
15771 
37 

15484, 



Seq. No. 16861 
Gene No. 35563 
Start * 29052 

Name OJ990427_22 . 9C17 . C9 . o5 . gs 

Start 29052 
GI none 
Exons 29052. .29170, 297 63 .. 29874 , 29996 .. 30122, 30137 

31764. .31832, 32786 32903, 33806 .. 3394 5, 34925 

35213. .35305, 37831.. 37965 



Seq. ID OJ990427_22.9C17.C9 
Strand 

37965 
GENSCAN . 
37965 
.43 



End 

Method 

End 

Score 



.30660, 
.35005, 



17435 



Seq. No. 16862 Seq. ID 

Gene No. 35564 Strand 

Start 8069 End 

Name OJ990427_22 . 9C17 . CIO . ol . gp Method 

Start 8069 End 

GI 51009_1.R1084 Score 

Exons 8069.. 8126 

GI Descrip. 1 5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



OJ990427_22. 9C17.C10 
+ 

8126 
AAT/GAP 
8126 
66 



Seq. No. 16862 
Gene No. 35565 
Start 1530 

Name OJ990427_22 . 9C17 . CIO . ol .np 

Start 1516 
GI 6686886 

Exons 1516.. 2129, 2604.. 2711, 2808. 

3480. .3715, 3818. .3979, 4078, 

4733. .4821, 4930. .5079, 5207. 

6029.. 6124, 7539..7S95 
GI Descrip. (AJ270303) putative beta-galactosidase [Arabidopsis thaliana] 



Seq. ID OJ990427_22.9C17.C10 
Strand 
End 

Method 
End 
Score 



7718 
AAT/NAP 
7595 
1534 

2921, 3041. .3150, 3297. 
4195, 4315. .4402, 4487. 
5299, 5399.. 5465, 5793. 



.3361, 
4592, 
5905, 



Seq. No. 16862 
Gene No. 35565 
Start 1530 

Name OJ990427_22 . 9C17 . C10 . ol. gs 

Start 1530 
GI none 

Exons 1530.. 2129, 2604.. 2711, 2808, 

3519.. 3715, 3818.. 3929, 4320, 
4927. .5079, 5207. .5299, 5399. 
7539. .7718 



Seq. ID OJ990427_22.9C17.C10 
Strand 
End 

Method 
End 
Score 



7718 
GENSCAN 
7718 
.81 

2921, 3041. .3150, 3297. 
4402, 4487. .4592," 4733. 
5465, 5793.. 5905, 6029. 



,3385, 
,4821, 
, 6124, 



Seq. No. 16862 

Gene No. 35566 

Start 8314 

Name OJ990427_22 . 9C17 . C10 . o2 . tc 

Start 1572 

GI none 

Exons 1572.. 1655, 1746.. 1943, 1789. 



OJ990427_22.9C17.C10 
21034 

TBLASTX: Cress 
2132 
80 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1902, 1938. .2132, 1969. .2130 



Seq. No. 16862 
Gene No. 35566 
Start 8314 

Name OJ990427_22 . 9C17 . C10 . 06 . tm 

Start 1702 
GI none 

Exons 1702.. 1740, 1785.. 1865, 1786. 

1938.. 2132, 1969.. 2127, 3044. 
3822.. 3971, 4316.. 4399, 4317. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,1866, 1854 
.3157, 3521 
.4403 



OJ990427 22.9C17.C10 



21034 

TBLASTX: Maize 
4403 
40 

1946, 1873. 
3586, 3815. 



,1947, 
,3970, 



Seq. No. 16862 Seq. ID 

Gene No. 35566 Strand 

Start 8314 End 

Name OJ990427_22 . 9C17 . C10 . 06 . ts Method 

Start 1836 End 

GI none Score 



OJ990427_22. 9C17.C10 
21034 

TBLASTX : Soybean 

3619 

63 



17436 



Exons 



1836. .1946, 1888. .1944, 1938. .2132, 2005. .2127, 2805. .2939, 
3041. .3157, 3295. .3354, 3491. .3619 



Seq. No. 16862 
Gene No. 35566 
Start 8314 

Name OJ990427_22 . 9C17 .CIO . 08 . tc 

Start 3521 
GI none 

Exons 3521.. 3577, 3815.. 3949, 3816. 

4313. .4402, 4313. .4399, 4314. 
4732. .4821, 4736. .4819, 4941. 



Seq. ID OJ990427_22.9C17.C10 
Strand 

End 21034 
Method TBLASTX : Cress 
End .5019 
Score 63 

.3881, 4171. .4197, 4308. .4397, 
.4421, 4487. .4591, 4488. .4616, 
.5003, 4945.. 5019, 4945.. 5019 



Seq. No. 16862 
Gene No. ' 35566 

Start 8314 

Name OJ9904 27_22 . 9C17 . C10 . o7 . ts 

Start 4313 

GI none 

Exons 4313. .4399, 4314. .4397, 4487. 

Seq. No. 16862 

Gene No. 35566 

Start 8314 

Name ' OJ9904 27_22 . 9C17 . C10 . o5 . tin 

Start 4945 

GI none 

Exons 4945.. 5031, 5065.. 5091, 5204. 

5793.. 5906, 6020.. 6127, 6030. 



OJ990427_22. 9C17.C10 
21034 

TBLASTX : Soybean 
4782 
112 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4597, 4487. .4591, 4732. .4782 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ99.0427 22.9C17.C10 



21034 

TBLASTX: Maize 
7628- 
90 

5293, 5399.. 5464, 5792.. 5908, 
6125, 7473.. 7628 



Seq. No. 16862 
Gene No. 35566 
Start 8314 

Name OJ9904 27_22 . 9C17 . C10 . o3 . ts 

Start 5053 
GI none 

Exons 5053.. 5091, 5204.. 5299, 5223. 

.5793.. 5912, 6020.. 6130, 6033.. 
7546. .7635 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 22.9C17.C10 



21034 

TBLASTX : Soybean 
7635 
76 

5300, 5411.. 5464, 5792.. 5911, 
6128, 6047.. 6130, 7536.. 7634, 



Seq. No. 16862 

Gene No. 35566 

Start 8314 

Name OJ9904 27_22 . 9C17 . C10 . o5 . tc 

Start 5056 

GI none 

Exons 5056.. 5091, 5204.. 5293, 5399. 

57 93. .5909, 6020. .6127, 6042. 



Seq. ID 
Strand 
End- 
Method 
End 
Score 

.5464, 5792 
.6125, 7536 



OJ990427 22.9C17.C10 



21034 

TBLASTX: Cress 
7631 
75 

5908, 5792. 
7631, 7540. 



.5908, 
.7629 



Seq. No. 16862 Seq. ID 

Gene No. 35566 Strand 

Start 8314 End 

Name OJ9904 27_22 . 9C17 . CIO . o2 . gs Method 

Start 8314 End 

GI none Score 
Exons 



OJ9904 27_22 . 9C17 . C10 

21034 
GENSCAN 
20859 
.8 



8314. .8655, 8678. .8813, 9169. .9265, 9323. .9485, 9544. .9713, 
9771. .9810, 10031. .10081, 11413. .11642, 11722. .11834, 



17437 



13067. .13182, 13247. .13369, 13761 138 66, 1394 3 .. 14096, 

14191. .14 319, 14 34 6. .14 4 68, 14721. .14830, 15984. .16084, 

16260. .16383, 164 7 9 . . 16671 , 18672. .18753, 18853. .18902, 

20203. .20284, 20670 .. 20704 , 20749.. 20859 



Seq. No. 16862 
Gene No. . 35566 

Start 8314 

Name OJ990427_22 . 9C17 . CIO . o7 . tm 

Start 8348 

GI none 
Exons 



Seq. ID OJ990427_22.9C17.C10 
Strand 
End 

Method 
End 
Score 



21034 

TBLASTX: Maize 

8567 

55 



8348.-8425, 8349. .8435, 8350. .8382, 8352. .8426, 8422. .8541, 
8424. .8489, 8432. .8542, 8541. .8567 



Seq. No. 16862 Seq. ID 

Gene No. 35566 Strand 

Start 8314 End 

Name OJ990427_22 . 9C17 . C10 . o2 . np Method 

Start 8355 End 

GI 542190 ■ Score 

Exons 8355. .8994 

GI Descrip. hypothetical protein 1087 - maize gi | 459269 | emb | CAA54 960 | 
(X78029) transcribed sequence 1087 [Zea mays] 



OJ990427_22.9C17.C10 

21034 
AAT/NAP 
8994 
692 



Seq. No. 16862 * Seq. ID 

Gene' No. 35566 Strand 

Start 8314 End " 

Name OJ990427_22 . 9C17 . C10 . o2 . ts Method 

Start 8355 End 

GI none Score 
Exons 



OJ9904 27_22 . 9C17 . C10 
21034 

TBLASTX: Soybean • 

8929 

37 



8355. .8402, 8355. .8435, 8422. .8541, 8432. .8548, 8591. .8614, 
8593. .8652, 8609. .8653, 8690. .8764, 8709. .8786, 8776. .8904, 
8777. .8929 



Seq. No. 16862 Seq. ID OJ9904 27_22 . 9C17 . C10 

Gene No. 35566 Strand 

Start 8314 End ■ 21034 

Name OJ9904 27_22 . 9C17 . C10 . o2 . gp Method AAT/GAP 

Start • 8512 End 9336 

GI 21085_2.R1084 Score ' 720 

Exons 8512. .8938, 9309. .9336 

GI Descrip. ! 542190/pir| IS42933 6.0e-67 hypothetical protein 1087 - maize 

>gi_459269_emb_CAA54 960_ (X78029) transcribed sequence 1087 [Zea 
mays] ' 



Seq. No. . 16862 
Gene No. 35566 
Start 8314 

Name OJ990427_22 . 9C17 . C10 . o3 . tm 

Start 8569 
GI none 

Exons 8569.. 8622, 8570.. 8623, 8581. 

8660.. 8767, 8673.. 8786, 8775. 
8912.. 8935 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 22.9C17.C10 



21034 

TBLASTX: Maize 
8935 
64 

8676, 8621.. 8674, 8621. 
8906, 8776. .8904, 8777. 



.8701, 
,8929, 



Seq. No. 
Gene No. 



16862 
35566 



Seq. ID 
Strand 



OJ990427 22.9C17.C10 



17438 




Start 


8314 








End 


21034 


Name 


OJ990427 22 


.9C17. 


C10.o9 


.tc 


Method 


TBLASTX: Cress 


Start 


8590 








End 


8929 


GI 


none 








Score 


124 


Exons 


8590. .8643, 


8711. 


.8767, 


8776. 


.8904, 8777. .8929 


Seq. No. 


16862 








Seq. ID 


OJ990427_22 . 9C17 .C10 


Gene No. 


35566 








Strand 




Start 


8314 








End 


21034 


Name 


OJ990427 22 


9C17. 


C10.o3 


.np 


Method 


AAT/NAP 


Start 


9300 








End 


21034 


GI 


6692688 








Score 


3203 


Exons 


9300. .9527, 


9756. 


.9956, 


10031 


. .10081, 


10168. . 10965, 



11413. .11642, 11722. .11834, 12857 12940, 13067 .. 13182, 

13247. .13369, 13752 13866, 1394 3 .. 14 128 , 14 191 .. 14259, 

14346. .14468, 14 721 14 830, 15597 .. 15748, 15826 .. 158 94 , 

15941. . 16052, 16228. .16383, 16479 .. 1 6642 , 16738 .. 168 19, 

16901. .16968, 17441. .17518, 18527. .18581, 18667. .18753,. 

18853. . 18902, 20203 .. 20300, 21012.. 21034 



GI Descrip. 


(AC007592) F12K11.17 [Arabidopsis thaliana] 


beq. wo. 


16862 










Seq. ID 


OJ990427_22 . 9C17 .C10 


Gene No. 


35566 










Strand 




Start 


8314 










End 


21034 


Name 


OJ990427 22. 


9C17. 


C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


9302 










End 


9935 


GI 


none 










Score 


76 


Exons 


9302. 


9394, 


9303. 


.9401, 


9303 


..9527, 9328.. 9600, 9759.. 9935 


beq. wo. 


16862 










Seq. ID 


OJ990427_22.9C17.C10 


Gene No. 


35566 










Strand 




Start 


8314 










End 


21034 


Name 


OJ990427 22. 


9C17. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


9303 










End 


10728 


GI 


none 










Score 


125 


Exons 


9303. 


9527, 


9325. 


.9507, 


9621 


..9656, 9759. .9839, 9894. .9959, 




10055 


.10081 


, 10148. .10477, 


10159. .10227, 10282. .10728, 




10529 


. 10726 










Seq. No. 


16862 










Seq. ID 


OJ990427_22.9C17.C10 


Gene No. 


35566 










. Strand 




Start 


8314 










End 


21034 


Name 


OJ990' 


127_22. 


9C17. 


C10.O7 


.tc 


Method 


TBLASTX: Cress 


Start 


9303 










End 


9902 


GI 


none 










Score 


105 


Exons 


9303. . 


9521, 


9331. 


.9471, 


9759 


. . 9902 




Seq. No. 


16862 










Seq. ID 


OJ990427_22. 9C17.C10 


Gene No. 


35566 










Strand 




Start 


8314 










End 


21034 


Name 


OJ990427 22. 


9C17. 


C10.O4 


. ts 


Method 


TBLASTX: Soybean 


Start 


9303 










End 


10227 


GI 


none 










Score 


131 


Exons 


9303. . 


9527, 


9328. 


.9468, 


9759 


..9968, 10049. . 10081, 10192. .102 


Seq. No. 


16862 










Seq. ID 


OJ990427_22.9C17.C10 


Gene No. 


35566 










Strand 





17439 




Start 


8314 




End 


21034 




Name 


OJ990427 22.9C17.C10. 


. o3 . gp 


Method 


AAT/GAP 




Start 


10023 




End 


10263 




GI 


2798066 




Score 


231 




Exons 


10023. .10081, 10168.. 


10263 








Seq. No. 


16862 




Seq. ID 


OJ990427_22.9C17 


.CIO 




jjDDD 




Strand.. 






Start 


8314 




End 


21034 




Name 


OJ990427 22.9C17.C10. 


06. tc 


Method 


TBLASTX: Cress 




Start 


10282 




End 


10528 




GI 


none 




Score 


140 




Exons 


10282. .10521, 10292.. 


10480, 


10391. .10528 




Seq. No. 


16862 




Seq. ID 


OJ990427_22. 9C17 


.C10 


Gene No. 


35566 




Strand 






Start 


8314 




End 


21034 




Name 




Oj . tS 


Method 


TBLASTX : Soybean 




Start 


10285 




End 


13369 




GI 


none 




Score 


101 




Exons 


10285. .10374, 11709.. 


11840, 


11720. . 11836, 12856. .12981, 






12866. . 12952, 13067. . 


13183, 


13069. . 13185, 13081. . 13185, 






13235. . 13318, 13247.. 


13330, 


13251. . 13328, 13337.. 13369 




Seq. No. 


16862 




Seq. ID 


OJ990427_22. 9C17, 


.C10 


Gene No. 


35566 




Strand 






Q+- a v~4- 


O 3 I H 




End 


21034 




Name 


OJ990427 22.9C17.C10. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


10375 




End 


11-635 




GI 


none 




Score 


95 




Exons 


10375. .10965, 10376.. 


10477, 


10502. . 10960, 10525. .10965, 






11401. .11634, 11404.. 


11619, 


11417. .11635 




Seq. No. 


16862 




Seq. ID 


OJ990427_22.9C17, 


.C10 


bene lno . 


jjjDD 




Strand 






Start 


8314 




End 


21034 




Name' 


OJ990427 22.9C17.C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10547 




■ End 


10861 




GI 


none 




Score 


284 




Exons 


10547. .10861, 10558.. 


10860 








Seq. No. 


16862 




.Seq. ID 


OJ990427_22.9C17. 


,C10 


oene lno • 


jjjDD 




Strand 






Start 


8314 




End 


21034 




Name 


OJ990427 22.9C17.C10. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


10547 




End 


10746 




GI 


none ' 




Score 


151 




Exons 


10547. . 10741, 10558.. 


10746 








Seq. No. 


16862 




Seq. ID 


OJ990427_22.9C17. 


eio 


Gene No. 


35566 




Strand 






Start 


8314 




End 


21034 




Name 


OJ990427 22.9C17.C10. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


10753 




End 


11779 




GI 


none 




Score 


81 




Exons 


10753. . 10965, 11401. . 


11583, 


11413. . 11574, 11414 .. 11581, 






11575. . 11652, 11576. . 


11689, 


11720. . 11779 





17440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16862 
35566 
8314 

OJ990427_22. 
10771 
none 
10771. 
11401. 
11720. 



9C17.C10.o2. tm 



10965, 10775. .10966, 
11652,. 11402. .11671,- 
11824 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.11388 

11709 



OJ990427 22.9C17.C10 



21034 

TBLASTX: Maize 
11827 
74 

11615, 11389. . 11643, 
11822, 11720. . 11827, 



Seq. No. 16862 

Gene No. 35566 

Start 8314 

Name OJ990427_22 . 9C17 . C10 . o3 . tc 

Start 11780 

GI none 

Exons 11780. 

13030, 



11836, 12856. 
13185, 13067. 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ990427 22.9C17.C10 



,12918, 12866. 
,13183, 13081. 



21034 

TBLASTX: Cress 
13330 
51 

12916, 12917. .12952, 
13185, 13229. . 13318, 



13247. .13330, 13251.. 13328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16862 
35566 
8314 

OJ990427_22. 9C17 .C10.O4 .tm 
12856 



none 

12856. 

13229. 

13812. 

14192. 

14416. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427 22.9C17.C10 



12981, 12857. .12952, 13067 

13339, 13247. .13339, 13335 

13868, 13966 

14260, 14346 
14469 



21034 

TBLASTX: Maize 
14469 
93 

13183, 13069. . 13185, 
13382, 13337. .13369, 
14076, 14006. . 14062, 14 160 .. 14261 , 
14396, 14347. . 14397, 14 408 .. 144 64 , 



Seq. No. 16862 
Gene No. 35566 
Start 8314 

Name OJ990427_22 . 9C17 . C10 . 08 . ts 

Start 14020 
GI none 
Exons 14020, 

14407 , 

15605, 



14064, 14161. 
14472, 14716. 
15742 



,14256, 
,14835, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14204 

15599 



OJ990427 22.9C17.C10 



21034 

TBLASTX : Soybean 
15742 
86 

14260, 14347. .14397, 
15742, 15603. .15734, 



Seq. No. 16863 

Gene No. 35567 

Start 153 

Name OJ9904 27_22 . 9C17 . C12 . ol . gs 

Start 153 

GI none 

Exons 153.. 222 



Seq. ID OJ990427_22.9C17.C12 
Strand 

End 222 

Method GENSCAN 

End 222 

-■Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16864 
35568 
4 

OJ990427 
4 

none 



22. 9C17.C13.ol.gs 



Seq. ID OJ990427_22.9C17.C13 
Strand 

End 879 

Method GENSCAN 

End 879 

Score . 94 



17441 



Exons 



4 . .879 



Seq. No. 16865 

Gene No. 35569 

Start 11 

Name OJ9904 27_22 . 9C17 . C14 . ol . gs 

Start 11 

GI none 

Exons 11 . . 367 



Seq. ID OJ990427_22.9C17.C14 

Strand 

End 367 

Method GENSCAN 

End 367 

Score . 7 



Seq. No. 16866 

Gene No. 35570 

Start 923 

Name OJ9904 27_22 . 9C17 . C15 . ol . gs 

Start 923 

GI none 
Exons 



Seq. ID OJ990427_22.9C17.C15 

Strand + 

End 6599 

Method GENSCAN 

End 4040 

Score . 7 



923. .1002, 1850.. 1903, 2261. .2405, 2484. .3323, 3405. .3503, 
3612. .4040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16866 
35570 
923 

OJ9904 27_22. 9C17 . C15 . o2 . np 

1550 

4680186 



Seq. ID OJ990427_22.9C17.C15 

Strand + 

End 6599 

Method AAT/NAP 

End 6599 

Score 370 



1550.. 1613, 5506.. 5560, 6399.. 6599 

(AF111709) unknown [Oryza sativa subsp. indica] 



16866 
35571 
4507 

OJ990427_22.9C17.C15.o2.gs 

4507 

none 



Seq. ID OJ990427_22.9C17.C15 
Strand 

End 7523 

Method GENSCAN 

End 7482 

Score .52 



4507. .5011, 5027. .5397, 6199. .6244, 7415. .7482 



Seq. No. 16866 

Gene No. 35571 

Start 4507 

Name OJ990427_22 . 9C17 . C15 . ol . np 

Start 4528 

GI 4115365 

Exons 4528.. 5318, 5364.. 5444, 7402 
GI Descrip. 



Seq. ID OJ990427_22.9C17.C15 
Strand 

End 7523 

Method AAT/NAP 

End 7523 

Score 327 
7523 

(AC005957) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 16866 

Gene No. 35571 
Start ' 4507 ' 

Name OJ9904 27_22 . 9C17 . C15 . ol . ts 

Start 4534 

GI none 
Exons 



Seq. ID OJ990427_22.9C17.C15 
Strand 

End ' 7523 

Method TBLASTX : Soybean 

End 4767 

Score 38 



4534. .4767, 4535. .4555, 4595. .4765, 4600. .4767 



Seq. No. 
Gene No. 
Start 



16866 
35571 
4507 



Seq. ID OJ990427_22.9C17.C15 
Strand 

End 7523 



17442 




Name 


OJ990427 22. 9C17 . C15 . ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


4543 


End 


4950 






GI 


none 


Score 


116 






Exons 


4543. .4950, 4577. .4942 










Seq. No. 


16866 


Seq. ID 


OJ990427 


_22.9C17 


.C15 




^^7 1 


Of r 3rir j 

o l rana 








Start 


4507 


End 


7523 






Name 


OJ990427 22. 9C17 . C15 . o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


5198 


-End 


5421 




GI 


none 


Score 


95 






Exons 


5198.. 5404, 5200. .5421 










Seq. No. 


16866 


Seq. ID 


OJ990427 


_22. 9C17 


.C15 


Gene No. 


35571 


Strand 


- 






Start 


4507 


End 


7523 






Mama 


OJ990427 22.9C17.C15.ol.gp 


Method 


7\ 7\ T /CIS. D 






Start 


6151 


End 


6532 






GI 


uC-osflcyp033a04bl 


Score 


643 






Exons 


6151. . 6532 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 f 








Seq. No. 


16867 


Seq. ID 


OJ990427 


_22.9C17, 


.C16 


Gene No. 


35572 


Strand 


+ 






Start 


1 


End 


7 R 






Name 


OJ990427 22.9C17.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


75 






GI 


4680185 


Score 


103 






Exons 


1. .75 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


16867 


Seq. ID 


OJ990427 


_22.9C17, 


.C16 


Gene No. 


35573 


Strand 








Start 


1 


End 


£. y y o 






Name 


OJ990427 22.9C17.C16.o3.np 


Method 


AAT/NAP 






Start 


1 


End 


2998 






GI 


4206306 


Score 


947 






Exons 


1..30, 714. .2998 










GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


16867 


Seq. ID 


OJ990427 


_22. 9C17. 


■ C16 




35573 


Strand 








Start 


1 


End 


2998 






Name 


OJ990427 22.9C17.C16.ol.gs 


Method 


GENSCAN 






Start 


1023 


End 


2879 






GI 


none 


Score 


.5 






Exons 


1023. .1928, 2100. .2879 










Seq. No. 


16867 


Seq. ID 


OJ990427 


_22. 9C17. 


C16 


Gene No. 


35573 


Strand 








Start 


1 


End 


2998 






Name 


OJ990427 22.9C17.C16.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1248 


End 


1646 






GI 


none 


Score 


77 






Exons 


1248. .1517, 1557. .1646 











17443 




Seq. No. 16867 

Gene No. 35573 

Start 1 

Name OJ990427_22 . 9C17 . C16 . ol 

Start . 1281 

GI none 

Exons 1281.. 1532, 13/78.. 1533, 

Seq. No. 16867 

Gene No. 35573 

Start 1 

Name OJ990427_22 . 9C17 . C16 . o2 

Start 1855 

GI none 

Exons 1855.. 1983, 1872.. 2030, 




Seq. ID OJ990427_22.9C17.C16 
Strand 

End 2998 
•ts Method TBLASTX: Soybean 
End 1691 
Score 85 
1540. .1689, 1554. .1691 

Seq. ID ?OJ990427_22.9C17.C16 
Strand 

End 2998 

.ts Method TBLASTX: Soybean 
End 2312 
Score 80 
2031. .2312, 2182. .2274 



Seq. No. 16867 Seq. ID 

Gene No. 35573 Strand 

Start 1 End 

Name OJ990427_22 . 9C17 . C16 . o3 . tw Method 

Start 1929 End 

GI none Score 

Exons 1929.. 2030, 1992.. 2309, 2137.. 2310 



OJ990427_22.9C17.C16 
2998 

TBLASTX: Wheat 

2310 

64 



Seq. No. 16867 ; Seq. ID 

Gene No. 35573 Strand 

Start 1 End 

Name OJ990427_22 . 9C17 . CI 6 . ol . tm Method 

Start 1998 End 

GI none Score 

Exons 1998.. 2459, 2182.. 2457 



OJ990427_22.9C17.C16 
2998 

TBLASTX: Maize 

2459 

193 



Seq. No. 16867 Seq. ID 

Gene No. 35573 Strand 

Start 1 End 

Name OJ9904 27_22 . 9C17 . CI 6 . ol . tw Method 

Start 2328 End 

GI none Score 

Exons 2328.. 2681, 2329.. 2673, 2676.. 2732 



OJ990427_22.9C17.C16 
2998 

TBLASTX: Wheat 

2732 

274 



Seq. No. ■ 16867 Seq. ID 

Gene No. 35573 Strand 

Start 1 End 

Name OJ990427_22 . 9C17 . CI 6 . o2 . tm Method 

Start 2460 End 

GI none Score 

Exons 2460.. 2678, 2461.. 2673 



OJ990427_22.9C17.C16 
2998 

TBLASTX: Maize 

2678 

211 



Seq. No..; 16867 

Gene No. ' 35573 

Start 1 

Name OJ990427_22 . 9C17 . CI 6 . o3 . ts 

Start 2529 

GI none 

Exons 2529.. 2663, 2670.. 2894 



Seq. ID OJ990427_22.9C17.C16 
Strand 

End 2998 

Method TBLASTX : Soybean 

End 2894 

Score 136 



Seq. No. 



16868 



Seq. ID OJ990427 22.9C17.C17 



17444 



Gene No. 35574 Strand 

Start 243 End 703 

Name OJ990427_22 . 9C17 . C17 . ol . gs -Method GENSCAN 

Start 243 End 703 

GI none Score .82 

Exons 243.. 703 



Seq. No. 16868 " Seq. ID 

Gene No. 35574 Strand 

Start 243 End 

Name OJ990427_22 . 9C17 . C17 . ol . ts Method 

Start 324 End 

GI none Score 

Exons 324.. 662 



OJ990427_22.9C17.C17 
703 

TBLASTX : Soybean 

662 

194 



Seq. No. 16869 Seq. ID 

Gene No. 35575 Strand 

Start 213 End 

Name OJ990427_22 . 9C17 . C20 . ol . gp Method 

Start 213 End 

GI none Score 

Exons 213. .248, 884. .986, 1171. .1425 



OJ990427_22.9C17.C20 
+ 

3214 

AAT/GAP • 

1425 

647 



Seq. No. 16869 Seq. ID 

Gene No. 35575 Strand 

Start 213 End 

Name OJ990427_22 . 9C17 . C20 . ol . gs Method 

Start 884 End 

GI none Score 

Exons 884.. 986, 1171.. 1497, 2695.. 2829 



OJ990427_22.9C17.C20 
+ 

3214 
GENSCAN 
2829 
. 97 



Seq. No. 16869 Seq. ID 

Gene No. 35575 Strand 

Start 213 End 

Name OJ990427_22 . 9C17 . C20 . o2 . gp Method 

Start 14 60 End 

GI none Score 

Exons 1460.. 1497, 2695.-2852, 3005.. 3214 



OJ990427_22.9C17.C20 
+ 

3214 
AAT/GAP 
3214 
764 



Seq. No. 16869 Seq. ID 

Gene No. 35576 Strand 

Start 3380 End 

Name OJ990427_22 . 9C17 . C20 . o3 . gp Method 

Start 3380 End 

GI none Score 

Exons 3380.. 3925 



OJ990427_22.9C17.C20 

3925 
AAT/GAP 
3925 
1022 



Seq. No. 16869 .Seq. ID 

Gene No. 35577 Strand 

Start 5753 End 

Name OJ990427_22 . 9C17 . C20 . o2 . gs Method 

Start 5753 End 

GI none Score 

Exons 5753.. 5825 



OJ990427_22.9C17.C20 

5825 
GENSCAN 
5825 
.69 



Seq. No. 
Gene No. 



16870 
35578 



Seq. ID OJ990517_10. 9C03.C7 
Strand 



17445 



Start 


104 








End 


706 


Name 


OJ990517 


10.9C03.C7 


.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


104 








End 


499 


GI 


none 








Score 


85 


Exons 


104. .499, 


204. .398 










Seq. No. 


16870 








Seq. ID 


OJ990517_10.9C03 


Gene No. 


35578 . 








Strand 




Start 


104 








End 


706 


Name 


OJ990517 


10.9C03.C7 


ol 


tm 


Method 


TBLASTX: Maize 


Start 


353 








End 


706 


GI 


none 








Score 


188 


Exons 


353. .706 













Seq. No. 16871 Seq. ID 

Gene No. 35579 Strand 

Start 1083 End 

Name OJ990517_10 . 9C03 . C10 . o2 . gp Method 

Start 1083 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1083.. 1154 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990517_10 . 9C03 . C10 
+ 

1154 
AAT/GAP 
1154 
118 



OJ990517 10.9C03.C10 



Seq. No. 16871 Seq. ID _ 

Gene No. 35580 Strand 

Start 599 End 1082 

Name OJ990517_10 . 9C03 . C10 . ol . gp Method AAT/GAP 

Start 599 End 1082 

GI LIB3432-059-P1-K1-D8 Score 641 

Exons 599.. 851, 882.. 1082 

GI Descrip. f 5734 616/db j | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990517_10.9C03.C11 
+ 

187 

AAT/GAP 

187 

130 



16872 Seq. ID 

35581 Strand 
100 End 
OJ990517_10.9C03.Cll.ol.gp Method 
100 End 
5867_1.R1084 Score 
100. .187 

■4 64 986/spl P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



16873 Seq. ID 

35582 Strand 

35 End 
OJ990517_10. 9C03.C12.ol. tw Method 

35 End 

none Score 

35. .109, 98. .343 



OJ990517_10.9C03.C12 
343 

TBLASTX: Wheat 

343 

69 



17446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990517_10.9C03.C13 
+ 

1108 
AAT/GAP 
1108 
134 



16874 Seq. ID 

35583 Strand 
1014 End 
OJ990517_10 . 9C03 .C13 . ol . gp Method 
1014 End 
5867_1.R1084 Score 
1014. .1108 

'464986/spl P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 

16874 Seq. ID OJ990517_10.9C03.C13 

35584 Strand + 
1185 End 1268 
OJ990517_10 . 9C03 . C13 . o2 . gp Method AAT/GAP 
1185 End 1268 
LIB3477-003-P1-K1-E9 Score 129 
1185. .1268 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


16875 






Seq. ID 


OJ990517_10.9C03.C15 


Gene .No. 


35585 






Strand 




Start 


74 






End 


961 


Name 


OJ990517 


_10.9C03.C15.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


74 






End 


961 


GI 


none 






Score 


92 


Exons 


74 . .214, 


75. .194, 212.. 


412, 222.. 365, 


417. .917, 419. .961 


Seq. No. 


16875 






Seq. ID 


OJ990517_10.9C03.C15 


Gene No. 


35585 






Strand 




Start 


74 






End 


961 


Name 


OJ990517 


10.9C03.C15.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


248 






End 


670 


GI 


none 






Score 


47 


Exons 


248. .412, 


252.. 365, 417 


. . 662, 


419. . 670 




Seq. No. 


16875 






Seq. ID 


OJ990517_10.9C03.C15 


Gene No. 


35585 






Strand 




Start 


74 






End 


961 


Name 


OJ990517 


10.9C03.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


605 






End 


920 


GI 


none 






Score 


123 


Exons 


605. .919, 


624. .920 








Seq. No. 


16875 






Seq. ID 


OJ990517_10.9C03.C15 


Gene No. 


35586 






Strand 




Start 


1082 






End 


1312 


Name 


OJ990517 


10.9C03.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1082 






End 


1292 


GI 


none 






Score 


47 



17447 



Exons 


1082.. 1171, 1119.. 1160, 


1172. 


Seq. No. 


16875 




Gene No . 


ODDOD 




Start 


1082 




Name 


OJ990517 10.9C03.C15.o2 


. tm 


Start 


1094 




GI 


none 




Exons 


1094.. 1288, 1098.. 1286, 


1112. 


Seq. No. 


16876 




Gene No . 


O C C Q *7 
O03O / 




Start 


179 




Name 


OJ990517 10.9C03.C16.o2 


. ts 


Start 


179 




GI 


none 




Exons 


179. .412, 188. .388 




Seq. No. 


16876 




Gene No . 






Start 


179 




Name 


OJ990517 10.9C03.C16.ol 


. tm 


Start 


248 




GI 


none 




Exons 


248. .442, 264. .467, 467 


. .667, 


Seq. No. 


16876 




Gene No. 


35587 




btart 


i / y 




Name 


OJ990517 10.9C03.C16.ol 


. tw 


Start 


287 




GI 


none 




Exons 


287. .442, 288. .443, 420 


. .557, 




660.. 716, 668.. 724 




Seq. No. 


16876 




Gene No . 


JJJO / 




Start 


179 




Name 


OJ990517 10.9C03.C16.ol 


.tc 


Start 


512 




GI 


none 




Exons 


512. .859, 513. .665, 705 


. .854 


Seq. No. 


16876 




Gene No . 






Start 


179 




Name 


OJ990517 10.9C03.C16.ol, 


. ts 


Start 


593 




GI 


none 




Exons 


593. .856, 594. .860, 869, 


. . 988, 


Seq. No. 


16876 




Gene No. 


35587 




Start 


179 




Name 


OJ990517 10.9C03.C16.o2. 


. tw 


Start 


740 




GI 


none 





1291, 1175.. 1291, 1176.. 1292 



Seq. ID OJ990517_10.9C03.C15 
Strand 

1312 

TBLASTX: Maize 
1312 
87 



End 

Method 
End 
Score 
.1312 



Seq. ID OJ990517_10.9C03.C16 
Strand 

End 1264 

Method TBLASTX : Soybean 

End 412 

Score 77 



Seq. ID OJ990517_10.9C03.C16 
Strand 

1264 

TBLASTX: Maize 
668 
73 



End 

Method 
End 
Score 
468. .668 



Seq. ID OJ990517_10.9C03.C16 
Strand 

End 12 64 

Method TBLASTX : Wheat 

End 724 

Score 58 

461. .559, 566. .670, 573. .680, 



Seq. ID OJ990517_10.9C03.C16 
Strand 

End 1264 

Method TBLASTX : Cress 

End 859 

Score 98 



Seq. ID OJ990517_10.9C03.C16 
Strand 

1264 

TBLASTX: Soybean 
988 
126 



End 

Method 
End 
Score 
882. .983 



Seq. ID OJ990517_10.9C03.C16 
Strand 

End 1264 

Method TBLASTX : Wheat 

End 1264 

Score 91 



17448 




Exons 


740. .859, 


753.. 863, 872 


. .979, 


983. .1264, 990. .1175 




Seq. No. 


16877 






Seq. ID 


OJ990517_10.9C03 


.C18 


Gene No. 


OCCQQ 
JJJOO 






o rrana 






Start 


376 






Lna 


1 Q"7 

/ y / 




Name 


OJ990517 


10. 9C03.C18.ol 


.tw 


Metnoa 


i bLiAb I a : wneat 




Start 


376 








/ y / 




GI 


none 






Score 






Exons 


376. .429, 


411. .797, 529 


. .651, 


bob ../ID 






Seq. No. 


16877 






Seq. ID 


OJ990517_10.9C03 


.C18 


Gene No . 


OCCQQ 






ourana 






Start 


376 






hna 


/ y / 




Name 


OJ990517 


10.9C03.C18.ol 


. tm 


Method 


i dLiAo i a : Ma i z e 




Start 


507 






Lna 


/ b / 




GI 


none 






Score 


y y 




Exons 


507. .653, 


507. .767, 529, 


. .753 








Seq. No. 


16878 






Seq. ID 


OJ990517_10.9C03 


.C19 


Gene No . 


35589 






otrana 






Start 


9 






hna 


loo 




Name 


OJ990517 


10.9C03.C19.ol. 


.tw 


Metnoa 


rp o T TV c mv . UU _ _ i_ 

TBLASTX : Wneat 




Start 


9 






hna 


1 cr 

loo 




GI 


none 






Score 


i nc 

1 yo 




Exons 


9. .155, 77. .154 




- - 






Seq. No. 


16879 






Seq. ID 


OJ990517_10.9C03 


.C22 


Gene No. 


35590 












Start 


203 






hna 


A Q Q 

4 y y 




Name 


OJ990517 


10.9C03.C22.ol. 


.ts 


Method 


i bLAb IX: boyoean 




Start 


203 






hna 


4 bU 




GI 


none 






Score 


1 

iy b 




Exons 


203. .460, 


274. .336, 379. 


. .450 








Seq. No. 


16879 






Seq. ID 


OJ990517_10. 9C03 


.C22 


Gene No . 


35590 . 






otrana 






Start 


203 






T7 _ J 

Lna 


A Q Q 

4 y y 




Name 


OJ990517 


10.9C03.C22.ol, 


.tm 


Method 


i bLAo i a : Ma i z e 




Start 


206 






hna 


A Q Q 

4 y y 




GI 


none 






Score 


^ yz 




Exons 


206. .499, 


233. .370, 274. 


. .498 








Seq. No. 


16879 






Seq. ID 


OJ990517_10. 9C03 


.C22 


Gene No . 


35590 






Strand 






Start 


203 






T7 _ _J 

hna 


4 y y 




Name 


OJ990517 


10.9C03.C22.ol. 


.tw 


Metnoa 


tblastx : wneat 




Start 


263 






hna 


4 y y 




GI 


none 






Score 


1/1 




Exons 


263. .499 












Seq. No. 


16880 






Seq. ID 


OJ990517_10.9C03 


.C23 


Gene No. 


35591 






Strand 






Start 


21 






End 


624 




Name 


OJ990517 


10.9C03.C23.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


21 






End . 


306 




GI 


none 






Score 


369 




Exons 


21. .305, 


22. .306 











17449 



OcCj. INO . 


1 Do 0 u 




beq. id 


uj yyuo 1 / iu. yuu j 




Gene No. 


35591 




Strand 






Start 


21 




End 


624 




Name 


OJ990517 10.9C03.C23.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


21 




End 


420 




GI 


none 




Score 


506 




Exons 


21. .419, 22. .420 










o e q . in 0 . 


1 COQfi 
IDOoU 




beq . IU 


uoyyuoi / iu . ytuj 




Gene No. 


35591 




Strand 






Start 


21 




End 


624 




Name 


OJ990517 10. 9C03.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


40 




End 


576 




GI 


none 




Score 


440 




Exons 


40. .576, 174. .458, 193. . 


.462 








0 e tj . IN O . 


1 COOfl 
IDOOU 




C tn. r*r T Pb 

beq. 1 u 


uj y y u o 1 / xu.ycuj 




Gene No. 


■ 35591 




Strand 






Start 


21 




End 


624 




Name 


OJ990517 10.9C03.C23.o2. 


. ts 


Method 


TBLASTX: Soybean 




Start 


328 




End 


573 




GI 


none 




Score 


201 




Exons 


328. .573, 345. .572 










0 e q . in 0 . 


1 DO O U 




beg. ±u 


ujyyuoi/ lu.ycuo 


. CZ J 


Gene No. 


35591 




Strand 






Start 


21 




End 


624 




Name 


OJ990517 10.9C03.C23.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


421 




End 


624 




GI 


none 




Score 


317 




Exons 


421. .624, 424. .621, 426, 


. .623 








Seq. No. 


16881 




Seq. ID 


OJ990517._10.9C03 


.C24 


Gene No. 


35592 




Strand 


+ 




Start 


739 




End 


1121 




Name 


•OJ990517 10.9C03.C24.ol. 


• gp 


Method 


AAT/GAP 




Start 


739 




End 


1121 




GI 


uC-osflcyp033a04bl 




Score 


704 




Exons 


739. .1121 - 











GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 16881 Seq. ID 

Gene No. 35593 Strand 

Start 3277 End 

Name OJ990517_10 . 9C03 . C24 . ol . ts Method 

Start 3277 End 

GI none Score 

Exons 3277.. 3639 



OJ990517__10.9C03.C24 
3639 

TBLASTX: Soybean 

3639 

195 



Seq. No. 16882 Seq. ID 

Gene No. 35594 Strand 

Start 19 End 

Name OJ990517_10 . 9C03 . C25 . o3 . ts Method 

Start 19 End 

GI none Score 



OJ990517_10.9C03.C25 
1067 

TBLASTX: Soybean 

387 

134' 



17450 




Exons 


19. .237, 


253. .387 










Seq. No. 


16882 






Seq. ID 


OJ990517_10.9C03 


.C25 


Gene No. 


35594 






Strand 






Start 


19 






End 


1067 




Name 


OJ990517 


10.9C03.C25.ol 


,tw 


Method 


TBLASTX: Wheat 




Start 


181 






End 


590 




GI 


none 






Score 


598 




Exons 


181. .5*88, 


198.. 515, 258 


. .590, 


307. .537, 


491. .589 




Seq. No. 


16882 






Seq. ID 


OJ990517_10.9C03 


.C25 


Gene No. 


35594 






Strand 






Start 


19 






End 


1067 




Name 


OJ990517 


10.9C03.C25.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


241 






End 


456 




GI 


none 






Score 


305 




Exons 


241. .456, 


246. .455 










Seq. No. 


16882 






Seq. ID 


OJ990517_10.9C03, 


.C25 


Gene No. 


35594 






Strand 






Start 


19 






End 


1067 




Name 


OJ990517 


10.9C03.C25.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


457 






End 


915 






none 






Score 


587 




== Exons 


457. .915, 


459.. 515, 576 


. . 914 








;!j Seq. No. 


16882 






"Seq. ID 


OJ990517 10.9C03.C25 


^ Gene No . 


35594 






Strand 






!3 Start 


19 






End 


1067 




.J Name 


OJ990517 


10.9C03.C25.ol 


,ts 


Method 


TBLASTX : Soybean 




Start 


604 






End 


1067 




;fi gi 


none 






Score 


205 




'** Exons 


604. .885, 


634.. 753, 639 


. .842, 


864. .1067 


926.. 1066 




3 Seq. No. 


16882 






Seq. ID 


OJ990517_10.9C03. 


.C25 


J Gene No . 


35594 






Strand 






i Start 


19 






End 


1067 




» Name 


OJ990517 


10.9C03.C25.o2 


. tw 


Method 


TBLASTX: Wheat 




: f Start 


607 






End 


986 




3 GI 


none 






Score 


182 




J Exons 


607. .909, 


885. . 986 










Seq. No. 


16882 






Seq. ID 


OJ990517_10.9C03. 


,C25 


Gene No . 


35595 






Strand 






Start 


1222 






End 


1477 




Name 


OJ990517 


10. 9C03.C25.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


1222 






End 


.1477 




• GI 


none 






Score 


185 




Exons 


1222. .1356, 1223. .1360, 


1223. 


.1360., 1378.. 1464, 1397.. 1477 


Seq. No. 


16883 






Seq. ID 


OJ990517_10.9C03. 


C26 


Gene No. 


35596 






Strand 






Start 


13 






End 


324 




Name 


OJ990517 


10.9C03.C26.o2, 


.ts 


Method 


TBLASTX: Soybean 




Start 


13 






End 


324 




GI 


none 






Score 


204 




Exons 


13. .324, 


30. .224 











17451 




beq. wo. 


1 DOOJ 








beq. iiJ 




. CZ D 


Gene No. 


35597 








Strand 






Start 


663 








End 


920 




Name 


OJ990517 


_10.9C03.C26 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


663 








End 


908 




GI 


none 








Score 


248 




Exons 


663. .908 


, 707. .793, 


869. 


.904 








Con M/\ 

beq . no . 


1 DO O J 








beq. id 


ujyyuoi / lu.yuuo 


. Cz o 


Gene No. 


35597 








Strand 






Start 


663 








End 


920 




Name 


OJ990517 


__10.9C03.C26 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


681 








End 


920 




GI 


none 








Score 


91 




Exons 


681. .749 


, 744. .812, 


810. 


.920 








oeq. in o . 


1 £ft ft A 
1 DO 0 4 








beq. id 


ujyyuoi/ lu.ycuo, 


r 1 "3 a 


Gene No. 


35598 








Strand 






Start 


1 








End 


597 




Name 


OJ990517 


_10.9C03.C34 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


411 




GI 


none 








Score 


200 




Exons 


1. .411, 


26. .286 












beq . wo. 


X DO O 4 








beq. id 


ojyyuoi/ lu.ycuj, 


r* o a 
. C J4 


Gene No. 


35598 








Strand 






Start 


1 








End 


597 




Name 


OJ990517 


_10.9C03.C34 


.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4 








End 


210 




GI 


none 








Score 


80 




Exons 


4. .210, 


47. .205 












Q ^ n M /^i 
O e CJ • IN O . 


1 £ftftzi 

1 DO O H 








C /t T Pi 

beq. iu 


ujyyuoi/ lu.yLUo. 


. C J4 


Gene No. 


35598 








Strand 






Start 


1 








End 


597 




Name 


OJ990517 


_10.9C03.C34 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


157 








End 


588 




GI 


none 








Score 


97 




Exons 


157. .414 


, 439. .588 












oeq. in o . 


1 £R ft A 
1 Do O 4 








n ^ x Pi 

beq. iu 


ATQoncii i in qp^o 

ujyyuoi/ lu.ynjo. 


f O A 

, C J4 


Gene No. 


35598 








Strand 






Start 


1 








End 


597 




Name 


OJ990517 


_10.9C03.C34 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


217 








End 


597 




GI 


none 








Score 


59 




Exons 


217. .597 


, 464. .580 












Seq. No. 


16884 








Seq. ID 


OJ990517_10.9C03. 


C34 


Gene No. 


35598 








Strand 






Start 


1 








End 


597 




Name 


OJ990517 


_10.9C03.C34 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


412 








End 


595 




GI 


none 








Score 


80 




Exons 


412. .582 


, 412. .594, ■ 


458. 


.595 









17452 



Seq. No. 16885 

Gene No. 35599 

Start 65 

Name OJ990517_10 . 9C03 . C35 . o2 . tw 

Start 65 

GI none 

Exons 65.. .460, 204.. 311, 272.. 445 

Seq. No. 16885 

Gene No. 35600 
Start * 583 

Name OJ990517_10 . 9C03 . C35 . ol . tw 

Start 583 

GI none 

Exons 583.. 966, 584.. 958 



Seq. ID OJ990517_10.9C03.C35 
Strand 

End 4 60 

Method TBLASTX : Wheat 

End 4 60 

Score 70 



Seq. ID OJ990517_10.9C03.C35 
Strand 

End 966 

Method TBLASTX : Wheat 

End 966 

Score 192 



Seq. No. 16885 

Gene No. 35600 

Start 583 

Name OJ990517_10 . 9C03 . C35 . ol . tm 

Start 661 

GI . none 

Exons 661.. 966, 662.. 949 



Seq. ID OJ990517_10.9C03.C35 
Strand 

End 966 

Method TBLASTX : Mai ze 

End 966 

Score 179 



Seq. No. 16886 

Gene No. 35601 

Start 4148 

Name OJ990517_10 . 9C03 . C37 . ol . tm 

Start 4148 

GI none 

Exons 414 8. .4222, 4154. .4 204, 4155. 
4287. .4421 



Seq. ID OJ990517_10.9C03.C37 
Strand 

End 4421 

Method TBLASTX: Maize 

End 4421 

Score 4 6 

.4223, 4284. .4421, 4286. .4420, 



Seq. No. 16887 

Gene No. 35602 

Start 1237 

Name OJ990517_10 . 9C03 . C4 7 . o3 . ts 

Start 1237 

GI none 

Exons 1237. .127 8, 1242. .14 87, 1315. 



Seq. ID OJ990517_10.9C03.C47 
Strand 

End 1670 

Method TBLASTX : Soybean 

End -1487 

Score 43 
.1485 



Seq. No. 16887 

Gene No. 35602 

Start 1237 

Name OJ990517_10 . 9C03 . C4 7 . o2 . tw 

Start 1269 
GI ' none 

Exons 1269.. 1670, 1297.. 1440 



Seq. ID OJ990517_10.9C03.C47 
Strand 

End 1670 

Method TBLASTX : Wheat 

End 1670 

Score. 63 



Seq. No. 16887 

Gene No. 35603 

Start 1851 

Name OJ990517_10 . 9C03 . C47 . o2 . tm 

Start 1851 

GI none 

Exons 1851.. 2075, 2070.. 2207 



Seq. ID OJ990517_10.9C03.C47 
Strand 

End 2386 

Method TBLASTX : Maize 

End 2207 

Score 88 



17453 




Seq. No. 


16887 








Seq. ID 


OJ990517_10.9C03 


.C47 




■3D DUj 








otrana 






Start 


1851 








End 


2386 




Name 


OJ990517 10 


.9C03 


.C47.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


1920 








End 


2192 




GI 


none 








Score 


85 




Exons 


1920. .2192, 


2008 


. .2121 










Seq. No. 


16887 








.Seq. ID 


OJ990517_10.9C03 


.C47 




jjDUj 








otrana 






Start 


1851 








End 


2386 




Name 


OJ990517 10 


. 9C03 


.C47.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1998 








End 


2386 




GI 


none 








Score 


100 




Exons 


1998. .2054, 


2085 


. .2216, 


2225. 


.2386 






Seq. No. 


16887 








Seq. ID 


OJ990517_10.9C03 


.C47 


UCllC L\\J * 


JJOU4 








otrana 






Start 


2648 








End 


3091 




Name 


OJ990517 10 


. 9C03 


.C47.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2648 








End 


3046 




GI 


none 








Score 


73 




Exons 


2648. .2917, 


2957 


. .3046 










Seq. No. 


16887 








Seq. ID 


OJ990517_10.9C03, 


.C47 




^ ^ find 

JJDU4 








Strand 






Start 


2648 








End 


3091 




Name 


OJ990517 10, 


. 9C03, 


,C47.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


2681 








End 


3091 




GI 


none 








Score 


86 




Exons 


2681. .2932, 


2766. 


. .2933, 


2940. 


.3089, 2954. .3091, 2954. .3091 


Seq. No. 


16887 








Seq. ID 


OJ990517_10.9C03. 


.C47 




fin ^ 








Strand 






Start 


3239 








End 


3984 




Name 


OJ990517 10, 


,9C03, 


■C47.02, 


,ts 


Method 


TBLASTX: Soybean 




Start 


3239 








End 


3695 




GI 


none 








Score 


79 




Exons 


3239. .3370, 


3256. 


, .3375, 


3414 . 


.3695, 3520.. 3657 




Seq. No. 


16887 








Seq. ID 


OJ990517_10.9C03. 


,C47 




^^fins 








Strand 






Start 


3239 








End 


3984 




Name 


OJ990517 10. 


,9C03. 


C47.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3384 








End 


3844 




GI 


none 








Score 


200 




Exons 


3384. .3740, 


3385. 


.3693, 


3737. 


.3844, 3741.. 3842, 3743.. 3844 


Seq. No. 


-16887 








Seq. ID 


OJ990517_10.9C03. 


C47 


Udlfc: 1NL> . 


r fin <^ 

jjDUj 








Strand 






Start 


3239 








End 


3984 




Name 


OJ990517 10. 


9C03. 


C47.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3390 








End 


3710 




GI 


none 








Score 


85 




Exons 


3390. .3710, 


3430. 


.3693 










Seq. No. 


16887 








Seq. ID 


OJ990517 10.9C03. 


C47 



17454 



Gene No. 


35605 




Strand 




Start 


3239 




End 


3984 


Name 


OJ990517 10. 9C03.C47.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3711 




End 


3984 


GI 


none 




Score 


108 


Exons 


3711. .3740, 3726. .3890, 


3737. 


.3880, 3881.. 3982, 3882.. 3980, 




3884.. 3982, 3886.. 3984 






-* • 


Seq. No. 


16888 




Seq. ID 


OJ990517_10. 9C03.C4 9 


(Icai-iP No 


35606 




Strand 




Start 


29 




End 


313 


Name 


OJ990517 10. 9C03.C49.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


29 




End 


313 


GI 


none 




Score 


180 


Exons 


29. .313 








Seq. No. 


16889 




Seq. ID 


OJ990517_10.9C03.C53 


Gene No. 


35607 




Strand 


+ 


Start 


284 




End 


665 


Name 


OJ990517 10. 9C03.C53.ol 




Method 


AAT/GAP 


Start 


284 




End 


665 


GI 


uC-osf Icyp033a04bl 




Score 


651 


Exons 


284 . . 665 








GI Descrip. 


' 6016845/cibj IAP000570.1 


AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


16890 




Seq. ID 


OJ990517_10.9C03.C54 


Gene No. 


35608 




Strand 




Start 


1051 




End 


1143 


Name 


OJ990517 10.9C03.C54.ol 


gp 


Method 


AAT/GAP 


Start 


1051 




End 


1143 


GI 


3760640 




Score 


100 


Exons 


1051. . 1143 








GI Descrip. 


4176420/dbj IBAA37167 | 2 


0e-ll 


(AB008097) cytochrome P4 50 




[Arabidopsis thaliana] 








Seq. No. 


16891 




Seq. ID 


OJ990517_10.9C03.C65 


fipnp * No 


35609 




Strand 




Start 


4688 




End 


.5296 


Name 


OJ990517 10. 9C03.C65.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4688 




End 


5296 


GI 


none 




Score 


63 


Exons 


4688. .4819, 4692. .4814, 


4844 . 


.5296, 5040. .5147 


Seq. No. 


16891 




Seq. ID 


OJ990517_10.9C03.C65 


Gpno No 


35609 




Strand 




Start 


4688 




End 


5296 


Name 


OJ990517 10.9C03.C65.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


4724 




End 


4990 


GI 


none 




Score 


47 


Exons 


4724. .4807, 4725. .4817, 


4802. 


.4921, 4808. .4990 


Seq. No. 


16892 




Seq. ID 


OJ990517_10.9C03.C66 


Gene No. 


35610 




Strand 




Start 


209 




End 


503 


Name 


OJ990517 10. 9C03.C66.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


209 




End 


503 



17455 




GI 


none 






Score 


92 




Exons 


209. .466, 213. .503 










Seq. No. 


16892 






Seq. ID 


OJ990517_10.9C03 


.C66 


Gene No . 


35611 






Strand 






Start 


506 






End 


914 




Name 


OJ990517 10. 


9C03.C66.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


506 






End 


914 




GI 


none 






Score 


62 




Exons 


506. .682, 507. .629, 689 


. .913, 


696. .914 






Seq. No. 


x do yz 






Seq. ID 


OJ990517_10.9C03 


.C66 


Gene No . 








Strand 






Start 


i n n a 
1UU4 






End 


1540 




Name 


/"\TGGnci"7 in 


yCO 3 . Cob . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


IUU4 






End 


1412 




GI 


none 






Score 


83 




Exons 


1004. .1399, 


1245. .1397, 


1281. 


. 1412 






Seq. No. 


i do yz 






Seq. ID 


OJ990517_10.9C03 


.C66 


Gene No . 


obolz 






Strand 






Start 


1UU4 






End 


1540 




Name 


ojyyuoi / iu . 


yCUo .Coo . ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


xuo y 






End 


1484 




GI- 


none 






Score 


299 




Exons 


. 1059. .1484, 


1061. .1483 










Seq. No. 


i do yz 






Seq. ID 


OJ990517_10. 9C03 


.C66 


Gene No . 


T R C 1 O 






Strand 






Start 


"\ C\C\ A 






End 


1540 




Name 




yCU o . Cob . OZ 


. tm 


Method 


TBLASTX: Maize 




Start 


1 1 

no / 






End 


1540 




GI 


none 






Score 


197 




Exons 


113 / . . 1 O 4 U , 


i i en i cftC 

1 loo . . IoUd 










Seq. No. 


16892 






Seq. ID 


OJ990517_10.9C03 


.C66 


Gene No . 


OJDlJ 






Strand 






Start 


1 CCD 
10 DO 






End 


2054 




Name 


ujy yuo i / iu . 


yCU 3 . Cdd . ol , 


. tm 


Method 


TBLASTX: Maize 




Start 


lODO 






End 


1924 




GI 


none 






Score 


210 




Exons 


1568. .1924, 


1569. .1883 










Seq. No. 


16892 






Seq. ID 


OJ990517_10.9C03 


.C66 


Gene No. 


35613 






Strand 






btart 


1568 






End 


2054 




Name 


OJ990517 10. 


9C03.C66.o2. 


.tw 


Method 


TBLASTX: Wheat 




Start 


1599 






End 


2054 




GI 


none 






Score 


263 




Exons 


1599. .1952, 


1599. .1643, 


1600. , 


.1806, 1610. .2005, 1926. .2054, 




1951. .2046 












Seq. No. 


16892 






Seq. ID 


OJ990517_10.9C03, 


.C66 


Gene No. 


35614 






Strand 






Start 


2247 






End 


2630 




Name 


OJ990517 10. 


9C03.C66.o4. 


. tw 


Method 


TBLASTX: Wheat 




Start 


2247 






End 


2630 





17456 



GI 


none 








Score 


37 


Exons 


2247. .2483, 


2257. 


.2322, 


2304. 


.2471, 2321. .2479, 2395. .2481, 




2520. .2630 












Seq. No. 


16893 








Seq. ID 


OJ990517_10.9C03.C67 


Gene No. 










Strand 




Start 


1115 








End 


1594 


Name 


OJ990517 10. 


9C03. 


C67.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1115 








End 


1367 


GI 


none 








Score 


77 


Exons 


1115. .1339, 


1133. 


.1366, 


1233. 


.1367 




Seq. No. 


16893 








Seq. ID 


OJ990517_10.9C03.C67 


Gene No . 










Strand 




Start 


1115 








End 


1594 


Name 


OJ990517 10. 


9C03. 


C67.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1136 








End 


1555 


GI 


none 








Score 


53 


Exons 


1136. .1294, 


1146. 


.1277, 


1286. 


.1498, 1286. .1555, 1290. .1514 


Seq. No. 


16893 








Seq. ID 


OJ990517_10.9C03.C67 


Gene No. 


35615 








Strand 




O 4- -t- 

btart 


I 1 1 c 

I I lo 








End 


1594 


Name 


OJ990517 10. 


9C03. 


C67.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1143 








End 


1594 


GI 


none 








Score 


101 


Exons 


1143. .1307, 


1148. 


.1327, 


1166. 


.1318, 1246.. 1332, 1331.. 1582, 




1332. .1559, 


1337. 


.1594 








Seq. No. 


16893 








Seq. ID 


OJ990517_10.9C03.C67 


Gene No. 










Strand 




Start 


2088 








End 


2480 


Name 


OJ990517 10. 


9C03. 


C67.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2088 








End 


2480 


GI 


none 








Score 


87 


Exons 


2088. .2363, 


2143. 


.2349, 


2322. 


.2435, 2332. .2412, 2436. .2480 


Seq. No. 


16893 








Seq. ID 


OJ990517_10.9C03.C67 


Gene No. 










Strand 




Start 


2088 








End 


2480 


Name 


OJ990517 10. 


9C03. 


C67.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2202 








End 


2456 


GI 


none 








Score 


180 


Exons 

* 


2202. .2456 












Seq. No. 


16894 








Seq. ID 


OJ990517_10.9C03.C68 


Gene No. 


35617 








Strand 




Start 


1603 








End 


1711 


Name 


OJ990517 10. 


9C03. 


C68.0I 


.gp 


Method 


AAT/GAP 


Start 


1603 








End 


1711 


GI 


LIB3477-003- 


Pl-Kl 


-E9 




Score 


144 


Exons 


1603. .1711 












GI Descrip. 


1 2498586/sp|Q40638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY* S I)' 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 












Seq. No. 


16895 








Seq. ID 


OJ990517_10.9C03.C69 



17457 




Gene No. 


35618 






Strand 


+ 




Start 


5621 






End 


7177 




Name 


OJ990517 10.9C03 


.C69.ol 


.gp 


Method 


AAT/GAP 




Of 3 — 

OLaiL 


5621 






End ■ " 


7127 




GI 


44750 1.R1084 






Score 


986 




Exons 


5621.. 5717, 6628 


. .7004, 


7085. 


.7127 






GI Descrip. 


'1657619 4.0e-18 


(U72504) G5p 


[Arabidopsis thaliana] >gi 30 




>(AF04 9236) putative transmembrane protein G5p [Arabidopsis 




thaliana] ' 












Seq. No. 


16895 






Seq. ID 


OJ990517_10. 9C03 


.C69 


Gene No. 


35618 






Strand 


+ 






DOZl 






End 


7177 




Name 


OJ990517 10.9C03 


.C69.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6620 






End 


7177 




GI 


none 






Score 


462 




Exons 


6620.. 7003, 6627 


. .7004, 


6649. 


.7005, 7082.. 7132, 7103.. 7177, 




7115. .7177 












Seq. No. 


16895 






oeq. ±u 








Job lb 






Strand 


+ — 




Start 


5621 






End 


7177 




Name 


OJ990517 10.9C03 


.C69.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6620 






End 


6820 




GI 


none 






Score 


215 




Exons 


6620.. 6820, 6627 


.6818 










Seq. No. 


16895 






oeq. ±u 


ujyyu ji / lu.yLUo 






jjOIo 






Strand 


+ ~~ 




Start 


5621 






End 


7177 




Name 


OJ990517 10.9C03 


C69.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


6671 






End 


7168 




GI 


none 






Score 


309 




Exons 


6671.. 6979, 6672 


.7004, 


7082. 


7168 






Seq. No. 


16895 






Seq. ID 


OJ990517_10. 9C03 


C69 










Strand 


+ 




Start 


5621 






End 


7177 




Name 


OJ990517 10.9C03. 


C69.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6672 






End 


6956 




GI 


none 






Score 


255 




Exons 


6672. .6956, 6674. 


.6955 










Seq. No. 


16895 






Seq. ID 


OJ990517_10.9C03. 


C69 




35619 






Strand 






Start 


7847 






End 


8105 




Name 


OJ990517 10.9C03. 


C69.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7847 






End 


8105 




GI 


none 






Score 


69 




Exons 


7847. .8104, 7961. 


.8062, 


7962. . 


8105 






Seq. No. 


16896 






Seq. ID 


OJ990517_10. 9C03. 


C80 


Gene No. 


35620 






Strand 


+ 




Start 


725 






End 


1107 




Name 


OJ990517 10.9C03. 


C80.o2. 


gp 


Method 


AAT/GAP 




Start 


725 






End 


1107 




GI 


uC-osflcyp033a04bl 




Score 


704 





17458 




Exons 725. . 1107 

GI Descrip. • 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 





DNA, chromosome 1, clone : P0711E10 ■ 






Seq. No. 


1 CQQT 
1 DO J i 




oeq. xu 


OJ990517_10.9C03 


.C82 


Gene No. 






0 trano 






Start 


111 
XXX 




ijna 


659 




Name 


KJ*J y y U j X / X U . ytUj . LOt . OZ 




Method * 


TBLASTX: Wheat 




Start 


111 
XXX 




tjna 


473 




GI 


none 




Score 


280 




Exons 


111. .473, 126. .275, 143 


. . 472 








Seq. No. 


1 CQQ7 
X DO J f 




oeq . x u 


OJ990517_10. 9C03 


.C82 


Gene No. 


j J X 




oirana 






Start 


Til 

XXX 




Cjna 


659 




Name 


nTQQfl c 117 10 QrO "3 Pft 9 r\0 
VJu / X U * y^Oj.LOi . 0£ 


-1- 
. L.m 


Method. 


TBLASTX: Maize 




Start 


1 ^ A 
jj ft 






659 




GI 


none 




Score 


218 




Exons 


354. .659, 368. .532 










Seq. No. 


1 £Q Q7 

x Do y / 




oeq. xu 


OJ990517_10.9C03 


.C82 


Gene No. 


j0 DZZ 




Strand 






Start 


i n 1 1 




bna 


1445 




Name 


DTQQnm 7 in orn^ rp 9 

vjj yyuoi / xu. jLU j . loz . Oj, 


. tm 


Method 


TBLASTX: Maize 




Start 


i ni 7 

XU X / 




bna 


1340 




GI 


none 




Score 


186 




Exons 


1017. .1340 










Seq. No. 


1 £Q Q7 
X DO y / 




Seq. ID 


OJ990517__10.9C03 


.C82 


Gene No. 


jj DZZ 




Strand 






Start 


1017 
X U X / 




End 


1445 




Name 


u j y y u o x / xu. yuu j .loz.oo, 


+" T.J 


Method 


TBLASTX: Wheat 




Start 


1 09^ 




End 


1445 




GI 


none 




Score 


157 




Exons 


1023.. 1232, 1079.. 1171, 


1277. 


.1390, 1278. .1445 




Seq. No. 


1 (CO Q7 • . ■ . 
X DO y / 




Seq. ID 


OJ990517_10.9C03, 


.C82 


Gene No. 


r£9 *i 
J jDZ J 




Strand 






Start 


IjjD 




End 


1938 




Name 


D.TQQ0M7 10 QrO^ TP.? n>1 
.3 -?U J X / XU. "LU J . LOZ .ox. 


, LW 


Method 


TBLASTX: Wheat 




Start 


1 

IjjD 




End 


• 1938 




GI 


none 




Score 


52 




Exons 


1556.. 1891, 1560.. 1610, 


1665. 


.1895, 1681.. 1908, 1891.. 1938 


Seq. No. 


1 £Q Q7 

x Do y / 




Seq. ID 


OJ990517_10.9C03, 


.C82 


Gene No. 


-3 C £T 9 Q 




Strand 






Start 


IjjD 




End 


1938 




Name 


ujyyujx/ x u . ycu j . Co z . 01 . 


, tm 


Method 


TBLASTX: Maize 




Start 


1571 




End 


1861 




GI 


none 




Score 


280 




Exons 


1571. .1861, 1572. .1859 










Seq. No. 


16898 




Seq. ID 


OJ990517_10. 9C03. 


.C85 


Gene No. 


35624 




Strand 


+ 




Start 


75 




End 


538 




Name 


OJ990517 10.9C03.C85.ol. 


gp 


Method 


AAT/GAP 




Start 


75 




End 


538 





17459 



GI LIB3432-059-P1-K1-D8 Score 727 

Exons 75. .538 

GI Descrip. 1 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


16899 


Seq. ID 


OJ990517_10. 9C03 


.C87 


Gene No. 


35625 


Strand 






Start 


205 


End 


679 




Name 


OJ990517 10.9C03.C87.o2.tw 


Method 


TBLASTX: Wheat 




OLal L 




FnH 


_> -J £* 




GI 


none 


Score 


185 




Exons 


205. .306, 206. .352, 210. .335 


, 263.. 337 






Seq. No. 


16899 


Seq. ID 


OJ990517_10.9C03 


.C87 


Gene No. 


35625 


Strand 






Start 


205 


End 


679 




Name 


OJ990517 10.9C03.C87.ol.tm 


Method 


TBLASTX: Maize 








Fnrl 

Hi 1 1U 


67 Q 




GI 


none 


Score 


54 




Exons 


206. .241, 238. .330, 238. .300 


, 239.. 679, 


451. .663 




Seq. No. 


16899 


Seq. ID 


OJ990517_10. 9C03 


.C87 


Gene No. 


35625 


Strand 






Start 


205 


End 


679 




Name 


OJ990517 10.9C03.C87.ol.tw 


^Method 


TBLASTX: Wheat 




Start 


353 


End 


652 




GI 


none 


Score 


366 




T* 1 V f~\ TD Q 


6^9 ^SQ 64Q 466 6M 








Seq. No. 


16900 


Seq. ID 


OJ990517_10. 9C03 


.C92 


Gene No. 


35626 


Strand 






Start 


1 


End 


483 




Name 


OJ990517 10.9C03.C92.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


483 




GI 


uC-osroM202038cl0al 


Score 


868 




LiAUllu 


1 4 ft ^ 








GI Descrip. 


, 2792155/emb|CAA11226| 5.0e- 


24 (AJ223291) chalcone reductase 




[Sesbania rostrata] 1 








Seq. No. 


16900 


Seq. ID 


OJ990517_10. 9C03 


.C92 


Gene No. 


35626 


Strand 






Start 


1 


End 


483 




Name 


OJ990517 10.9C03.C92.ol.tm 


Method 


TBLASTX: Maize 




O Lai L 


96 


End 


263 




GI 


none 


Score 


277 




Exons 


26. .253, 30. .263, 32. .256 








Seq. No. 


16900 


Seq. ID 


OJ990517_10. 9C03 


.C92 


Gene No. 


35626. 


Strand 






Start 


1 


End 


483 




Name 


OJ990517 10.9C03.C92.ol.ts 


Method 


TBLASTX : Soybean 




Start 


32 


End 


254 




GI 


none 


Score 


258 




Exons 


32. .253, 40. .111, 219. .254 








Seq. No. 


16901 


Seq. ID 


OJ990517_10. 9C03 


.C95 


Gene No. 


35627 


Strand 







17460 



Start 
Name 
Start 
GI • 
Exons 



3405 

OJ990517_10.9C03.C95.ol.tm 

3405 

none 

3405.. 3521, 3405. 
3643. .3819, 3645. 
4835. .4912, -4835. 
6483. .6641, 10564 
10573. .10650 



3521, 3406. 
3824, 3651. 
4912, 6260. 



End 

Method 

End 

Score 



13320 

TBLASTX: Maize 

10691 

97 



,3522, 3523.. 3564, 3643.. 3822, 
.3827, 4238. .4420, 4250. .4420, 
,6397, 6261.. 6407, 6482. .6610, 



10644, 10572. .10649, 10572 10691 , 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16901 Seq. ID 

35627 Strand 

3405 End 

OJ990517_10. 9C03.C95.o3.ts Method 

3637 End 

none Score 



OJ990517_10.9C03.C95 
13320 

TBLASTX : Soybean 

4396 

152 



3637. .3819, 3640. .3819, 3642. .3824, 4235. .4396 



16901 
35627 
3405 

OJ990517_10.9C03.C95.ol.tc 

4794 

none 

4794..4910, 4815. .4910, 4832. 
6261. .6368, 6483. .6608, 6485. 

16901 
35627 
3405 

OJ990517_10.9C03.C95.ol.ts 

6260 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 10.9C03.C95 



13320 

TBLASTX: Cress 
6610 
65 

4912, 4838. .4921, 6260. .6370, 
6610 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_10.9C03.C95 
13320 

TBLASTX : Soybean 

13305 

67 



6260. .6367, 6260. .6388, 6482. .6610, 6490. .6546, 6498. .6611, 
10572. . 10670, 10573. .10671, 12019 .. 12240, 12020 .. 1224 1 , 
12038. . 12241, 12362. . 12448, 12363 .. 12446, 12363 12449, 
13209. . 13298, 13210 .. 13305 , 13210 .. 13290, 13212. .13301 



16901 
35 627 
3405 

OJ990517_10.9C03.C95.o2.tm 
12146 
none 

1214 6. . 12241, 1214 8.-. 12240, 12362. . 12451, 12363 
13200. .13307, 13200. .13304, 13201. .13320 



Seq. ID OJ990517_10.9C03.C95 
Strand 

13320 

TBLASTX: Maize 
13320 
129 

12449, 



End 

Method 

End 

Score 



16901 
35628 
17972 

OJ990517_10 . 9C03 . C95 . o2 . ts 
17972 
none 

17 972. .18085, 17 988. .18086, 18138 
18171. . 18257 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517_10.9C03.C95 
19011 

TBLASTX : Soybean 

18263 

54 



18263, 18142. .18228, 



Seq. No. 



16901 



Seq. ID OJ990517_10.9C03.C95 



17461 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



35628 Strand 

17972 End 

OJ990517_10. 9C03.C95.o3.tm Method 

17972 End 

none Score 



19011 

TBLASTX: Maize 

19011 

50 



17972. .18025, 18008 18085, 18012 18086, 18138 .. 18263, 
18139. .18252, 18820 19011, 18821. .18973 



Seq. No. 16901 

Gene No. 35628 

Start 17972 

Name OJ990517_10 . 9C03 . C95 . o3 . tc 

Start 17978 

GI none 
Exons 



Seq. ID OJ990517_10.9C03.C95 

Strand - 

End 19011 

Method TBLASTX: Cress 

End 18263 

Score 51 



17978. .18085, 1797 9 18077 , 18138 .. 18263, 18142. .18246 



Seq. No. 16901 

Gene No. 35628 

Start 17972 

Name OJ990517_10 . 9C03 . C95 . o2 . tc 

Start 18820 

GI none 

Exons 18820. . 19011, 18821.. 18979 



Seq. ID OJ990517_10.9C03.C95 
Strand 

End 19011 

Method TBLASTX : Cress 

End 19011 

Score 150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16901 
35629 
19956 

OJ990517_10 . 9C03 . C95 . o4 . tm 

19956 

none 



Seq. ID OJ990517_10.9C03.C95 
Strand 

End 20131 

Method TBLASTX: Maize 

End 20131 

Score 140 



19956. .20078, 19967 .. 20131, 19967.. 20098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. NO. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16902 
35630 
5870 

OJ990517_10. 9C03.C96.ol.gp 
5870 

uC-osflM202083hl2bl 
5870. .5928 

'552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] ' 



Seq. ID OJ990517__10.9C03.C96 
Strand 

End 5928 

Method AAT/GAP 

End 5928 

Score 72 



Seq. ID OJ990517_10.9C03.C97 

Strand + 

End 625 

Method AAT/GAP 

End 625 

Score 160 



16903 
35631 
492 

OJ990517_10. 9C03.C97.ol.gp 
492 

3759653 
492. .625 

3025870 8.0e-71 (AF055706) ribosomal protein S4 [Oryza sativa] 



16904 
35632 
514 

OJ990517_10.9C03.C101.ol.ts 
514 

none 

514. .735, 515. .736, 533. .736 



Seq. ID OJ990517_10.9C03.C101 

Strand 

End 736 

Method TBLASTX : Soybean 

End 736 

Score 257 



17462 



oeq . wo . 


ID jUj 




oeq. iu 


ATQQORIT in QrnQ 




Gene No. 


35633 




Strand 


+ 




Start 


217 




End 


533 




Name 


OJ990517 10. 9C03.C105.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


208 




End 


466 




GI 


none 




Score 


284 




Exons 


208. .444, 210. .314, 217. 


.438 


, 218. .466 






oeq. in o . 






oeq . ± u 


HTQQn^i 7 in arm 




Gene No. 


35633 




Strand 


+ 




Start 


217 




End 


533 




Name 


OJ990517 10.9C03.C105.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


208 




End 


471 




GI 


none 




Score 


260 




Exons 


208. .471, 219. .314 










C/^rf NT 

oeq. in o . 






oeq . iu 


ATQGHR17 in Qpm 


pi fie 


Gene No. 


35633 




Strand 


+ ~~ 




Start 


217 




End 


533 




Name 


OJ990517 10.9C03.C105.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


214 




End 


444 . 




GI 


none 




Score 


135 




Exons 


214. .348, 216. .314, 325. 


.444 


, 375. .437 






Seq. No. 


16905 




Seq. ID 


OJ990517_10. 9C03 


.C105 


Gene No. 


35633 




Strand 


+ 




o t. an. 






End 


533 




Name 


OJ990517 10. 9C03.C105.ol 


• gp 


Method 


AAT/GAP 




Start 


217 




End 


533 




GI 


72092 1.R1084 




Score 


604 




Exons 


217. .533 










GI Descrip. 


, 2792155/emb|CAA11226| 1 


.Oe- 


30 (AJ223291) chalcone reductase 




[Sesbania rostrata] 1 










oeq. in o * 






Seq. ID 


OJ990517_10.9C03 


.cm 


Gene No. 


35634 




Strand 






Start 


301 




End 


530 




Name 


OJ990517 10.9C03.Clll.ol 


.gp 


Method 


AAT/GAP 




Start 


301 




End 


530 




GI 


2312133 




Score 


186 




Exons 


301. .363, 453. .530 










o e q . in o . 


JL 0 J U / 




Seq. ID 


OJ990517_10.9C03 


.C112 


Gene No. 


35635 




Strand 






Start 


9 




End 


251 




Name 


OJ990517 10.9C03.C112.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


9 




End 


251 




GI 


none - } 




Score 


287 




Exons 


9. .251, 11. .229 










Seq. No. 


16907 




Seq. ID 


OJ990517_10.9C03 


.C112 


Gene No. 


35635 




Strand 






Start 


9 




End 


251 




Name 


OJ990517 10.9C03.C112.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


45 




End 


251 




GI 


none 




Score 


184 





17463 




Exons 


45. .251, 50. .208 








Seq. No. 


16908 




Seq. ID 


OJ990727_12.9C10.C1 


CZ, Afl A NT /~\ 


J JDJO 






T 


Start 


1 




End 


401 


Name 


OJ990727 12.9C10.C1 


. ol . gs 


Method 


GENSCAN 


Start 


1 




End 


260 


GI 


none 




Score 


.68 


Exons 


1. .260 








Seq. No. 


16908 




Seq. ID 


OJ990727_12.9C10.C1 


Gene No. 


35636 




Strand 


+ 


Start 


1 




End 


401 


Name 


OJ990727 12.9C10.C1 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


401 


GI 


1351406 




Score 


318 


Exons 


1. . 401 








GI Descrip. 


REPLICATION GENE A 


PROTEIN 


(GPA) gi 13337286 (U32222) A protein 




[Bacteriophage 186] 









Seq. No. 16909 
Gene No. 35637 
Start 1 

Name . OJ990727_12 . 9C10 . C3 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1. . 526 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0, 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727__12. 9C10.C3 
530 

AAT/GAP 

526 

694 



0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 


16909 


Seq. ID 


OJ990727 


Gene No. 


35637 


Strand 




Start 


1 


End 


530 


Name 


OJ990727 12.9C10.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


530 


GI 


4680203 


Score 


425 


Exons 


1. .530 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 


Seq. No. 


16909 


Seq. ID 


OJ990727 


Gene No. 


35637 


Strand 




Start 


1 


End 


530 


Name 


OJ990727 12. 9C10 . C3 . ol . gs 


Method 


GENSCAN 


Start 


71 


End 


293 


GI 


none 


Score 


.92 


Exons 


71. .293 






Seq. No. 


16909 


Seq. ID 


OJ990727 


Gene No. 


35638. 


Strand 




Start 


1101 


End 


1182 


Name 


OJ990727 12. 9C10 . C3 . o2 . gp 


Method 


AAT/GAP 


Start 


1101 


End 


1182 


GI 


LIB3477-003-P1-K1-E9 


Score 


143 


Exons 


1101. .1182 







12. 9C10.C3 



GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



17464 




O G . LN \J • 


1 fiQl 0 




PiTQQn*797 1 o Qm n 


C" A 


Gene No. 


35639 


Strand 


+ ~~ 




Start 


192 


End 


920 




Name 


OJ990727 12.9C10.C4.ol.gs 


Method 


GENSCAN 




Start 


192 


End 


920 




GI 


none 


Score 


.78 




Exons 


192.. 269, 834.. 920 








Seq. No. 


16910 


Seq. ID 


OJ990727_12.9C10 


.C4 


Gene No. 


35640 


Strand 


+ 




Start 


3602 


End 


5105 




Name 


OJ990727 12.9C10.C4.ol.gp 


Method 


AAT/GAP 




Start 


3602 


End 


5105 




GI 


15334 1.R1084 


Score 


769 




Exons 


3602.. 3958, 5042.. 5105 








GI Descrip. 


'4981053/gb|AAD35624,l|AE001729 4 l.Oe 


-73 (AE001729) tryptophan 




synthase, beta subunit [Thermotoga maritima] ' 




o e ^ . v* \j • 


16910 


Seq. ID 


OJ990727_12.9C10 


.C4 


Gene No. 


35641 


Strand 






Start 


2452 


End 


a i 

fl 1 DU 




Name 


OJ990727 12.9C10.C4.o2.gs 


Method 


r r m c p a m 




Start 


2452 


End 


A 1 Rfl 




GI 


none 


Score 


Q O 




Exons 


2452. .2617, 3941. .4150 








Seq. No. 


16911 


Seq. ID 


OJ990727_12.9C10 


.C6 


OCilC IN (J. 


35642 


Strand 






Start 


1 


End 






Name 


OJ990727 12.9C10.C6.ol.np 


Method 


7\7\qi /MTV D 

AAL / NAr 




Start 


1 


End 


1 OZ O 




GI 


4680209 


Score 


DO O 




Exons 


1.-197, 289. .427, 674. .754, 989. .1326 






GI Descrip. 


(AF114171) unknown [Sorghum bicolor] 






UCU • IN KJ . 


16911 


Seq. ID 


OJ990727_12.9C10 


C6 


Gene No. 


35642 


Strand 






Start 


1 


End 


1326 




Name 


OJ990727 12. 9C10 . C6 . ol . gs 


Method 


GENSCAN 




Start 


45 


End 


1275 




GI 


none 


Score 


.78 




Exons 


45. .197, 460. .856, 1067. .1275 










16911 


Seq. ID 


OJ990727_12. 9C10 


C6 


Gene No. 


35642 


Strand 






Start 


1 


End 


1326 




Name 


OJ990727 12.9C10.C6.ol.tm 


Method 


TBLASTX: Maize 




Start ., 


286 


End 


566 




GI 


none 


Score 


196 




Exons 


286. .558, 291. .557, 348.-566 








Seq. No. 


16911 


Seq. ID 


OJ990727_12.9C10. 


C6 


Gene No. 


35642 


Strand 






Start 


1 


End 


1326 




Name 


OJ990727 12. 9C10 . C6 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


576 


End 


896 





17465 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

576.. 896, 577. 



Score 



120 



.819 



16912 
35643 
985 

OJ990727_12..9C10.C7.ol.gs 

985 

none 

985. .1133 



Seq. ID OJ990727_12. 9C10.C7 

Strand + 

End 1133 ' 

Method GENSCAN 

End 1133 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16912 
35644 
1703 

OJ990727_12 .9C10.C7 .ol.gp 
1703 

5886_1.R1084 
1703. .1803 

1 11957/emb|X15901 ICHOSXX 0. 
genome ' 

16912 
35645 
1858 

OJ990727_12.9C10.C7.ol.np 
1858 
629810 
1858. .2030, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_ 
+ 

1803 
AAT/GAP 
1803 
137 



12. 9C10.C7 



0e+00 Rice complete chloroplast 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990727_12.9C10.C7 

3026 
; "AAT/NAP 
3026 
99 



2991. .3026 



hypothetical protein 18 (coxl 5 1 region) - rice mitochondrion 
gi 1 870712 (M57903) unknown protein [Oryza sativa] 



16913 Seq. ID 

3564 6 Strand 

1 End 

OJ990727_12 . 9C10 . C8 . ol . np Method 

1 End 

5929906 Score 
1..239 

(AF162150) COPl-interacting protein CIP8 [Arabidopsis thaliana] 



OJ990727_12. 9C10.C8 
+ 

239 

AAT/NAP 

239 

213 



16913 Seq. ID 

3564 6 Strand 

1 End 

OJ990727_12 . 9G10 . C8 . ol . gs Method 

54 End 

none Score 
54. .233 



OJ990727_12. 9C10.C8 
+ 

239 

GENSCAN 

233 

.95 



Seq. No. 16913 

Gene No. 35647 

Start 2302 

Name OJ990727__12 . 9C10 . C8 . o2 . gs 

Start 2302 

GI none 

Exons 2302.. 2318, 3184.. 3304, 3331. 

6367.. 6530, 9473.. 9611, 9741. 



Seq. ID OJ990727_12. 9C10.C8 

Strand + 

End 11428 

Method GENSCAN 

End 11083 

Score .45 

.3631, 4344. .4441, 5342. .5393, 
.9820, 10922.. 11083 



17466 




Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10.C8 




35647 

•J *J \J *i / 


OLi. ctl 1U 




Start 


2302 


End 


11428 


Name 


OJ990727 12.9C10.C8.ol.gp 


Method 


AAT/GAP 


Start 


9533 


End 


11428 


GI 


none 


Score 


1449 


Exons 


9533. .9820, 10958. .11428 






Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10.C8 


Gene No. 


35647 


Strand 


+ 


Start 


2302 


End 


11428 


Name 


OJ990727 12.9C10.C8.o2.np 


Method 


AAT/NAP 


Start 


'9677 


End 


11080 


GI 


6361344 


Score 


441 


Exons 


9677.. 9820, 10958.. 11080 






GI Descrip. 


(AB020505) phytosulf okine-alpha precursor [Oryza sativa] 


Seq. No. 


loyi j 


Seq. ID 


OJ990727_12. 9C10.C8 


CZe^Tit^ Mo 
UC11C IN W . 


OCC/I Q 

OODft o 


Strand 


+ 


Start 


30334 


End 


31656 


Name 


OJ990727 12.9C10.C8.o6.gs 


Method 


GEN SCAN 


Start 




End 


31656 


GI 


none 


Score 


.61 


Exons 


OflTQyl ^ n "5 Ol ftni Ol TOO 

jUjj4 . . jUjDI, jIUUi . . jIZjJ/ 


31639. .31656 


.- 

Seq" No. 


1 £Q1 "3 


Seq. ID 


OJ990727_12.9C10.C8 


Gene No. 


o c /i q 


Strand 


+ 


Start 


j / jl j 


End 


42340 


Name 




Method 


AAT/NAP 


Start 


37319 


End 


41722 


GI 


5441874 


Score 


2872 


Exons 


OTOI Q -3-7 £"7 £ OllCin TQCCC 

j / jiy. .j/o/d, o / / ju . . jyjjD/ 


41672. .41722 


GI Descrip. 


tArUUUobb; oimiiar to maize 


transposon 


MuDR mudrA-like protein 




l/\uuuz o4 u ; Luryza sacivaj 






Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10.C8 


Cpnp Mo 


35649 


, Strand 


+ 


Start 


37319 


End 


42340 


Name 


OJ990727 12.9C10.C8.o8.gs 


Method 


GENSCAN 


Start 


37319 


End 


42340 


GI 


none 


Score 


.8 


Exons 


37319. .37641, 377 12 39502 , 


40090. .4014 


8, 42111.. 42340 


Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10.C8 


Gene No. 


35649 


Strand 


+ 


Start 


37319 


End 


42340 


Name 


OJ990727 12.9C10.C8.o2.gp 


Method 


AAT/GAP 


Start 


38732 


End 


39418 


GI 


18081 1.R1084 


Score 


1263 


Exons 


38732. .39418 






GI Descrip. 


'54 41874/dbj IBAA82373. 1 | 9. 


Oe-79 (AP000366) Similar to maize 




transposon MuDR mudrA-like 


protein. (AC002340) [Oryza sativa] 1 


Seq. No. 


16913 


Seq. ID 


OJ990727^12. 9C10.C8 


Gene No. 


35650 


Strand 


+ 


Start 


45033 


End 


47955 


Name 


OJ990727 12. 9C10 . C8 . olO . gs 


Method 


GENSCAN 



17467 






Start 


45033 


End 


47955 








GI 


none 


Score 


.71 








Exons 


45033. .45179, 4 5211 .. 45532, 


45718. .45782, 46439 


. .46763, 








46843. .47042, 47713. .47955 












Seq. No. 


16913 


Seq. ID 


OJ990727 


12.9C10 


.C8 






JJOJl 


Strand 


+ 








Start- 


54732 


End 


58723 








Name 


OJ990727 12. 9C10 . C8 . ol2 . gs 


Method 


GENSCAN 








Start 


54732 


End 


58723 








GI 


none 


Score 


.65 








Exons 


54732. .54779, 58325. .58723 












Seq. No. 


16913 


Seq. ID 


OJ990727_ 


12. 9C10 


.C8 




Gene No. 


35652 


Strand 










Start 


17145 


End 


17398 








Name 


OJ990727 12. 9C10 . C8 . o3 . np 


Method 


AAT/NAP 








Start 


17145 


End 


17398 










862343 


Score 


105 








Exons 


17145. .17398 












GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 










gi|1092097|prf | I2022314A granule cell 


marker protein [Mus 






musculus] gi 1 1092098 Iprf | I2022315A granule cell 


marker ; 


prol 


: rT 




[Mus musculus] 










::: 


Seq. No. 


16913 


Seq. ID 


OJ990727_ 


JL2.9C10 


.-G8 


XI 


Gene No. 


35653 


Strand 








: ! i 
i:r 


Start 


25455 


End 


25841 






. .J 


Name 


OJ990727 12. 9C10 . C8 . o4 . np 


Method 


AAT/NAP 






.1.1 


Start 


25451 


End 


25823 








GI 


4539294 


Score 


93 








Exons 


25451. .25823 










Lp 


GI Descrip. 


(AL049480) hypothetical protein [Arabidopsis thaliana] 




"1 


Seq. No. 


16913 


Seq. ID 


OJ990727_ 


12.9C10 


.C8 






35653 


Strand 










Start 


25455 


End 


25841 








Name 


OJ990727 12.9C10.C8.o4.gs 


Method 


GENSCAN 








Start 


25455 


End 


25841 








GI 


none 


Score 


.75 








Exons 


25455. .25841 












Seq. No. 


16913 


Seq. ID 


OJ990727_ 


12.9C10 


,C8 




Gene No. 


35654 


Strand 










q-t- -v-f- 

O l_ Cli- L 


27085 


End 


29516 








Name 


OJ990727 12.9C10.C8.o5.gs 


Method 


GENSCAN 








Start 


27085 


End 


29516 








GI 


none 


Score 


.56 








Exons 


27085. .27207, 27258. .27390, 


27863. .28011, .28379. 


.28555, 








29316. .29516 . 












Seq'. No. 


16913 


Seq. ID 


OJ990727_ 


12. 9C10 


.C8 




Gene No. 


35655 


Strand 










Start 


30126 


End 


45497 








Name 


OJ990727 12.9C10.C8.o5.np 


Method 


AAT/NAP 








Start 


30126 


End 


35262 








GI 


5852176 


Score 


843 







17468 




Exons 


30126. .30147, 33965 .. 34 510, 


35119. .35262 




GI Descrip. 


(AL117265) zhb0006.1 [Oryza 


sativa] 






Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10 


,C8 


Gene No. 


35655 


Strand 






CI- = r- f- 
Dtar L. 




End 


45497 




Name 


OJ990727 12.9C10.C8.o7.gs 


Method 


GENSCAN 




Start 


32983 


End 


36948 




GI 


none 


Score 


.57 




Exons 


32983. .33029, 33980 34 136, 


34241. .34 384, 34805. .34 911, 






35119. .35257, 35582 35629, 


36205. .36546, 36937. .36948 




Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10 


.C8 


Gene No. 


35655 


Strand 








30126 


End 


45497 




Name 


OJ990727 12.9C10.C8.o7.np 


Method 


AAT/NAP 




Start 


35568 


End 


45497 




GI 


4680204 


Score 


55 




Exons 


35568..3S629, 45226.-45497 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10 


.C8 


Gene No. 


35655 " 


Strand 








30126 


End 


45497 




Name 


OJ990727 12.9C10.C8.o9-.gs 


Method 


GENSCAN 




Start 


43278 


End 


44893 




GI 


none 


Score 


.82 




Exons 


43278. .43349, 43593.-43859, 


4388 9. .44117, 44258 444 61, 






44808. .44893 








Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10, 


.C8 


bene no . 


35656 


Strand 






Start 


52245 


End 


53413 




Name 


OJ990727 12.9C10.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


5 


End 


185 




GI 


none 


Score 


221 




Exons 


5. .130, 6. .185 








Seq. No. 


16913 


Seq. ID 


OJ990727_12.9C10. 


,C8 


bene lno . 


35656 


Strand 






Start 


52245 


End 


53413 




Name 


OJ990727 12. 9C10 . C8 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


6 


End 


246 




GI 


none 


Score 


238 




Exons 


6. .182, 6. .128, 7. .246, 8. .130, 73. .201 




Seq. No. 


16913 


Seq. ID 


OJ990727JL2. 9C10. 


.C8 


bene no . 


35656 


Strand 






Start 


52245 


End 


53413 




Name 


OJ990727 12. 9C10.C8.o3. ts 


Method 


TBLASTX: Soybean 




Start 


6 


End 


191 




GI 


none 


Score 


240 




Exons 


6. .191, 8. .124 








Seq. No. 


16913 


Seq. ID 


OJ990727_12. 9C10. 


,C8 


Gene No. 


35656 


Strand 






Start 


52245 


End 


53413 





17469 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990727_12. 9C10.C8.o4 .ts 

37300 

none 

37300. .37485, 37316. .37468, 
37484. .37615 



16913 
35656 
52245 

OJ990727_12. 9C10.C8. 

37316 

none 

37316. .37468, 37339. 



Method TBLASTX : Soybean 
End 37615 
Score 111 
37480. .37584, 37481 37615, 



Seq. ID OJ990727_12. 9C10.C8 
Strand 

53413 

TBLASTX: Cress 
37654 
115 



End 

Method 
End 
Score 



o3. tc 

.37422, 37493. .37654, 37504. .37653 



16913 
35656 
52245 

OJ990727_12 . 9C10 . C8 . o2 . tw 

37564 

none 

37564. .37644, 37565 .. 37 627 , 
37757. .37819, 3777 9 .. 3804 5, 

16913 
35656 
52245 

OJ990727_12. 9C10.C8.ol. tc 

37836 

none 

37836. .38252 

16913 
35656 
52245 

OJ990727_12. 9C10 . C8 . o5 . ts 

37863 

none 

37863. .38048, 37865. .38047 

16913 
35656 
52245 

OJ990727_12. 9C10 . C8 . o2 . tm 

37946 

none 

37 94 6. .38422, 37 94 9 .. 384 16, 
38381. .38473, 38407 . . 38478 , 

16913 
35656 
52245 

OJ990727JL2. 9C10 . C8 . o2 . ts 

38097 

none 

38097. .38345, 38097. .38309 



Seq. ID OJ990727_12. 9C10.C8 
Strand 

End 53413 

Method TBLASTX : Wheat 

End 38046 

Score 84 
37569. .37637, 37625. .37654, 
37781. .38041, 378 67. .3804 6 

Seq. ID (XT990727_12.9C10.C8 
Strand 

End 53413 

Method TBLASTX : Cress 

End 38252 

Score 307 



Seq. ID OJ990727_12.9C10.C8 
Strand 

End 53413 

Method TBLASTX : Soybean 

End 38048 

Score 191 



Seq. ID OJ990727_12.9C10.C8 
Strand 

End 53413 

Method TBLASTX : Mai ze 

End 38478 

Score 581 
37950. .38432, 37950 .. 3844 1, 
38427. .38474 

Seq. ID OJ990727_12.9C10-.C8 
Strand 

End 53413 

Method TBLASTX : Soybean 

End 38345 

Score 251 



Seq. No. 



16913 



Seq. ID OJ990727 12.9C10.C8 



17470 




Gene No. 


35656 


Strand 








Start 


52245 


End 


53413 






Name 


OJ990727 12.9C10.C8.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


38924 


End 


39533 






GI 


none 


Score 


260 






Exons 


38924 . .39088, 38931 .. 39092, 


39089. .39355, 39089 


. .39367, 






39090. .39377, 39357. .39533, 


39357. .39533 




Seq. No. 


16913 - \ 


Seq. ID 


OJ990727 


_12.9C10 


.C8 


Gene No. 


35656 


Strand 








Start 


52245 


End 


53413 






Name 


OJ990727 12.9C10.C8.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


39020 


End 


39693 






GI 


none 


Score 


453 






Exons 


39020. .39358, 39021 39362, 


39333. .39545, 39334 


. .39546, 






39360. .39551, 3958 6 .. 39609, 


39593. .39682, 39661 


. .39693 




Seq. No. 


16913 


Seq. ID 


OJ990727 


_12. 9C10 


.C8 


Gene No . 


35656 

*J \J *J \J 


Strand 








Start 


52245 


End 


53413 






Name 


OJ990727 12. 9C10 . C8 . ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


39134 


End 


39543 




GI 


none 


Score 


253 






Exons 


39134. .39367, 39135 .. 39368 , 


39411. .39542, 39475 


.".39543 




Seq. No. 


16913 


Seq. ID 


OJ990727 


_12. 9C10 


.C8 


Cpnp Mr) 


J J U J u 


Strand 








Start 


52245 


End 


53413 






Name 


OJ990727 12. 9C10 . C8 . oil . gs 


Method 


GENSCAN 






Start 


52245 


End 


53413 






GI 


none 


Score 


.42 






Exons 


52245. .52413, 53346.. 53413 










Seq. No. 


16914 


Seq. ID 


OJ990727 


_12.9C10 


.C9 


Gene No. 


35657 


Strand 


+ 






Start 




End 


5745 






Name 


OJ990727 12.9C10.C9.o2.gs 


Method 


GENSCAN 






Start 


2095 


End 


5745 






GI 


none 


Score 


.58 






Exons 


2095. .2204, 2495.-3774, 3877 


..3917, 4159. .5283, 


5324. .5360 




5411. .5745 










Seq. No. 


16914 


Seq. ID 


OJ990727_ 


_12. 9C10 


C9 


Gene No. 


35657 


Strand 


+ 






Start 


2095 


End 


5745 






Name 


OJ990727 12. 9C10 . C9 . o2 . np 


Method 


AAT/NAP 






Start 


2514 


End ' 


5742 






GI 


6907089 


Score 


4252 






Exons 


2514. .3774, 3877. .5742 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16914 


Seq. ID 


OJ990727_ 


_12. 9C10. 


C9 


Gene No. 


35658 


Strand 








Start 


58 


End 


2583 






Name 


OJ990727 12. 9C10 . C9 . ol . np 


Method 


AAT/NAP 






Start 


58 


End 


2583 






GI 


5042425 


Score 


570 







17471 



Exons 58.. 688, 2533.. 2583 

GI Descrip. (AC006193) Putative Cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 


16914 






Seq. ID 


OJ990727_12.9C10 


.C9 


Gene No. 


35658 






Strand 


- 




Start 


- 58 






End 


2583 




Name 


OJ990727 


12. 9C10.C9 


. ol . gs 


Method 


GENSCAN 




Start 


168 






End 


1525 




GI 


none 






Score 


.61 




Exons 


168. .836, 


958. .1128 


, 1451. .1525 






Seq. No. 


16914 






Seq. ID 


OJ990727_12.9C10 


.C9 


Gene No. 


35659 






OLI allU 


- 




Start 


6371 






iliOa 


12071 




Name 


OJ990727 


12.9C10.C9 


1 4- 




TBLASTX: Cress 




Start 


105 








693 




GI 


none 






Score 


125 




Exons 


105. .296, 


106. .258, 


1 fift 9ft1 
lOO . . ZOI/ 


OOO ROT 
ZOO. . / 


, 306. .509, 307.. 


510, 




Ji u • .UO-7, 












Seq. No. 


16914 






Opn T n 
ocq • i u 


OJ990727 12.9C10 


.C9 


Gene No. 


35659 








- 




Start 


6371 






FnH 


12071 




Name 


OJ990727 


12.9C10.C9 


o? f- w 
» w ^. . u vv 


Lie LUUU 


TBLASTX: Wheat 




Start 


105 






FnH 


417 




GI 


none 






Score 


318 




DAUl 1 O 


ins 4 i 












Seq. No. 


16914 








OJ990727 12.9C10 


.C9 


Gene No. 


35659 






OLI ail LA 


- 




Start 


6371 








12071 




Name 


OJ990727 


12.9C10.C9 


•OX. cm 


1 V JC Li 1UU 


TBLASTX: Maize 




Start 


123 








689 




GI 


none 






Score 


252 




Ex on 


123 569 


124 SI 0 


555. .689 








Seq. No. 


16914 








OJ990727_12.9C10 


,C9 


Gene No. 


35659 








- 




Start 


6371 






FnH 


12071 




Name 


OJ990727 


12. 9C10.C9. 


.ol.ts 




TBLASTX : Soybean 




Start 


153 






iiina 


699 




GI 


none 






Score 


52 




"P, von <=? 


153. .287, 


157. .252, 


279. .536, 


307. .510 


c-^/i CQQ c:c:n , 




Seq. No. 


16914 






Seq. ID 


OJ990727_12.9C10 


.C9 


Gene No. 


35659 






Strand 


- 




Start 


6371 






End 


12071 




Name 


OJ990727 


12. 9C10.C9. 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


6368 






End 


6514 




GI 


none 






Score 


126 




Exons 


6368. .6514, 6375. .6509 








Seq. No. 


16914 






Seq. ID 


OJ990727_12.9C10 


.C9 


Gene No. 


35659 






Strand 






Start 


6371 






End 


12071 




Name 


OJ990727 


12.9C10.C9. 


, o3 . gs 


Method 


GENSCAN 




Start 


6371 






End 


12071 





17472 



GI 


none 




Score 


.91 




Exons 


6371. .8113, 8147 


..9572, 9590 


. .10139, 


10230. .10445, 10554.. 1 




11072. . 11412, 11465. .11671, 


11997. .12071 




Seq. No. 


16914 




Seq. ID 


OJ990727_12.9C10 


.C9 


Gene No. 


35659 




Strand 






Start 


6371 




End 


12071 




Name 


OJ990727 12.9C10 


.C9.o3.np 


Method 


AAT/NAP 




OLdi L 


6374 




End 


10891 




GI 


6498441 




Score 


5910 




Exons 


6374.. 6655, 6749 


..8146, 8318 


. .9072, 9124. .10891 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene . ; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon 


RetroSorl . (AF098806) 


[Oryza sativa] 




Seq. No. 


16914 




Seq. ID 


OJ990727_12.9C10 


.C9 




35659 




Strand 






Start 


6371 




End 


12071 




Name 


OJ990727 12.9C10 


.C9.o6. tw 


Method 


TBLASTX: Wheat 




Start 


6383 




End 


6985 




GI 


none 




Score 


77 




Exons 


6383.. 6508, 6387 


. . bouy, bbyb 


..6842, 6701. .6985, 6882. .6980 


Seq. No. 


16914 




beq. id 


ojyyu/z/ l^.ycio 


. C9 


toene no . . 


35659 




Strand 






Start 


6371 




bna 


i o m i 
l^U / 1 




Name 


OJ990727 12.9C10 


.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6986 




End 


7367 




GI 


none 




Score 






Exons 


6986.. 7366, 7017 


. . /Jo/ 








Seq. No. 


16914 




Seq. ID 


OJ990727_12.9C10 


.C9 




35659 




Strand 






Start 


6371 




End 


12071 




Name 


OJ990727 12.9C10 


.C9.o3. tm 


Method 


TBLASTX: Maize 




Start 


7172 




End 


7504 




GI 


none 




Score 


81 




Exons 


71 79 7^fl4 71 £11 


..7504, 7194 


. .7475 






Seq. No. 


16914 




Seq. ID 


OJ990727_12.9C10 


.C9 




35659 . 




Strand 






Start 


6371 




End 


12071 




Name 


OJ990727 12.9C10 


.C9.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7697 




End 


8009 




GI 


none 




Score 


63 




Exons 


7697.. 7972, 7833 


. .8009 








Seq.' No. 


16914 




Seq. ID 


OJ990727_12.9C10, 


.C9 


Gene No. 


35659 


"i 


Strand 








6371 




End 


12071 




Name 


OJ990727 12.9C10 


.C9.o2. ts 


Method 


TBLASTX : Soybean 




Start 


7757 




End 


8323 




GI 


5666795 




Score 


68 




Exons 


7757. .7972, 8012 


..8149, 8225 


. .8323 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


16914 




Seq. ID 


OJ990727_12.9C10. 


.C9 



17473 














Strand 








Start 


6371 






End 


12071 






Name 


OJ990727 12. 


9C10. 


■C9.o5.tw 


Method 


TBLASTX: Wheat 






Start 


8012 






End 


8470 






GI 


none 






Score 


88 






Exons 


8012. .8161, 


8013. 


.8150, 8205 


..8381, 8222. .8446, 8249. .8470 




Seq. No. 


16914 






Seq. ID 


ojyyu/z . ycio 


rt 

. C9 




Gene No . 


jj boy 






Strand 








Start 


6371 






End 


12071 






Name 


OJ990727 12. 


9C10. 


C9.o8.tw 


Method 


TBLASTX: Wheat 






Start 


8934 






bna 


y i iu 






GI 


none 






Score 


109 






Exons 


8934 . .9110, 


8945. 


.9109 










Seq. No. 


16914 






Seq. ID 


ojyyu/z/ iz.ycio, 


. C9 












Strand 








Start 


6371 






End 


12071 






Name 


OJ990727 12. 


9C10. 


C9.o2.tm 


Method 


TBLASTX: Maize 






Start 


9110 






hnd 


rt. A f C 

94 DD 






GI 


none 






Score 


73 






Exons 


9110. .9226, 


9110. 


.9466, 9120 


n A O T 

. . 94 31 








Seq. No. 


16914 






Seq. ID 


/"-\ f C\ C\ rt *7 rt *7 TO rt /~i 1 

OJ990727 12.9C10. 


. C9 




L?ene no . 








Strand . 






■J 
• F; 


Start 


6371 






End 


12071 




: : £ 


Name 


OJ990727 12. 


9C10. 


C9.ol. tw 


Method 


TBLASTX: Wheat 




: y 


Start 


9134 






End 


9523 




■3 


GI 


none 






Score 


302 




,L J 


Exons 


9134. .9523, 


9141. 


.9521 










Seq. No. 


16914 






Seq. ID 


OJ990727_12.9C10. 


. C9 




Gene No. 


35659 






Strand 








OtdLL 


6371 






End 


12071 




1 


Name 


OJ990727 12. 


9C10. 


C9.o4 . tw 


Method 


TBLASTX: Wheat 




. 2 


Start 


10351 






End 


10740 






GI 


none 






Score 


99 






Exons 


10351. .10608, 10385. .10624, 


10591. .10689, 10592. .10684, 




"s 

::? 
3 




10696. .10740 














Seq. No. 


16914 






Seq. ID 


OJ990727_12. 9C10. 


C9 




ocllc 1NO . 


35659 






Strand 








Start 


6371 






End 


12071 






Name 


OJ990727 12. 


9C10. 


C9.o4 . tm 


Method 


TBLASTX: Maize 






Start 


10453 






End 


10701 






GI 


none 






Score 


102 






Exons 


10453. . 10701 


, 10454.. 10699 










Seq. No. 


16915 






Seq. ID 


OJ990727_12. 9C10. 


C1C 




Gene No . 


35660 






Strand 








Start 


1 






End 


119 






Name 


OJ990727 12. 


9C10. 


C10.ol.gp 


Method 


AAT/GAP 






Start 


1 






End 


119 






GI 


LIB3477-003- 


Pl-Kl 


-E9 


Score 


159 






Exons 


1. .119 













GI Descrip. • 2498586/sp| Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



17474 



sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



16915 
35661 
220 

OJ990727_12.9C10.C10.ol.gs 

220 

none 



Seq. ID OJ990727_12.9C10.C10 
Strand 

End 1522 

Method GENSCAN 

End 1522 

Score .95 



220. .402, 486. .584, 682. .754, 838. .948, 1374. .1522 



16916 
35662 
870 

OJ990727__12.9C10.Cll.ol.gp 
870 

uC-osf Icyp033a04bl 
870. .1251 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990727_12.9C10.C11 

Strand + 

End 1251 

Method AAT/GAP 

End 1251 

Score 663 



Seq. No. 16916 

Gene No. 35663 

Start 728 

Name OJ990727_12 . 9C10 . Cll . ol . gs 

Start 728 

GI none 
Exons 



Seq. ID OJ990727_12.9C10.C11 
Strand 

End 3977 

Method GENSCAN 

End 3977 

Score .51 

728.. 1003, 2182.. 2298, 3031.. 3067, 3350.. 3405, 3508.. 3837, 
3913. .3977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16916 
35663 
728 

OJ990727_12.9C10.Cll.ol.np 
803 

4680186 
803. .1003, 1840. .1893 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990727_12.9C10.C11 
Strand 

End 3977 

Method AAT/NAP 

End 1893 

Score 363 



16917 
35664 
1 

OJ990727_12 . 9C10 . C12 . ol . gp 
1 

342_1.R1084 
1. . 1677 

*4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990727_12.9C10.C12 
Strand 

End 1677 

Method AAT/GAP 

End 1677 

Score 2904 



Seq. No. 16917 

Gene No. 35664 

Start 1 

Name OJ990727_12 . 9C10 . C12 . ol . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ990727_12.9C10.C12 
Strand 

End 1677 

Method TBLASTX : Wheat 

End 1131 

Score 121 

1..129, 3. .128, 76. .168, 108. .167, 174. .197, 174. .218, 179. .220, 
213. .1130, 228. .590, 229. .1131 



17475 



Seq. No. 


16917 




Seq. ID 


OJ990727_12.9C10 


.C12 


Gene No. 


35664 




Strand 








i 
i 




End 


ID / / 




Name 


OJ990727 12.9C10.C12.ol. 


np 


Method 


AAT/NAP 




Start 


298 




End 


1677 




GI 


6742729 




Score 


2159 




Exons 


298. .1677 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


16917 




Seq. ID 


OJ990727_12.9C10 


.C12 


Gene No . 


Jddd4 




Strand 






Start 


1 




End 


1677 




Name 


OJ990727 12.9C10.C12.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


396 




End 


843 




GI 


none 




Score 


189 




Exons 


396..S39, 396. .839, 400. 


.843, 


406. .843 






Seq. No. 


16917 




Seq. ID 


OJ990727_12.9C10 


C12 


Gene No. 


35664 




Strand 






Start 


1 




End 


1677 




Name 


OJ990727 12.9C10.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


741 




End 


1217 




GI 


none 




Score 


75 




Exons 


741. .1217, 811. .948, 1002. .1079 






Seq. No. 


16917 




Seq. ID 


OJ.990727_12. 9C10 


C12 


Gene No. 


35664 




Strand 






Start 


1 




End 


1677 




Name 


OJ990727 12. 9C10.C12.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1132 




End 


1542 




GI 


none 




Score 


81 




Exons 


1132. .1218, 1134. .1217, 


1251. 


.1469, 1300. .1473, 1479. .1541, 




1495. .1542 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

-pi 

Exons 



16918 Seq. ID 

35665 Strand 
9034 End 
OJ990727_12, 9C10 . C13 . o2 . np Method 
9034 End 
5852084 Score 
9034.. 9066, 10376.. 10459 
(AL117264) zwh0007.1 [Oryza sativa] 

16918 Seq. ID 

35666 Strand 
3870 End 
OJ990727_12. 9C10 . C13 . o2 . gs Method 
3870 End 
none Score 

3870. .4397, ' 4749. .4796, 4866. .5102, 5231. .5267, 7124. .7603, 

12562. .12757, 12813 .. 12925, 13018 .. 13483, 13566 .. 137 69, 

13880. .14032, 14580 .. 14923, 15556 15626, 15812. .16125 



OJ990727_12.9C10.C13 
+ 

10459 
AAT/NAP 
10459 
107 



OJ990727_12.9C10.C13 

16125 
GENSCAN 
16125 
.67 



Seq. No. 16918 

Gene No. 35666 

Start 3870 

Name OJ990727JL2 . 9C10 . C13 . ol . np 



Seq. ID OJ990727_12.9C10.C13 
Strand 

End 16125 

Method AAT/NAP 



17476 



Start 3942 End 7452 

GI 6016726 Score 980 

Exons 3942.. 4397, 4749.-4796, 4866. .5102, 5231.. 5267, 7124.. 7356, 

7384. .7452 

GI Descrip. (AC009325) unknown protein [Arabidopsis thaliana] 

gil 6091713|gb|AAF03425.1|AC0107?7_l (AC010797) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


16918 










Seq. ID 


OJ990727 


_12.9C10.C13 


Gene No. 


35666 










Strand 






Start 


3870 










End 


16125 




Name 


OJ990727 12 


. 9C10 


.C13.o2 


,tc 


Method 


TBLASTX: 


Cress 


Start 


3963 










End 


7323 




GI 


none 










Score 


109 




Exons 


3963. 


.4148, 


3963 


. .4148, 


3978. 


.4169, 4005. .4100, 


4227. .4343, 




4228. 


.4332, 


4338 


. .4403, 


4339. 


.4398, 4749. .4799, 


4759. .4797, 




4860. 


.5105, 


4861 


. .5103, 


4866. 


.5123, 5232. .5264, 


7117. .7179, 




7120. 


.7323, 


712i 


. .7306 










Seq. No. 


16918 










Seq. ID 


OJ990727 


_12.9C10.C13 


Gene No. 


35666 










Strand 






Start 


3870 










End 


16125 




Name 


OJ990727 12 


. 9C10 


. C13 . o2 


. ts 


Method 


.TBLASTX : 


Soybean 


Start " 


3963 










End 


4899 




GI 


none 










Score 


66 




Exons 


3963. 


4067, 


3963 


.'.4070, 


3978. 


.4403, 4228. .4398, 


4740. .4799, 




4749. 


4799, 


4866 


. .4898, 


4873. 


. 4899 






Seq. No. 


16918 










Seq. ID 


OJ990727 


_12.9C10.C13 


Gene No. 


35666 










Strand 






Start 


3870 










End 


16125 




Name 


OJ990727 12 


9C10 


.C13.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4047 










End 


4394 




GI 


none 










Score 


39 




Exons 


4047. 


4100, 


405.3 


. .4166, 


4079. 


.4204, 4138. .4248, 


4224 . .4391, 




4225. 


4392, 


4226 


. .4393, 


4227. 


.4394 






Seq. No. 


16918 










Seq. ID 


OJ990727 


_12.9C10.C13 


Gene No . 


35666 










Strand 






Start 


3870 










End 


16125 




Name 


OJ990727 12 


9C10 


.C13.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4749 










End 


5084 




GI 


none 










Score 


85 




Exons 


4749. . 


4799, 


4860 


. .5084, 


4866. 


.5066, 4£ 


73. .5079 




Seq. No. 


16918 










Seq. ID 


OJ990727 


_12.9C10.C13 


Gene No. 


35666 










Strand 






Start 


3870 










End 


16125 




Name 


OJ990727 12. 


9C10 


.C13.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4905 










End 


7194 


GI 


none 










Score 


127 




Exons 


4905. . 


5105, 


4909 


. .5103, 


7120. 


.7194, 7121. .7192 




Seq. No. 


16918 










Seq. ID 


OJ990727 


_12.9C10.C13 


Gene No. 


35666 










Strand 






Start 


3870 










End 


16125 




Name 


OJ990727 12. 


9C10 


.C13.o4 


. tm 


Method 


TBLASTX: 


Maize 



17477 




Start 


7153 






End 


7323 






GI 


none 






Score 


179 






Exons 


7153. . 


7323, 7154.. 7309 










Seq. No. 


16918 






Seq. ID 


OJ990727_ 


12.9C10 


.C13 


Gene No. 


35666 






Strand 








Start 


3870 






End 


16125 






Name 


OJ990727 12.9C10.C13. 


o2 . gp 


Method 


AAT/GAP 






Start 


12285 






End 


14555 






GI 


16753 


1.R1084 




Score 


2946 






Exons 


12285. 


.12925, 13018.. 


13483, 


13566. .13769, 13880. 


. 14032, 






14488. 


. 14555 












GI Descrip. 


1 458 6058/gb|AAD25676. 


1|AC007020_18 6. 


0e-67 (AC007020) unknown 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


16918 






Seq. ID 


OJ990727_ 


12.9C10 


.C13 


Gene No. 


35666 






Strand 








Start 


3870 






End 


16125 






Name 


OJ990727 12.9C10.C13. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12675 






End 


13117 






GI 


none 






Score 


225 






Exons 


12675. 


.12926, 12676.. 


12927, 


12676. .12927, 12891. 


.12965, 






13017. 


.13115, 13018.. 


13116, 


13024. .13116, 13085. 


.13117 




Seq. No. 


16918 






Seq. ID 


OJ990727_ 


12.9C10 


.C13 


Gene No. 


35666 






Strand 








Start 


3870 






End 


16125 






Name 


OJ990727 12.9C10.C13. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12766 






End 


15802 






GI 


none 






Score 


155 






Exons 


12766. 


.12927, 12794.. 


12928, 


12797. .12928, 12808. 


.12930, 






13017. 


.13490, 13018.. 


13452, 


13079. .13483, 13567. 


.13773, 






13568. 


.13777, 13867.. 


13998, 


13877. .14032, 13880. 


.14032, 






13881. 


.14033, 13881.. 


14036, 


13882. .14040, 14486. 


.14503, 






14487. 


.14504, 14503.. 


14814, 


14504. .14767, 14504. 


.14836, 






14505. 


.14876, 14806.. 


14910, 


14806. .14 


907, 14825. 


.14923, 






14829. 


.14924, 15688.. 


15729, 


15725. .15802 






Seq. No. 


16918 






Seq. ID 


OJ990727_ 


12.9C10 


.C13 


Gene No. 


35666 






Strand 








Start 


3870 






End 


16125 






Name 


OJ990727 12.9C10.C13. 


o3 .np 


Method 


AAT/NAP 






Start 


12799 






End 


14856 






GI 


6598346 




Score 


709 






Exons 


12799. 


.12925, 13018.'. 


13484, 


13528. .13778, 13946. 


. 14032, 






14488. 


.14636, 14694.. 


14856 










GI Descrip. 


(AC002336) unknown protein 


[Arabidopsis thaliana 


] 




Seq. No. 


16918 






Seq. ID 


OJ990727_ 


12.9C10 


.C13 


Gene No. 


35666 






Strand 








Start 


3870 






End 


16125 






Name 


OJ990727 12.9C10.C13. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


12802 






End 


14835 






GI 


none 






Score 


78 






Exons 


12802. 


.12927, 12827.. 


12928, 


13002. .13109, 13017. 


. 13145, 






13018. 


.13131, 13185.. 


13349, 


13185. . 13364, 13186. 


.13368, 






13365. 


.13490, 13421.. 


13483, 


13567. .13782, 13568. 


.13768, 





17478 



13965. .14036, 13966 14040, 14503 .. 14835, 14 504 .. 14767, 
14718. .14801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16918 
35666 
3870 

OJ990727 
12835 
none 
12835 
13567 
13881 



12.9C10.C13.ol.tc 



12927, 
13686, 
14036, 



13017. 
13567. 
13885. 



13490, 
13773, 
14040, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990727 12.9C10.C13 



16125 

TBLASTX: Cress 
14814 
313 

13021. .13446, 13197. .13484, 
13568. .13777, 13872 .. 14 036, 
14503. .14814, 14504. .14767 



Seq. No. 16918 

Gene No. 35666 

Start 3870 

Name OJ990727_12 . 9C10 . C13 . o2 . tw 

Start 14590 

GI none 
Exons 



Seq. ID OJ990727_12.9C10.C13 
Strand 

End 16125 

Method TBLASTX : Wheat 

End 14939 

Score 233 



14590. . 14664, 14 591 14767 , 14591 14 92 6, 14 602 .. 14 925, 
14 604. .14 933, 14829. .14 939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16919 Seq. ID OJ990727_12.9C10.C19 

35667 Strand + 

1 End 877 

OJ990727_12. 9C10 . C19 . ol . np Method AAT/NAP 

1 " End 877 

6322767 Score 74 

1..100, 854. .877 

Ykl083wp gi | 5497001 sp| P36079I YKI3__YEAST HYPOTHETICAL 23.7 KD 
PROTEIN IN MDH1-VMA5 INTERGENIC REGION gi | 539182 | pir | | S37 908 
hypothetical protein YKL083w - yeast ( Saccharomyces cerevisiae) 
gi|486120|emb|CAA81920| (Z28082) ORF YKL083w [Saccharomyces 
cerevisiae] 



Seq. No. 16919 Seq. ID OJ990727_12.9C10.C19 

Gene No. 35668 Strand 

Start 1 End 91 

Name OJ990727_12 . 9C10 . C19 . o2 . np Method AAT/NAP 

Start 1 End 91 

GI 6322767 Score 100 

Exons 1 . . 91 

GI Descrip. Ykl083wp gi | 54 9700 | sp | P36079 | YKI3_YEAST HYPOTHETICAL 23.7 KD 
PROTEIN IN MDH1-VMA5 INTERGENIC REGION gi | 539182 | pir | | S37908 
hypothetical protein YKL083w - yeast (Saccharomyces cerevisiae) 
gi I 486120 |emb|CAA81920| (Z28082) ORF YKL083w [Saccharomyces 
cerevisiae] 



Seq. No. 16919" Seq. ID 

Gene- No. 35669 Strand 

Start 62 End 

Name OJ990727_12 . 9C10 . CI 9 . o2 . gp Method 

Start 62 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons . 62.. 83, 255.. 339 

GI Descrip. ' 24 98586/sp | Q4 0638 | MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



OJ990727_12.9C10.C19 
339 

AAT/GAP 

339 

158 



17479 




sativa] ' 



Seq. No. 


16919 


Seq. ID 


OJ990727_ 


12.9C10 


.C19 


Gene No. 


35670 


Strand 


- 






Start 


655 


End 


806 






Name 


OJ990727 12.9C10.C19.ol.gs 


Method 


GENSCAN 






Start 


655 


End 


806 






GI 


none 


Score 


.78 






Exons 


655. .806 










oeq. no. 


16920 


Seq. ID 


uj yyuyu / 


XD . yL.uo 




Gene No. 


35671 


Strand 


+ 






Start 


1830 


End 


2460 






Name 


OJ990907 15.9C03.Cl.ol.np 


Method 


AAT/NAP 






Start 


1830 


End 


2460 






GI 


5734634 


Score 


895 






Exons 


1830. .2127, 2231. .2460 










GI Descrip. 


(AP000391) Similar to putative lipase 


(AC006232) 


[Oryza 


sativa] 


oeq. no . 


16920 


Seq. ID 


uj y y u y u / 


i Q Cirri 

x d . yuu j 


C 1 


Gene No. 


35672 


Strand 








Start 


8639 


End 


10053 






Name 


OJ990907 15.9C03.Cl.o4.np 


Method 


AAT/NAP 






Start 


8639 


End 


10053 






GI 


5734636 


Score 


1061- ' 






Exons 


8639. .8755, 9525. .10053 










GI Descrip. 


(AP000391) Similar to putative lipase 


(AC006232) 


[Oryza 


sativa] 


oeq. NO . 


16920 


Seq. ID 


OJ990907_ 


15.9C03 


.CI 


Gene No. 


35673 


Strand • 


+ 






Start 


15863 


End 


18153 






Name 


OJ990907 15.9C03.Cl.o6.np 


Method 


AAT/NAP 






Start 


15863 


End 


17803 






GI 


6721547 


Score 


69 






Exons 


15863. .15942, 17666. .17803 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


16920 


Seq. ID 


OJ99'0907_ 


15.9C03 


.CI 


Gene No. 


35673 


Strand 


+ 






Start 


15863 


End 


18153 






Name 


OJ990907 15.9C03.Cl.o7.np 


Method 


AAT/NAP 






btart 


16476 


End 


17944 






GI 


5734638 


Score 


1277 






Exons 


1647 6. . 1678 3, 1 68 64 . . 1 6913, 


17115. .17346, 17597. 


.17723, 






17816. .17944 










GI Descrip. 


(AP000391) EST AU077859 (S14 590 ) corresponds to a 


region 


of the 




predicted gene.; Similar to Arabidopsis thaliana 


chromosome II 




BAC F17K2 genomic sequence; 


unknown protein (AC003680) 


[Oryza- 




sativa] 










Seq. No. 


16920 


Seq. ID 


OJ990907_ 


15.9C03 


.Cl 


Gene No. 


35673 


Strand 


+ 






Start 


15863 


End 


18153 






Name 


OJ990907 15.9C03.Cl.o3.gs 


Method 


GENSCAN 






Start 


16597 


End 


17723 






GI 


none 


Score 


.99 






Exons 


16597. .16783, 1 68 64 . . 1 6913, 


17150. .173 


46, 17597. 


.17723 





17480 



Seq. No. 16920 

Gene No. 35673 

Start 15863 

Name OJ990907_15 . 9C03 . CI . o2 . gp 

Start 17271 

GI • 66754_1.R1084 

Exons .. . 17271. .17346, 17597. 
GI Descrip. 



Seq. ID OJ990907_15.9C03.C1 
Strand + 
End 18153 
Method AAT/GAP 
End 18153 
Score 929 
17723, 17816. .18153 
'5734638/dbj |BAA83369.1| 4.0e-43 (AP000391) EST 
corresponds to a region of the predicted gene.; 
Arabidopsis thaliana chromosome II BAC F17K2 genomic sequence; 
unknown protein (AC003680) [Oryza sativa] 1 



AU077859{S14590) 
Similar to 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16920 Seq. ID 

35674 Strand 

4628 End 

OJ990907_15 . 9C03 . CI . o2 . np Method 

4 628 End 

5734635 Score 



OJ990907_15. 9C03.C1 

5988 
AAT/NAP 
5988 
1855 



4628. .5381, 5568. .5826, 5879. .5988 

(AP000391) hypothetical protein [Oryza sativa] 



Seq. No. 


16920 




Seq. ID 


OJ990907_15.9C03.C1 


Gene No. 


35675 




Strand 




Start 


5998 




End 


8947 


Name 


OJ990907 15.9C03, 


.Cl.o3.np 


Method 


AAT/NAP 


Start 


5998 




End 


8947 


GI 


4680186 




Score 


124 


Exons 


5998. .6074, 7148, 


..7426, 8924. 


.8947 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


16920 




Seq. ID 


OJ990907_15. 9C03.C1 


Gene No. 


35676 




Strand 




Start 


10857 




End 


13424 


Name 


OJ990907 15.9C03, 


.Cl.o2. tm 


Method 


TBLASTX: Maize 


Start 


1947 




End 


10050 


GI 


none 




Score 


90 


Exons 


1947. .2012, .1952. 


..2005, 2031. 


.2132, 2039. .2134, 2262.. 2408, 




2263..2433, 2281. 


..2433, 8604. 


.8720, 8608. .8754, 8609. .8755, 




9519. .9728, 9524. 


..9721, 9793. 


.10050, 9807.. 10049 


Seq. No. 


16920 




Seq. ID 


OJ990907_15. 9C03.C1 


Gene No. 


35676 




Strand 




Start 


10857 




End 


13424 


Name 


OJ990907 15.9C03. 


.Cl.ol.gp 


Method 


AAT/GAP 


Start 


10857 




End 


12375 


GI 


76147 1.R1084 




Score 


1363 


Exons 


10857. .11324, 11£ 


333. .11931, 12112. .12204, 1228 9. .12375 


GI Descrip. 


■ 5734 637 /dbj. | BAA83368. 1 1 4 . 0e- 


-64 (AP000391) ESTs., 



AU029348 (E30206) ,C74035 (E30206) correspond to a region of the 
predicted gene.; Similar to lipase (U38916) [Oryza sativa]' 



Seq. No. 16920 Seq. ID OJ990907JL5 . 9C03 . CI 

Gene No. 35676 Strand 

Start 10857 End 13424 

Name OJ990907_15 . 9C03 . CI . o2 . gs Method GENSCAN 

Start 11049 End 13424 



17481 



GI 


none 




Score 


.84 




Exons 


11049. .11324, 11833. 


.11931, 


12112. .12204, 12891. .12968, 






13086. .13424 










Seq. No. 


16920 




Seq. ID 


OJ990907_15.9C03 


.CI 


Gene No. 


35676 




Strand 






Start 


10857 




End 


13424 




Name 


OJ990907 15.9C03.C1. 


o5 . np 


Method 


AAT/NAP 




Start 


11052 




End 


13424 




GI 


5734637 




Score 


1458 




Exons 


11052. .11324, 11833. 


. 11931, 


12112. .12204, 1228 9. .12381, 






12891. .12968, 13086. 


.13424 








GI Descrip. 


(AP000391) ESTs AU029348 (E30206) ,C74035 (E30206) correspond 




region of the predicted gene.; Similar 


to lipase (U38916) 




sativa] 










Seq. No. 


16920 




Seq. ID 


OJ990907_15.9C03 


.CI 


Gene No. 


35676 




Strand 






Start 


10857 




End 


13424 




Name 


OJ990907 15.9C03.C1. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11090 




End 


11344 




GI 


none 




Score 


49 




Exons 


11090. .11131, 11106. 


.11321, 


11106. .11324, 11116. .11325, 






11225 . . 11344 










Seq. No. 


16920 




Seq. ID 


OJ990907_15.9C03 


.CI 


Gene No. 


35676 




Strand 






Start 


10857 




End 


13424 




Name 


OJ990907 15.9C03.C1. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


11106 




End 


13188 




GI 


none 




Score 


140 




Exons 


11106. . 11324, 11116. 


. 11325, 


11828. .11932, 11836. .11934, 






11837 . . 11932, 11839 . 


. 11937, 


12067. .12267, 1207 9. .12201, 






12107. . 12205, 12289. 


.12381, 


12290. .12427, 12900. .12974, 






12906. . 12974, 13086. 


.13187, 


13090. .131* 


38 




Seq. No. 


16920 




Seq. ID 


OJ990907_15.9C03 


CI 


Gene No. 


35676 




Strand 






Start 


10857 




End' 


13424 




Name 


OJ990907 15.9C03.C1. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11106 




End 


11285 




GI 


none 




Score 


92 




Exons 


11106. . 11285, 11125. 


.11277 








Seq. No. 


16920 




Seq. ID 


OJ990907_15. 9C03 


CI 


Gene No. 


35676 




Strand 






Start 


10857 




End 


13424 




Name 


OJ990907 15.9C03.C1. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11833 




End . } 


13196 




GI 


none 




Score 


84 




Exons 


11833. .11907, 12064. 


.12207, 


12109. . 12204, 1228 6. . 12381, 






12287. . 12379, 12885. 


. 12974, 


13086. . 13196 




Seq. No. 


16920 




Seq. ID 


OJ990907_15.9C03. 


CI 


Gene No. 


35676 




Strand 






Start 


10857 




End 


13424 " 




Name 


OJ990907 15.9C03.C1. 


o3 . tm 


Method 


TBLASTX: Maize 





to a 
[Oryza 



17482 



Start 
GI 

Exons 



11833 

none 

11833. 

12109. 

12888. 

13086. 



,11871, 11863. 

,12204, 12110. 

,12971, 12888. 

,13211, 13087. 



End 13347 
Score . 68 
.11934, 11864. .11932, 12067 12207, 
.12205, 12286. .12384, 12287. .12427, 
12974, 12941. .12985, 13084 .. 13191, 
13206, 13294.. 13347 



Seq. No. 


16920 


Seq. ID 


OJ990907_15.9C03 


.CI 


Gene No. 


35677 


Strand 






Start 


16596 


End 


16745 




Name 


ujyyuyu / l o . ynj j . ui . oh . tm 


Method 


TBLASTX: Maize 




Start 


16596 


End 


16745 




GI 


none 


Score 


196 




Exons 


16596. .1674 5, 16597. .1674 3 








Seq. No. 


16921 


Seq. ID 


OJ990907_15.9C03 


.C2 


Gene No. 


35678 


Strand 


+ 




Start 


1 


End 


1453 




Name 


OJ990907 15.9C03.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1453 




GI 


Am a a i r\ 

4 914 410 


Score 


164 




Exons 


1..43, 397. .488, 1182. .1292, 


1407. .1453 




GI Descrip. 


(AL050352) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


16921 


Seq. ID 


OJ990907_15.9C03 


.C2 


Gene No. 


35678 


Strand 


+ 




Start 


1 


End 


14 53 




Name 


OJ990907_15 . 9C03 . C2 . 61 . tm 


Method 


TBLASTX: Maize 




btart 




End 


1295 




GI 


none 


Score 


76 




Exons 


179. .241, 188. .280, 189. .281 


, 393. .488 


, 394. .489, 395.. 


478 




1169. .1288, 1171. .1293, 1172 


..1288, 1179. .1289, 1179. .1295 




1180. .1290 








Seq. No. 


16921 


Seq. ID 


OJ990907_15.9C03 


.C2 


Gene No. 


35678 


Strand 


■f 




Start 


1 


End 


1453 




Name 


OJ990907 15. 9C03.C2.ol.gs 


Method 


GENSCAN 




Start 


366 


End 


1288 




GI 


none 


Score 


.51 




Exons 


366. .561, 1165. .1288 








Seq. No. 


16922 


Seq. ID 


OJ990907_15.9C03 


.C3 


Gene No. 


35679 


Strand 


+ 




Start 


458 


End 


700 




Name 


OJ990907 15. 9C03.C3.ol.gs 


Method 


GENSCAN 




Start 


458 


End 


700 




GI 


none 


Score 


-97 




Exons 


458.. 700 








Seq. No. 


16922 


Seq. ID 


OJ990907_15.9C03 


.C3 


Gene No. 


35680 


Strand 


+ 




Start 


3511 


End 


6280 




Name 


OJ990907 15.9C03.C3.ol.np 


Method 


AAT/NAP 




Start 


3511 


End 


6280 




GI 


6006366 


Score 


823 




Exons 


3511. .3661, 4954. .5109, 5347 


. .5489, 6236. .6280 





17483 




GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 



Seq. No. 


16922 


Seq. ID 


OJ990907_ 


15. 


9C03.C3 


Gene No. 


35680 


Strand 


+ 






Start 


3511 


End 


6280 






Name 


OJ990907 15.9C03.C3.o2.gs 


Method 


GENSCAN 






Start 


3511 


End 


5710 






GI 


none 


Score 


.46 






Exons 


3511.. 3661, 5347.. 5489, 5690 


. .5710 








Ce*rr No 


16922 


Seq. ID 


OJ990907_ 


15. 


9C03.C3 


Gene No. 


35681 


Strand 








Start 


7603 


End 


11006 






Name 


OJ990907 15.9C03.C3.o3.gs 


Method 


GENSCAN 






Start 


7603 


End 


10137 






GI 


none 


Score 


.64 






Exons 


7603.. 7766, 8371.. 8420, 8560 


..8670, 8771. .8954, 


9257. .9378, 




9896. .10069, 10109. .10137 










Seq. No. 


16922 


Seq. ID 


OJ990907_ 


15. 


9C03.C3 


Gene No . 


35681 


Strand 








Start 


7603 


End 


11006 






Name 


OJ990907 15.9C03.C3.o2.np 


Method 


AAT/NAP 






□ Start 


7606 


End 


11006 






Q GI 


6006367 


. Score 


1638 






i=S Exons 


7606.. 7766, 8371,. 8420, 8560 


..8670, 8771. .8954, 


9257. .9378, 




9954. .10179, 10832. .11006 










! .:: GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






LI Seq. No. 


16922 


Seq. ID 


OJ990907_ 


15. 


9C03.C3 


-.1 Gene No. 


35681 


Strand 








I'fi Start 


7603 


End 


11006 






Name 


OJ990907 15.9C03.C3.o4.gs 


Method 


GENSCAN 






i; Start 


10785 


End 


10987 






□ GI 


none 


Score 


.93 






'■•J Exons 


10785. .10987 










k s Seq . No . 


16923 


Seq. ID 


OJ990907_ 


15. 


9C0'3.C4 


Gene No. 


35682 


Strand 


+ 






Start 


2389 


End 


3881 






= =P Name 


OJ990907 15.9C03.C4.ol.np 


Method 


AAT/NAP 






Start 


2389 


End 


3881 






GI 


6006365 


Score 


1455 






Exons 


2389. .2602, 3244. .3881 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








16923 


Seq. ID 


OJ990907_ 


15. 


9C03.C4 


Gene No. 


35683 


Strand 








Start 


553 


End 


3732 






Name 


OJ990907 15. 9C03.C4 .ol.gs 


Method 


GENSCAN 






Start 


553 


End 


3732 






GI 


none 


Score 


.78 






Exons 


553. .608, 1335. .1501, 2157..; 


2225, 2512. 


..2729, 3224. 


.3431, 




3558. .3732 










Seq. No. 


16923 


Seq. ID 


OJ990907_ 


15. 


9C03.C4 


Gene No. 


35683 


Strand 









17484 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



553 End 3732 

OJ990907_L5 . 9C03 . C4 . ol . gp Method AAT/GAP 

1705 End 2762 

LIB3475-008-P1-K1-B11 Score 566 

1705.. 1776, 2157.. 2225, 2303.. 2365, 2512.. 2661, 2742.. 2762 
, 6006355/dbj | AP000559.il AP000559 2.0e-71 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16924 Seq. ID OJ990907_15 . 9C03 . C5 

35684 Strand + 

615 End 1526 

OJ990907_15 . 9C03 ..C5 . ol . gp Method AAT/GAP 

615 End 1526 

267_1.R1084 Score 1539 

615. .788, 897. .1526 

! 417103/sp|P11105|H32_MEDSA 3.0e-66 HISTONE H3.2, 

>gi_282871_pir S24346 histone H3.3-like protein 

thaliana >gi_16324_emb_CAA42957_ (X60429) histone H3.3 like 
protein [Arabidopsis thaliana] >gi_404825_emb_CAA42958_ (X60429) 
histone H3.3 like protein [Arabidopsis thaliana] >gi_488563 
(U09458) histone H3.2 [Medicago sativa] >gi_488567 (U09460) 
histone H3.2 [Medicago s' 



MINOR 

- Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16924 Seq. ID 

35684 Strand 

615 End 
OJ990907_15 . 9C03 .C5.ol.gs , Method 

639 End 

none Score 

639. .788, 897. .1235 



OJ990907_15.9C03.C5 
+ 

1526 
GENSCAN 
1235 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16924 Seq. ID OJ990907_15 . 9C03 . C5 

35684 Strand + 

615 End 1526 

OJ990907_15 . 9C03 . C5 . ol . np Method AAT/NAP 

717 End 1232 

417103 Score 649 

717. .788, 897. .1232. 

HISTONE H3.2, MINOR gi | 282871 | pir | | S24 34 6 histone H3.3-like 
protein - Arabidopsis thaliana gi | 16324 | emb | CAA4 2957 | (X60429) 
histone H3.3 like protein [Arabidopsis thaliana] 
gi|404825|emb|CAA42958| (X60429) histone H3.3 like protein 
[Arabidopsis thaliana] gi 1488563 (U09458) histone H3.2 [Medicago 
sativa] gi 1488567 (U09460) histone H3.2 [Medicago sativa] 
gi|488569 (U094 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



16924 Seq. ID 

35685 • Strand 

3006 End 

OJ990907_15. 9C03.C5.o2.gs Method 

3006 End 

none Score 

3006.. 3066, 3153.. 3460, 3550.. 4017 



16924 
35685 
3006 



Seq. ID 

Strand 

End 



OJ990907_15.9C03.C5 
+ 

4293 
GENSCAN 
4017 
.76 



OJ990907_15.9C03.C5 
+ 

4293 



17485 



Name OJ990907_15 . 9C03 .C5 . o2 . gp Method AAT/GAP 

Start 3121 End 4293 

GI 361_1.R1084 Score 2058 

Exons 3121.. 3460, 3550.. 4293 

GI Descrip. 1 6006363/dbj | BAA84 793 . 1 1 2.0e-34 (AP000559) ESTs 

AU078183 (C62904) ,C73912 (E21020) correspond to a region of the 
predicted gene.; Similar to water stress inducible protein - 
(U74296) [Oryza sativa] ■ 

Seq. No. 16924 Seq. ID OJ990907_15 . 9C03 . C5 

Gene No. 35685 Strand + 

Start 3006 End 4293 

Name OJ990907_15 . 9C03 . C5 . o2 . np Method AAT/NAP 

Start 3206 End 4014 

GI 6006363 Score 1165 

Exons 3206.. 3460, 3550.. 4014 

GI Descrip. (AP000559) ESTs AU078183 (C62904 ) , C73912 (E21020 ) correspond to a 
region of the predicted gene.; Similar to water stress inducible 
protein (U74296) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16924 Seq. ID 

35686 Strand 

607 9 End 

OJ990907_15. 9C03.C5.ol.tw Method 

668 End 

none Score 



OJ990907_15.9C03.C5 
+ 

9468 

TBLASTX: Wheat 

1228 

122 



668. .796, 669. .788, 689. .790, 894. .1094, 896. .1000, 896. .1228, 
903. .1205 



Seq. No. 16924 

Gene No. 35686 

Start 6079 

Name OJ990907_15 . 9C03 . C5 . ol . tm 

Start 678 

GI none 
Exons 



Seq. ID OJ990907_15.9C03.C5 
Strand + 
End 94 68 

Method TBLASTX : Mai ze 
End 1228 
Score 153 

678. .797, 678. .788, 683. .790, 707. .793, 707. .796, 860. .1228, 
884. .1000, 894. .1088, 896. .1000, 896. .1228, 903 .. 1205, 903 .. 1205 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16924 
35686 
6079 

OJ990907_15.9C03.C5.ol.tc 

707 

none 



Seq. ID OJ990907_15.9C03.C5 

Strand + 

End 94 68 

Method TBLASTX : Cress 

End 1228 

Score 130 



707. .787, 708. .788, 894. .1088, 896. .1228, 903. .1205 



16924 
35686 
6079 

OJ990907_15. 9C03.C5.ol.ts 

710 

none 



Seq. ID OJ990907_15.9C03.C5 

Strand + 

End 94 68 

Method TBLASTX : Soybean 

End 1228 

Score 118 



710. .796, 717. .788, 719. .790, 896. .1000, 896. .1228, 903. .1205 



Seq. No. 
Gene No. 
Start 



16924 
35686 
6079 



Seq. ID OJ990907_15. 9C03.C5 
Strand + 
End 94 68 



17486 



Name 

Start 

GI 

Exons 



OJ990907_15 . 9C03 . C5 . o2 . tm 

3427 

none 

3427. .3465, 3440. .3478, 3547, 
3585. .3731, 3586. .3741 



Method TBLASTX: Maize 
End 37 41 

Score 50 

.3579, 3549.. 3596, 3552. 



.3740, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16924 
35686 
6079 

OJ990907 

3443 

none 



15. 9C03.C5.o2. ts 



Seq. ID OJ990907_15. 9C03.C5 

Strand + 

End 94 68 

Method TBLASTX : Soybean 

End 3741 

Score 38 



3443. .3463, 3547. .3588, 3582. .3737, 3582. .3731, 3583. .3741 



Seq. No. 16924 Seq. ID 

Gene No. 3568 6 Strand 

Start 6079 End 

Name OJ990907_15 . 9C03 . C5 . o3 . gp Method 

Start 6079 End 

GI 11575_1.R1084 Score 

Exons 6079. .6319, ■ 7805. .7918, 9151.. 9468 
GI Descrip. 



OJ990907_15. 9C03.C5 

-r 

9468 
AAT/GAP 
9468 
1279 



, 6006362/dbj IBAA84792.il 2.0e-23 (AP000559) Similar to 
Arabidopsis thaliana chromosome II BAC T32F12, hypothetical 
protein (AC005314) [Oryza sativa] 1 



Seq. No. 16924 Seq. ID OJ990907 

Gene No. 35686 Strand + 

Start 6079 End 9468 

Name OJ990907_15 . 9C03 . C5 . o3 . gs Method GENSCAN 

Start 9157 End 9382 

GI none Score .44 

Exons 9157.. 9382 



15. 9C03.C5 



Seq. No. 


16924 








Seq. ID 


OJ990907__15.9C03.C5 


Gene No. 


35686 








Strand 


+ 


Start 


6079 








End 


9468 


Name 


OJ990907 15 


.9C03, 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


9196 








End 


9406 


GI 


none 








Score 


196 


Exons 


9196. .9387, 


9199, 


. .9375, 


9202. 


.9390, 9206.. 9406, 9235. .9381 


Seq. No. 


16924 








Seq. ID 


OJ990907_15. 9C03.C5 


Gene No. 


35686 








Strand 


+ 


Start 


6079 








End 


9468 


Name 


OJ990907 15 


. 9C03, 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


9202 








End 


9387 


GI 


none 








Score 


182 


Exons 


9202. .9375, 


9235, 


. .9381, 


9235. 


.9387, 9262.. 9375 


Seq. No. 


16924 








Seq. ID 


OJ990907_15. 9C03.C5 


Gene No. 


35686 








Strand 


+ 


Start 


6079 








End 


9468 


Name 


OJ990907 15 


. 9C03. 


,C5.o3. 


np 


Method 


AAT/NAP 


Start 


9214 








End 


9468 


GI 


6006362 








Score 


250 


Exons 


9214. .9468 












GI Descrip. 


(AP000559) , 


Similar to Arabidopsis thaliana chromosome II BAC 



17487 



T32F12, hypothetical protein (AC005314) [Oryza sativa] 



Seq. No. 16925 
Gene No. 35687 
Start 1 

Name - OJ990907_15 . 9C03 . C6 . ol . gp 

Start 1 
GI 11575JL.R1084 
Exons 1. .266 

GI Descrip. ' 6006362/dbj | BAA847 92 . 1 | 2.0e-23 (AP000559) Similar to 

Arabidopsis thaliana chromosome II BAC T32F12, hypothetical 
protein (AC005314) [Oryza sativa] 1 



Seq. ID OJ990907_15.9C03.C6 

Strand + 

End 367 

Method AAT/GAP 

End 266 

Score 400 



Seq. No. 16925 

Gene No. 35687 

Start 1 

Name OJ990907_15 . 9C03 . C6 . ol . gs 

Start 84 

GI none 

Exons 84.. 225, 282.. 367 



Seq. ID OJ990907_15.9C03.C6 

Strand + 

End 367 

Method GENSCAN 

End 367 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16926 
35688 
311 

OJ990907_15 . 9C03 . C8 . ol . gs 

311 

none 



Seq. ID OJ990907_15.9C03.C8 
Strand 

End 6609 

Method GENSCAN 

End 6477 

Score .69 



311. .401, 865. .914, 1413. .1536, 2216 .. 2296," 2379 .. 24 94 , 
2579. .2674, 2763. .3003, 3588. .3613, 4310. .4472, 5107. .5259, 
6097. .6212, 6249. .6477 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16926 
35688 
311 

OJ990 907_1 5 . 9C03 . C8 . ol . np 
311 

5734640 



Seq. ID OJ990907_15.9C03.C8 
Strand 

End 6609 

Method AAT/NAP 

End 6477 

Score 1500 



311. .401, 865. .914, 1413. .1536, '2379. .2494, 2579.-2674, 
2763. .3003, 6078. .6169, 6249. .6477 

(AP000391) Similar to Arabidopsis thaliana chromosome II BAC 
F17K2 genomic sequence; hypothetical protein (AC003680) [Oryza 
sativa] 



Seq. No. 16926 

Gene No. 35688 

Start 311 

Name OJ990907_15 . 9C03 . C8 . ol . tm 

Start 344 

GI none 
Exons 



Seq. ID OJ990907_15.9C03.C8 
Strand 

End 6609 

Method TBLASTX: Maize 

End 2475 

Score 92 



344. .400, 345. .401, 34 6 . . 408, -847 . . 924 , 1411. .1539, 1412. .1537, 
2213. .2296, 2213. .2314, 2217. .2315, 2220. .2315, 2373. .2471, 
2376.-2462, 2377. .2472, 2378. .2470, 2446. .2475 



Seq. No. 16926 Seq. ID 

Gene No. 35688 ' Strand 

Start 311 End 

Name OJ990907JL5 . 9C03 . C8 . ol . gp Method 



OJ990907_15. 9C03.C8 

6609 
AAT/GAP 



17488 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



351 End 2494 

LIB3431-038-P1-K1-G11 Score 749 

351. .401, 865. .914, 1413. .1536, 2216. .2296, 2379. .2494 
'5734640/dbj I BAA83371.il 2.0e-56 (AP000391) Similar to 
Arabidopsis thaliana chromosome II BAC F17K2 genomic sequence; 
hypothetical protein (AC003680) [Oryza sativa]-' 



16926 Seq. ID 

35688 Strand 
311 : ' End 

OJ990907_15 . 9C03 . C8 . ol . ts Method 
2258 End 
none Score 

2258. .2314, 2259. .2315, 2376. .2462, 

2566. .2667, 2577. .2669, 2577. .2666 



OJ990907_15.9C03.C8 
6609 

TBLASTX: Soybean 
2669 
69 

2377.. 2496, 2446.. 2496, 



Seq. No. 16926 Seq. ID OJ990907_15 . 9C03 . C8 

Gene No. 35688 Strand 

Start 311 End 6609 

Name OJ990907_15 . 9C03 . C8 . o2 . gp Method AAT/GAP 

Start 6351 End 6609 

GI LIB3431-030-P1-K2-B4 Score 464 

Exons 6351.. 6609 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-125 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 16927 Seq. ID 

Gene No. 35689 Strand 

Start 1 End 

Name OJ990907_15 . 9C03 . C9 . ol . gp Method 

Start 1 End 

GI 36849_1.R1084 Score 

Exons 1..75, 383.. 721 

GI Descrip. 1 5734 639/dbj | BAA83370 . 1 | 2.0e-68 (AP000391) ESTs 

AU056036(S20239) , C72753 (E2173) , AU056035 (S20239) correspond to a 
region of the predicted gene.; Similar to putative cytochrome 
P-450 (AC003680) [Oryza sativa] 1 



OJ990907_15.9C03.C9 
+ 

986 

AAT/GAP 

721 

781 



Seq. No. 16927 Seq. ID 

Gene No. 35689 Strand 

Start 1 End 

Name OJ990907_15 . 9C03 . C9 . ol . np Method 

Start 1 End 

GI 5734639 Score 646 

Exons 1..75, 383. .721, 946. .986 

GI Descrip. (AP000391) ESTs AU056036 { S20239 ) , C72753 (E2173 
correspond to a region of the predicted gene. 



OJ990907_15. 9C03.C9 
+ 

986 

AAT/NAP 
986 



. AU056035 (S20239) 
Similar to 



putative cytochrome P-450 (AC003680) [Oryza sativa] 



Seq. No. 16927 Seq. ID 

Gene No. 35689 Strand 

Start 1 End 

Name OJ990907_15 . 9C03 . C9 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25.. 75, 383.. 727 



OJ990907_15. 9C03.C9 
+ 

986 

GENSCAN 

727 

.56 



17489 




Seq. No. 


16927 


Seq. ID 


OJ990907_15.9C03 


.C9 






jiidnci 


i 

T 




Start 


1 


End 


986 




Name 


OJ990907 15. 9C03.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


392 


End 


718 




GI -. 


none 


Score 


178 




Exons 


392. .718 








Seq. No. 


16927 


Seq. ID 


OJ990907_15.9C03 


.C9 






o l r ana 


i 

T 




Start 


1 


End 


986 




Name 


OJ990907 15.9C03.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


392 


End 


729 




GI 


none 


Score 


194 




Exons 


392. .718, 475. .579, 670. .729 








Seq. No. 


16927 


Seq. ID 


OJ990907_15.9C03 


.C9 




JJOO? 


otianu 


A, 
X 




Start 


1 


End 


986 




Name 


OJ990907 15.9C03.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


449 


End 


718 




GI 


none 


Score 


181 




Exons 


449. .718, 475. .579 








Seq. No. 


16927 


Seq. ID 


OJ990907_15.9C03 


C9 






ol r ana 


*t* 




Start 


1 


End 


986 




Name 


OJ990907 15.9C03.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


460 


End 


735 




GI 


none 


Score 


156 




Exons 


460. .585, 461. .586, 599. .721, 


658. .735 






Seq. No. 


16928 


Seq. ID 


OJ990907_15.9C03 


C10 


Gene, No. 


35690 


Strand 


+ 




Start 


1 


End 


220 




Name 


OJ990907 15.9C03.C10.ol.gp' 


Method 


AAT/GAP 




Start 


1 


End 


220 




GI 


102684 1.R1084 


Score 


397 




Exons 


1. .220 








GI Descrip. 


\6006355/dbj | AP000559 . 1 | AP000559 l.Oe- 


168 Oryza sativa genomic 




DNA, chromosome 6, clone : P04 93C11 1 






Seq. No. 


16928 


Seq. ID 


OJ990907_15.9C03. 


C10 


Gene No. 


35691 


Strand 


+ 




Start 


784 


End 


1225 




Name 


OJ990907 15. 9C03.C10.o2.gp 


Method 


AAT/GAP 




Start 


784 


End 


1225 




GI 


84748 1.R1084 


Score 


853 




Exons 


784. .1225 








GI Descrip. 


■6006361/dbj IBAA84791.il 3.0e 


-83 (AP000559) ESTs 





AU030008 (E50477) , AU078239 (E50477 ) correspond to a region of the 
predicted gene.; Similar to peptidyl-prolyl cis-trans isomerase 
10 &CELB0252_4 (P52017) [Oryza sativa] 1 



Seq. No. 16928 Seq. ID OJ990907JL5 . 9C03 . C10 

Gene No. 35692 Strand 

Start 1028 End 1225 



17490 



Name OJ990907_1 5 . 9C03 . CIO . ol . ts 

Start 1019 

GI none 

Exons 1019.. 1225, 1035.. 1223 

Seq. No. 16928 

Gene No. 35692 

Start 1028 

Name OJ990907_15 . 9C03 . CIO . ol . gs 

Start 1028 

GI none 

Exons 1028.. 1150 



Method TBLASTX : Soybean 
End 1225 
Score 178 



Seq. ID OJ990907_15.9C03.C10 
Strand 

End 1225 

Method GENSCAN 

End 1150 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990907 15.9C03.C10 



16928 Seq. ID 

35692 Strand 
1028 End 1225 

OJ990907_15 . 9C03 . C10 . ol . np Method AAT/NAP 
1031 End 1225 

6006361 Score 344 

1031. .1225 

(AP000559) ESTs AU030008 (E50477 ) , AU078239 (E50477 ) correspond to 
a region of the predicted gene.; Similar to peptidyl-prolyl 
cis-trans isomerase 10 &CELB0252_4 (P52017) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990907 15.9C03.C11 



16929 
35693 
1676 

OJ990907_15. 9C03.Cll.ol.gp 
940 

uC-osflM202082c02bl 
940. .1342 

' 6006355/dbj | AP000559. 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4582 
AAT/GAP 
1342 
747 



Seq. No. 16929 

Gene No. 35693 

Start 1676 ' 

Name OJ990907_15 . 9C03 . Cll . ol . np 

Start 1431 

GI 6006360 

Exons 1431.. 2285, 2368.. 2528, 
GI Descrip. 



OJ990907 15.9C03.C11 



Seq. ID 
Strand 

End 4582 
Method AAT/NAP 
End 4582 
Score 2638 
3873. .4022, 4124. .4582 
(AP000559) Similar to 1-aminocyclopropane-l-carboxylate synthase 
(U35779) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16929 Seq. ID OJ990907_15 . 9C03 . Cll 

35693 Strand 

1676 End 4582 

OJ990907_15. 9C03.Cll.o2.gp Method AAT/GAP 

1582 End ... 2078 

6024_1.R1084 Score 917 

1582. .2078 

'6006360/dbj |BAA84790.1| 3.0e-83 (AP000559) Similar to 
1-aminocyclopropane-l-carboxylate synthase (U3577 9) [Oryza 
sativa] 1 



Seq. No. 
Gene No. 



16929 
35693 



Seq. ID 
Strand 



OJ990907 15.9C03.C11 



17491 




Start 


1676 








End 


4582 




Name 


OJ990907 15 


. 9C03 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


1676 








End 


4582 




GI 


none 








Score 


.7 




Exons 


1676. .2285, 


2368 


. .2528, 


3873. 


.4022, 4124.. 4582 




Seq. No. 


16929 








C on T H 

oeq . ±u 




_15.9C03.C11 


bene lno . 










o u ranu 






Start 


5555 








r nr i 


ft 1 ft Q 




Name 


OJ990907 15 


. 9C03 


.Cll.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1413 








End 


1613 




GI 


none 








Score 


187 




Exons 


1413. .1613, 


1417 


. .1566, 


1425. 


. 1610 






Seq. No. 


16929 








Seq. ID 


OJ990907 


_15.9C03.C11 


Gene No. 


35694 








Strand 








^^^^ 








End 


8789 




Name 


OJ990907 15 


. 9C03 


.Cll.ol, 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


1440 








End 


4222 




GI 


none 








Score 


80 




Exons 


1440. .1640, 


1441 


. .1566, 


1643. 


.1957, 1737. .1925, 


1946. .2284, 




2034 . .2282, 


2344 


. .2529, 


2388. 


.2528, 4115.. 4222 




Seq. No. 


16929 








Seq. ID 


OJ990907 


_15.9C03.C11 


Gene No. 


35694 








Strand 






Of 2r f 

o Ear l 


DjOj 








End 


8789 




Name 


OJ990907 15 


.9C03 


.Cll.ol. 


. tc 


Method 


TBLASTX: 


Cress 


Start 


1446 • 








End 


4225 




GI 


none 








Score 


70 




Exons 


1446. .1616, 


1450 


. .1560, 


1643, 


.1948, 1770. .1925, 


1970. .2284, 




2368. .2529, 


2388 


. .2531, 


4127. 


. 4225 






Seq. No. 


16929 








Seq. ID 


OJ990907 


_15.9C03.C11 


Gene No. 


35694 








Strand 






otalt 


0000 








End 


8789 




Name 


OJ990907 15 


.9C03 


.Cll.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


1725 








End 


2462 




GI 


none 








Score 


627 




Exons 


1725. .2282, 


1726 


. .1812, 


1727. 


.2284, 1727.. 2302, 


2010. .2303, 




2011. .2301, 


2370, 


. .2459, 


2371. 


.2457, 2372. .2458, 


2388. .2462 


Seq. No. 


16929 








Seq. ID 


OJ990907 


_15.9C03.C11 


bene lno . 










Strand 






Start 


5555 








End 


8789 




Name 


OJ990907 15 


.9C03, 


.Cll.o2. 


.gs 


Method 


GENSCAN 




Start 


5555 








End 


7431 




GI 


none 








Score 


.72 




Exons 


5555. .5712, 


7113, 


. .7431 










Seq. No. 


16929 








Seq. ID 


OJ990907 


_15.9C03.C11 


Gene No. 


35694 








Strand 






Start 


5555 








End 


8789 




Name 


OJ990907 15 


.9C03. 


,Cll.o2. 


np 


Method 


AAT/NAP 




Start 


5558 








End 


8789 




GI 


6006359 








Score 


1266 




Exons 


5558. .5712, 


7113, 


. .7424, 


8152. 


.8271, 8627. .8789 





GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 



17492 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



16930 Seq. ID 

35695 Strand 
2511 End 
OJ990907_15. 9C03.C12.ol.np Method 
2511 End 
5734643 Score 

2511. .27 65, 3624 . .3692, 3789. .3917, 4 4 51 

6035.. 6153, 6894.. 7043, 7167.. 7360, 7797 



OJ990907_15 i .9C03.C12 
+ 

7920 
AAT/NAP 
7920 
2491 

4903, 5352.. 5606, 
7920 



(AP000391) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F7H19 (AL031018) [Oryza sativa] 



16930 Seq. ID 

35695 Strand 
2511 End 
OJ990907_15. 9C03.C12.ol.gp Method 
5275 End 
44045_1.R1084 Score 
5275. .5453 

'5734616/dbj | AP000391 . 1 | AP000391 1.0e-92 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ990907_15.9C03.C12 
+ 

7920 
AAT/GAP 
5453 
325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16931 Seq. ID 

35696 . r . . ■ Strand 

1 • - ' End 

OJ990907_15 . 9C03 ..C13 . ol . np Method 

1 End 

6006358 Score 



OJ990907_15.9C03.C13 
+ 

3647 
AAT/NAP 
3647 
780 



1..38, 783. .982, 1293. .1362, 1830. .1892, 1974. .2048, 2689. .2761, 
3358.. 3467, 3602.. 3647 

(AP000559) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F7H19, hypothetical protein (AL031018) [Oryza sativa] 



16931 
35696 
1 

OJ990907_15. 9C03.C13.ol.gs 

812 

none 

812.. 982, 1293.. 1362, 1830. 
3358. .3470 



Seq. ID OJ990907_15.9C03.C13 

Strand + 

End 3647 

Method GENSCAN 

End 3470 

Score .69 
1892, 1974. .2048, 2689. .2761, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



16932 Seq. ID 

35697 Strand 
1 End 
OJ990907_15. 9C03.C14 .ol.np Method 
1 End 
6006358 Score 
1..179 .. 

(AP000559) Similar to Arabidopsis thaliana DNA chromosome 4 
clone F7H19, hypothetical protein (AL031018) [Oryza sativa] 



OJ990907_15.9C03.C14 
+ 

182 

AAT/NAP 

179 

155 



16932 Seq. ID OJ990907 

35697 Strand + 

1 End 182 

OJ990907_15 . 9C03 . C14 . ol . gs Method GENSCAN 

77 End 182 



15.9C03.C14 



BAC 



17493 



GI 

Exons 



none 
77. .182 



Score 



.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16932 
35698 
219 

OJ990907_15. 9C03.C14 .ol.gp 
219 

27118_1.R1084 

219. .1008, 1141. .1511, 1594, 



OJ990907 15.9C03.C14 



Seq. ID 
Strand 

End 3171 
Method AAT/GAP 
End 1633 
Score 2241 
,1633 

1 5734 642/dbj | BAA83373 . 1 | 5.0e-69 (AP000391) ESTs 
C22657 (S0014) , C22656 ( S0014 ) correspond to a region of 'the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa] >gi_6006357_dbj_BAA84787 . 1_ (AP000559) 
ESTs C22657 (S0014) , C22656 (S0014 ) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa]' 



16932 Seq. ID 

35698 Strand 

219 End 

OJ990907_15. 9C03.C14 . o2 . gs Method 

656 End 

none Score 



OJ990907_15.9C03.C14 

3171 
GENSCAN 
3159 
.92 



656. .1009, 1141. .1511, 1594. .1932, 2038. .2071, 2417. .2498, 
2575. .2646, 2736. .2807, 2904. .2975, 3088. .3159 



16932 
35698 
219 

OJ990907_15.9C03.C14. 
659 

5734642 

659. .1009, 1141. .1511 
2417. .2498, 2575. .264 
(AP000391) ESTs C2265 
region of the predict 
kinase, ERECTA (AC004 
gi | 6006357 | dbj | BAA847 
C22657 (S0014) ,C22656( 
predicted gene.; Simi 
(AC004484) [Oryza sat 



o2 . np 



, 1594. 
6, 2736 



Seq. ID OJ990907_15.9C03.C14 
Strand 
End 

Method 
End 
Score 

,1932, 2038.. 2169, 2255.. 2372, 

,3159 



3171 
AAT/NAP 
3159 
2649 
.2169, 2255. 



2807, 2904.. 2975, 3088, 
7 (S0014) ,C22656(S0014) correspond to a 
ed gene.; Similar to receptor protein 
484 ) '[Oryza sativa] 
87.1| (AP000559) ESTs 
S0014) correspond to a region of the 
lar to receptor protein kinase, ERECTA 
iva] 



16932 
35698 
219 

OJ990907JL5. 9C03 . C14 . ol . tc 

662 

none 



OJ990907_15.9C03.C14 
3171 

TBLASTX: Cress 
3171 
142 

662. .718, 830. .1009, 846. .1010, 1126. .1512, 1138. .1503, 
1151. .1513, 1567. .1902, 1580. .1918, 1592. .1927, 1776. .1928, 
2413. .2487, 2610. .2642, 2735. .2806, 2735. .2806, 2744. .2806, 
2904. .2978, 2912. .2974, 2912. .2974, 3087. .3164, 3087. .3158, 
3087. .3158, 3094. .3171 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 



16932 
35698 



Seq. ID 
Strand 



OJ990907 15.9C03.C14 



17494 



Start 
Name 
Start 
GI 

Exons 



219 End 

OJ990907_15. 9C03.C14.o2.ts Method 

821 End 

none Score 
821. .1009, 828. .1010 



3171 

TBLASTX: Soybean 

1010 

142 



Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 



16932 
35698 
219 

OJ990907_15. 9C03.C14.ol.tm 

831 

none 



OJ990907_15.9C03.C14 
3171 

TBLASTX: Maize 
2974 
162 

831. .1010, 834. .929, 842. .1009, 1120. .1512, 1141. .1284, 
1151.. 1513, 1334.. 1516, 1592. .1681, 1593.. 1673, 1667.. 1936, 
1671. .1727, 1676. .1918, 1776. .1934, 2277. .2327, 2285. .2329, 
2413. .2487, 2417. .2488, 2574.-2633, 2744. .2806, 2904. .2972, 
2912. .2974 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 


16932 








Seq. ID 


OJ990907 


belle LMO . 


JJD30 








Strand 




Start 


219 








End 


3171 


Name 


OJ990907 15 


. 9C03 


.C14 .ol 


.ts 


Method 


TBLASTX: 


Start 


1160 








End 


1937 


GI 


none 








Score 


355 


Exons 


1160. .1513, 


1162 


. .1512, 


1592. 


.1927, 1592. ,1930, 




1776. . 1931 












beq. no. 










Seq. ID 


OJ990907 


Gene No. 


35698 








Strand 




Start 


219 








End 


3171 


Name 


OJ990907 15 


. 9C03 


.C14.ol 


.tw 


Method 


TBLASTX: 


Start 


1168 








End 


1492 


GI 


none 








Score 


197 


Exons 


1168. .1491, 


1169 


. .1492 








Seq. No. 


16933 








Seq. ID 


OJ990907 


Gene No. 


35699 








Strand 




Start 


1 








End 


751 


Name 


OJ990907 15 


. 9C03 


C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


751 


GI 


5734641 








Score 


302 


Exons 


1..19, 555. 


.751 










GI Descrip. 


(AP000391) 


lypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16933 








Seq. ID 


OJ990907 


Gene No. 


35699 








Strand 




Start 


1 








End 


751 


Name 


OJ990907 15 


. 9C03 


C15.ol 


gs 


Method 


GENSCAN 


Start 


433 








End 


611 


GI 


none 








Score 


.52 


Exons 


433. .611 












Seq. No. 


16934 








Seq. ID 


OJ990907 


Gene No. 


35700 








Strand 




Start 


463 








End 


1178 


Name 


OJ990907 15 


. 9C03 


C17.ol 


gp 


Method 


AAT/GAP 


Start 


463 








End 


1044 



17495 



• 



GI 1883_1.R1084 Score 958 

Exons - 463. .873, 955. .1044 

GI Descrip. 1 5734 640/dbj | BAA8 3371 . 1 | 6.0e-31 (AP000391) Similar to 

Arabidopsis thaliana chromosome II BAC F17K2 genomic sequence; 
hypothetical protein (AC003680) [Oryza sativa] ' 





Seq. No. 


16934" 


Seq. ID 


OJ990907_15.9C03. 


C17 




Gene No. 


35700 


Strand 


- 






Start 


463 


End 


1178 






Name 


OJ990907 15.9C03.C17.ol.tm 


Method 


TBLASTX: Maize 






O Ldl u 


755 


End 


1. J. / O 






GI 


none 


Score 


109 






Exons 


7S5..862, 757. .873, 758. .874, 814. .876 


, 952.. 1056, 953.. 


1057, 






955.. 1065, 956.. 1057, 1134. 


.1178, 1135 


. .1167 






Seq. No. 


16934 


Seq. ID 


OJ990907_15.9C03. 


C17 




Gene No. 


35700 


Strand 


- 






Start 


463 


End 


1178 






Name 


OJ990907 15.9C03.C17.ol.gs 


Method 


GENSCAN 






Start 


757 


End 


1171 






GI 


none 


Score 


.72 






V von q 


757.. 873, 928.. 1055, 1136.. 


1171 








Seq. No. 


16934 


Seq. ID 


OJ990907_15.9C03. 


C17 




Gene No. 


35700 


Strand 






: "5 


Start 


463 


End 


1178 




t'ri 


Name 


OJ990907 15.9C03.C17.ol.np 


Method 


AAT/NAP 




! : ; a 


Start 


760 


End 


1055 






GI 


5734640 


Score 


356 




□ 


Exons 


760. .873, 928. .1055 










GI Dp^rr i n 


(AP000391) Similar to Arabidopsis thaliana chromosome II 




hi 




F17K2 genomic sequence; hypothetical protein (AC003680) 


[Oryza 


! : i s 

: ::F 




sativa] 








;: 


Seq. No. 


16935 


Seq. ID 


OJ990907_15.9C03. 


C18 


: = 


Gene No. 


35701 


Strand 


+ 




%I 


Start 


4 92 


End 


1804 






Name 


OJ990907 15.9C03.C18.ol.np 


Method 


AAT/NAP 






O Ldl L. 


4 92 


End 


1804 




hi 


GI 


6006368 


Score 


329 




Us? 


Exons 


492. .670, 781. .847, 1784. .1804 






: ; k? 


GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16935 


Seq. ID 


OJ990907_15.9C03. 


C18 




Gene No. 


35702 


Strand 








Start 


770 


End 


1209 






Name 


OJ990907 15.9C03.C18.ol.gs 


Method 


GENSCAN 






Start 


770 


End 


1209 






GI 


none 


Score 


.54 






Exons 


770. .858, 1125. .1209 










Seq. No. 


16936 


Seq. ID 


OJ990907_15.9C03. 


C20 




Gene No. 


35703 


Strand 


+ 






Start 


437 


End 


562 






Name 


OJ990907 15.9C03.C20.ol.gs 


Method 


GENSCAN 






Start 


437 


End 


562 






GI 


none 


Score 


.62 





17496 



Exons 



437. .562 



OJ990907 15.9C03.C20 



Seq. No. 16936 Seq. ID _ 

Gene No. 35704 Strand 

Start 2534 End 5266 

Name OJ990907_15.9C03.C20.ol.gp Method AAT/GAP 

Start 2217 - End 2810- 

GI 17058_1.R1084 Score 1111 

Exons 2217.. 2810 

GI Descrip. ' 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 16936 Seq. ID 

Gene No. 35704 Strand 

Start 2534 End 

Name OJ990907_15 . 9C03 . C20 . o2 . gs Method 

Start 2534 End 

GI none Score 

Exons 2534.. 4642 



OJ990907_15 . 9C03 .C20 

5266 
GENSCAN 
4642 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16936 Seq. ID OJ990907_15.9C03.C20 

35704 Strand 

2534 End 5266 

OJ990907_15 . 9C03 . C20 . ol . np Method AAT/NAP 

2537 End 4642 

6006369 "'Score 3636 

2537. .4642 

(AP000559) ESTs C99670 (E21043)'; C99671 (E21043) , 

AU078262 (R10938) , AU078261 (R10938 ) , D15282 (C0402) correspond to a 
region of the predicted gene.; Similar to arginine decarboxylase 
(U52851) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16936 Seq. ID OJ990907_15.9C03.C20 

35704 Strand 

2534 End 5266 

OJ990907_15 . 9C03 . C20 . o2 . gp Method AAT/GAP 

2941 End 3535 

20919_1.R1084 Score 1020 

2941. .3535 

1 6006369/dbj | BAA84799 . 1 | 7.0e-95 (AP000559) ESTs 
C99670 (E21043) ,C99671 (E21043) , 

AU078262 (R10938) ,AU078261 (R10938) ,015282 (004 02) correspond to a 
region of the predicted gene.; Similar to arginine decarboxylase 
(U52851) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16936 Seq. ID OJ990907_15.9C03.C20 

35704 ■ Strand 

2534 End 5266 

OJ990907_15 . 9C03 . C20 . o3 . gp Method AAT/GAP 

3466 End 4164 

102860JL.R1084 Score 1376 

3466. .4164 

f 6006369/dbj IBAA84799.il 1.0e-112 (AP000559) ESTs 
C99670 (E21043) , C9967 1 ( E21043 ) , 

AU078262 (R10938) ,AU078261 (R10938) , D15282 (C0402) correspond to a 
region of the predicted gene.; Similar to arginine decarboxylase 
(U52851) [Oryza sativa] 1 



17497 



Seq. No. 16936 " Seq. ID OJ990907_15.9C03.C20 

Gene No. 35704 Strand 

Start 2534 End 5266 

Name OJ990907_15 . 9C03 . C20 . o4 . gp Method AAT/GAP 

Start 4517 End 5266 

GI 54852_1.R1084 Score 1470 

Exons 4517.. 5266 

GI Descrip. 1 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 16936 
Gene No. . 35705 
Start 7638 

Name OJ990907_15 . 9C03 . C20 . ol . tm 

Start 2238 
GI none 

Exons 2238.. 2324, 2269.. 2325, 2270. 

2347. .2385, 2504. .2581, 2516. 
2837. .2878, 2952. .3581 



Seq. ID OJ990907_15.9C03.C20 
Strand 

End 7794 

Method TBLASTX : Maize 

End 3581 

Score 81 

.2326, 2270.. 2317, 2271.. 2324, 
.2563, 2657. .3580, 2664. .2873, 



Seq. No. 16936 Seq. ID 

Gene No. 35705 Strand 

Start 7638 End 

Name OJ9909M_-15 9C03 . C20 . ol . tc Method 

Start 2720 End 

GI none Score 
Exons 



2720. .2938, 2730. .2876, 2939. .4072, 2964 
3422. .3886, 3651. .3890, 4079. .4303, 4080 
4362. .4496 



OJ990907 15.9C03.C20 



7794 

TBLASTX: Cress 

4496 

169 

3326, 3417.. 3581, 
4211, 4355. .4480, 



Seq. No. 16936 
Gene No. 35705 
Start 7638 

Name OJ990907_15 . 9C03 . C20 . ol . ts 

Start 2726 
GI none 

Exons 2726.. 2956, 2730.. 2876, 2960. 

3426. .3581, 3428. .3985, 3651. 
4353. .4496, 4975. .5025 



Seq. ID OJ990907_15.9C03.C20 
Strand 

End 7794 

Method TBLASTX : Soybean 

End 5025 

Score 188 

.3367, 2970. .3341, 3410. .4099, 
.4103, 4079. .4480, 4080. .4265, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 16936 

Gene No. 35705 

Start 7638 

Name OJ990907_15 . 9C03 . C20 . o2 . tm 

Start 3716 

GI none 

Exons 3716.. 4303, 3717.. 4259, 4214, 

Seq. No. 16936 

Gene No. 35705 

Start 7638 

Name OJ990907_15 . 9C03 . C20 . o3 . tm 

Start 4903 

GI none 

Exons 4903. .5025, 4907. .4987, 5070. .5117, 5090. .5116 



OJ990907_15.9C03.C20 
7794 

TBLASTX: Maize 
4396 
638 

4306, 4349. .4396, 4350. .4391 
OJ990907 15.9C03.C20 



Seq. ID 
Strand 
End 

Method 

End 

Score 



7794 

TBLASTX: Maize 
5117 
204 . 



17498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16936 



Seq. ID OJ990907 15.9C03.C20 



35705 Strand 
7638 End 
OJ990907__15 . 9C03 . C20 . o2 . np Method 
7638 End 
6069646 Score 
7638.. 7794 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



7794 
AAT/NAP 
7794 
88 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


16937 




Seq. ID 


OJ990907_15.9C03.C21 


Gene No. 


35706 




Strand 


+ 


Start 


7812 




End 


8811 


Name 


OJ990907 15.9C03.C21.ol 


.np 


Method 


AAT/NAP 


Start 


7812 




End 


8811 


GI 


6006370 




Score 


904 


Exons 


7812. .7842, 7870. .8277, 


8665 


. .8811 




GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


16937 




Seq. ID 


OJ990907_15.9C03.C21 


Gene No. . 


35707 




Strand 


+ 


Start . 


11409 




End . 


12614 


Name 


OJ990907 15. 9.C03.C21.O2 


.np 


Method 


AAT/NAP 


Start 


11409 




End 


12611 


GI 


6006371 




Score 


2032 


Exons 


11409. .12611 








GI Descrip . 


(AP000559) Similar to hypothetical protein - potato (S31196) 




[Oryza sativa] 








Seq. No. 


16937 




Seq. ID 


OJ990907_15.9C03.C21 


Gene No. 


35707 




Strand 


+ 


Start 


11409 




End 


12614 


Name 


OJ990907 15.9C03.C21.o3 


gs 


Method 


GENSCAN 


Start 


11409 




End 


12614 


GI 


none 




Score 


. 95 


Exons 


11409. .12614 








Seq. No. 


16937 




Seq. ID 


OJ990907_15.9C03.C21 


Gene No. 


35708 




Strand 




Start 


4601 




End 


9871 


Name 


OJ990907 15.9C03.C21.o2 


gs 


Method 


GENSCAN 


Start 


4601 




End 


9871 


GI 


none 




Score 


.5 


Exons 


4601. .4704, 5296. .5408, 


6627 


..6730, 6975.. 7055, 8116.. 8263, 




9837. .9871 








Seq. No. 


16937 




Seq. ID 


OJ990907_15.9C03.C21 


Gene No. 


35709 




Strand 




Start 


13073 




End 


13393 


Name 


OJ990907 15.9C03.C21.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


11379 




End 


11738 


GI 


none 




Score 


46 


Exons 


1137 9. . 114 62, 11389. . 114 42, 


114 83. .11638, 114 87. .11738, 



11496. .11738 



17499 



Seq. No. 


16937 




Gene No. 


35709 




Start 


13073 




Name 


vu j ?u / ± j . jLU J • L/Z J. 


. ol . ts 


Start 


1 1 4R? ~ 




GI . 


none 




Exons 


11483 11644 1 l / Qf; 


1 1 & A P 
. 1 1 OH O t 






. 124 52 


Seq. No. 


16937 




Gene No. 


35709 * 




Start 






Name 


n.TQQnon*7 1 ^ Qr*m poi 


. ol . tw 


Start 


X X *i O _7 




GI 


none 




Exons 


1 1 4 Q Q i i cqq i i /iqc 


. l 18 97 , 


Seq. No. 


16937 




Gene No. 


35709 




Start 


13073 




Name 


uuyyuyu / lO.ycuj.Lzl 


ol . tc 


Start 


x X h y 0 




GI 


none 




Exons 


114 1 1 ft 9fi i 1 QyiQ 








124 61 


Seq. No. 


16937 

X U *J ( 




Gene No 






Start 


13073 




Name 


OJ990907 15.9C03.C21. 


ol.tm • 


Start 


11741 




GI 


none 




Exons 


11741. .12160, 11742. . 


12161, 




12345. . 12446 



Seq. ID OJ990907_15.9C03.C21 
Strand 

End 13393 
Method TBLASTX : Soybean 
End 12452 
Score ■ 164 
11712. .12161, 11720. .12160, 



Seq. ID OJ990907_15.9C03.C21 
Strand 

End 13393 

Method TBLASTX : Wheat 

End 11897 

Score 312 
11496. . 11654, 11720... 11896 

Seq. ID OJ990907_15.9C03.C21 
Strand 

End 13393 

Method TBLASTX : Cress 

End 12461 

Score 177 
12186. .12290, 12200. .12286, 



Seq. ID OJ990907_15.9C03.C21 
Strand 

End 13393 

Method TBLASTX : Mai ze 

End 12446 

Score 391 
12179. .12442, 12186. . 12437, 



Seq. No. 16937 

Gene No. 35709 

Start 13073 

Name OJ990907_15 . 9C03 . C21 . o2 . tw 

Start 12203 

GI none 

Exons 12203. .12448, 12204.. 12449 

Seq. No. 16937 

Gene No. 35709 
Start . 13073 

Name OJ990907_15 . 9C03 . C21 . o4 . gs 

Start • 13073 

GI none 

Exons 13073. .13393 



Seq. ID OJ990907_15.9C03.C21 
Strand 

End 13393 

Method TBLASTX : Wheat 

End 12449 

Score 226 



Seq. ID OJ990907_15.9C03.C21 
Strand 

End 13393 - 

Method GENSCAN 

End 13393 

Score .45 



Seq. No. 
Gene No. 
Start 
Name 
Start 



16938 
35710 
1 

OJ990907_15.9C03.C24.ol.gp 



Seq. ID OJ990907_15.9C03.C24 
Strand 

End 578 

Method AAT/GAP 

End 547 



17500 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



84748_2.R1084 Score 685 

1..223, 280. .392, 482. .547 

'6006361/dbj IBAA84791.il 4.0e-37 (AP000559) ESTs 
AU030008(E50477) , AU078239 {E50477 ) correspond to a region of the 
predicted gene.; Similar to peptidyl-prolyl cis-trans isomerase 
10 &CELB0252_4 (P52017) [Oryza sativa] • 



16938 
35710 
1 

OJ990907_15 . 9C03 . C24 . ol . np 
1 

6006361 
1. .395 

(AP000559) ESTs AU030008 (E50477 ) , AU07 8239 (E504 77 ) correspond to 
a region of the predicted gene.; Similar to peptidyl-prolyl 
cis-trans isomerase 10 &CELB0252_4 (P52017) [Oryza sativa] 



Seq. ID OJ990907_15.9C03.C24 
Strand 

End 578 

Method AAT/NAP 

End 395 

Score 521 



16938 
35710 
1 

OJ990907_15.9C03.C24 .ol.gs 
13 

none 

13. .168, 304. .392,' 482. .552 

16938 
35710 
1 

OJ990907_15. 9C03.C24\ol.tc 
71 

none 



Seq. ID OJ990907_15.9C03.C24 
Strand 

End 578 

Method GENSCAN 

End 552 

Score .82 



Seq. ID OJ990907_15.9C03.C24 
Strand 

End 578 

Method TBLASTX : Cress 

End 393 

Score 65 



71. .121, 72. .119, 109. .201, 111. .392, 280. .393, 283. .393 



16938 
35710 
1 

OJ990907_15.9C03.C24 .ol.ts 
80 

none 



Seq. ID OJ990907_15.9C03.C24 
Strand 

End .578 

Method TBLASTX : Soybean 

End 402 

Score 50 



80. .121, 81. .119, 109. .201, 111. .392, 280. .393, 334. .402 



16938 
35710 
1 

OJ990907_15.9C03.C24 .ol.tm 

279 

none 



Seq. ID OJ990907_15.9C03.C24 
Strand 

End 578 

Method TBLASTX : Maize 

End 578 

Score 178 



279. .392, 280. .411, 280. .393, 558. .578 



16939 
35711 
38 

OJ990907_15 . 9C03 . C25 . ol . gs 
38 

none 
38. .107 



Seq. ID OJ990907_15.9C03.C25 
Strand 

End 107 

Method GENSCAN 

End - 107 

Score .67 



17501 



Seq. No. 16940 

Gene No. 35712 

Start 215 

Name OJ990907_15 . 9C03 . C26 . ol . gs 

Start 215 

GI none 

Exons 215.. 333 



Seq. ID OJ990907_15.9C03.C26 

Strand + 

End 333 

Method GENSCAN 

End 333 

Score .96 



OJ990907_15 . 9C03 . C27 
+ 

2254 
GENSCAN 
2254 
.69 



OJ990907_15 . 9C03 . C27 
+ 

5260 
AAT/NAP 
5260 
1083 



Seq. No. 16941 Seq. ID 

Gene No. 35713 Strand 

Start 160 End 

Name OJ990907_15 . 9C03 . C27 . ol . gs Method 

Start 160 End 

GI none Score 

Exons 160.. 191, 1909.. 1979, 2136.. 2254 

Seq. No. 16941 Seq. ID 

Gene No. 35714 Strand 

Start 3041 End 

Name OJ990907_15 . 9C03 . C27 . ol . np Method 

Start 3041 End 

GI 5734642 Score 

Exons 3041. .3279, 3746. .3817, 4042. .4113, 4214. .4285, 4567. .4638, 

4850.. 4921, 5019.. 5090, 5178.. 5260 
GI'Descrip. (AP000391) ESTs C22657 ( S0014 ) , C22 656 ( S0014 ) correspond- to a 

region of the predicted gene.; Similar to receptor protein 

kinase, ERECTA (AC004484) [Oryza sativa] 

gi| 6006357 |dbj | BAA8'4787. 1| (AP000559) ESTs 



Seq. ID OJ990907_15.9C03.C27 

Strand + 

End . 5260 

Method GENSCAN 

End 5090 

Score . 64 
.4285, 4567.. 4638, 5019.. 5090 

Seq. ID OJ990907_15.9C03.C27 

Strand + 

End 5260 

Method TBLASTX : Cress 

End 5250 

Score 80 

,3808, 4033. .4119, 4034. .4114, 
,4250, 4184. .4261=, 4215. .4265, 
.4639, 4850. .4921, 4851. .4922, 
.5250, 5167. .5250, 5178. .5240 





C22657 (S0014) , C22 656 (S0014 ) 




predicted gene.; 


Similar to 




(AC004484) 


[Oryza sativa] 


Seq. No. 


16941 






Gene No. 


35714 






Start 


3041 






Name 


OJ990907 .15 


.9C03. 


C27.o2.gs 


Start 


3041 




GI 


none 






Exons 


3041. .3279, 


3662. 


.3817, 4214 


Seq. No. 


16941 






Gene No. 


35714 






Start 


3041 






Name 


OJ990907 15 


.9C03. 


C27.ol.tc 


Start 


. 3218 






GI 


none 






Exons 


3218. .3280, 


3747. 


.3827, 3749 




4043. .4114, 


4046. 


.4114, 4182 




4567. .4635, 


4568. 


.4639, 4568 




4851. .4922, 


5005. 


.5088, 5167 


Seq. No. 


16941 






Gene No. 


35714 






Start 


3041 






Name 


OJ990907 15 


9C03. 


C27.ol.tm 


Start 


4043 







Seq. ID OJ990907_15.9C03.C27 

Strand + 

End 5260 

Method TBLASTX : Maize 

End 5250 



17502 



GI 

Exons 



none Score 63 

4043. .4114, 4884. .4922, 4893.-4922, 5032. .5088, 5043. .5096, 
5167.. 5250, 5178.. 5240 



Seq. No. 16941 

Gene No. 35714 

Start 3041 

Name - OJ990907_15 . 9C03 .C27 . ol . ts 

Start 4043 

GI none 

Exons 4043.. 4114, 4215.. 4259, 4567. 

4851. .4922, 5001. .5099, 5005, 



Seq. ID OJ990907_15.9C03.C27 

Strand + 

End 52 60 

Method TBLASTX : Soybean 

End 5250 

Score 67 

.4653, 4568. .4639, 4850. .4921, 
.5088, 5167.. 5250, 5178.. 5240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16942 
35715 
1 

OJ990907_15. 9C03.C28.ol.np 
1 

5734642 



Seq. ID OJ990907_15.9C03.C28 

Strand + 

End 808 

Method AAT/NAP 

End 808 

Score 447 

662. .808 



1..108, 192. .263, 348. .419, 502. .573, 
(AP000391) ESTs C22657 (S0014 ) , C22656 (S0014 ) correspond to a 
region of the predicted gene.; Similar to receptor protein 
kinase, ERECTA (AC004484) [Oryza sativa] 
gi|6006357|dbj IBAA84787.il (AP000559) ESTs 
C22657 (S0014) , C22656 ( S0014 ) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa] 



Seq. No. 16942 Seq. ID 

Gene No. 35715 Strand 

Start 1 End 

Name OJ990907_15 . 9C03 . C28 . ol . tm Method 

Start 37 End 

GI none Score 
Exons 



OJ990907_15 . 9C03 . C28 
+ 

808 

TBLASTX: Maize 

734 

112 



37. .108, 38. .106, 41. .94, 193. .264, 195. .263, 337. .384, 
348. .386, 350. .418, 353. .421, 503. .571, 503. .598, 544. .573, 
658.. 732, 662. .727, 663.-. 734, 663;'. 731 



Seq. No. 16942 

Gene No. 35715 

Start 1 

Name OJ990907_15 . 9C03 . C28 . ol . gs 

Start 192 

GI none 

Exons 192.. 263, 348.. 419, 502.. 573, 662.. 733 



Seq. ID OJ990907_15.9C03.C28 

Strand + 

End 808 

Method GENSCAN 

End 733 

Score .81 



Seq. No. 16943 Seq. ID 

Gene No. 35716 Strand 

Start 587 End 

Name OJ990817_11 . 9C09 . C4 . ol . gp Method 

Start 587 End 

GI 56_1.R1084 Score 

Exons 587. .756 

GI Descrip. ? 5803272/dbj | BAA83582 . 1 | 3.0e-69 (AP000399) ESTs 

AU055950(S20175),C73125(E2952), AU055951 ( S20 175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa] ' 



OJ990817_11. 9C09.C4 
+ 

756 

AAT/GAP 

756 

284 



17503 



oeq . wo . 


16944 




oeq. ±u 


f*\ TQQHQ 1 ~I 


1 1 Qpn q 




Gene No. 


35717 




Strand 


+ 






Start 


447 




End 


4538 






Name 


OJ990817 11.9C09.C5 


. ol.gs 


Method 


GENSCAN 






Start 


447 




End 


3595 






GI 


none 




Score 


.83 






Exons 


447.-486, 1517. .1660, 2184. 


.2398, 3269 


. .3595 






Seq. No. 


16944 




Seq. ID 


OJ990817_ 


11.9C09 


.C5 




35717 




Strand 








Start 


447 




End 


4538 






Name 


OJ990817 11.9C09.C5, 


. o2 . np 


Method 


AAT/NAP 






Start 


2282 




End 


4538 






GI 


5803248 




Score 


346 






Exons 


2282. .2398, 4446. .4538 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16944 




Seq. ID 


OJ990817_ 


11.9C09 


.C5 




35718 




Strand 








Start 


17054 




End 


18788 






Name 


OJ990817 11.9C09.C5, 


.06. np 


Method 


AAT/NAP 






Start 


17054 




End 


18788 






GI 


5803252 




Score 


446 






Exons 


17054. .17087, 18540. 


. . 18788 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16944 




Seq. ID 


OJ990817_ 


11.9C09 


.C5 


Gene No. 


35719 




Strand 


+ 






Start 


20014 




End 


28599 






Name 


OJ990817 11.9C09.C5. 


. o5.gs 


Method 


GENSCAN 






o nam 


20014 




End 


28363 






GI 


none 




Score 


.73 






Exons 


20014. .20098, 20391. 


. .20515, 


20596. .20862, 21015. 


.21024, 






21723. .21803, 21887, 


. .22015, 


22125. .22222, 22296. 


.22556, 






228S6..22989, 23235, 


. .23416, 


23740. .23854, 23981. 


.24164, 






25392. .25503, 26333, 


. .26433, 


26923. .27275, 27365. 


.27482, 






27529. .27762, 27848. 


. .27994, 


28090. .28363 






Seq. No. 


16944 




Seq. ID 


OJ990817_ 


11. 9C09 


.C5 


Gene No. 


35719 




Strand 


+ 






Start 


20014 




End 


28599 






Name 


OJ990817 11.9C09.C5. 


, o7 .np ... 


Method 


AAT/NAP 






Start 


20014 




End 


23418 






GI 


5803253 




Score 


2150 






Exons 


20014. .20098, 20391. 


, .20515, 


20596. .208i 


62, 21723. 


.21803, 






21887. .22015, 22125. 


.22222, 


22296. .22556, 22856. 


.22989, 





23235. .23418 

GI Descrip. (AP000399) ESTs AU068856 (C50756) , AU077979 (C61370) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



Seq. No. 16944 Seq. ID 

Gene No. 35719 Strand 

Start 20014 End 

Name OJ9908 17_1 1 . 9C0 9 . C5 . 08 . np Method 

Start 21861 End 



OJ990817_11. 9C09.C5 

+ 

28599 

AAT/NAP 

24596 



17504 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4895185 Score 325 

21861. .21891, 23731. .23854, 23981 .. 24 164 , 24252 .. 24 384 , 

24515. .24596 

(AC007661) unknown protein [Arabidopsis thaliana] 



16944 Seq. ID 

35719 Strand 

20014 End 

OJ990817_11 .9C09.C5.o9. np Method 

24 68 9 End 

6069671 Score 



OJ990817_11.9C09.C5 
+ 

28599 
AAT/NAP 
27792 
85 



24689. .24744, 26174 .. 26283, 27742.. 27792 

(AP000616) EST C7217 9 (E1153) corresponds to a region of the 
predicted gene.; similar to Arabidopsis thaliana chromosome II 
BAC T4C15; hypothetical protein (AC004667) [Oryza sativa] 



16944 Seq. ID 

35719 Strand 
20014 End 
OJ9908 17_11 . 9C09 . C5 . o5 . gp Method 
26920 End 
71486_1 .R1084 Score 
26920.. 27339 

, 5803254/dbj IBAA83564.il 3.0e-35 (AP000399) ESTs 
C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 {C1084 ) 
correspond to a region of the predicted* gene; hypothetical 
protein [Oryza sativa] 1 



OJ990817_11.9C09.C5 
+ 

28599 
AAT/GAP 
27339 
747 



16944 Seq. ID 

35719 Strand 
20014 End 
OJ9 908 1 7_1 1 . 9C0 9 . C5 . ol 0 . np Method 
26956 End 
5803254 Score 
26956. .27762, 2784 8 .. 27 994 , 28090.. 28467 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



OJ990817_11.9C09.C5 
+ 

28599 
AAT/NAP 
28467 
2259 



16944 , Seq. ID 

35719 . Strand 
20014 End 
OJ990817_11 . 9C09 . C5 . 06 . gp Method 
27313 End 
6062534 Score 
27313. .27719 

5803254/dbj IBAA83564 .1 | 4.0e-69 (AP000399) ESTs 
C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C1084) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 



OJ990817_11. 9C09.C5 
+ 

28599 
AAT/GAP 
27719 
750 



16944 Seq. ID 

35719 Strand 

20014 End 

OJ990817_11. 9C09.C5.o7.gp Method 

27848 End 

15799 1.R1084 Score 



OJ990817_11. 9C09.C5 
+ 

28599 
AAT/GAP 
28599 
1050 



17505 



Exons 27848.-27994, 28090.. 28599 

GI Descrip. ' 5803254 /dbj | BAA83564 . 1 | 4.0e-69 (AP000399) ESTs 

C97429(C60159) ,D22427 (C11106) , AU078031 (E31854 ) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 1 



Seq. No. 


16944 




Seq. ID 


OJ990817_11.9C09 


.C5 


Gene No. 


35720 




Strand 






Start 


1274 




End 


2050 




Name 


OJ990817 11 


. 9C09.C5.ol.np 


Method 


AAT/NAP 




Start 


1274 




End 


2050 




C T 


r q m O A 1 
joUjz4 / 




Score 


450 




Exons 


1274. .1392, 


1512. .1590, 1764. 


.1825, 1978.. 2050 




GI Descrip. 


(AP000399) 


similar to OsENOD93a gene 


for early nodulin 






(AB018375) 


[Oryza sativa] 








Seq. No. 


16944 




Seq. ID 


OJ990817_11.9C09 


.C5 


Gene No. 


35721 




Strand 






Start 


4407 




End 


5388 




Name 


OJ990817 11 


.9C09.C5.o2.gs 


Method 


GEN SCAN 




Start 


4407 




End 


5388 




C T 


none 




Score 


.6 




Exons 


4407. .4599, 


5306. .5388 








Seq. No. 


16944 




Seq. ID 


OJ990817_11.9C09 


.C5 


Gene No. 


35722 




Strand 






Start 


6369 




End 


6922 




Name 


OJ990817 11 


.9C09.C5.o2.gp 


Method 


AAT/GAP 




Start 


6026 




End 


6922 




GI 


74 4.R1084 




Score 


590 




Exons 


6026. .6055, 


6297. .6526, 6644. 


.6705, 6856.. 6922 




GI Descrip. 


'5734 616/dbj | AP000391 . 1 | AP000391 8.0e- 


-61 Oryza sativa genomii 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


16944 




Seq. ID 


OJ990817_11.9C09 


,C5 


Gene No. 


35722 




Strand 






Start 


6369 




End 


6922 




Name 


OJ990817 11 


. 9C09.C5.o3.np 


Method 


AAT/NAP 




Start 


6308 




End 


6922 




GI 


5803249 




Score 


528 




Exons 


6308. .6526, 


6644. .6705, 6856. 


. 6922 






GI Descrip. 


(AP000399) 


EST C97982 (C0324) 


corresponds to a region of 


the 




predicted gene; similar to OsENOD93a gene for early nodulin 




(AB018375) 


[Oryza sativa] 








Seq. No. 


16944 




Seq. ID 


OJ990817_11.9C09 


,C5 


Gene No. 


35722 




Strand 






Start 


6369 




End 


6922 




Name 


..OJ990817 11 


. 9C09.C5.o3.gs 


Method 


GENSCAN 




Start 


6369 


End 


6922 




GI 


none 




Score 


. 99 




Exons 


6369. .6526, 


6577.. 6705, 6856. 


. 6922 






Seq. No. 


16944 




Seq. ID 


OJ990817_11.9C09, 


.C5 


Gene No. 


35723 




Strand 






Start 


10525 




End 


11189 




Name 


OJ990817 11 


. 9C09.C5.o4 .np 


Method 


AAT/NAP 





17506 



C 4- a 
OLdlL 


10525 






End 


11079 




GI 


5803250 




Score 


524 




Exons 


10525 


..10743, 10845 


. .10906, 


11016. .11079 




GI Descrip. 


(AP000399) EST AU07794 1 (C12908 ) corresponds to 


a region of the 




predicted gene; similar to 


OsENOD93a gene for early nodulin 




(AB018375) [Oryza sativa] 








Seq. No. 


16944 






Seq. ID 


OJ990817 


_11.9C09.C5 


Gene No. 


35723 






Strand 






Start 


10525 






End 


11189 




Name 


OJ990817 11.9C09.C5 


.o3.gp 


Method 


AAT/GAP 




Start 


10650 






End 


11189 




GI 


74 6. 


R1084 




Score 


589 




Exons 


10650 


..10743, 10845 


. .10906, 


11016. .11189 




GI Descrip. 


, 5803242/dbj | AP000399 . 1 | AP000399 l.Oe- 


125 Oryza 


sativa genomic 




DNA, 


chromosome 6, 


clone :P0535G04 1 






Seq. No. 


16944 






Seq. ID 


OJ990817 


_11. 9C09.C5 


Gene No. 


35724 






Strand 








14916 






End 


15985 




Name 


OJ990 


817_11.9C09.C5 


. o5 . np 


Method 


AAT/NAP 




Start 


14916 






End 


15985 




GI 


5803251 




Score 


772 




Exons 


14916 


..15083, 15146 


. . 15196, 


15450. .15702, 15957 


. . 15985 


GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16944 






Seq. ID 


OJ990817 


_11.9C09.C5 


Gene No. 


35725 






Strand 






Start 


24520 






End 


24803 




Name 


OJ990817 11.9C09.C5 


. o3 . tm 


Method 


TBLASTX : 


Maize 


otart 


1298 






End 


11076 




GI 


none 






Score 


281 




Exons 


1298. 


.1408, 1743. .1 


B26, 6237. .6524, 6297. .6524, 


6305. . 6526, 




6371. 


.6526, 6851. .6922, 6857. .6922, 6861. .6962, 


10503. .10589, 




10520 


..10741, 10522 


. . 10767, 


10523. .10741, 11004 


. . 11072, 




11015 


..11062, 11017 


. .11076, 


11021. .11074 




Seq. No. 


16944 






Seq. ID 


OJ990817 


_11.9C09.C5 


Gene No. 


35725 






Strand 






O 4- -i -v- 4- 

o tar r 


24520 






End 


24803 




Name 


OJ990817 11.9C09.C5 


. o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


17732 






End 


17923 




GI 


none 






Score 


93 




Exons 


17732 


..17881, 17761 


. . 17814, 


17814. .17921, 17816 


. .17923, 




17816 


. . 17923 










Seq. No. 


16944 






Seq. ID 


OJ990817 


_11.9C09.C5 


Gene No. 


35725 






Strand 






Start 


24520 






End 


24803 




Name 


OJ990817 11.9C09.C5 


. o2. tm 


Method 


TBLASTX : 


Maize 


Start 


20967 






End 


22977 




GI 


none 






Score 


79 




Exons 


20967 


..21074, 21761 


. .21778, 


21885. .21974, 21889 


. .21975, 




21892 


..21975, 21970 


. .22017, 


21971. .22015, 22096 


. .22230, 




22097 


..22231, 22311 


. .22382, 


22322. .22381, 22324 


. .22404, 




22391 


..22555, 22398 


. .22556, 


22398. .22556, 22427 


. .22558, 




22855 


..22977, 22856 


. .22975 









17507 



Seq. No. 16944 
Gene No. 35725 
Start 24520 

Name OJ9908 17_1 1 . 9C09 . C5 . ol . tm 

Start 23739 
GI none 

Exons 23739. . 237 62, ' 23811 . .23852, 

23980. .24102, 24083 .. 24 169, 
24122. .24163, 2424 9 .. 24290, 
24275. .24346, 24291 .. 2434 1 , 
24457. .24612, 24457 24 630 , 
24774. .24803 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23971 

24087 



OJ990817 11.9C09.C5 



24803 

TBLASTX: Maize 
24803. 
45 

24102, 23979. .24104, 
24173, 24088. .24156, 



24250. .24300, 24 251 .. 24295, 
24304 . .24354, 24342 .. 24365, 
24473. .24619, 24 681 .. 24710, 



Seq. No. 16944 Seq.- ID OJ990817_11 . 9C09 . C5 

Gene No. 35725 Strand 

Start 24520 End 24803 

Name OJ990817_11 . 9C09 . C5 . o4 . gp Method AAT/GAP 

Start 24520 End 24780 

GI 3106613 Score 480 

Exons 24520.. 24780 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 1.0e-125 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 16944 Seq. ID 

Gene No. 35726 Strand 

Start 27378 End 

Name OJ990817_11 . 9C09 . C5 . o4 . tm Method 

Start 27378 End 

GI none Score 
Exons 



OJ990817_11.9C09.C5 
28000 

TBLASTX: Maize 

28000 

70 



27378. .27605, 27384 27590 , 27385 27 600, 27 4 12 27 612, 
27670. .27756, 27682 27756, 27 687 .. 27770, 27856 .. 27900, 
27857. .27910, 27921 27983, 27926.. 28000 



Seq. No. 16945 Seq. ID OJ990817 

Gene No. 35727 Strand + 

Start 306 < End' 500 

Name OJ990817_11 . 9C09.C6.ol . gs Method GENSCAN 

Start 306 End 500 

GI none Score . 9 

Exons 306. . 500 



11. 9C09.C6 



Seq. No. 16945 

Gene No. 35728 

Start 889 

Name OJ990817_11 . 9C09.C6. ol . gp 

Start 889 

GI 74_3.R1084 

Exons 889. .1409, 1584. .1645, 1769. 
GI Descrip. ' 3763845/dbj | BAA33813 | 9.0e- 



Seq. ID OJ990817_11. 9C09.C6 
Strand 

End 2021 

Method AAT/GAP 

End 2021 

Score ■ 1531 
.2021 

50 (AB018375) early nodulin [Oryza 



sativa] >gi_3763847_dbj_BAA33814_ (AB018376) early nodulin 
[Oryza sativa] >gi_5803255_dbj_BAA83565 . 1_ (AP000399) ESTs 
C98096 (C0688) ,C98097 (C0688) correspond to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] ' 



Seq. No. 



16945 



Seq. ID OJ990817 11.9C09.C6 



17508 






^^7 79. 




Strand 




Start 


889 




End 


2021 


Name 


OJ990817 11 


.9C09.C6.ol.tm 


Method 


TBLASTX: Maize 


Start ■ 


1188 




End 


1827 


GI 


none 


.* 


Score 


276 . 


Exons 


1188. .1409, 


1188. .1409, 1770. 


.1826, 1774. .1827, 1775. .1825 


Seq. No. 


16945 




Seq. ID 


OJ990817_11.9C09.C6 


Gene No. 


35728 




Strand 




Start 


889 




End 


2021 


Name 


OJ990817 11 


. 9C09.C6.ol.np 


Method 


AAT/NAP 


Start 


1191 




End 


1832 


GI 


3763845 




Score 


522 


Exons 


1191. . 1409, 


1584. .1645, 1769. 


. 1832 




GI Descrip. 


(AB018375) 


early nodulin [Oryza sativa] 


gi|3763847|dbj |BAA33814| 



(AB018376) early nodulin [Oryza sativa] 
gi I 5803255 idbj |BAA83565.1| (AP000399) ESTs 
C98096 (C0688) ,C98097 (C0688) correspond to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 



Seq. No. 


16945 




Seq. ID 


OJ990817 


11. 


9C09 


.C6 


Gene No. 


35728 




Strand 


- 








Start 


889 




End 


2021 








Name 


OJ990817 11. 9C09.C6.o2.gs 


Method 


GENSCAN 








Start 


1252 




End 


1832 








C T 


none 




Score 


.81 








Exons 


1252. 


.1409, 1457. .1516, 1769 


. .1832 










Seq. No. 


16946 




Seq. ID 


OJ990817_ 


11. 


9C09 


.C7 


Gene No. 


35729 




Strand 


+ 








Start 


480 




End 


1590 








Name 


OJ990817 11.9C09.C7.ol.gs 


Method 


GENSCAN 








Start 


480 




End 


1590 








GI 


none 




Score 


.47 








Exons 


480. . 


543, 1568. .1590 












Seq. No. 


16946 




Seq. ID 


OJ990817_ 


11. 


9C09 


,C7 


Gene No. 


35730 




Strand 


+ 








Start 


15966 




End 


19226 








Name 


OJ990 


817_11. 9C09.C7.o5.np 


Method 


AAT/NAP 








Start 


15966 




End 


19223 








GI 


5803259 


Score 


5314 








Exons 


15966 


..17228, 17324. .19223 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16946 




Seq. ID 


OJ990817_ 


11. 


9C09 


C7 


Gene No. 


35730 




Strand 


+ 








Start 


15966 




End 


19226 








Name 


OJ990 


317_11. 9C09.C7.o6.gs 


Method 


GENSCAN 








Start 


15966 




End 


19226 








GI 


none 




Score 


. 96 








Exons 


15966 


. . 16719, 16790. . 17228, 


17324. .19226 








Seq. No. 


16946 




Seq. ID 


OJ990817_ 


11. 


9C09, 


C7 


Gene No. 


35731 




Strand 


+ 








Start 


26087 




End 


30594 









17509 



Name 


OJ990817 11.9C09.C7.o7.np 


Method AAT/NAP 




26087 


End 28571 


GI 


5922623 


Score 217 


Exons 


26087. .26171, 26553 .. 26705, 


26873..26948, 28470.. 28571 


GI Descrip. 


(AP000492) hypothetical protein [Oryza sativa] 




gi t buiboob i odj i oMoDiyy . 1 1 


(ArUUUo/U) nypotnetxcal protexn 




[Oryza sativa] 




Seq. No. 


16946 


Seq. ID OJ990817_11.9C09.C7 


Gene No. 


35731 


Strand + 


C +- -J y-4- 

OLaiU 


26087 


End 30594 


Name 


OJ990817 11.9C09.C7.o8.np 


Method AAT/NAP 


Start 


27627 


End 30591 


GI 


5803260 


Score 3749 


Exons 


27627. .27862, 28050 .. 28747, 


28979. .29071, 29417.. 30591 


GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


16946 


Seq. ID OJ990817 11.9C09.C7 


Gene No. 


35731 


Strand + 


Start 


26087 


End 30594 


Name 


OJ990817 11.9C09.C7.o8.gs 


Method GENSCAN 


Start 


27660 


End 30594 


GI 


none 


Score .89 


Exons 


27660. .27862, 28050 .. 28747 , 


28979. .29071, 29417. .30594 



Seq. No. 16946 Seq. ID OJ990817_11 . 9C09 . C7 

Gene No. 35732 Strand 

Start 3463 End 5970 

Name OJ990817_11 . 9C09 . C7 . ol . np Method AAT/NAP 

Start 2473 End 3817 

GI 6630699 Score 86 

Exons 2473.. 2552, 3788.. 3817 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16946 
35732 
3463 

OJ990817 
3307 

74_1.R1084 
3307. .3684 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4108 

'5803256/dbj IBAA83566.il 2.0e-46 (AP000399) 
C98280 (C1391) , D15843 (C1391) correspond to a 
predicted gene; similar to OsENOD93a gene for 
(AB018375) [Oryza sativa] 1 



OJ990817 11.9C09.C7 



11.9C09.C7.o2.gp 



3779.. 3840, 3927. 



5970 
AAT/GAP 
4108 
1162 



ESTs 

region of the 
early nodulin 



Seq. No. 16946 

Gene No. 35732 

Start 3463 

Name OJ9908 17_1 1 . 9C09 . C7 . o2 . gs 

Start 3463 

GI none 
Exons 



Seq. ID OJ990817_11.9C09.C7 
Strand 

End 5970 

Method GENSCAN 

End 5970 

Score .76 



3463. .3684, 3779. .3840, 3927. .4008, 4946. .5050, 5575. .5722, 
5738. .5970 



17510 



Seq. No. 16946 Seq. ID 

Gene No. 35732 Strand 

Start 34 63 *-w - End 

Name OJ990817_11 . 9C09 . C7 . o2 . np Method 

Start 3466 End 

GI 5803256 Score 

Exons- 3466.. 3684, 3779.. 3840, 3927.. 3990 
GI ■ Descrip. 



OJ990817_11. 9C09.C7 

5970 
AAT/NAP 
3990 
521 



(AP000399) ESTs C98280 (C1391) , D15843 (C1391) correspond to a 
region of the predicted gene; similar to OsENOD93a gene for 
early nodulin (AB018375) [Oryza sativa] 



O n s*r Kin 

Seq. No. 


16946 


Seq. ID 


OJ9908 17 


Gene No. 


35733 


Strand 




Start 


6334 


End 


7144 


Name 


OJ990817 11.9C09.C7.o3.gp 


Method 


AAT/GAP 


Start 


6334 


End 


7144 


GI 


74 4.R1084 


Score 


1094 


Exons 


6334.. 6687, 6802.. 6863, 6974. 


.7144 




GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 8 . Oe- 


61 Oryza 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


16946 


Seq. ID 


OJ990817 


Gene No. , 


35733 


Strand 


- 


Start 


6334 


End 


7144 


Name 


OJ990817 11. 9C09.C7.o3.gs 


Method 


GENSCAN 


Start 


6466 


End- 


7040 


GI 


none 


Score 


.98 


Exons 


6466. .6687, 6802. .6863, 6974. 


.7040 




Seq. No. 


16946 


Seq. ID 


OJ990817 


Gene No. 


35733 


Strand 




Start 


6334 


End 


7144 


Name 


OJ990817 11. 9C09.C7.o3.np 


Method 


AAT/NAP 


Start 


6511 


End 


7142 


GI 


4809191 


Score 


605 


Exons 


6511. .6687, 6802. .6863, 6974. 


.7142 




GI Descrip. 


(AF140229) early nodulin [Oryza sativa 


] 


Seq. No. 


16946 


Seq. ID 


OJ990817 


Gene No. 


35734 


Strand 




Start 


10227 


End 


14804 


Name 


OJ990817 11.9C09.C7.o4.gp 


Method 


AAT/GAP 


Start 


10227 


End 


11068 


GI 


74 2.R1084 


Score 


1160 


Exons 


10227. . 10606, 10734. .10795, 10901.. 11068 


GI Descrip. 


•5803258/dbj IBAA83568.il 8 . Oe 


-50 (AP000399) EST 



corresponds to a region of the predicted gene; similar to 
OsENOD93a gene for early nodulin (AB01837.5) [Oryza sativa] ■ 



Seq. No. 16946 

Gene No. 35734 

Start 10227 

Name OJ990817_11 . 9C09 . C7 . o5 . gs 

Start 10385 

GI none 

Exons 10385. . 10606, 10734 .. 10795, 
14692. . 14804 



Seq. ID 

Strand 

End 

Method 

End' 

Score 



OJ990817_11.9C09.C7 

14804 
GENSCAN 
14804 
.52 



10901. .11005, 124 96. .12716, 



17511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16946 Seq. ID OJ990817_1 1 . 9C09 . C7 

35734 Strand 

10227 End 14804 

OJ990817_11. 9C09.C7.o4 . np Method AAT/NAP 

10388 End 10964 

5803258 Score 521 

10388. . 10606, 10734. .10795, 10901.. 10964 

(AP000399) EST AU077972 (C53511 ) corresponds to a region of the 
predicted gene; similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 

16946 Seq. ID OJ9908 17_11 . 9C09 . C7 

35735 Strand 

19234 End 19695 

OJ990817_11 . 9C09 . C7 . o5 . gp Method AAT/GAP 

19234 End 19695 

2428323 Score 854 

19234. .19695 

5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 16946 

Gene No. 35736 

Start 19855 

Name OJ990817_11 . 9C09 . C7 . o7 . gs 

Start 19855 

GI none 

Exons 19855. .22780, 22891 
24840. .26027, 26084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 11.9C09.C7 



23582, 23646, 
26290, 26532. 



26618 
GENSCAN 
26618 
.5 

23998, 24029. 
26618 



.24755, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16946 Seq. ID 

35736 Strand 
19855 End 
OJ990817_11 . 9C09 . C7 . 06 . np Method 
19858 End 
6498441 Score 

19858. .20139, 20233 .. 21630, 21802 

22891. .23025, 23209 .. 23582 , 23646 



OJ990817 11.9C09.C7 



26618 
AAT/NAP 
25504 
6858 

22182, 22375. .22717, 
24109, 24440.. 25504 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



16946 
35737 
28334 

OJ990817_11. 9C09.C7.o3.tm 
3461 



OJ990817 11.9C09.C7 



none 
3461. 
3928. 
6469. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3682, 3463. .3684, 3463. .3684, 3785. .3841, 3928. .3987, 
3987, 6435. .6563, 6458. .6685, 6466. .6687, 6467. .6685, 
6714, 6976. .7041, 6977. .7039, 10385 .. 10615, 10386 .'. 10604 , 



36142 

TBLASTX: Maize 

10958 

281 



10902. .10958, 10907. .10957 



Seq. No. 
Gene No. 
Start 



16946 
35737 
28334 



Seq. ID 

Strand 

End 



OJ990817 11.9C09.C7 



36142 



17512 




Name 


OJ990817 11.9C09.C7 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


6486 






End 


29952 




GI 


none 






Score 


316 




Exons 


6486. . 


6563, 29596.. 


29877, 29596. .29877, 29911.. 29952 




Seq. No. 


.16946 






Seq. ID 


OJ990817_11.9C09 


C7 


Gene No. 


35737 






Strand 






jtait 


28334 






End 


36142 




Name 


OJ990817 11.9C09.C7 




Method 


TBLASTX: Wheat 




Start 


19867 






End 


20469 




GI 


none 






Score 


81 




Exons 


19867. 


.19992, 19871 


. .19993, 


20173. .20469, 20186 .. 20329, 






20366. 


.20464, 20394 


* • lut U J 








Seq. No. 


16946 






Seq. ID 


OJ990817_11.9C09 


C7 




35737 






Strand 






Start 


28334 






End 


36142 




Name 


OJ990817 11.9C09.C7 


. 04 . tw 


Method 


TBLASTX: Wheat 




Start 


20470 






End 


20851 




GI 


none 






Score 


163 




Exons 


20470. 


.20850, 20501 




20795. .20851 




Seq. No. 


16946 






oeq. ±u 




C7 


:- "e bene lno . 


35737 






oirana 






Start 


28334 






r nr i 
CjUU 


^ £ 1 A O 




Name 


OJ990817 11.9C09.C7 


. o4 . tm 


Method 


rpDT 7\ O TV . M -! ^ ^ 

i a iiAb 1 a : Ma i z e 




^ n Start 


20680 






End 


20988 




rU GI 


none 






Score 


198 




j;i Exons 


20680. 


.20988, 20681 


• . U .7 U Zf 








hi 

] ! S Seq. No. 


16946 






Seq. ID 


OJ990817_11.9C09. 


C7 


bene lno . 


35737 






Strand 






i'Ll Start 


28334 






End 


36142 




;= Name 


OJ990817 11.9C09.C7 




Method 


TBLASTX: Wheat 




ri Start 


21181 






End 


21493 




Q GI 


none 






Score 


61 




Lj " Exons 


21181. 


.21441, 21317 


. .21493 








! *=? Seq. No. 


16946 






Seq. ID 


OJ990817_11.9C09. 


C7 


Q Gene No. 


35737 






Strand 






I s K § Start 


28334 






End 


36142 




Name 


OJ990817 11.9C09.C7 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


21241 






End 


21807 




GI 


5666795 




Score 


68 




Exons 


21241. 


.21441, 21496 


. .21633, 


21709. .218 


107 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


16946 






Seq. ID 


OJ990817_11. 9C09. 


C7 


Gene No. 


35737 






Strand 






Of- a >~4- 


28334 






End 


' 36142 




Name 


OJ990817 11.9C09.C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21496 






End 


21930 




GI 


none 






Score 


88 




Exons 


21496. 


.21645, 21497 


. .21634, 


21499. .21636, 21679 .. 21930, 






21689. 


.21910, 21733 


. .21930 








Seq. No. 


16946 






Seq. ID 


OJ990817_11. 9C09. 


C7 



17513 




Gene No. 


JJ / J / 






Strand 






Start 


28334 






End 


36142 




Name 


OJ9908 


17_11.9C09.C7 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


22555 






End 


22925 




GI 


none 






Score 


83 




Exons 


22555. 


.22785, 22782 


. .22925, 


22783. .22908 




_ 

Seq. No. 


16946 






Seq. ID 


OJ990817_11.9C09 


.C7 


Gene No. 


35737 






Strand 






Of -a yf 








End 


36142 




Name 


OJ9908 


17_11.9C09.C7 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


22585 






End 


23004 




GI 


none 






Score 


119 




Exons 


22585. 


.22791, 22592 


. .22765, 


22773. .23003, 22782 .. 22901 , 






22783. 


.23004 










Seq. No. 


16946 






Seq. ID 


OJ990817_11.9C09 


.C7 


bene no. 








Strand 


- 




Start 


28334 






End 


36142 




Name 


OJ9908 


17_11.9C09.C7 


.06. tm 




1 DLHO 1 A . Lxiai ze 




Start 


22678 






. End 


23061 




GI 


none 






Score 


194 




Exons 


22678. 


.22788, 22782 


. .23060, 


22783. .230 


61 




Seq. No. 


16946 






Seq. ID 


OJ990817JL1.. 9C09 


.C7 


Gene No . 


JJ / J / 






Strand 


- 




Start 


28334 






■End 


36142 




Name 


OJ9908 


17_11. 9C09.C7 


. o2.tm 




1 0 LnO 1 A . L\lci J_ Z. fc! 




Start 


23088 






End 


23444 




GI 


-. none 






Score 


114 




Exons 


23088. 


.23393, 23088 


. .23444, 


23098. .234 


09 




Seq. No. 


16946 






Seq. ID 


OJ990817_11. 9C09 


.C7 


Gene No . 


JJ / J / 






Strand 


- 




Start 


28334 






End 


36142 




Name 


OJ9908 


17_11. 9C09.C7 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


23112 






End 


23574 




GI 


none 






Score 


222 




Exons 


23112. 


.23573, 23118 


. .23573, 


23119. .235 


74 




Seq. No. 


16946 






Seq. ID 


OJ990817_11.9C09 


.C7 


bene no . 


J J / J / 






Strand 






Start 


28334 






End 


36142 




Name 


OJ9908 


17_11. 9C09.C7' 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


23169 






End 


23534 




GI 


none 






Score 


118 




Exons 


"23169. 


.23303, 23310 


. .23534 








Seq. No. 


16946 






Seq. ID 


OJ990817_U.9C09 


.C7 


Gene No . 


J J / J / 






'Strand 






Start 


28334 






End 


36142 




Name 


OJ9908 


17_11. 9C09.C7 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


23739 






End 


24225 




GI 


none 






Score 


74 




Exons 


23739. 


.24224, 23766 


. .23960, 


23770. .24030, 24052.. 24225 




Seq. No. 


16946 






Seq. ID 


OJ990817_11.9C09 


.C7 



17514 



Gene No. 35737 

Start 28334 

Name OJ990817_1 1 . 9C09 . C7 . o7 . tw 

Start 24963 

GI none 

Exons 24963. .25220, 24 997 .. 25236, 
25308. .25355 



Strand 
End 

Method 

End 

Score 



36142 

TBLASTX: Wheat 

25355 

96 



25203. .25301, 25204 .. 25296, 



Seq. No. 16946 Seq. ID 

Gene No. 35737 Strand 

Start 28334 End 

Name OJ990817_11 . 9C09 . C7 . o7 . tm Method 

Start 25065 End 

GI none Score 

Exons 25065. .25313, 25066 .. 25350 " 



OJ990817_11. 9C09.C7 
36142 

TBLASTX: Maize 

25350 

107 



Seq. No. 16946 Seq. ID 

Gene No. 35737 Strand 

Start ' 28334 End 

Name OJ9908 17_11 . 9C09 . C7 . ol . tc Method 

Start 27750 . End 

GI none Score 
Exons 



OJ990817_11. 9C09.C7 
36142 

TBLASTX: Cress 

30219 

82 



27750. .27812, 28201 .. 28263, 28336 .. 28629, 28651 .. 28755, 
29572. .29880, 2 9635 .. 2 9850, 29733 .. 29864 , 29910 .. 30215, 
29911. .30219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46946 
35737 
28334 
OJ990817 
28334 
119111 

28334. .28385, 



OJ990817 11.9C09.C7 



Seq. ID 
Strand 

End 36142 
Method AAT/NAP 
End 32521 
Score 40 
31142. .31237, 32499.. 32521 
EBNA-2 NUCLEAR PROTEIN gi | 1083964 | pir || S424 42 EBNA2 protein - 
human herpesvirus 4 gi | 1632787 | emb | CAA24877 . 1 | (V01555) BYRF1 , 
encodes EBNA-2 (Dambaugh et al, 1984; Dillner et al, 1984) 
[Human herpesvirus 4] 



_11.9C09.C7.o9.np 



31053. .31102, 



Seq. No. 16946 Seq. ID 

Gene No. 35737 Strand 

Start 28334 End 

Name OJ990817_11 . 9C09 . C7 . ol . ts Method 

Start 29563 End 

GI none Score 

Exons 29563. .29706, 29733 .. 29864 , 29734 .. 2988 6, 29908 .. 3021 9, 
29910.. 30218 



OJ990817_11. 9C09.C7 
36142 

TBLASTX : Soybean 
30219 
106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16946 
35737 
28334 

OJ9908 17_1 1 . 9C0 9 . C7 . ol . tm 

29575 

none 



Seq. ID OJ990817_11. 9C09.C7 
Strand 
End 

Method 
End 
Score 



36142 

TBLASTX: Maize 

30447 

338 



29575. .29889, 2 9577 .. 29621, 29581 .. 29862, 29694 .. 298 94 , 
29904. .30212, 29905 .. 30213, 30346. .30447 



Seq. No*. 



16946 



Seq. ID OJ990817_11. 9C09.C7 



17515 



bene wo . 


"3 c: *7 o n 


C4- v. — n — 1 

btrana 






Start 


28334 


End 


36142 




Name 


OJ990817 11.9C09.C7.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


29953 


End 


30219 




GI 


none 


Score 


186 




Exons 


29953. : 30219, 30087. .30206 








Seq. No. 


16946 


Seq. ID 


OJ990817_11.9C09 


.C7 


Gene No. 


35737 


Strand 






Start 


28334 


End 


36142 




Name 


OJ990817 11. 9C09.C7.o6.gp 


Method 


AAT/GAP 




Start 


30318 


End 


31281 




GI 


uC-osflcyp035f02bl 


Score 


694 




Exons 


30318. .30570, 31170. .31281 








GI Descrip. 


1 5803242/dbj I AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 f 






Seq. No. 


16946 


Seq. ID 


OJ990817_11.9C09 


.C7 


Gene No. 


35737 


Strand 






Start 


28334 


End 


36142 




Name 


OJ990817 11. 9C09.C7.o8.gp 


Method 


AAT/GAP 






32131 


End 


32637 




GI 


LIB34 7.5-002-P1-K2-B2 


Score 


992 




Exons 


32131. .32637 








GI Descrip. 


■ 58032 61/dbj | BAA83571.il 7. 


Oe-89 '-(AP000399) similar to 






Arabidopsis thaliana chromosome II BAC 


T19L18; unknown prote 




(AC004747) [Oryza sativa] 1 








Seq. No. 


16946 


Seq. ID 


OJ990817JL1.9C09 


.C7 


Gene No. 


35737 


Strand 






OLalt 


28334 


End 


36142 




Name 


OJ990817 11.9C09.C7.o9.gs 


Method 


GEN SCAN 




Start 


32175 


End 


34993 




GI 


none 


Score 


.49 




Exons 


32175. .32329, 324 66 . . 3274 1 , 


32757. .33159, 33273 33324 , 






34009. .34577, 34733. .34993 








Seq. No/ 


16946 


Seq. ID 


OJ990817_11.9C09 


.C7 


Gene No. 


35737 


Strand 






Start 


28334 


End 


36142 




Name 


OJ990817 11.9C09.C7.ol0.np 


Method 


AAT/NAP 




Start 


32178 


End 


36142 




GI 


5803261 


Score 


3420 




Exons 


32178. .33159, 33273 .. 33324 , 


34009. .35033, 36106.. 36142 




GI Descrip. 


(AP000399) similar to Arabidopsis thaliana chromosome II BAC 




T19L18; unknown protein (AC004747) [Oryza sativa] 




Seq. No. 


16946 


Seq. ID 


OJ990817_11.9C09 


.C7 . 


Gene No. 


35737 


Strand 








28334 


End 


36142 




Name 


OJ990817 11.9C09.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


32683 


End 


33078 




GI 


none 


Score 


155 




Exons 


32683. .32832, 32684 32827, 


32701. .32829, 32833. .32961, 






32842. .32952, 32908 .. 33078, 


32971. .3307 


8 




Seq. No. 


16947 


Seq. ID 


OJ990817JL1. 9C09 


.C8 



17516 



Gene No. 


35738 


Strand 


+ 






Start 


211 


End 


1357 






Name 


OJ990817 11.9C09.C8.ol.gs 


Method 


GENSCAN 






Start 


211 


End 


1357 






GI 


none 


Score 


. 97 






Exons 


211. .255, 1043. .1357 










Seq. No. 


16947 


Seq. ID 


OJ990817_ 


11.9C09, 


.C8 


Gene No. 


35738 


Strand 


+ 






Start 


211 


End 


1357 






Name 


OJ990817 11.9C09.C8.ol.np 


Method 


AAT/NAP 






Start 


1021 


End 


1354 






GI 


5803262 


Score 


344 






Exons 


1021. .1051, 1173. .1354 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


16947 


Seq. ID 


OJ990817_ 


11.9C09, 


.C8 


Gene No. 


35739 


Strand 


+ 






Start 


8922 


End 


11406 






Name 


OJ990817 11.9C09.C8.o3.gs 


Method 


GENSCAN 






Start 


8922 


End 


11406 






GI 


none 


Score 


.88 






Exons 


8922.. 9128, 9205.. 9397, 9630.. 9735, 9981.. 10170, 


10495. . 


.10680, 




107 62. .10845, 11230. .114 06 










Seq. No. 


16947 


Seq. ID 


OJ990817_ 


11. 9C09, 


.C8 


Gene No. 


35739 


Strand 


+ 






Start 


8922 


End 


11406 






Name 


OJ990817 11.9C09.C8.o4.np 


Method 


AAT/NAP 






Start 


8922 


End 


11403 






GI 


5803265 


Score 


1808 






Exons 


8922. .9128, 9205. .9397, 9630. .9735, 9981. .10170, 


10495. . 


.10680, 




10762. . 10845, 11230. .11403 










GI Descrip. 


(AP000399) similar to protein arginine 


N-methyl 


transferase 1 




(Q63009) [Oryza sativa] 










Seq. No. 


16947 


Seq. ID 


OJ990817_ 


11. 9C09, 


.C8 


Gene No. 


35740 


Strand 


+ 






Start 


16592 


End 


20305 






Name 


OJ990817 11.9C09.C8.o5.gs 


Method 


GENSCAN 






Start 


16592 


End 


20249 






GI 


none 


Score 


.84 






Exons 


16592. . 17063, 17392 17543, 


17886. .18002, 18863. 


.18946, 






19044. .19232, 19902 19928 , 


20124 . .20249 






Seq. No. 


16947 


Seq. ID 


OJ990817_ 


11. 9C09, 


.C8 


Gene No. 


35740 ■ 


Strand 


+ 






Start 


16592 


End 


20305 






Name - } 


OJ990817 11. 9C09.C8 .o6.gp 


Method 


AAT/GAP 






Start 


17894 


End 


20305 






GI 


56 1.R1084 


Score 


1534 






Exons 


17894. .18002, 18863 .. 18946, 


19044 19232, 19413. 


.19585, 






19735. .19808, 19902 .. 19928, 


19999. .20022, 20124. 


.20305 




GI Descrip. 


1 5803272/dbj | BAA83582.il 3. 


Oe-69 (AP000399) ESTs 







AU055950 (S20175) ,C73125 (E2952) , AU055951 (S20175) 
region of the predicted gene; similar to acyl-ACP 
(U92878) [Oryza sativa]' 



correspond to 
thioesterase 



17517 



Seq. No. 16947 

Gene No. 35740 

Start 16592 

Name 0 J9908 17_1 1 . 9C09 . C8 . 06 . np 

Start 17931 

GI 5803267 

Exons 17931. . 18002, 
19735. .19808, 

GI Descrip. 



Seq. ID OJ990817_11.9C09.C8 
Strand + 
End 20305 
Method AAT/NAP 
End 20246 
Score 1136 
19044. . 19232, 19413. .19585, 
20124. .20246 

(AP000399) ESTs C26547 (C12563) , AU077 938 (C12563 ) correspond to a 
region of the predicted gene; similar to iron-superoxide 
dismutase (AB014056) [Oryza sativa] 



18863. 
19960. 



18946, 
20022, 



Seq. No. 16947 Seq. ID OJ990817_11 . 9C09 . C8 

Gene No. 35741 Strand 

Start 2553 End 7743 

Name OJ990817_11 . 9C09 . C8 . ol . gp Method AAT/GAP 

Start 2525 End 2976 

GI 5455578 Score 842 

Exons 2525.. 2976 

GI Descrip. 5803263/dbj | BAA83573 . 1 | 3.0e-09 (AP000399) similar to 

serine/threonine-specif ic protein kinase PK10 precursor 
(AL021811) [Oryza sativa] 



Seq. No. 16947 " Seq. ID 

Gene No. 35741 Strand 

Start 2553 End 

Name OJ990817_11 . 9C09 . C8 . o2 . gs Method 

Start - ■ 2553 End 

GI none Score 

Exons 2553.. 2737, 2826.. 3238, 3321.. 4232, 4936 

7199. .7249, 7340. .7425, 7524. .7635 



OJ990817 11.9C09.C8 



7743 
GENSCAN 
7635 



4960, 5577. .5643, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16947 Seq. ID OJ990817_11 . 9C09 . C8 

35741 . Strand 

2553 End 7743 

OJ9908 17_11 . 9C09 . C8 . o2 . np Method AAT/NAP 

2772 End 4215 

5803263 Score 2335 

2772. .4145, 4175. .4215 

(AP000399) similar to serine/threonine-specif ic protein kinase 

PK10 precursor (AL021811) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 11.9C09.C8 



7743 
AAT/GAP 
7743 
1390 



Seq. No. 16947 
Gene No. 35741 
Start 2553 

Name OJ990817JL1 . 9C09 . C8 . o2 . gp 

Start 4939 
GI 92846_1.R1084 

Exons 4939.. 5208, 5344.. 5423, 5577. 

7524. .7743 

GI Descrip. ' 58032 64 /dbj | BAA83574 . 1 | 1.0e-76 (AP000399) ESTs 

AU057456(S21460) , AU057455 (S21460) correspond to a region of the 
predicted gene; similar to cytochrome c oxidase subunit Vb 
precursor (D85381) [Oryza sativa] ' 



,5643, 7199. .7249, 7340. .7425, 



Seq. No. 



16947 



Seq. ID OJ990817_11. 9C09.C8 



17518 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35741 
2553 

OJ990817_11.9C09.C8.o3.np 



Strand 
End 

Method 
End 
Score 

.5423, 5577. .5643, 



7743 
AAT/NAP 
7635 
693 

7199. .7249, 7340. .7425, 



5143 
5803264 

5143.. 5208, 5344, 
7524 . .7635 

(AP000399) ESTs AU057456 (S21460) , AU057455 (S214 60) correspond to 
a region of the predicted gene; similar to cytochrome c oxidase 
subunit Vb precursor (D85381) [Oryza sativa] 



Seq. No. 


16947 








Seq. ID 


OJ990817_11.9C09.C8 


Gene No. 


35742 








Strand 




Start 


12008 








End 


17622 


Name 


OJ990817 11 


.9C09 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2967 








End 


3820 


GI 


none 








Score 


142 


Exons 


2967 . . 3038, 


3227 


. . 3649, 


3644 . 


.3820 




Seq. No. 


16947 








Seq. ID 


OJ990817_11.9C09.C8 


Gene No. 


35742 








Strand 




Start 


12008 








End 


17622 


Name 


OJ990817 11 


. 9C09, 


,C8.o4 . 


tm 


Method 


TBLASTX: Maize 


Start - 


3227 








End 


3868 


GI 


none 








Score 


53 


Exons 


3227 . . 3538, 


3228 , 


. .3284, 


3360. 


.3482, 3590. .3622, 3647. .3868 


Seq. No. 


16947 








Seq. ID 


OJ990817_11. 9C09.C8 


Gene No. 


35742 








'Strand 




Start 


12008 








End 


17622 


Name 


OJ990817 11 


.9C09. 


,C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3233 








End 


3820 


GI 


none 








Score 


108 


Exons 


3233. .3538, 


3578. 


, .3625, 


3650. 


.3820 




Seq. No. 


16947 








Seq. ID 


OJ990817_11. 9C09.C8 


Gene- No. 


35742 








Strand 




Start 


12008 








End 


17622 


Name 


OJ990817 11 


.9C09. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3362 








End 


3709 


GI 


none 








Score 


69 


Exons 


3362. .3538, 


3381. 


.3482, 


3563. 


.3628, 3647.. 3709 


Seq. No. 


16947 








Seq. ID 


OJ990817_11. 9C09.C8 


Gene No. 


35742 








Strand 




Start 


12008 








End 


17622 


Name 


OJ990817 11. 


.9C09. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8981 








End 


9709 


GI 


none 








Score 


212 


Exons 


8981. .9139, 


8988. 


.9128, 


9202. , 


.9402, 9207. .9401, 9628. .9702, 



9629. .9706, 9629. .9709 



Seq. No. 16947 Seq. ID 

Gene No. 35742 Strand 

Start 12008 End 

Name OJ990817_11 . 9C09 . C8 . ol . ts Method 

Start 8981 End 



OJ990817_11. 9C09.C8 
17622 

TBLASTX: Soybean 
10089 



17519 



GI 

Exons 



none Score 197 

8981. .9139, 8988. .9128, 9202. .9402, 9207. .9401, 9613. .9738, 
9629. .9736, 9972. .10088, 9973. .10089 



Seq. No. 16947 

Gene No. 35742 

Start 12008 

Name OJ990817_11 . 9C09 . C8 . ol . tm 

Start 8987 

GI none 

Exons 8987.. 9139, 8988.. 9131, 9202, 
9628.. 9690, 9629.. 9688 



OJ990817_11.9C09.C8 
17 622 

TBLASTX: Maize 

9690 

251 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9402, 9202.. 9402, 9203.. 9403, 



Seq. No. 16947 

Gene No. 35742 

Start 12008 

Name OJ990817_11 . 9C09 . C8 . o4 . ts 

Start 10090 

GI none 

Exons 10090. .10179, 104 88 10703, 
10756. .10857, 11227 11406, 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



OJ990817 11.9C09.C8 



17622 

TBLASTX : Soybean 
11406 
83 

10489. .10680, 10755. . 10856, 
11229. . 11405 



Seq. No. 16947 
Gene No. 35742 
Start 12008 

Name OJ990817_11 . 9C09 . C8 . o5 . tm 

Start 10489 
GI none 

Exons 10489. .10632, 104 90 10585, 

' 10639. .10680, 10651. .10686, 
10762. -.10857, 11197 .. 11415, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10494 

10755 



OJ990817 11.9C09.C8 



17622 

TBLASTX: Maize 
11423 
215 

10649, 10638 
10853, 10756 



11227. .11415, 11229. 



10679, 
10857, 
11423 



Seq. No. 16947 

Gene No. 35742 

Start 12008 

Name OJ990817_11 . 9C09 . C8 . o3 . gp 

Start. 12008 

GI "' 4706_1.R1084 

Exons 12008. . 12633, 12815 13099, 

GI Descrip. ' 5803266/dbj | BAA83576 . 1 | 5.0e-47 
AU078063(S154 96) ,C97608 (C60475) , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 11.9C09.C8 



17622 
AAT/GAP 
13385 
1758 
13312. . 13385 

(AP000399) ESTs 
C28255 (C60475) correspond 



to a 



region of the predicted gene; 
(Y15782) [Oryza sativa] V 



similar to plastid transketolase 2 



Seq. No. 16947 Seq. ID 

Gene No. 35742 Strand 

Start 12008 End 

Name OJ990817_11 . 9C09 . C8 . o4 . gs Method 

Start 12335 End 

GI none Score 

Exons 12335. . 12581, 12 608 .. 12633, 12815 

13840. . 14144, 14604. .14883, 15232 



OJ990817 11.9C09.C8 



17622 
GENSCAN 
15429 
.86 

13099, 13312. .13590, 
15429 



Seq. No. 
Gene No. 
Start 
Name 



16947 
35742 
12008 
OJ990817 



11.9C09.C8.o7.ts 



Seq. ID 

Strand 

End 

Method 



OJ990817_11.9C09.C8 
17622 

TBLASTX: Soybean 



17520 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12481 
none 



End 
Score 



13048 
147 



12481. .12651, 12809. .13048, 12816.. 13046 



16947 
35742 
12008 

OJ990817_11 . 9C09 . C8 . o3 . tc 
12529 
none 
12529. 
12822. 
13838. 
15233. 
16041. 
16571. 



,12663, 12530. .12565, 

.13100, 13342. .13593, 

,14074, 14657. .14866, 

.15301, 15328. .15501, 

.16184, 16312. .16401, 
,16672 



Seq. ID OJ990817_11. 9C09.C8 
Strand 

End . 17622 < 

Method TBLASTX : Cress 

End 16672 

Score 64 
12574. .12651, 12809 .. 13114 , 
1334 9. .13594, 13837. .14115, 
14659. . 14916, 15232 15306, 
15329. .15502, 16040. .16198, 
16317. .16394, 16323. .16484, 



Seq. No. 16947 
Gene No. 35742 
Start 12008 

Name OJ990817_11 . 9C09 . C8 . o7 . tm 

Start 12574 
GI none 
Exons 12574 . 

13546. 

14659. 



,12651, 12797. .12994, 
,13593, 13837. .14088, 
,14883 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12809. .13012, 
13853. .13969, 



OJ990817 11.9C09.C8 



17622 

TBLASTX: Maize 
14883 
85 

12822. .13013, 
14657. .14866, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16947 Seq. ID 

35742 Strand 
12008 End 
OJ9908 17_11 . 9C09 . C8 . o5 . np Method 
12806 End 
5803266 Score 
12806. .13099, 13312 13590, 13840. 
15232. .15500, 16045 16195, 16317. 
(AP000399) ESTs AU078063 { S154 96) , C97 608 
correspond to a region of the predicted 
transketolase 2 (Y15782) [Oryza sativa] 



OJ990817 11.9C09.C8 



17622 
AAT/NAP 
16711 
3052 
14144, 14604. 
16481, 16571, 
C60475) , 



.14883, 
.16711 

C28255 (C60475) 



gene; similar to plastid 



16947 
35742 
12008 

OJ990817_11 .9C09.C8.o3. tm 

13016 

none 

13016. .13114, 13017. .13100, 
13313. .13543 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_11.9C09.C8 
17622 

TBLASTX: Maize 

13543 

133 



13033. .13122, 13309. .13542, 



Seq. No. 16947 Seq. ID 

Gene No. 35742 Strand 

Start 12008 End 

Name OJ990817_11 . 9C09 . C8 . o3 . ts Method 

Start 13049 End 

GI none Score 

Exons 13049. .13114, 13050 .. 13115, 13309 

13334. .13624, 13837 .. 14091 , 13838 



13593, 
14089 



OJ990817_11.9C09.C8 
17622 

TBLASTX : Soybean 

14091 

62 

13319. .13594, 



17521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16947 Seq. ID OJ990817_11 . 9C09 . C8 

35742 Strand 

12008 End 17622 

OJ990817_11 . 9C09.C8.o4.gp Method AAT/GAP 

13849 End 14073 

uC-osflcypll2g02bl Score 415 

13849.. 14073 

, 5803266/dbj IBAA83576.il 2.0e-32 (AP000399) ESTs 

AU078063(S15496) ,C97608 (C60475) , C28255 (C60475) correspond to a 
region of the predicted gene; similar to plastid transketolase 2 
(Y15782) [Oryza sativa] 1 



Seq. No. 16947 

Gene No. 35742 

Start 12008 

Name OJ9908 17_11 . 9C09 . C8 . o5 . ts 

Start 14650 

GI none 

Exons 14650. .14859, 14 660 .. 14860, 
15217. .15414, 15232. .15426, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 11.9C09.C8 



17622 

TBLASTX : Soybean 
15427 
267 

14721. .14 8 61, 1477 6. .14 862, 
15236. .15427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16947 Seq. ID OJ990817_11 . 9C09 . C8 

35742 Strand 

12008 End ,17622 

OJ990817_ll.9C09.C8.o5.gp Method AAT/GAP 

15397 End 17622' 

33343JL.R1084 Score 1671 

15397. .15500, 16045 .. 16195, 16317 . .16481, 16571 .. 16690, 

16927. .17118, 174 64. .17 622 

, 5803266/dbj IBAA83576.il 1.0e-59 (AP000399) ESTs 

AU078063(S15496),C97608 (C60475) , C28255 (C60475 ) correspond to a 
region of the predicted gene; similar to plastid transketolase 2 
(Y15782) [Oryza sativa] » 



Seq. No. 16947 

Gene No. 35742 

Start 12008 

Name OJ990817_11 . 9C09 . C8 . 06 . ts 

Start 15439 

GI none 

Exons 15439. . 15501, 
16314. .16460, 



15446. .15502, 
16315. .16395, 



Seq. ID OJ990817_11.9C09.C8 
Strand 

End 17622 

Method TBLASTX : Soybean 

End 16651 

Score 62 
1604 0. .16204, 16041. . 16202, 
16317. .164 60, 16511. .16651 



Seq. No. 16947 
Gene No. 35742 
Start 12008 

Name O J9 9 0 8 1 7_1 1 . 9C0 9 . C8 . o2 . tm 

Start 15451 
GI none 

Exons 15451. .15501, 154 52 15502 , 

16044. .16202, 16045 .. 16206, 
16317. .16493, 16563 .. 16628 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16040 

16312 



OJ990817 11.9C09.C8 



17622 

TBLASTX: Maize 
16641 

66 .. 
16192, 16041. .16199, 
16488, 16312. .16482, 



16570. .16641, 16571. .16639 



Seq. No. 16947 Seq. ID 

Gene No. 35743 Strand 

Start 17916 End 

Name OJ990817 11 . 9C09 . C8 . 06 . tm Method 



OJ990817_11.9C09.C8 

19620 

TBLASTX: Maize 



17522 



Start 


1 ^ A 1 C 

1 /91o 


End 


19620 




GI 


none 


Score 


64 




Exons 


17916. .17 984, 18826. .1894 8, 


18827. .18946, 19036 


. .19155, 




19042. .19155, 19043. .19165, 


19044. .19166, 19044 


. .19166, 




19153. .19194, 19157. .19213, 


19158. . 19199, 19422 


. .19436, 




19428. .19595, 194 31. .19601, 


19438. .19608, 19594 


. .19620 


Seq. No." 


16947 


Seq. ID 


OJ990817 


_11.9C09 


Gene No. 


35743 


Strand 






Start 


1791o 


End 


19620 




Name 


OJ990817 11.9C09.C8.o4.tc 


Method 


TBLASTX: 


Cress 


Start 


18854 


End 


19235 




GI 


none 


Score 


75 




Exons 


18854. .18946, 18880 .. 18 936, 


19043. . 19135, 19044 


. . 19136, 




19145. . 19231, 19152. . 19235 








Seq. No. 


16947 


Seq. ID 


OJ990817 


__11.9C09 


Gene No. 




Strand 






Start 


19999 


End 


20249 




Name 


OJ990817 11.9C09.C8.o8.tm 


Method 


TBLASTX: 


Maize 


Start 


19999 


End 


20249 




GI 


none 


Score 


48 




Exons 


19999. .20022, 20106 .. 2024 9, 


20121. .20240, 20123 


. .20245 


Seq. No. 


16948 


Seq. ID 


OJ990817 


_11.9C09 


Gene No. 


35745 


Strand 






Start 


590 


End 


1650 




Name 


OJ990817 11.9C09.C9.ol.gp 


Method 


AAT/GAP 




Start 


590 


End 


1650 




GI 


14286 1.R1084 


Score 


894 




Exons 


590. .905, 1476. .1650 








GI Descrip. 


'5803242/dbj | AP000399 . 1 | AP000399 1 . Oe- 


171 Oryza 


sativa 




DNA, chromosome 6, clone : P0535G04 ' 






Seq. No. 


16948 


Seq. ID 


OJ990817 


JL1.9C09 


Gene No. 


35746 


Strand 






Start 


2731 


End 


5118 




Name ■ 


OJ990817 11. 9C09.C9.o2.gs 


Method 


GENSCAN 




S&art 


2731 


End 


5118 




GI 


none 


Score 


.58 




Exons 


2731. .2880, 3036. .3150, 4329 


. .4421, 4922. .5118 




Seq. No. 


16948 


Seq. ID 


OJ990817 


_11. 9C09 


Gene No. 


35746 


Strand 






o tart 


2731 


End 


5118 




Name 


OJ990817 11. 9C09.C9.ol.np 


Method 


AAT/NAP 




Start 


2734 


End 


5118 




GI 


5803269 


Score 


861 




Exons 


2734. .2880, 3036.. 3150, 4329 


. .4421, 4922. .5118 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16949 


Seq. ID 


OJ990817_ 


_11. 9C09 


Gene No. 


35747 


Strand 


+ 




Start 


1713 


End 


4748 




Name 


OJ990817 11.9C09.C10.ol.np 


Method 


AAT/NAP 




Start 


1713 


End 


4748 




GI 


5803270 


Score 


1004 





17523 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1713. .1870, 1948. .2091, 2587. .2684, 2799. .2900, 4452. .4520, 
4678. . 4748 

(AP000399) hypothetical protein [Oryza sativa] 



16949 
35748 
6389 

OJ990817_11. 9C09.C10.o3.gs 

6389 

none 



Seq. ID OJ990817 11.9C09.C10 



Strand 
End 

Method 

End 

Score 



+ 

11746 
GENSCAN 
11746 
.45 



6389. .6425, 7587. .7750, 7884. .7900, 8694. .9264, 9365. .9498, 
10738. .10851, 10956. . 11142, 11236 .. 11304 , 11480. .11746 



Seq. No. 16949 Seq. ID 

Gene No. 35748 Strand 

Start 6389 End 

Name OJ990817_11 . 9C09 . C10 . o2 . gp Method 

Start 7620 End 

GI 76525_1 .R1084 Score 

Exons 7620.. 7750, 8694.. 9122 

GI Descrip. * 5803272/dbj I BAA83582 . 1 | 4.0e-32 (AP000399) ESTs 

AU055950 (S20175) , C73125 (E2952) , AU055951 ( S20175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa] 1 



OJ990817_11.9C09.C10 
+ 

11746 
AAT/GAP 
9122 
1051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16949 Seq. ID 

35748 Strand 
6389 End 
OJ990817_11. 9C09.C10.o4.np Method 
8752 End 
5803272 Score 
8752. .9264, 9365.-9498, 10738 .. 10851 , 
11236. . 11304, 11480. .11743 

(AP000399) ESTs AU055950 (S20175) , C7 3125 (E2 952) , AU055951 (S20175) 
correspond to a region of the predicted gene; similar to 
acyl-ACP thioesterase (U92878) [Oryza sativa] 



OJ990817_11.9C09.C10 
+ 

11746 
AAT/NAP 
11743 
2085 
10956. .11142, 



16949 
35748 
6389 

OJ990817_11. 9C09.C10.o3.gp 

10966 

2428662 

10966. . 11142, 11236. .11304, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11480. .11622 

5803272/dbj | BAA83582. 1 | 3.0e-69 (AP000399) ESTs 

AU055950(S20175),C73125(E2952), AU055951 ( S20175 ) correspond to a 
region of the predicted gene; similar to acyl-ACP thioesterase 
(U92878) [Oryza sativa] 



OJ990817_11.9C09.C10 
+ 

11746 
AAT/GAP 
11622 
714 



Seq. No. 16949 Seq. ID 

Gene No. 3574 9 Strand 

Start 11695 End 

Name OJ990817_11 . 9C09 . C10 . o4 . gp Method 

Start 11695 End 

GI 90269_1.R1084 Score 

Exons 11695. . 11924 

GI Descrip. 1 5803242/dbj I AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 



OJ990817_11. 9C09.C10 
+ 

11924 
AAT/GAP 
11924 
431 



17524 



DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


16949 


Seq. ID 


OJ990817 


_11.9C09.C10 


Gene No. 


35750 


Strand 






Start 


4062 


End 


4142 




Name 


OJ990817 11.9C09. 


.C10.ol.gp Method 


AAT/GAP 




Start 


4062 


End 


4142 




GI 


LIB3477-003-P1-K1-E9 Score 


128 




Exons 


4062. .4142 








GI Descrip. 


f 2498586/spiQ40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


16949 


Seq. ID 


OJ990817 


_11.9C09.C10 


Gene No. 


35751 


Strand 






Start 


4833 


End 


5480 




Name 


OJ990817 11.9C09. 


.C10.o2.gs Method 


GENSCAN 




Start 


4833 


End 


5480 




GI 


none 


Score 


. 92 




Exons 


4833. .4885, 5031, 


,.5117, 5348. .5480 






Seq. No. 


16949 


Seq. ID 


OJ990817 


_11. 9C09.C10 


Gene No. 


35751 


Strand 






Start 


4833 


End 


5480 




Name 


OJ990817 11.9C09. 


,C10.o2.np Method 


AAT/NAP 




Start 


4836 


End 


5480 




GI 


5803271 


Score 


401 




Exons 


4836. .4885, 5031. 


..5117, 5348. .5480 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


16949 


Seq. ID 


OJ990817 


_11.9C09.C10 


Gene No. 


35752 


Strand 






Start 


5768 


End 


7251 




Name 


OJ990817 11.9C09. 


,C10.o3.np Method 


AAT/NAP 




Start 


5768 


End 


7251 




GI 


5852093 


Score 


52 




Exons 


5768. .5886, 7176. 


.7251 






GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 






Seq. No. 


16949 


Seq. ID 


OJ990817 


_11. 9C09.C10 


Gene No. 


35753 


Strand 






Start 


8749 


End 


11746 




Name 


OJ990817 11.9C09. 


C10.ol.tc Method 


TBLASTX : i 


Cress 


Start 


8749 


End 


11695 




GI 


none 


Score 


75 




Exons 


8749. .8799, 8881. 


.8964, 8890. .8964, 9001. .9264, 


9001. .9258, 




9006. .9293, 9358. 


.9501, 9359.-9499, 9359. .9508, 


10688. .10849, 




10735. . 10827, 10944 11078, 10954 .. 11085, 11223 


. .11297, 




11235. . 11303, 11236, . 11304, 11236 .. 11310, 11477 


. . 11590, 




11478. .11579, 11479. . 11589, 11609. .11695 





Seq. No. 16949 Seq. ID 

Gene No. 35753 Strand 

Start 8749 End 

Name OJ990817_11 . 9C09 . C10 . ol . tm Method 

Start 8812 End 

GI none Score 



OJ990817_11.9C09.C10 
11746 

TBLASTX: Maize 

11710 

76 



17525 



Exons 



8812. .8907, 8826. .8915, 8827. .8910, 8929. .8955, 8980. .9258, 
8988. .9281, 8995. .9264, 9011. .9283, 9138. .9269, 9358. .9456, 
9358..9492, 9359.. 9499, 10736 .. 10849, 10738 .. 10851 , 
10739. .10849, 10953 11081, 10954 .. 11085, 11236 .. 11319, 
11477. .11710, 11479. .11583, 11647. .11691 



Seq. No. 16949 
Gene No. 35753 
Start 8749 

Name OJ990817_11 . 9C09 . CIO . ol . ts 

Start 8911 
GI none 

Exons 8911.. 9264, 8916.. 9293, 9358. 

10739. .10849, 10950 11084 , 10954 .. 11085 , 11217 11303, 
11236. .11304, 11236. .11310, 11474 .. 11581, 11477 .. 11590, 
11479. .11592, 11621. .11746, 11621 .. 11731, 11626. .11739 



Seq. ID OJ990817_11. 9C09.C10 
Strand 

End 11746 

Method TBLASTX : Soybean 

End 11746 

Score 439 

.9498, 9359. .9499, 10738 .. 10851 , 



Seq. No. 16949 

Gene No. 35753 

Start 8749 

Name OJ990817_11 . 9C09 . C10 . ol . tw 

Start 9139 

GI none 
Exons 



Seq. ID OJ990817_11. 9C09.C10 
Strand 

End 11746 

Method TBLASTX : Wheat 

End 9499 

Score 113 



9139. .9267, 9361. .9498, 9362. .9499 



Seq. No. 16950" 

Gene No. 35754 

Start 1 

Name OJ990817_11 . 9C09 . Cll . ol . gp 

Start 1 

GI 90269_1.R1084 

Exons 1 . . 14 3 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. ID OJ990817_11. 9C09.C11 

Strand + 

End 143 

Method AAT/GAP 

End 143 

Score 262 



Seq. No. 


16950 


Seq. ID 


OJ990817 


_11 


. 9C09. 


Cll 


Gene No.- 


35755 


Strand 










Start 


731 


End 


1789 








Name 


OJ990817 


1 1 . 9C09 . CI 1 . ol . gs Method 


GENSCAN 








Start 


731 


End 


1789 








GI 


none 


Score 


.51 








Exons 


731. .863, 


908. .1046, 1723. .1789 










Seq. No. 


16950 


Seq. ID 


OJ990817 


_11 


9C09. 


Cll 


Gene No. 


35755 


Strand 










Start 


731 


End 


1789 








Name 


OJ990817 


1 1 . 9C09 . CI 1 . ol . np Method 


AAT/NAP 








Start 


734 


End 


1789 








GI ' 


5803273 ... 


Score 


548 








Exons 


734 . .863, 


908. .1046, 1723. .1789 










GI Descrip. 


(AP000399 


) hypothetical protein [Oryza 


sativa] 








Seq. No. 


16951 


Seq. ID 


OJ990817 


_11 


9C09. 


C12 


Gene No. 


35756 


Strand 


+ 








Start 


396 


End 


2683 








Name 


OJ990817 


11 . 9C09 . C12 . ol . gs Method 


GENSCAN 








Start 


396 


End 


2516 









17526 



GI 

Exons 



none 

396. .2516 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16951 Seq. ID OJ990817_11.9C09.C12 

35756 Strand + 
396 End 2683 
OJ990817_11.9C09.C12.ol.np Method AAT/NAP 
396 End 2683 
5803274 Score 3940 
396. .2683 

(AP000399) similar to Arabidopsis thaliana BAC T5J8 from 

chromosome IV; hypothetical protein (AC004044) [Oryza sativa] 

16951 Seq. ID OJ990817_11.9C09.C12 

35757 Strand + 
10467 End 10888 
OJ990817_11 . 9C09 . C12 . o3 . gp Method AAT/GAP 
10467 End 10888 
1255_1.R1084 Score 820 
10467. .10888 

■5803242/dbj IAP000399.1 IAP000399 1.0e-127 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Li! 

; z 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16951 



Seq. ID OJ990817_11.9C09.C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35758 ' . Strand + 

21607 " End 21855 

OJ9908 17_11 . 9C09 . C12 . o4 . np Method AAT/NAP 
21607 End 21855 

6069646 Score 216 

21607. .21855 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



16951 
35759 
3311 

OJ9908 17_11 . 9C09 . C12 . o2 . gs 

3311 

none 

3311. .3424, 4170;. 4874, 5419. 
7027. .7347 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.OJ990817_11.9C09.C12 

7743 
GENSCAN 
7347 
.88 



.5439, 6016. .6087, 6592. .6672, 



Seq. No. 
Gene No. 
Start 

Name - } 

Start 

GI 

Exons 

GI Descrip. 



16951 Seq. ID OJ990817_11.9C09.C12 

35759 Strand 

3311 ■ End 7743 

OJ990817_11 . 9C09 . C12 . o2 . np Method AAT/NAP 

3314 End 7347 

5803275 Score 2166 

3314. .3424, 4170. .4874, 5419. .5439, 6016. .6087, 6592. .6672, 
7027. .7347 

(AP000399) EST AU056133 (S20320 ) corresponds to a region of the 
predicted gene; similar to Caenorhabditis elegans cosmid D1054; 
hypothetical protein (Z74030) [Oryza sativa] 



17527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16951 Seq. ID OJ990817_11.9C09.C12 

35759 Strand 

3311 End 7743 

OJ990817_ll.9C09.C12.ol.gp Method AAT/GAP 

4001 End 4495 

uC-osflcyp009g01bl Score 973 

4001. .4495 • 

' 5803275/dbj | BAA83585.il 5.0e-25 (AP000399) EST AU056133 (S20320 ) 
corresponds to a region of the predicted gene; similar to 
Caenorhabditis elegans cosmid D1054; hypothetical protein 
(Z74030) [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16951 Seq. ID 

35759 Strand 
3311 End 
OJ990817_ll.9C09.C12.o2.gp Method 
6593 End 
35695_1.R1084 Score 
6593.-6672, 7027. .7324, 7595. .7743 

'5803275/dbj IBAA83585.il 5.0e-64 (AP000399) EST AU056133 (S20320 ) 
corresponds to a region of the predicted gene; similar to 
Caenorhabditis elegans cosmid D1054; hypothetical protein 
(Z74030) [Oryza sativa] ? 



OJ990817_11.9C09.C12 

7743 
AAT/GAP 
7743 
979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990817 11.9C09.C12 



16951 Seq. ID 

35760 Strand 

10901 End 

OJ9908 17_1 1 . 9C09 . C12 . o3 . np Method 

10892 End 

2829902 Score 

10892. .11038, 11172. .11248, 11588. 

13037. .13153, 13270. .13377, 15397. 
16029. .16077, 16172.. 16420 

(AC002311) Putative sulphate transporter protein#protein 
[Arabidopsis thaliana] 



16658 
AAT/NAP 
16420 
1749 
12151, 12808. 
15634, 15745. 



12934, 
15952, 



Seq. No.'V 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



169.51 
35760 
10901 

OJ990817JL1. 9C09.C12.o'3.gs 
10901 
none 

10901. .11038, 11172. .11281, 11588. .12161 



Seq. ID OJ990817_11.9C09.C12 
Strand 

End 16658 

Method GENSCAN 

End 12161 

Score .87 



16951 
35760 
10901 

OJ990817_11. 9C09.C12.o4 . gp 
11627 

9555 1.R1084 



Seq. ID OJ990817_11.9C09.C12 
Strand 

End 16658 

Method AAT/GAP 

End 13335 

Score 1517 



11627. . 12151, 12808. .12934, 13037 .. 13153, 13270 13335 . 
'2829902 4.0e-65 (AC002311) Putative sulphate transporter 
protein#protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 



16951 
35760 
10901 



Seq. ID 

Strand 

End 



OJ990817 11.9C09.C12 



16658 



17528 




Name 


OJ990817 ll.9C09.C12.o4 


.gs 


Method 


GEN SCAN 


Start 


12752 




End 


16658 


GI 


none 




Score 


.77 


Exons 


12752. .12807, 13037 .. 13226, 13270 .. 13377 , 15397 15634 , 




15745. .15909, 16029 16171, 16275. .16658 


Seq. .No. 


16951 




Seq. ID 


OJ990817_11.9C09.C12 


Gene No. 


35761 




Strand 




.Start 


18578 




End 


18732 


Name 


OJ990817 ll.9C09.C12.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


510 




End 


2526 


GI 


none 




Score 


86 


Exons 


510. .614, 516. .680, 543 


. .974, 


690. .731 


, 693. .1073, 762. .941 




954. .1406, 963. .1106, 1017. .1166, 1065 


..1412, 1203.. 1556, 




1338. .1475, 1377. .1664, 


1398. . 


.1568, 1659. .2231, 1797. .1940, 




1994. .2191, 2010. .2246, 


2013. . 


,2222, 2076. .2231, 2219. .2356, 




2223.. 2357, 2370.. 2459, 


2458. . 


,2526 




Seq. No. 


16951 




Seq. ID 


OJ990817_11.9C09.C12 


Gene No. 


35761 




Strand 




Start 


18578 




End 


18732 


Name 


OJ990817 11. 9C09.C12.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


516 




End 


1928 


GI 


none 




Score 


74 


Exons 


516. .680, 539. .607, 735 


. .776, 


774. .1016, 819. .1196, 1392. .1' 




1484. .1882> 1485. .1883, 


1485. . 


,1883, 1501. .1887, 1587. .1919, 




1764. .1928 








Seq. No. 


16951 




Seq. ID 


OJ990817_11.9C09.C12 


Gene No. 


35761 




Strand 




Start 


18578 




End 


18732 


Name 


OJ990817 ll.9C09.C12.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


576 




End 


2468 


GI 


none 




Score 


96 


Exons 


576. .758, 1062. .1247, 1461. .1583, 2133 


..2468, 2136. .2459 


Seq. No. 


16951 




Seq. ID 


OJ990817_11.9C09.C12 


Gene No. 


35761 




Strand 




Start 


18578 




End 


18732 


Name 


OJ990817 11. 9C09.C12.ol 


,tw 


Method 


TBLASTX: Wheat 


Start 


645 




End 


2378 


GI 


none 




Score 


160 


Exons 


645. .989, 710. .931, 894, 


. .1079, 


987. .1247, 1581. .1787, 




1752. .2018, 1905. .2375, 


2076. . 


2378, 2199. .2321 


Seq. No. 


16951 




Seq. ID 


OJ990817_11.9C09.C12 


Gene No . 


35761 




Strand ' 




Start 


18578 




End 


18732 


Name 


OJ990817 ll.9C09.C12.o6, 


.tm 


Method 


TBLASTX : Maize 


Start 


1938 




End 


2492 


GI 


none 




Score 


331 


Exons 


1938. .2492, 1941. .2267, 


2010. . 


2231, 2139. .2318, 2249. .2392 


Seq. No. 


16951 




Seq. ID 


OJ990817_11.9C09.C12 


Gene No. 


35761 




Strand 




Start 


18578 




End 


18732 


Name 


OJ990817 ll.9C09.C12.o2. 


.tm 


Method 


TBLASTX: Maize 



17529 




C A s v- 4- 


A 1 "5fi 












End 


5974 




GI 


none 












Score 


337 




Exons 


4130. 


.4501, 


4134 


. .4319, 


4136. 


.4486, 4460. .4573, 


4496. .4597, 




4504. 


.4590, 


4589 


. .4666, 


4611. 


.4877, 4627. . 4875, 


4644. .4877, 




5741. 


.5806, 


5764 


. ,5901, 


5764. 


.5826, 5806. .5853, 


5807. .5866, 




5856. 


.5903, 


5903 


. .5974, 


5916. 


.5942 






Seq. No. 


1-6951 












Seq. ID 


OJ990817 


_11.9C09.C12 


Gene No. 


35761 












Strand 






Start 


18578 












End 


18732 




Name 


OJ990817 11. 


9C09 


.C12 


.o2 


.ts 


Method 


TBLASTX : 


Soybean 


o tar l 


4320 












End 


7315 




GI 


none 












Score 


45 




Exons 


4320. 


4394, 


4451 


. .4492, 


4481. 


.4519, 4481. .4558, 


4624. .4812, 




4626. 


4877, 


4627 


. .4878, 


4628. 


.4885, 4629. .4886, 


5980. . 6090, 




6009. 


6095, 


6017 


. .6088, 


6583. 


.6684, 6584. .6673, 


6587. . 6688, 




6588. 


6674, 


7012 


. .7314, 


7025. 


.7315, 7028. .7315 




Seq. No. 


16951 












Seq. ID 


OJ990817 


_11.9C09.C12 


Gene No. 


35761 












Strand 






Start 


18578 












End 


18732 




Name 


OJ990817 11. 


9C09 


C12 


.o4 


.trn 


Method 


TBLASTX: 


Maize 


Start 


7003 












End 


7356 




GI 


none 












Score 


60 




Exons 


7003. 


7080, 


7012 


.7317, 


7019. 


.7333, 7159. .7356, 


7263. .7319 


Seq. No. 


16951 












Seq. ID 


OJ990817 


_11.9C09.C12 


Gene No . 


35761 












Strand 






Start 


18578 












End 


18732 




Name 


OJ990S 


317_11. 


9C09 


C12 


.o2 


. tc 


Method 


TBLASTX : 


Cress 


Start 


7054 












End 


7311 




GI 


none 












Score 


155 




Exons 


7054 . 


7167, 


7055 


.7165, 


7168. 


.7311, 7168. .7311 




Seq. No. • 


16951 












Seq. ID 


OJ990817 


_11.9C09.C12 


Gene No. 


35761 












Strand 






O -1- v-+- 

otart 


18578 












End 


18732 




Name 


OJ990817 11. 


9C09 


C12 


.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


10926 












End 


12120 




GI 


none 












Score 


125 




Exons 


10926. 


.11039 


, 10946. 


11044, 11166. .11258, 11592 


. .11819, 




11592, 


.12119 


, 11593. 


12120 








Seq. No. 


16951 












Seq. ID 


OJ990817 


_11.9C09.C12 


Gene No. 


35761 












Strand 






o tart 


18578 












End 


18732 




Name 


OJ990817 11. 


9C09 


C12 


ol 


ts 


Method 


TBLASTX : Soybean 


Start 


10946 












End 


12877 




GI 


none 












Score 


416 




Exons 


10946. 


.11044 


, 11166. 


11258, 11589. .12152, 11590 


. . 12153, 




12800. 


.12877 


, 12807. 


12875 








Seq. No. 


16951 












Seq. ID 


OJ990817 


_11.9C09.C12 


Gene No. 


35761 












Strand 






Start 


18578 












End 


18732 




Name 


OJ990817 11. 


9C09. 


C12 


ol 


tc 


Method 


TBLASTX: 


Cress 


Start 


10988 












End 


16411 





17530 



GI 

Exons 



none 

10988. .11044, 11166. .11258, 11589. 

11662. .12153, 12091. .12189, 12795. 

13035. . 13154, 13040. .13153, 13319. 

15407. .15640, 15744 .. 15950, 15754. 

16034. .16078, 16172 16411, 16176. 



Score 70 

,12185, 11592. .11822, 
,12941, 12800. . 12940, 
,13378, 15400. . 15639, 
,15951, 16030. .16080, 
,16199, 16257.. 16376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16951 Seq. ID 

35761 Strand 

18578 End 

OJ990817_11 . 9C09 . C12 . o2 . tw Method 

12084 End 

none Score 



OJ990817_11.9C09.C12 
18732 

TBLASTX: Wheat 

13138 

61 



12084. .12185, 12097. 
13035. .13082, 13040, 



,12153, 12800. 
,13138 



12940, 12807. .12941, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16951 
35761 
18578 

OJ990817_11.9C09.C12.o5.tm 
12800 



OJ990817 11.9C09.C12 



none 

12800. 

13258. 

15397. 

15747. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

12946, 12807. .12941, 13035 .. 13154 , 13037 13153, 
13377, 13267. .13377, 13271 .. 13378 , 13301 .. 13378 , 
15634, 15449. .15634, 15451 .. 15639, 



18732 

TBLASTX: Maize 

15806 

192 



15633, 15398. 
,15806, 15754, 



15804 



Seq. No. 16951 

Gene No. 35761 

Start 18578 

Name OJ9908 17_11 . 9C09 . C12 . o3 . ts 

Start 15397 

GI none 

Exons 15397. .15639, 154 16 .. 1564 0, 
15748. .15936 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_11.9C09.C12 
18732 

TBLASTX: Soybean 

15936 

110 



15454. .15651, 15735 .. 15935 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



16951 

35761 

18578 

OJ990817 

15807 

none 



Seq. ID OJ990817 11.9C09.C12 



11. 9C09.C12.o7.tm 



Strand 
End 

Method 

End 

Score 



18732 

TBLASTX: Maize 

15952 

149 



15807. .15950, 15817 .. 15951, 15896.. 15952 



16951 
35761 
18578 

OJ990817_11. 9C09.C12.o4.ts 

16028 

none 

16028. .16078, 16029 .. 1 607 9, 
16172. .16414, 16176. .16199, 

16951 
35761 
18578 

OJ990817_11.9C09.C12.o5.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 11.9C09.C12 



18732 

TBLASTX: Soybean 
16414 
66 

16030. . 16083, 16030. . 16080, 
16257. .16352 



Seq. ID 

Strand 

End 

Method 



OJ990817_11.9C09.C12 

18732 
AAT/GAP 



17531 




Start 


18578 


End 


18732 


GI 


2797131 


Score 


293 


Exons 


18578. .18732 






Seq. No. 


16952 


Seq. ID 


OJ990817_11.9C09.C14 


Gene No. 


35762 


Strand 






1 ft &o 


CjUKJ. 




Name 


OJ990817 11.9C09.C14.ol.np • 


Method 


AAT/NAP 


Start 


1862 


End 


1951 


GI 


5852084 


Score 


85 


Exons 


1862. .1951 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


16953 


Seq. ID 


OJ990817_11.9C09.C15 




JJ / UJ 






Start 


2284 


End 


2372 


Name 


OJ990817 11.9C09.C15.ol.gs 


Method 


GENSCAN 


Start 


2284 


End 


2372 


GI 


none 


Score 


.57 


Exons 


2284. .2372 






Seq. No. 


16954 


Seq. ID 


OJ990817_11.9C09.C16 


Gene No. 


35764 


Strand 




Start 


1 


End 


1168 


Name 


OJ990817 11.9C09.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End - 


1160 


GI 


6453853 


Score 


541 


Exons 


1..128, 285. .448, 565. .671, 


784 . .877, 


964. .1160 


GI Descrip. 


(AC011717) putative coatomer protein complex, subunit beta 2 




(beta prime) [Arabidopsis thaliana] 




Seq. No. 


16954 


Seq. ID 


OJ990817_11.9C09.C16 


belle 1N(J . 


35764 


Strand 




Start 


1 


End 


1168 


Name 


OJ990817 11.9C09.C16.ol.gs- 


Method 


GENSCAN 


Start 


18 


End 


1160 


GI 


none 


Score 


.76 


Exons 


18. .114, 304. .448, 565. .671, 


784. .829, 


964. .1160 * 


Seq. No. 


16954 


Seq. ID 


OJ990817_11.9C09.C16 


Gene No. 


35764 


Strand 




Start 


1 


End 


1168 


Name 


OJ990817 11.9C09.C16.ol.gp 


Method 


AAT/GAP 




58 


End 


1053 


GI 


55249 1.R1084 


Score 


871 


Exons 


58. .114, 304. .448, 565. .671, 


784 . .877, 


964. .1053 


GI Descrip. 


? 5902363/gb | AAD554 65 . 1 1 AC009322__5 2 . Oe 


-50 (AC009322) Putativ* 




coatomer protein complex, subunit beta 


2 (beta prime) 




[Arabidopsis thaliana] 1 






Seq. No. 


16954 


Seq. ID 


OJ990817_11.9C09.C16 


Gene No. 


35764 


Strand 




Start 


1 


End 


1168 


Name 


OJ990817 11.9C09.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


304 


End 


1162 


GI 


none 


Score 


135 


Exons 


304. .450, 347. .457, 358. .450 


, 564. .674 


, 571. .669, 779. .880, 



17532 



781. .879, 783. .881, 784. .882, 786. .884, 964. .1143, 965. .1162, 
966. .1157, 977. .1162 



Seq. No. 16954 

Gene No. 35764 

Start 1 

Name OJ990817_11 . 9C09 . CI 6 . ol . ts 

: Staft 304 

GI none 
Exons 



Seq. ID OJ990817_11.9C09.C16 
Strand 
End 

Method 
End 
Score 



1168 

TBLASTX: Soybean 

1168 

99 



304. .441, 365. .439, 544. .672, 564. .674, 779. .580, 781. .879, 
964. .1143, 966. .1157, 968. .1168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16954 
35764 
1 

OJ990817_11 . 9C09 . CI 6 . ol . tw 

325 

none 



Seq. ID OJ990817_11.9C09.C16 
Strand 

End 1168 

Method TBLASTX : Wheat 

End 1040 

Score 130 



325. .450, 347. .457, 357. .449, 359. .463, 564. .671, 564. .674, 
779. .880, 781. .879, 783. .884, 783. .881, 964. .1038, 965. .1036, 
966. .1040 



Seq. No. 16954 Seq. ID 

Gene No. 35764 Strand 

Start 1 End 

Name OJ990817_11 . 9C09 . CI 6 . ol . tc Method 

Start 340 End 

GI none Score 
Exons 



OJ990817_11.9C09.C16 
1168 

TBLASTX: Cress 

1067 

65 



340. .441, 362. .415, 365. .451, 564. .674, 565. .672, 779. .880, 
781. .879, 783. .893, 790. .882, 964. .1065, 966. .1067 



Seq. No. 16955 

Gene No. 35765 

Start 203 

Name OJ990817_11 . 9C09 . C17 . ol . tc 

Start 168 

GI none 
Exons 



Seq. ID OJ990817_11.9C09.C17 
Strand 

End 1799 

Method TBLASTX: Cress 

End 1222 

Score 116 



168. .386, 218. .334, 393. .479, 415. .480, 453. .509, 454. .507, 
459. .509, 595. .753, 604. .783, 908. .982, 909. .983, 1073. .1222, 
1077. . 1214, 1085. . 1222 



Seq. No. 16955 Seq. ID 

Gene No. 35765 Strand 

Start 203 End 

Name OJ990817_11 . 9C09 . C17 . ol . ts Method 

Start 189 End 

GI none Score 
Exons 



OJ990817_11.9C09.C17 
1799 

TBLASTX : Soybean 

1222 

148 



189. .341, 191. .340, 393. .509, 415. .507, 418. .519, 593. .778, 
594. .779, 595. .786, 604. .783, 908. .982, 909. .98,3, 910. .984, 
1072. .1221, 1073. .1222, 1077. .1214 



Seq. No. 16955 Seq. ID 

Gene No. 35765 Strand 

Start 203 End 

Name OJ990817_11 . 9C09 . C17 . ol . tm Method 

Start 191 End 

GI none Score 



OJ990817_11.9C09.C17 
1799 

TBLASTX: Maize 

1222 

167 



17533 



Exons 



191. .340, 201. .341, 393. .509, 394. .507, 416. .511, 599. .685, 
604. .783, 607. .738, 908. .982, 909. .983, 916. .990, 1073. .1222, 
1077. .1214, 1079. .1222 



Seq. No. 16955 

Gene No. 35765 
Start . 203 

Name OJ990817_11 . 9C09.C17 . oil tw 

Start 191 

GI none 
Exons 



Seq. ID OJ990817_11.9C09.C17 
Strand 

End 1799 

Method TBLASTX : Wheat 

End 1103 

Score 124 



191. .337, 192. .341, 227. .340, 415. . 507, * 417 .. 509, 425. .526, 
594. .782, 594. .782, 604. .783, 607. .786, 901. .978, 908. .982, 
908.. 982, 909.. 983, 1074.. 1103 



Seq. No. 16955 Seq. ID 

Gene No. 35765 Strand 

Start 203 End 

Name OJ9908 17_11 . 9C09 . C17 . ol . gs Method 

Start 203 End 

GI none Score 
Exons 



OJ990817_11.9C09.C17 

1799 
GENSCAN 
1219 
.92 



203. .338, 415. .506, 607. .783, 908. .982, 1073. .1219 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16955 Seq. ID OJ990817_11.9C09.C17 

35765 Strand 

203 End 1799 * 

OJ990817_11 . 9C09. C17 . ol . gp Method AAT/GAP 

222 End 713 

14052_1.R1084 * Score 550 

222. .338, 415. .506, 607. .713 

, 5902363/gb|AAD55465.1|AC009322_5 3.0e-78 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] 1 



16955 Seq. ID 

35765 Strand 

203 End 

OJ990817_11 . 9C09.C17 . ol .np Method 

222 End 

6453853 Score 



OJ990817_11.9C09.C17 

1799 
AAT/NAP 
1799 
804 



222. .338, 415. ,506, 607. .783, 908. .982, 1073. .1224, 1727. .1795 
(AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



Seq. No. 


16955 






Seq. ID 


OJ990817 


_11.9C09.C17 


Gene No. 


35765 






Strand 






Start 


203 






End 


1799 




Name 


OJ990817 11. 


9C09 


.C17.o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


1104 






End 


1216 




GI 


none 






Score. ; 


151 




Exons 


1104. .1214, 


1104 


.1214, 1105. 


.1215, 1106. .1216, 


1106. .1216 


Seq. No. 


16956 






Seq. ID 


OJ990917 


_17.9C10.C2 


Gene No. 


35766 






Strand 






Start 


1509 






End 


2915 




Name 


OJ990917 17. 


9C10 


C2.ol.gs 


Method 


GENSCAN 




Start 


1509 






End 


2915 




GI 


none 






Score 


.89 





17534 




Exons 


1509. . 1523, 


1576 


. .1696, 


2096. 


.2149, 2552.. 2657, 


2774 . .2915 


Seq. No. 


16957 








Seq. ID 


OJ990917 


_17.9C10.C5 


Gene No. 


35767 








Strand 


+ 




Start 


2436 








End 


4705 




Name 


OJ990917 17. 


.9C10. 


X5.ol. 


gs 


Method 


GENSCAN 




Start 


2436 








End 


4705 




GI 


none 








Score 


.45 




Exons 


2436. .2481, 


3962. 


. . 4001, 


4112. 


.4276, 4615. .4705 




Seq. No. 


16957 








Seq. ID 


OJ990917 


_17. 9C10.C5 


Gene No. 


35768 








Strand 


+ 




Start 


7510 








End 


8808 




Name 


OJ990917 17, 


,9C10. 


,C5.o2. 


gs 


Method 


GENSCAN 




Start 


7510 








End 


8808 




GI 


none 








Score 


.44 




Exons 


7510. .7648, 


8443. 


. .8593, 


8643. 


.8808 






Seq. No. 


16958 








Seq. ID 


OJ990917 


_17.9C10.C6 


Gene No. 


35769 








Strand 


+ 




Start 


1353 








End 


1606 




Name 


OJ990917 17, 


, 9C10. 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


1353 








End 


1606 




GI 


none 








Score 


.68 




Exons 


1353. . 1484, 


1519. 


. . 1606 











Seq. No. 


16959 








Seq. ID 


OJ990917 


Gene No. 


35770 








Strand 




Start 


1273 








End 


4026 


Name 


OJ990917 17. 


9C10 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


1273 








End 


4026 


GI 


none 








Score 


.73 


Exons 


1273. .1419, 


1730, 


. . 1850, 


2956. 


.3038, 3079.. 3207, 


Seq. No. 


16960 








Seq. ID 


OJ990917 


Gene No. 


35771 








Strand 


+ 


Start 


17 








End 


214 • 


Name 


OJ990917 17. 


9C10. 


,C8.ol. 


gs 


Method 


GENSCAN 


Start 


17 








End 


214 


GI 


none 








Score 


.68 


Exons 


17. .214 













Seq. No. 16960 Seq. ID 

Gene No. 35772 Strand 

Start 1 End 

Name OJ990917_17 . 9C10 . C8 . ol . np Method 

Start 1 End 

GI 6539588 Score 

Exons 1.. 47, 441.. 698 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ990917_17. 9C10.C8 

1092 
AAT/NAP 
698 
65 



Seq. No. 16960 

Gene No. 35772 

Start 1 

Name OJ990917_17 . 9C10 . C8 . o2 . gs 

Start 430 

GI none 



Seq. ID OJ990917_17.9C10.C8 
Strand 

End 1092 

Method GENSCAN 

End 1092 

Score .83 



17535 



Exons 430.. 600, 1036.. 1092 



Seq. No. 


16961 


Seq. ID 


OJ990917 


_17.9C10 


.C10 




jj / / j 


O t. L ollQ 








Start 


4 98 


End 


2872 






Name 


OJ990917 17.9C10.C10.ol.np 


Method 


AAT/NAP 






Start 


419 


End 


2384 






GI 


2*459409 


Score 


1134 






Exons 


419. .1642, 2354. .2384 










GI Descrip. 


(AC002332) putative tyrosine 


-specific 


transport 


protein 






[Arabidopsis thaliana] 










Seq. No. 


16961 


Seq. ID 


OJ990917 


_17.9C10 


.C10 


Gene No. 


35773 


Strand 


- 






Start 


4 98 


End 


2872 






Name 


OJ990917 17.9C10.C10.ol.gs 


Method 


GENSCAN 






Start 


498 


End 


2816 






GI 


none 


Score 


.75 






Exons 


498. .1798, 2440. .2816 










Seq. No. 


16961 


Seq. ID 


OJ990917 


_17.9C10 


.C10 


Gene No. 


35773 


Strand 


- 






Start 


498 


End 


2872 






Name 


OJ990917 17 .9C10.C10.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


502 


End 


746 






GI 


none 


Score 


'241 






Exons 


502. .735, 502.'. 744, 504. .746 










Seq. No. 


16961 


Seq. ID 


OJ990917 


JL7.9C10 


.C10 


Gene No. 


35773 


Strand 








otart 


498 


End 


2872 






Name 


OJ990917 17.9C10.C10.o2.np 


Method 


AAT/NAP 






Start 


1576 


End 


2872 






GI 


93144 


Score 


73 






Exons 


1576.. 1902, 2462.. 25.24, 2614 


..2759, 2825. .2872 






GI Descrip. 


hypothetical protein - suid herpesvirus 1 (strain 






Indiana-Funkhuser or Becker) 


gi|334068 


(M57505) 


ORF2 






[Pseudorabies virus] 










Seq. No. 


16962 


Seq. ID 


OJ990917 


JL7.9C10 


.Cll 


Gene No. 


35774 


Strand 


+ 






Start 


13 


End 


1108 






Name 


OJ990917 17.9C10.Cll.ol.gs 


Method 


GENSCAN 






Start 


13 


End 


1108 






GI 


none 


Score 


.81 






Exons 


13. .101, 492. .589, 993. .1108 










Seq. No. 


16962 


Seq. ID 


OJ990917 


_17.9C10 


.Cll 


Gene No. 


35775 - 


Strand 








Start 


2248 


End 


3922 






Name 


OJ990917 17.9C10.Cll.ol.gp 


Method 


AAT/GAP 






Start 


2097 


End 


2531 






GI 


2280811 


Score 


782 






Exons 


2097. .2531 











GI Descrip. 3738311 2.0e-13 (AC005309) unknown protein [Arabidopsis 

thaliana] >gi_4249406 (AC006072) putative WD-40 repeat protein 
[Arabidopsis thaliana] 



17536 



Seq. No. 


16962 








Seq. ID 


OJ990917_17.9C10 


.Cll 


\jQl\B NO . 


JJ / / J 








Strand 






Start 


2248 








End 


3922 




Name 


OJ990917 17 


.9C10 


.Cll.ol. 


.np 


Method 


AAT/NAP 




Start 


2248 








End 


3874 




GI 


3738311 








Score 


1020 




Exons 


2248. .3874 














GI Descrip. 


(AC005309) 


unknown protein [Arabidopsis thaliana] 




beq. no. 


1 by oZ 








Seq. ID 


OJ990917_17.9C10 


. Cll 


Gene No. 


35775 








Strand 






Start 


2248 








End 


3922 




Name 


OJ990917 17 


. yciu , 


. CI 1 . OZ . 


gs 


Method 


GEN SCAN 




Start 


2248 








End 


384 9 




GI 


none 








Score 


1 




Exons 


2248. .3849 














beq . no . 


1 by b^ 








Seq. ID 


OJ990917_17.9C10, 


. Cll 


Gene No. 


35775 








Strand 






Start 


2248 








End 


3922 




Name 


OJ990917 17 


. 9C10 , 


, CI 1 . o2 . 


gp 


Method 


AAT/GAP 




Start 


3540 








End 


3922 




GI 


none 








Score 


743 




Exons 


3540. .3922 














beq. jno . 


i coco 








Seq. ID 


OJ990917_17.9C10, 


.Cll 


Gene No. 


35776 








Strand 






Start 


5154 








End 


7886 




Name 


OJ990917 17 


. yciu , 


/"'II AS. 1 

. CI 1 . Ol . 


tm 


Method 


TBLASTX: Maize "* 




Start 


2191 








End 


2578 




GI 


none 








Score 


172 




Exons 


2191. .2436, 


o o o o 

zzz y , 


o a c r\ 
, . Z^DV t 


O A A 1 

^441. 


.2470, 2501. .2578, 2509. .2574 


beq . no . 


i by bz 








Seq. ID 


OJ990917_17.9C10, 


.Cll 


Gene No. 


35776 








Strand 






Start 


5154 








End 


7886 




Name 


OJ990917 17 


. yciu , 


.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2793 








End 


3054 




GI 


none 








Score 


85 




Exons 


2793. .2999, 


2808 , 


. . 2921 , 


2815 . 


.3054, 2815. .3054 




beq. no. 


l by b^ 








Seq. ID 


OJ990917_17.9C10. 


.Cll 


Gene No. 


35776 








Strand 






Start 


5154 








End 


7886 




Name 


OJ990917 17 


.9C10. 


,Cll.o3. 


gs 


Method 


GENSCAN 




Start 


5154 








End 


7886 




GI 


none 








Score 


.76 




Exons 


5-3,54. .5268, 


5321, 


, . 5481, 


6237. 


.6272, 785 


>4 . .7886 




Seq. No. 


16963 








Seq. ID 


OJ990917_17.9C10, 


C12 


Gene No. 


35777 








Strand 






Start 


36 








End 


340 




Name 


OJ990917 17 


.9C10. 


,C12.ol. 


gs 


Method 


GENSCAN 




Start 


36 








End 


340 




GI 


none 








Score 


.47 




Exons 


36. .340 















17537 




beq. No. 


lby b4 






Seq. ID 


OJ990917 17.9C10 


.C13 


Gene No. 


35778 






Strand 


+ 




Start 


172 






End 


472 




Name 


OJ990917 


_17.9C10.C13 


. ol . gs 


Method 


GENSCAN 




Start 


172 






End 


472 




GI 


none 






Score 


.47 




Exons 


172. .472 












Seq. No. 


1 C Ci c c 






Seq. ID 


OJ990917 17.9C10 


.C17 


Gene No. 


35779 






Strand 






Start 


25 






End 


715 




Name 


OJ990917 


_17.9C10.C17 


.ol.gs 


Method 


GENSCAN 




Start 


25 






End 


709 




GI 


none 






Score 


.5 




Exons 


25. .709 












Seq. No. 


16965 






Seq. ID 


OJ990917_17.9C10 


,C17 


Gene No . 


jd i i y 






Strand 






Start 


25 






End 


715 




Name 


OJ990917 


17.9C10.C17 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


29 






End 


490 




GI 


none 






Score 


107 




Exons 


29. .178, 


46.. 168, 71 


..178, 76 


. .246, 212. .298, 212. .388, 






258. .389, 


422. .490, 


423. .479 








Seq. No. 


16965 






Seq. ID 


OJ990917_17.9C10 


.C17 


Gene No. 


35779 






Strand 






btart 


25 






End 


715 




Name 


OJ990917 


17. 9C10.C17 


. ol . np 


Method 


AAT/NAP 




Start 


144 






End 


715 




GI 


4455212 






Score 


299 




Exons 


144 . .715 












GI Descrip. 


(AL035440) putative 


NPKl-related protein kinase [Arabidopsi. 




thaliana] 












beq . wo . 


16965 






Seq. ID 


OJ990917_17.9C10 


.C17 


Gene No. 


35779 






Strand 






Start 


25 






End 


715 




Name 


OJ990917 


17.9C10.C17 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


420 






End 


712 




GI 


none 






Score 


141 




Exons 


420. . 668, 


437. .712 










C 1 n j-» 'KT j-i 

beq. no. 


16965 






Seq. ID 


OJ990917_17.9C10 


.C17 


Gene No. 


35779 






Strand 






Start 


25 






End 


715 




Name 


OJ990917 


17. 9C10.C17 


. ol . ts 


Method 


TBLASTX : Soybean 




Start % 


428 






End 


670 




GI 


none 






Score 


102 




Exons 


428. .589, 


584.. 670 










Seq. No. 


16965 






Seq. ID 


OJ990917_17.9C10 


C17 


Gene No. 


35779 






Strand 






Start 


25 






End 


715 




Name 


OJ990917 


17. 9C10.C17 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


506 






End 


715 





17538 



GI 


none 




Score 


99 








Exons 


506.. 604, 507. .605, 573 


. .713, 


605. .715, 


608. .715 






Seq. No. 


16966 




Seq. ID 


ojyyuyi / 


1 / 


. 9C10 


.C18 


Gene No. 


35780 




Strand 


+ 








Start 


221 




End 


1 A 1 O 

1018 








Name 


OJ990917 17.9C10.C18.ol 


. gs 


Method 


GEN SCAN 








Start 


221 




End 


i a t o 
lUlo 








GI 


none 




Score 


. 4 1 








Exons 


221.. 280, 336.. 503, 623 


. .1018 












Seq. No. 


16967 




Seq. ID 


OJ990917_ 


17 


.9C10 


.C19 


Gene No. 


35781 




Strand 


+ 








Start 


1 




End 


1008 








Name 


OJ990917 17.9C10.C19.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


"1 A A O 

1008 








GI 


6539570 




Score 


l y i 








Exons 


1..182, 365. .431, 982.. 


1008 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16968 




Seq. ID 


r\ t a a a n n "7 

ojyyoyi / 


17 


9C10 


.C20 


Gene No. 


35782 




Strand 










Start 


1566 




End 


2428 








Name 


OJ990917 17.9C10.C20.ol 


.gs 


Method 


GENSCAN 








Start 


1566 




End 


2428 








GI 


none 




Score 


. 57 








Exons 


1566.. 1593, 2352.. 2428 














Seq. No. 


16969 




Seq. ID 


OJ990917_ 


17 


9C10 


-C21 


Gene No. 


35783 




Strand 










Start 


1635 




End 


4 040 








Name 


OJ990917 17.9C10.C21.ol 


.np 


Method 


AAT/NAP 








Start 


1571 




End 


o o a a 








GI 


6539588 




Score 


o o o 








Exons 


1571. .1598, 2535. .2596, 


2945. 


.3250 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


16969 




Seq. ID 


ojyyuyi / 


1 / 


9C10 


.C21 


Gene No . 


35783 




Strand 










Start 


1635 




End 


4 04 0 








Name 


OJ990917 17.9C10.C21.o2 


.gs 


Method 


GENSCAN 








Start 


1635 




End 


A A A A 

4 04 0 








GI 


none 




Score 


. 7 6 








Exons 


1635.. 1802, 3023.. 3223, 


3873. 


4040 










Seq. No. 


16969 




Seq. ID 


/"NTAAAAI 1 

OJ990917 


17 


9C10 


.C21 


Gene No. 


35784 




Strand 










Start 


5193 




End 


5572 








Name 


OJ990917 17.9C10.C21.o3 


.gs 


Method 


\J Hi IN O V_,rtL\ 








Start 


5193 




End 


5572 








GI 


none 




Score 


.51 








Exons 


5193. .5364, 5568. .5572 














Seq. No. 


16969 




Seq. ID 


OJ990917_ 


17. 


9C10 


.C21 


Gene No. 


35785 




Strand 










Start 


7198 




End 


8109 








Name 


OJ990917 17.9C10.C21.o4 


.gs 


Method 


GENSCAN 









17539 




Start 


7198 








End 


8028 




GI 


none 








Score 


.85 




Exons 


7198. .8028 














Seq. No. 


16969 








Seq. ID 


OJ990917 


_17.9C10.C21 


Gene No. 


35785 








Strand 






Start 


7198 








End 


8109 




Name **" : 


OJ990917 17. 


9C10. 


C21.o2 


.np 


Method 


AAT/NAP 




Start 


7201 








End 


8028 




GI 


6730936 








Score 


1486 




Exons 


7201. .8028 














GI Descrip. 


(AB028182) OsNAC3 


protein [Oryza sativa] 




Seq. No. 


16969 








Seq. ID 


OJ990917 


_17.9C10.C21 


Gene No. 


35785 








Strand 






Start 


7198 








End 


8109 




Name 


OJ990917 17. 


9C10. 


C21.ol 


.tc 


Method 


TBLASTX : 


Cress 


Start 


7456 








End 


7995 




GI 


none 








Score 


126 




Exons 


7456. .7695, 


7502. 


.7702, 


7708. 


.7995, 7712. .7825, 


7937. .7978 


Seq. No. 


16969 








Seq. ID 


OJ990917 


_17.9C10.C21 


Gene No . 


35785 








Strand 






Start 


7198 








End 


8109 




Name 


OJ990917 17. 


9C10. 


C21.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


7474 








End 


7863 




GI 


none 








Score 


92 




Exons 


7474. .7560, 


7487. 


.7546, 


7508. 


.7561, 7528. .7557, 


7598, .7693, 




7602 . .7634, 


7603. 


.7863, 


7604 . 


.7828 






Seq. No. 


16969 








Seq. ID 


OJ990917 


_17.9C10.C21 


Gene No. 


35785 








Strand 






Start 


7198 








End 


8109 




Name 


OJ990917 17. 


9C10. 


C21.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


7501 








End 


7995 




GI 


none 








Score 


113 




Exons 


7501. .7695, 


7502. 


.7690, 


7537. 


.7692, 7708. .7995, 


7715. .7825, 




7937. .7978 














Seq. No. 


16969 








Seq. ID 


OJ990917 


_17.9C10.C21 


Gene No. 


35785 








Strand 






Start 


7198 








End 


8109 




Name 


OJ990917 17. 


9C10. 


C21.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


7510 








End 


7774 




GI 


none 








Score 


38 




Exons 


7510. .7560, 


7531. 


.7554, 


7598. 


.7693, 7603. .7698, 


7607. .7714, 




7694. .7774, 


7705. 


.7773 










Seq. No. 


16969 








Seq. ID 


OJ990917 


17.9C10.C21 


Gene No. 


35785 








Strand 






Start 


7198 








End 


8109 




Name 


OJ990917 17. 


9C10. 


C21.ol 


.qp 


Method 


AAT/GAP 




Start 


7756 








End 


8077 




GI 


69232 1.R108 


4 






Score 


595 




Exons 


7756. .8077 















GI Descrip. ' 5734 61 6/dbj | AP000391 . 1 | AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



17540 c% 




Seq. .No. 


16969 








Seq. ID 


OJ990917 


_17. 


9C10, 


.C21 


Gene No. 


35785 








Strand 










Start 


7198 








End 


8109 








Name 


OJ990917 17. 


9C10. 


,C21.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


7775 








End 


8034 








GI 


none 








Score 


88 








Exons 


7775. .7828, 


7777. 


-8034, 


7924. 


.8034 










Seq. No. 


16969 








Seq. ID 


OJ990917 


_17. 


9C10, 


.C21 


Gene No. 


35785 








Strand 










Start 


7198 








End 


8109 








Name 


OJ990917 17. 


9C10. 


C21.o2 


. tm 


Method 


TBLASTX : 


Maize 




Start 


7864 








End 


8109 








GI 


none 








Score 


102 








Exons 


7864. .8028, 


7864. 


.8037, 


8050. 


.8109 










Seq. No. 


16970 








Seq. ID 


OJ990917 


_17. 


9C10. 


,C22 


Gene No. 


35786 








Strand 










Start 


95 








End 


1698 








Name 


OJ990917 17. 


9C10. 


C22.ol 


.gs 


Method 


GENSCAN 








Start 


95 








End 


1698 








GI 


none 








Score 


.8 








Exons 


95.. 160, 1329.. 1562, 1678. .1698 










Seq. No. 


1697 1 




*• 




Seq. ID 


OJ990917 


_17. 


9C10. 


. C23 


Gene No. 


35787 








Strand 


+ 








Start 


29 








End 


357 








Name 


OJ990917 17. 


9C10. 


C23.ol, 


.gs 


Method 


GENSCAN 








Start 


29 








End 


357 








GI 


none 








Score 


.63 








Exons 


29. .144, 264 


. .357 














Seq. No. 


16971 








Seq. ID 


OJ990917 


_17. 


9C10. 


.C23 


Gene No. 


35788 








Strand 










Start 


2030 








End 


4938 








Name 


OJ990917 17. 


9C10. 


C23.o2. 


.gs 


Method 


GENSCAN 








Start 


2030 








End 


4938 








GI 


none 








Score 


.41 








Exons 


2030. .2058, 


2354. 


.2480, 


3619. 


.3626, 4€ 


190. .4938 








Seq. No. 


16972 








Seq. ID 


OJ990917 


_17. 


9C10. 


, C24 


Gene No. 


35789 








Strand 










Start 


575 ' 








End 


733 








Name 


OJ990917 17. 


9C10. 


C24 .ol. 


.gs 


Method 


GENSCAN 








Start 


575 








End 


733 








GI 


none 








Score 


. 91 








Exons 


575. .733 


















Seq. No. 


16973 








Seq. ID 


OJ990917 


_17. 


9C10. 


C25 


Gene No. 


35790 








Strand 


+ 








Start 


3527 








End 


5236 








Name 


OJ990917 17. 


9C10. 


C25.ol. 


,np 


Method 


AAT/NAP 








Start 


3527 








End 


5236 








GI 


6907086 








Score 


1359 








Exons 


3527. .4304, 


4365. 


.4603, 


4927. 


.5236 











GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 
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Seq. No. 


16974 




Seq. ID 


OJ990917_17.9C10 


.C26 


Gene No . 


o c i n i 

3d / y i 




Strand 


+ 




Start 


6728 




End 


7278 




Name 


OJ990917 17.9C10.C26.o5 


.np 


Method 


AAT/NAP 




Start 


6728 




End 


7278 




GI 


6907088 




Score 


535 




Exons 


6728. .6865, 7041.. 7278 








"'■ 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


16974 




Seq. ID 


OJ990917_17.9C10 


.C26 


Gene No. 


35792 




Strand 






Start 


1 




End 


7389 




Name 


OJ990917 17.9C10.C26.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4745 




GI 


4680179 




Score 


3364 




Exons 


1..24, 252. .2754, 2857. 


. 3677, 


3916. .4047, 4598. .4745 




GI Descrip. 


(AF111709 ) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


16974 




Seq. ID 


OJ990917_17 . 9C10 


. C26 


Gene No. 


35792 




Strand 






Start 


1 




End 


7389 




Name 


OJ990917 17.9C10.C26.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


281 




End 


539 




GI 


none 




Score 


231 




Exons 


281. .538, 300. .539 










Seq. No. 


16974 




Seq. ID 


OJ990917_17 . 9C10 


. C26 


Gene No. 


35792 




Strand 


— 




Start 


1 




End 


7389 




Name 


OJ990917 17.9C10.C26.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


299 




End 


554 




GI 


none 




Score 


182 




Exons 


299. .547, 300. .554 










Seq. No. 


16974 




Seq. ID 


OJ990917_17.9C10 


. C2 6 


Gene No. 


35792 




Strand 






■Start 


1 




End 


7389 




Name 


OJ990917 17.9C10.C26.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


323 




End 


640 




GI 


none 




Score 


101 




Exons 


323. .466, 339. .464, 467 


. .619, 


467. . 640 






Seq. No. 


16974 




Seq. ID 


OJ990917_17.9C10 


. C26 


Gene No. 


35792 




Strand 






Start 


1 




End 


7389 




Name 


OJ990917 17.9C10.C26.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


347 




End. 


5856 




GI 


none 




Score 


260 




Exons 


347. .871, 351. .719, 5710. .5856 






Seq. No. 


16974 




Seq. ID 


OJ990917_17.9C10 


.C26 


Gene No. 


35792 




Strand 






Start 


1 




End 


7389 




Name 


OJ990917 17.9C10.C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


914 




End 


1267 




GI 


none 




Score 


70 





17542 



Exons 



914. .1267, 919. .1245, 951. .1265 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 . C26 . ol . tw 

Start 914 

GI none 
Exons 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method TBLASTX : Wheat 

End 1340 

Score 104 



914. .1339, 916. .1278, 929. .1282, 966. .1340 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 . C26 . o3 . ts 

Start 1088 

GI none 

Exons 1088.. 1333 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method TBLASTX : Soybean 

End 1333 

Score 213 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 .C26. o2 . tm 

Start 1304 

GI none 

Exons 1304. .1639, 1625. .1804 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method TBLASTX : Mai ze 

End 1804 

Score 153 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 .C26 . o4 . tw 

Start 1346 

GI none 

Exons 134 6. .1642, 1383. .1598 



Seq. ID OJ990917_17 . 9C10.C2 6 
Strand 

End 7389 

Method TBLASTX : Wheat 

End 1642 

Score 176 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 . C2 6 . ol . ts 

Start 1355 

GI none 
Exons 



Seq. ID OJ990917_17 . 9C10.C2 6 
Strand 

End 7389 

Method TBLASTX : Soybean 

End 1750 

Score 134. 



1355. .1714, 1383. .1598, 1406. .1714, 1638. .1733, 1718. .1750, 
1718. . 1750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16974 
35792 
1 

OJ990917_17 . 9C10 . C26 . o3 . tw 

1691 

none 



Seq. ID OJ990917_17. 9C10.C2 6 
Strand 

End 7389 

Method TBLASTX : Wheat 

End 2174 

Score 166 .. 



1691. .2173, 1700. .2146, 1719... 2174 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 . C2 6 . o4 . tm 

Start 1874 

GI none 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method TBLASTX : Maize 

End 2162 

Score 82 



17543 



Exons 



1874. ..2146, 1874. .2161, 1875. .2162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 



16974 
35792 
1 

OJ990917_17. 9C10.C26.o5.tw 

2321 

none 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method TBLASTX : Wheat 

End 2720 

Score 80 



2321. .2485, 2370. .2489, 2498. .2719, 2565. .2720 



16974 
35792 
1 

OJ990917_17.9C10.C2 6.o6.tm 

2402 

none 

2402. .2740, 2613. .2726 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End . 7389 

Method TBLASTX : Maize 

End 2740 

Score 66 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 . C2 6 . o5 . tm 

Start 3035 

GI none 

Exons 3035. . 3436 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method TBLASTX : Maize 

End 3436 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16974 
35792 
1 

OJ990917_17 . 9C10.C2 6.o4 . np 

3242 

4539658 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method AAT/NAP 

End 7389 

Score 98 



3242. .3288, 5716. .5909, 7293. .7389 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 16974 

Gene No. 35792 

Start 1 

Name OJ990917_17 . 9C10 . C2 6 . 06 . tw 

Start 3317 

GI none 

Exons 3317. .3694 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 

Method TBLASTX : Wheat 

End 3694 

Score 2 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



16974 
35792 
1 

OJ990917_17.9C10.C2 6.o2.np 
4392 
6002794 
4392. .5109 

(AF149813) unknown [Oryza sativa] 



Seq. ID OJ990917_17.9C10.C26 
Strand 

End 7389 
Method AAT/NAP 
End 5109 
Score ' 1067 



16974 
35792 
1 

OJ990917 17.9C10.C26.o7.tm 



Seq. ID OJ990917_17. 9C10.C2 6 
Strand 

End 7389 

Method TBLASTX: Maize 



17544 



Start 
GI 

Exons 



5439 
none 

5439.. 5555, 5439.. 5558, 5440. 
5551.. 5673, 5551.. 5673 



End 567 3 

Score 105 

.5571, 5543. .5659, 5549. .5671, 



Seq. No. 16974 Seq. ID OJ990917_17.9C10.C26 

Gene No. 35792 Strand 

Start 1 End 7389 

Name OJ990917_17 . 9C10 . C26 . o3 . np Method AAT/NAP 

Start 5744 End 6909 

GI 4539658 Score 95 

Exons 5744.. 5888, 6881.. 6909 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 16975 Seq. ID 

Gene No. 35793 Strand 

Start 483 End 

Name OJ990917_17 . 9C10 . C27 . ol . gs Method 

Start 483 End 

GI none Score 

Exons 483.. 522, 1611. .1726, 2811. .2984, 3372. 
4222. .4536 



OJ990917_17.9C10.C27 
+ 

5049 
GENSCAN 
4536 
.5 

.3542, 3624. .3810, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16975 ^ Seq. ID OJ990917_17.9C10.C27 

35793 " Strand + 

483 End 5049 

OJ990917_17.9C10.C27.ol.np Method AAT/NAP 
3844 End 5049 

6907106 Score 368 

3844. .3956, 4172. .4498, 4576. .4799, 4874. .5049 
(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990917 17.9C10.C27 



16975 
35794 
4541 

OJ990917_17. 9C10.C27.ol.gp 
4541 

6547_1.R1084 
4541. .5274 

f 5257255/dbj IAP000364. 1IAP000364 4.0e-52 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5274 
AAT/GAP 
5274 
1184 



Seq. No. 16975 

Gene No. 35794 

Start 4541 

Name ■ OJ990917_17 . 9C10 . C27 . ol . tm 

Start 4590 

GI none 
Exons 



Seq. ID OJ990917_17.9C10.C27 
Strand 

End 5274 

Method TBLASTX: Maize 

End 4964 

Score 139 



4590. .4826, 4615. .4722, 4623. .4811, 4789. .4827, 4816. .4842, 
4831. .4866, 4896. .4931, 4905. .4964 



Seq. No. 16976 Seq. ID 

Gene No. 35795 Strand 

Start 656 End 

Name OJ990917_17 . 9C10 . C28 . ol . gp Method 



OJ990917_17.9C10.C28 
739 

AAT/GAP 



17545 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



656 End 739 

2798151 Score 111 

656. .739 

5670155/gb|AF161269.1 IAF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



16977 
35796 
519 

OJ990917_17. 9C10.C29.ol.gs 

519 

none 

519. .595 



Seq. ID OJ9909.17_17.9C10.C29 

Strand' 

End 595 

Method GENSCAN 

End 595 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16978 
35797 
1 

OJ990917_17. 9C10.C30.ol.np 
1 

6907086 
1..121, 182. .724 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990917_17.9C10.C30 
Strand 

End 724 

Method AAT/NAP 

End 724 

Score 827 



16978 
35797 
1 

OJ990917_17.9C10.C30.ol.gs 

207 

none 

207.. 621 



Seq. ID OJ990917_17.9C10.C30 
Strand 

End 724 

Method GENSCAN 

End 621 

Score .96 



Seq. No. 16979 

Gene No. 35798 

Start 217 

Name OJ990917_17 . 9C10 . C32 . ol . gs 

Start 217 

GI none 
Exons * 217 . . 353 



Seq. ID OJ990917_17.9C10.C32 

Strand + 

End 353 

Method GENSCAN 

End 353 

Score .74 



Seq. No. 16980 

Gene No. 35799 

Start 75 

Name OJ990917_17 . 9C10 . C33 . ol . gs 

Start 75 

GI none 

Exons 75.-295, 457.. 511 



Seq. ID OJ990917_17.9C10.C33 

Strand 

End 511 

Method GENSCAN 

End 511 

Score .42 



Seq. No. 16981 

Gene No. 35800 .. 

Start 109 

Name OJ990917_17 . 9C10 . C35 . ol . gs 

Start 109 

GI none 

Exons 109.. 222 



Seq. ID OJ990917_17.9C10.C35 
Strand 

End 222 

Method GENSCAN 

End 222 

Score .47 



Seq. No. 
Gene No. 



16982 
35801 



Seq. ID OJ990917_17.9C10.C36 
Strand 



17546 




Start 


331 




End 


628 




Name 


OJ990917 17.9C10.C36.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


318 




End 


628 




GI 


none 




Score 


97 




Exons 


318.. 542, 352.. 594, 355 


. .627, 


356. .628 






Seq. No. 


16982 




Seq. ID 


OJ990917_17.9C10 


.C36 


Gene No. 


35801 




Strand 






Start 


331 




End 


628 




Name 


OJ990917 17.9C10.C36.ol 


,gs 


Method 


GENSCAN 




Start 


331 




End 


474 




GI 


none 




Score 


.85 




Exons 


331. .474 










Seq. No. 


16982 




Seq. ID 


OJ990917JL7.9C10, 


.C36 


Gene No. 


35801 




Strand 






Start 






End 


628 




Name 


OJ990917 17.9C10.C36.ol 


.np 


Method 


AAT/NAP 




Start 


349 




End 


628 




GI 


4539660 




Score 


354 




Exons 


349. .628 










GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 




Seq. No. 


16982 




Seq. ID 


OJ990917_17 . 9C10 , 


.C36 


Gene No. 


35801 . 




Strand 






Start 


331 




End 


628 




Name 


OJ990917 17.9C10.C36.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


410 




End 


627 




GI 


none 




Score 


134 




Exons 


410.. 607, 412.. 627, 418 


. .621 








Seq. No. 


16983 




Seq. ID 


OJ990917_17.9C10, 


.C37 


Gene No. 


35802 




Strand 






Start 


296 




End 


456 




Name 


OJ990917 17.9C10.C37.ol 


.gs 


Method 


GENSCAN 




Start 


296 




End 


456 




GI 


none 




Score 


.73 




Exons 


296. .456 










Seq. No. 


16984 




Seq. ID 


OJ990917_17.9C10, 


.C38 


Gene No. 


o a o a o 




Strand 






Start 


760 




End 


868 




Name 


OJ990917 17.9C10.C38.ol 


. gs 


Method 


GENSCAN 




Start 


760 




End 


868 




GI 


none 




Score 


.42 




Exons 


760. .868 










Seq. No. 


16985 ■ 




Seq. ID 


OJ990917_17.9C10. 


.C39 


Gene No. 


35804 - 4 




Strand 


+ 




Start 


1 




End 


2707 




Name 


OJ990917 17. 9C10.C39.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2707 




GI 


6069646 




Score 


1159 




Exons 


1..30, 1961. .2707 










GI Descrip. 


(AP000616) similar to putative 


s reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 



17547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start .. 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No . 
Start 



putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



16985 
35805 
1955 

OJ990917_17. 9C10.C39.ol.gs 

1955 

none 



Seq. ID OJ990917__17.9C10.C39 
Strand 

End 4317 

Method GENSCAN 

End 4317 

Score . 61 



1955. .2012, 2238. .2371, 2520. .2572, 4148. .4317 



16985 
35805 
1955 

OJ990917_17 . 9C10.C39.ol.tm 

2132 

none 



Seq. ID OJ990917_17.9C10.C39 
Strand 

End 4317 

Method TBLASTX :Maize 

End 2692 

Score 323 



2132. .2467, 2203. .2448, 2468. .2692 



16985 
35805 
1955 

OJ990917_17. 9C10.C39.ol.tw 

2228 

none 



Seq. ID OJ990917_17.9C10.C39 
Strand 

End 4317 

Method TBLASTX : Wheat 

End 2581 

Score 211 < 



2228. .2425, 2257. .2421, 2549. .2581 



16986 
35806 
1 

OJ990917_17. 9C10.C41.ol.np 
1 

6630696 
1. .2647 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990917_17.9C10.C41 

Strand + 

End 2647 

Method AAT/NAP 

End 2647 

Score 3996 



16986 
35806 
1 

OJ990917JL7. 9C10 . C4 1 . ol . gs 

132 

none 



Seq. ID OJ990917_17.9C10.C41 

Strand + 

End 2647 

Method GENSCAN 

End 2576 

Score .58 



132. .168, 279. .389, 691. .1301, 1473. .1736, 2010. .2576 



16986 
35806 
1 

OJ990917_17. 9C10.C41.ol.tm 

255 

none 

255. .656, 274. .630, 278. .658 

16986 
35806 
1 



Seq. ID OJ990917_17.9C10.C41 

Strand + 

End 2647 

Method TBLASTX: Maize 

End 658 

Score 425 



Seq. ID OJ990917_17 . 9C10 . C41 
Strand + 
End 2647 



17548 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

. Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990917_17. 9C10.C41.o4 ,ts Method 

588 End 

none Score 
588. .749, 738. .986 



TBLASTX : Soybean 

986 

85 



16986 Seq. ID 

35806 Strand 

1 End 
OJ990917_17. 9C10.C41.o3.tm Method 

774 End 

none Score 

774. .1208, 1028. .1135 



OJ990917_17.9C10.C41 
+ 

2647 

TBLASTX: Maize 

1208 

256 



16986 Seq. ID 

35806 Strand 

I End 

OJ990917_17. 9C10.C41.o3.tw Method 

851 End 

none Score 



OJ990917_17.9C10.C41 
+ 

2647 

TBLASTX: Wheat 

1043 

194 



851. .1042, 852. .989, 852. .1043, 859. .1026 



16986 Seq. ID 

35806 Strand 

1 «i End 
OJ990917JL7. 9C10.C41.o2.ts Method 

998 End 

none Score 

998. .1258, 1038. .1217, 1221. .1394 



OJ990917_17.9C10.C41 
+ 

2647 

TBLASTX : Soybean 

1394 

156 



16986 Seq. ID 

35806 Strand 

1 End 
OJ990917_17. 9C10.C41.ol.tw Method 

1044 End 

none Score 

1044. .1799, 1052. .1795, 1266. .1799 



OJ990917_17.9C10.C41 
+ 

2647 

TBLASTX: Wheat 

1799 

862 



16986 Seq. ID 

35806- Strand 

1 . End 
OJ990917_17. 9C10.C41.ol.ts Method 

1719 End 

5509260 Score 

1719.. 2183, 1811.. 1975, 2006.. 2038 



OJ990917_17.9C10.C41 
+ 

2647 

TBLASTX : Soybean 

2183 

338 



16986 
35806 ' 
1 

OJ990917_17. 9C10.C41.ol. tc 

1811 

none 

1811. . 1984, 1812-. .2072 



Seq. ID OJ990917_17.9C10.C41 

Strand + 

End 2647 

Method TBLASTX : Cress 

End 2072 

Score 241 



16986 
35806 
1 



Seq. ID OJ990917_17.9C10.C41 
Strand + 
End 2647 



17549 



Name 

Start 

GI 

Exons 



OJ990917_17 . 9C10 . C4 1 . o2 . tm Method 
1860 End 
none Score 



TBLASTX: Maize 

2318 

310 



1860. .2318, 1867. .1932, 1868. .1984, 2007. .2069, 2105. .2203, 
2269. .2301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16986 
35806 
1- 

OJ990917__17. 9C10.C41 .o2.tw 

1869 

none 



Seq. ID OJ990917_17.9C10.C41 

Strand + 

End 2647 

Method TBLASTX : Wheat 

End 2623 

Score 272 



1869. .2198, 1871. .2038, 2190. .2399, 2267. .2371, 2504. .2623 



16986 
35806 
1 

OJ990917_17. 9C10.C41 .o3.ts 

2252 

none 



Seq. ID OJ990917_17.9C10.C41 

Strand + 

End 2647 

Method TBLASTX : Soybean 

End 2557 

Score 145 



2252. .2416, 2253. .2411, 2406. .2525, 2411. .2557, 2412. .2525 



16986 
35806 
1 

OJ990917_17. 9C10.C41 .o4 .tm 

2402 

none 



Seq. ID OJ990917_17.9C10.C41 

Strand + 

End 2647 

Method TBLASTX : Mai ze 

End 2 64 6 

Score 129 



2402. .2563, 2409. .2567, 2503. .2568, 2504. .2569, 2563.-2646, 
2564. .2632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16987 
35807 
1 

OJ990917_17. 9C10.C42.ol.np 
1 

6630696 
1..467 

(AP000969) ESTs D221 1-4 (C10364 ) , AU076106 (E20423) correspond to a 
reqion of the predicted qene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990917_17.9C10.C42 

Strand + 

End 3470 

Method AAT/NAP 

End 4 67 

Score 625 



16987 
35807 
1 

OJ990917_17. 9C10.C42.ol.tw 
7 

none 



Seq. ID OJ990917_17.9C10.C42 

Strand + 

End 3470 

Method TBLASTX : Wheat 

End 3.28 

Score 130 



7. .324, 12. .245, 13. .297, 14. .328, 14. .325 



16987 
35807 
1 

OJ990917_17 . 9C10.C42 .ol.gs 

128 

none 



Seq. ID OJ990917_17.9C10.C42 

Strand + 

End 3470 

Method GENSCAN 

End 3470 

Score .78 



128. .268, 951. .996, 1568. .1694, 2390. .2418, 2903. .2968, 



17550 



3409. .3470 



Seq. No. 16987 Seq. ID 

Gene No. 35807 Strand 

Start 1 End 

Name OJ990917_17 . 9C10 . C42 . o2 . tw Method 

Start 613 End" 

GI none Score 

Exons 613. .678, 646. .756, 686. .754, 756. .794, 

831. .896, 832. .972, 839. .976 



OJ990917_17.9C10.C42 
+ 

3470 

TBLASTX: Wheat 

976 

39 

756. .971, 757. .795, 



Seq. No. 16988 Seq. ID 

Gene No. 35808 Strand 

Start 795 End 

Name OJ990917_17 . 9C10 . C43 . ol . gs Method 

Start 795 End 

GI none , Score 

Exons 795.. 945 



OJ990917_17.9C10.C43 
945 

GENSCAN 

945 

.87 



Seq. No. 16989 Seq. ID 

Gene No. 35809 Strand 

Start 26 End 

Name OJ990917_17 . 9C10 . C4 4 . ol . gs Method 

Start 2 6 End 

GI none Score 

Exons 26. . 133 



OJ990917_17.9C10.C44 
133 

GENSCAN 
133 . 
.64 



Seq. No. 16990 Seq. ID 

Gene No. 35810 Strand 

Start 332 End 

Name OJ990517_06 . 9C23 . CI . ol . np Method 

Start 332 End 

GI 4539658 Score 

Exons 332.. 465, 604.. 689 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



OJ990517_06.9C23.C1 
+ 

689 

AAT/NAP 
689 
76 



Seq. No. 16990 

Gene No. 35811 

Start 602 

Name OJ990517_06 . 9C23 . CI . o2 . np 

Start 602 

GI 6478216 

Exons 602.. 689 

GI Descrip. (AF1084 38) putative NADPH-dependent oxidoreductase [Papaver 
somnif erum] 



Seq. ID OJ990517_06.9C23.C1 
Strand 

End 68 9 

Method AAT/NAP 

End 689 

Score 75 



Seq. No. 16991 

Gene No. 35812 

Start 398 

Name OJ990517JD6 . 9C23 . C2 . ol . tw 

Start 10 

GI none 

Exons 10.. 147, 32.. 160, 125.. 184 

Seq. No. 16991 

Gene No. 35812 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990517_06.9C23.C2 
+ 

1249 

TBLASTX: Wheat 

184 

175 



OJ990517_06.9C23.C2 
+ 



17551 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



398 



End 

Method 
End 
Score 



1249 
AAT/NAP 
1060 
340 



OJ990517_06. 9C23.C2.ol.np 
398 

5441880 
398.. 433, 692.. 1060 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



16991 Seq. ID 

35812 Strand 

398 End 

OJ990517_06 . 9C23 . C2 . ol . gs Method 

590 End 

none Score 
590. .1249 



OJ990517_06. 9C23.C2 
+ 

1249 
GEN SCAN 
1249 
.63 



Seq. No. 16992 Seq. ID OJ990517_06 . 9C23 . C3 

Gene No. 35813 Strand + 

Start 640 End 819 

Name OJ990517_06 . 9C23 . C3 . ol . np Method AAT/NAP 

Start 640 End 819 

GI 5441880 Score 128 

Exons 640.. 819 

GI Descrip. (AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 





(AC003981) 


[Oryza sativa] 


a' ' 




Seq. No. 


16993 




Seq. ID 


OJ990517 


Gene No. 


35814 




Strand 


+ 


Start 


761 




End 


5675 


Name 


OJ990517 06 


.9C23.C4.ol.gs 


Method 


GENSCAN 


Start 


761 




End 


5675 


GI 


none 




Score 


.5 


Exons 


761. .826, 1329. .1506, 1669. .1774, 1877 


..1989, 3 




4559. .4683, 


5224. .5291, 5318., 


.5439, 5624.. 5675 


Seq. No. 


16993 




Seq. ID 


OJ990517 


Gene No. 


35815 




Strand 




Start 


1 




End 


2849 


Name 


OJ990517 06 


. 9C23.C4 .ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2849 


GI 


6721516 




Score 


569 


Exons 


1. .437, 850 


..1098, 2797. .2849 






GI Descrip. 


(AP001072) : 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


16993 




Seq. ID 


OJ990517 


Gene No. 


35816 




Strand 




Start 


6135 




End 


6559 


Name 


OJ990517 06 


. 9C23.C4.o2.gs ' 


Method 


GENSCAN 


Start 


6135 




End 


6559 


GI 


none 




Score 


.42 


Exons 


6135. .6289, 


6302. .6559 






Seq. No. 


16994 




Seq. ID 


OJ990517_ 


Gene No. 


35817 




Strand 


+ 


Start 


376 




End 


1398 



17552 




Name 


OJ990517 06 


.9C23.C5.ol. 


np 


Method 


AAT/NAP 






Start 


376 






End 


1398 






GI 


6553884 






Score 


483 






Exons 


376.-499, 704. .1398 












GI Descrip. 


(AC012563) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


16994 






Seq. ID 


OJ990517 


_06. 9C23i 


C5 


Gene No. 


35818 






Strand 


+ 






Start 


1340 






End 


1701 






Name 


OJ990517 06 


. 9C23.C5.ol. 


gp 


Method 


AAT/GAP 






Start 


1340 






End 


1701 






GI 


none 






Score 


662 






Exons 


1340. .1701 














Seq. No. 


16994 






Seq. ID 


OJ990517 


_06.9C23. 


C5 


Gene No. 


35819 






Strand 


+ 






Start 


3823 ' 






End 


4117 






Name 


OJ990517 06 


.9C23.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


945 






End 


1401 






GI 


none 






Score 


206 






Exons 


945. .995, 1043. .1252, 1044. .1394, 1068 


. .1400, 1069. .1401 


Seq. No. 


16994 






Seq. ID 


OJ990517 


_06.9C23. 


C5 


Gene No. 


35819 






Strand 


+ 






Start 


3823 






End 


4117 






Name 


OJ990517_06 


.9C23.C5.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1068 






End 


1424 






GI 


none 






Score 


217 






Exons 


1068 . . 1214, 


1069. .1212, 


1228. 


.1266, 1257. .1400, 


1258. .1401, 




1269. .1424 














Seq. No. 


16994 






Seq. ID 


OJ990517 


_06.9C23. 


C5 


Gene No. 


35819 






Strand 


+ 






Start 


3823 






End 


4117 






Name 


OJ990517 06 


. 9C23.C5.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1069 






End 


1401 






GI 


none 






Score 


361 






Exons 


1069. ".1401, 


1098. .1400 












Seq. No. 


16994 






Seq. ID 


OJ990517 


_06. 9C23. 


C5 


Gene No. 


35819 






Strand 


+ 






Start 


3823 






End 


4117 






Name. 


OJ990517 06 


. 9C23.C5.o2. 


gp 


Method 


AAT/GAP 






Start 


3823 






End 


4117 






GI 


LIB3432-016 


-P1-K1-B4 




Score 


446 






Exons 


3823. .4117 














GI Descrip. 


• 671740/emb 


ICAA59218I 3 


,0e-26 


(X84730) 


ribulose 


-bisphosphat 




carboxylase 


[ synthetic 


construct] 1 








Seq. No. 


16995 






Seq. ID 


OJ990517 


_06. 9C23. 


C6 


Gene No. 


35820 






Strand 


+ 






Start 


5767 






End 


9111 






Name 


OJ990517 06 


.9C23.C6.ol. 


np 


Method 


AAT/NAP 






Start 


5722 






End 


9111 






GI 


4406778 






Score 


3298 






Exons 


5722. .9111 















GI Descrip. (AC006532) putative receptor protein kinase [Arabidopsis 



17553 



thaliana] 



Seq. No. 16995 Seq. ID 

Gene No. 35820 Strand 

Start 5767 End 

Name OJ990517_06 . 9C23 . C6 . o2 . gs Method 

Start 5767 End 

GI none Score 

Exons * 5767.. 7989 



OJ990517_06.9C23.C6 
+ 

9111 
GENSCAN 
.7989 
1 



Seq. No. 16995 

Gene No. 35820 

Start 5767 

Name OJ990517_06 . 9C23 . C6 . o3 . gs 

Start 8082 

GI none 

Exons 8082.. 8786, 8858.. 9097 



Seq. ID OJ990517_06.9C23.C6 

Strand + 

End 9111 

Method GENSCAN 

End 9097 

Score .62 



Seq. No. 16995 Seq. ID 

Gene No. 35821 Strand 

Start 4263 End 

Name OJ990517_06 . 9C23 . C6 . ol . gs Method 

Start 4263 End 

GI none Score 

Exons 4263. .4398, 4404. .4658, 4722. .4828 



OJ990517_06. 9C23.C6 

4828 
GENSCAN 
4828 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16995 
35822 
9461 
OJ9905 
6119 
none 
6119. . 
6333. . 
6437. . 
6535. . 
6553. . 
6829. . 
6861. . 
6907. . 
7056. . 
7195. . 
.7540. . 
7555. . 



Seq. ID 
Strand 



OJ990517 06.9C23.C6 



17 06.9C23.C6.o3.tm 



6163, 
6530, 
6529, 
6663, 
6660, 
7029, 
7163, 
7326, 
7295, 
7356, 
7 674, 
7809 



6173. 
6345. 
6437. 
6538. 
6651. 
6838. 
6861. 
6934 . 
7063. 
7223. 
7546. 



.6262, 
.6518, 
.6523, 
. 6654, 
. 6800, 
.7170, 
.7103, 
.7170, 
.7317, 
.7261, 
,7809, 



6178. 
6357. 
6440. 
6541. 
6691. 
6838. 
6862. 
6991. 
7135. 
7504. 
7546. 



End 


11834 






Method TBLASTX: 


Maize 




End 


78 


12 






Score 


44 








6297, 


6322. 


.6513, 


6331. 


. 6420, 


6521, 


6402. 


.6524, 


6436. 


. 6537, 


6514, 


6472. 


.6531, 


6475. 


.6555, 


6672, 


6541. 


.6678, 


6544 . 


.6720, 


6819, 


6766. 


.6825, 


6829. 


.7101, 


7101, 


6847. 


.7317, 


6853. 


.7047, 


7071, 


6873. 


.7163, 


6906. 


.7292, 


7245, 


7005. 


.7295, 


7006. 


.7329, 


7332, 


7141. 


.7326, 


7150. 


.7242, 


7665, 


7507. 


.7812, 


7540. 


.7740, 


7809, 


7546. 


.7755, 


7555. 


.7809, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16995 
35822 
9461 

OJ990517_06.9C23.C6.o2.tc 
6166 



Seq. ID OJ990517_06. 9C23.C6 
Strand 

End 11834 

Method TBLASTX: Cress 

End 8834 



none 










Score 


58 








6166. 


.6264, 


6181. 


.6297, 


6193. 


.6306, 


6298. 


.6420, 


6318. 


. 6512, 


6319. 


.6420, 


6322. 


. 6546, 


6322. 


.6420, 


6324 . 


.6371, 


6331. 


. 6420, 


6382. 


.6525, 


6429. 


. 6548, 


6475. 


. 6528, 


6541. 


.6660, 


6541. 


. 6672, 


6544. 


.6672, 


6553. 


. 6669, 


6553. 


. 6663, 


6559. 


. 6663, 


6637. 


. 6819, 


6637. 


. 6810, 


6637 . 


. 6819, 


6637. 


. 6819, 


6643. 


. 6819, 


6655. 


. 6801, 


6673. 


. 6810, 


6673. 


. 6819, 


6832. 


.7257, 


6835. 


.7329, 


6835. 


. 7329, 



17554 



6838.. 7314, 6838.. 7191, 6838.-7332, 6841. 

6847.. 7332, 6861.. 7055, 6939.. 7163, 6940. 

7060. .7332, 7065. .7295, 7135. .7317, 7198. 

7507.. 7671, 7510.. 7809, 7531. .7812, 7531. 

7540.. 7809, 7546.. 7686, 7546.. 7809, 7549. 

7555. .7809, 7687. .7809, 7741. .7872, 8736. 



,7329, 6847. .7170, 

.7314, 7012. .7320, 

.7329, 7504. .7812, 

.7806, 7540. .7812, 

.7617, 7549. .7821, 
,8834 



Seq. No. 16995 
Gene No. 35822 
Start 9461 

Name OJ990517_06 . 9C23 . C6 . o2 . tw 

Start 6247 

GI none 

Exons 6247.. 6510, 6358, 

6654.. 6788, 6838. 
7017.. 7163, 7090, 
7441. .7728, 7525. 



Seq. ID OJ990517_06. 9C23.C6 
Strand 

End 11834 
Method TBLASTX : Wheat 
End 7812 
Score 103 
.6420, 6523. .6723, 6544. .6654, 6580. .6663, 
.6954, 6873. .7025, 6874. .7026, 6964. .7170, 
,7242, 7120. .7314, 7158. .7295, 7252. .7329, 
,7662, 7546.-7662, 7618. .7812, 7672. .7809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16995 
35822 
9461 
OJ9905 
6298 
none 
6298. . 
6475. ; 
6541. . 
6643. . 
6838. . 
7140. . 
7540. . 
7609. . 



17 06. 9C23.C6.o2.ts 



6420, 6310.. 6420, 6331. 

6528, 6490.. 6525, 6529. 

6672, 6553.. 6717, 6553. 

6819, 6655. .6801, 6673. 

7314, 6838.-7332, 6841. 

7274, 7161. .7292, 7189. 

7809, 7540.. 7809, 7546. 
7809 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.6420, 
.6663, 
.6663, 
.6843, 
.7329, 
.7329, 
.7809, 



OJ990517 06.9C23.C6 



11834 

TBLASTX: Soybean 

7809 

83 

. 6524, 
. 6666, 
. 6825, 
.7170, 



6342. 
6538. 
6637. 
6835. 

6867. .7055, 
7510. .7809, 
7555. .7809, 



6472. 
6541. 
6640. 
6835. 
6910. 
7510. 
7555. 



6525, 
6666, 
6831, 
7329, 
7332, 
7806, 
7671, 



Seq. No. 


16995 








Gene No. 


35822 








Start 


9461 








Name 


OJ990517 06. 


9C23, 


,C6.ol. 


Start 


8166 








GI 


none 








Exons 


8166. . 


,8495, 


8171, 


. . 8494, 




8852. . 


,8908, 


8969, 


. . 9073 


Seq. No. 


16995 








Gene No. 


35822 








Start 


9461 








Name 


OJ990517 06. 


9C23, 


X6.ol. 


Start 


8201 








GI 


none 








Exons 


8201. . 


8494, 


8223, 


. .8495, 


Seq. No. 


16995 








Gene No. 


35822 








Start 


9461 








Name 


OJ990517 06. 


9C23. 


.C6.ol. 


Start 


8345 








GI 


none 








Exons 


8345. . 


8494, 


8346. 


, .8495, 



Seq. ID OJ990517_06. 9C23.C6 
Strand 

End 11834 

ts Method . TBLASTX : Soybean 

End 9073 

Score 447 
8508. .8834, 854 6. .8818, 8851. .8895, 



Seq. ID OJ990517_06. 9C23.C6 
Strand 

End 11834 

tc Method TBLASTX: Cress 

End 8 68 6 

Score 386 
8508. .868,4, 8540. .8686 

Seq. ID OJ990517_06. 9C23.C6 
Strand 

End 11834 

tm Method TBLASTX : Maize 

End 9073 

Score 204 
8526. .8834, 8543. .8818, 8870. .8914, 



17555 



8969. .9073 



Seq. No. 


16995 






Seq. ID 


OJ990517_06.9C23.C6 


Gene No. 


35822 






Strand 




Start 


9461 






End 


11834 


Name 


OJ990517 06. 


9C23 


.C6.ol. tw 


Method 


TBLASTX: Wheat 


Start 


8348 






End 


8765 


GI 


none 






Score 


139 


Exons 


8348. .8515, 


8349 


..8516, 8498. 


.8686, 8505. .8708, 8730. .8765 


Seq. No. 


16995 






Seq. ID 


OJ990517_06.9C23.C6 


Gene No. 


35822 






Strand 




Start 


9461 






End 


11834 


Name 


OJ990517 06. 


9C23 


.C6.o4 .gs 


Method 


GENSCAN 


Start 


9461 




End 


11794 


GI 


none 






Score 


.93 


Exons 


9461. .9706, 


9896 


. .10075, 10193. .10439, 


11439. .11794 


Seq. No. 


16995 






Seq. ID 


OJ990517_06.9C23.C6 


Gene No . 


35822 






Strand 




Start 


9461 






End 


11834 


Name 


OJ990517 06. 


9C23 


C6.o2.np 


Method 


AAT/NAP 


Start 


9488 






End 


11764 


GI 


6478216 






Score 


775 


Exons 


9488. .9706, 


9896 


.10075, 10193. . 10439, 


11439. .11764 


GI Descrip. 


(AF108438) putative NADPH-dependent oxidoreductase [Papaver 




somnif erum] 










Seq. No. 


16995 






Seq. ID 


OJ990517_06.9C23.C6 


Gene No . 


35822 






Strand 




Start 


9461 






End 


11834 


Name 


OJ990517 06. 


9C23. 


C6.o4 . tm 


Method 


TBLASTX: Maize 


Start 


9488 






End 


10438 


GI 


none 






Score 


107 


Exons 


9488. .9544, 


9551. 


.9709, 9587. 


.9709, 9882.. 10076, 9893.. 1011 




9910. .10077, 


10180. .10314, 10188. .10361 


, 10190. .10363, 




10367. .10438 








Seq. No. 


16995 






Seq. ID 


OJ990517_06.9C23.C6 


Gene No. 


35822 






Strand 




Start 


9461 






End 


11834 


Name 


OJ990517 06. 


9C23. 


C6.o3.ts 


Method 


TBLASTX: Soybean 


Start 


9560 






End 


11716 


GI 


none 






Score 


55 


Exons 


9560. . 9709, 


9893. 


. 9979, 9897. 


.9980, 9989. .10078, 9990.. 1005; 




10185. .10346, 10190. .10360, 10391 1044 1 , 11426 11656, 



11457. .11657, 11687. .11716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16995 Seq. ID 

35822 Strand 

94 61 End 

OJ990517_06. 9C23.C6.o3. tc Method 

9932 End 

none Score 



OJ990517_06.9C23.C6 
11834 

TBLASTX: Cress 

11716 

79 



9932.. 10114, 9933.. 10076, 10188 .. 10307 , 10190 .. 10306, 
10403. . 10441, 11436. . 11666, 1144 4 .. 11662, 11663. .11716 



17556 



Seq. No. 16995 Seq. ID OJ990517_06 . 9C23 . C6 

Gene No. 35822 Strand 

Start 9461 End 11834 

Name OJ990517_06 . 9C23 . C6 . ol . gp Method AAT/GAP 

Start 10398 End 11834 

GI uC-osflcyp023b05bl Score 840 

Exons 10398. . 1Q439, 11439.. 11834 

GI Descrip. ■ 2792155/emb | CAA11226 | 1.0e-28 (AJ223291) chalcone reductase 
[Sesbania rostrata] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16995 
35822 
9461 

OJ990517_06. 9C23.C6.o2.tm 

11480 

none 



Seq. ID OJ990517_06.9C23.C6 
Strand 
End 

Method 
End 
Score 



11834 

TBLASTX: Maize 

11735 

88 



11480. . 11734, 11483. . 11572, 11484 .. 11660, 11691. .11735 



Seq. No. 16996 Seq. ID 

Gene No. 35823 Strand 

Start 1074 End 

Name OJ990517_06 . 9C23 . C8 . ol . gs Method 

Start 1074 ^ End 

GI none ' Score 
Exons 



OJ990517_06.9C23.C8 

7499 
GENSCAN 
7499 
.83 



1074. .1219, 1752. .1907, 2021. .2158, 2391. .2565, 2896. .3075, 
56*36.. 5885, 7090.. 7499 

Seq. No. 16996 Seq. ID OJ990517_06 . 9C23 . C8 

Gene No. 35823 Strand 

Start 1074 'End 7499 

Name OJ990517_06 . 9C23 . C8 . ol . np Method AAT/NAP 

Start 2395 End 7412 

GI 6478216 Score 799 

Exons 2395.. 2613, 2896.. 3075, 5636.. 5885, 7090.. 7412 

GI Descrip. (AF1084 38) putative NADPH-dependent oxidoreductase [Papaver 
somnif erum] 



Seq. No. 16996 
Gene No. 35823 
Start 1074 

Name OJ990517_06 . 9C23 . C8 . o2 . tm 

Start 2395 
GI none 

Exons 2395.. 2451, 2470.. 2616, 2473. 

2876. .3076, 2893. .3078, 2923. 
5828. .5881, 5832. .5876 



Seq. ID OJ990517_06.9C23.C'8 
Strand 

End 7499 

Method TBLASTX : Mai ze 

End 5881 

Score 114 

.2613, 2514. .2615, 2528. .2629, 
.3078, 5627. .5800, 5634. .5792, 



Seq. No. 16996 

Gene No. 35823 • i 

Start 1074 

Name' OJ990517_06 . 9C23 . C8 . ol . gp 

Start 2404 

GI 2801031 

Exons 2404.. 2613, 2896.. 3075, 5636. 

GI Descrip. 27 92155/emb | CAA11226 | 1.0e-2£ 
[Sesbania rostrata] 



Seq. ID OJ990517_06.9C23.C8 
Strand 

End 7499 

Method AAT/GAP 

End 5762 

Score 867 
.5762 

(AJ223291) chalcone reductase 



17557 



Seq. No. 


16996 






Seq. ID 


OJ990517 


_06.9C23, 


.C8 


Gene No. 


35823 






Strand 








Start 


1 A "7 A 
10/4 






End 


7499 






Name 


OJ990517 06.9C23 


.C8 .ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2467 






End 


7322 




GI 


none 






Score 


174 






Exons 


2467.. 2613, 2989 


. .3078, 


5627 


..5788, 5628.. 5789, 


5828. .5902, 




7128. .7322 














Seq. No. 


16996 






Seq. ID 


OJ990517 


_06.9C23. 


.C8 


Gene No. 


35823 






Strand 








Start 


1074 






End 


7499 






Name 


OJ990517 06.9C23 


.C8.ol. 


tc 


Method 


TBLASTX : 


Cress 




Start 


2929 






End 


7317 






GI 


none 






Score 


87 






Exons 


2929.. 3141, 5618 


. .5752, 


5634 


..5750, 5849.-5887, 


7116. .7316, 




7234. .7317 














Seq. . No. 


16996 






Seq. ID 


OJ990517 


_06.9C23. 


.C8 


Gene No. 


35823 






Strand 










IV f 4 






End 


7499 






Name 


OJ990517 06.9C23, 


.C8.o2. 


gp 


Method 


AAT/GAP 






Start 


5767 






End 


7455 






GI 


64574 1.R1084 






Score 


861 






Exons 


5767.. 5885, 7090, 


. .7455 












GI Descrip. 


'2792295 8.0e-24 


(AF039182) 


unknown [Fragaria x 


ananassa] 1 


Seq. No. 


16996 






Seq. ID 


OJ990517 


_06.9C23. 


,C8 


Gene No. 


35823 






Strand 








Start 


1074 






End 


7499 






Name 


OJ990517 06.9C23. 


.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


7131 






End 


7400 






GI 


none 






Score 


120 






Exons 


7131. .7304, 7140. 


. .7304, 


7314 


..7400, 7315. .7395 






Seq. No. 


16997 






Seq. ID 


OJ990517 


_06.9C23. 


C9 


Gene No. 


35824 






Strand 


+ 






o tarn 


1338 






End 


1489 






Name 


OJ990517 06.9C23. 


>C9.ol. 


np 


Method 


AAT/NAP 






Start 


1338 






End 


1489 






GI 


6815099 






Score 


70 






Exons 


1338. .1489 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


16997 






Seq. ID 


OJ990517 


_06.9C23. 


C9 


Gene No. 


35825 






Strand 


+ 






o cart 


6102 






End 


6474 






Name 


OJ990517 06.9C23. 


C9.o3. 


np 


■ Method 


AAT/NAP 






Start 


. 6102 






End 


6474 






GI 


6721512 






Score 


107 






Exons 


6102.. 6232, 6260. 


.6390, 


6432 


. .6474 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


16997 






Seq. ID 


OJ990517 


J)6.9C23. 


C9 


Gene No. 


35826 






Strand 








Start 


3831 






End 


5281 






Name 


OJ990517 06.9C23. 


C9.o2. 


np 


Method 


AAT/NAP 







17558 



Start 3831 End 5281 

GI 6478216 Score 220 

Exons 3831.. 4057, 4408.. 4581, 5210.. 5281 

GI Descrip. (AF1084 38) putative NADPH-dependent oxidoreductase [Papaver 
somnif erum] 



Seq. No. 16998 Seq. ID. 

Gene No. 35827 Strand 

Start 144 End 

Name OJ990517_06 . 9C23 . Cll . ol . gs Method 

Start 144 End 

GI none Score 

Exons 144 . . 236 



OJ990517__06.9C23.C11 
+ 

236 

GENSCAN 

236 

1 



Seq. No. 16999 Seq. ID 

Gene No. 35828 Strand 

Start 736 End 

Name OJ990517_06 . 9C23 . C12 . ol . gs Method 

Start 736 End 

GI none Score 

Exons 736.. 915, 2840.. 2947 



OJ990517_06.9C23.C12 
+ 

2947 
GENSCAN 
2947 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16999 Seq. ID OJ990517_06.9C23.C12 

35829 Strand 

3430 ■■- End 3998 

OJ990517_06 . 9C23 . C12 . ol . gp Method AAT/GAP 

3430 End * 3998 

4879016 Score . 856 

3430. .3998 

6041757/gb|AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16999 Seq. ID 

35830 Strand 

4961 End 
OJ990517JD6. 9C23 . C12 . ol . tm Method 

4 961 End 

none Score 
4961. .5266 



OJ990517_06.9C23.C12 
5266 

TBLASTX: Maize 

5266 

217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



17000 Seq. ID OJ990517_06.9C23.C14 

35831 Strand 

1 End 518 

OJ990517_06 . 9C23 . C14 . ol . np Method AAT/NAP 

1 End 518 

5441880 Score 581 

1..518 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar "to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



17000 Seq. ID 

35831 Strand 

1 End 

OJ990517_06 . 9C23 . CI 4 . ol . gs Method 

199 ' End 



OJ990517_06.9C23.C14 
518 

GENSCAN 
476 



17559 



GI 

Exons 



none 

199. .476 



Score 



Seq. No. 17001 

Gene No. 35832 

Start 97 

Name OJ990517_06 . 9C23 . C15 . ol . tm 

Start 96 

GI none 

Exons 96.. 236, 97.. 255, 262.. 318 



Seq. ID OJ990517_06.9C23.C15 

Strand + 

End 34 5 

Method TBLASTX : Mai ze 

End 318 

Score 196 



r Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gi Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17001 
35832 
97 

OJ990517_06. 9C23.C15.ol.np 
97 

6478208 
97. .318 

(AF108434) NADPH-dependent codeinone reductase [Papaver 
somniferum] 



Seq. ID OJ990517_06.9C23.C15 
Strand + 

345 

AAT/NAP 
318 
184 



End 

Method 

End 

Score 



17001 
35832 
97 

OJ990517_06. 9C23.C15.ol.ts 

97 

none 

97. .246, 108. .254, 262. .309 

17001 
35832 
97 

OJ990517_06. 9C23.C15.ol.gs 

100 

none 

100. .345 



Seq. ID OJ990517_06.9C23.C15 

Strand + 

End 34 5 

Method TBLASTX: Soybean 

End 309 

Score 162 



Seq. ID OJ990517_06.9C23.C15 

Strand + 

End 34 5 

Method GENSCAN 

End 34 5 

Score .53 



Seq. No. 17002 

Gene No. 35833 

Start 80 

Name OJ990517_06 . 9C23 . C17 . ol . gs 

Start 80 

GI none 

Exons 80. .192 



Seq. ID OJ990517_06.9C23.C17 

Strand + 

End 192 

Method GENSCAN 

End 192 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 
Start 



17003 
35834 
1 

OJ990517_06.9C23.C20.ol.np 
1 

6907089' 
1..599, 733. .808 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990517_06.9C23.C20 

Strand + 

End 808 

Method AAT/NAP 

End 808 

Score 278 



17003 
35834 
1 



Seq. ID OJ990517_06.9C23.C20 
Strand + 
End 808 



17560 




Name 


OJ990517_06.9C23.C20.o2 


.np 


Method 


AAT/NAP 






btart 


4 Jo 




End 


oUo 






GI 


6721558 




Score 


82 






Exons 


438. .533, 662. .808 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 








gi| 6815083 | db j IBAA90369 


.11 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 

- 












Seq. No. 


17003 




Seq. ID 


OJ990517_06. 


. 9C23 


.C20 


Gene No. 


35835 




Strand 








Start 


197 




End 


535 






Name 


OJ990517 06.9C23.C20.ol 


.gs 


Method 


GENSCAN 






Start 


197 




End 


535 






GI 


none 




Score 


.83 






Exons 


197. .362, 405. .535 












Seq. No. 


17004 




Seq. • ID 


OJ990517_06. 


. 9C23 


. C21 


Gene No. 


35836 




Strand 


+ 






Start 


93 




End 


247 






Name 


OJ990517 06.9C23.C21.ol 


. gs 


Method 


GENSCAN 






Start 


93 




End 


247 






GI 


none 




Score 


.45 






Exons 


93. .247 












Seq. No. 


17005 




Seq. ID 


OJ990517_06. 


, 9C23 


. C22 


Gene No. 


35837 




Strand 








Start 


1 




End 


4 Ob 






Name 


OJ990517 06.9C23.C22.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


406 






GI 


6907086 




Score 


214 






Exons 


1. .406 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


17005 




Seq. ID 


OJ990517_06, 


, 9C23 


.C22 


Gene No. 


35837 




Strand 








Start 


1 




End 


406 






Name 


OJ990517 06. 9C23.C22.ol 


.gs 


Method 


GENSCAN 






Start 


126 




End 


310 






GI 


none 




Score 


. 69 






Exons 


126. .310 












Seq. No. 


17006 




Seq. ID 


OJ990517_06. 


. 9C23 


.C23 


Gene No . 


35838 




Strand 


+ 






Start 


1582 




End 


2185 






Name 


OJ990517 06. 9C23.C23.ol 


.gs 


Method 


GENSCAN 






Start 


1582 




End 


2185 






GI 


none 




Score 


. 95 






Exons 


1582. .1632, 2111. .2185 












Seq. No. 


17006 




Seq. ID 


OJ990517_06. 


9C23 


.C23 


Gene No. 


35839 




Strand 


+ 






Start 


7698 




End 


10748 






Name 


OJ990517 06. 9C23.C23.o3 


.np 


Method 


AAT/NAP 






Start 


7657 




End 


9839 






GI 


6721561 




Score 


1169 






Exons 


7657.. 7691, 8654.. 8880, 


8951. . 9009, 9075. . 9839 






GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to a region 


of ■ 



17561 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 17006 

Gene No. 35839 

Start 7698" 

Name O J9 9 0 5 1 7_0 6 . 9C 2 3 . C2 3 . o2 . np ; 

Start 7698 ~ . 

GI 6721558 

Exons 7698..7797, 8497.. 8631, 9265. 
GI Descrip. 



Seq. ID OJ990517_06.9C23.C23 

Strand + 

End 10748 

Method AAT/NAP 

End ■ 9736 

Score 250 
.9348, 9605.. 9736 



(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 |dbj IBAA90369. 1 1 (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 17006 Seq. ID 

Gene No. 35839 Strand 

Start 7698 End 

Name OJ990517_06 . 9C23 . C23 . o3 . gs Method 

Start 7698 End 

GI none Score 
Exons 



OJ990517_06.9C23.C23 

+ 

10748 
GENSCAN 
10748 
.54 



7698. 
9303. 



,8051, 8163. .8331, 8497. .8594, 8734. .8880, 8951. .9009, 
,9778, 9977. .10120, 10231. .10748 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17006 
35840 
200 

OJ990517_06.9C23.C23.ol.np 
200 

6907088 



Seq. ID- OJ990517_06.9C23.C23 
Strand 

End 1628 ' 

Method AAT/NAP 

End 1628 

Score 1036 



200. .580, 1075. .1314, 1491. .1628 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 


17006 


Seq. ID 


OJ990517 


_06.9C23 


Gene No. 


35841 


Strand 






Start 


5661 


End 


7075 




Name 


OJ990517 06.9C23.C23.o2.gs 


Method 


GENSCAN 




Start 


5661 


End 


7075 




GI 


none 


Score 


.89 




Exons 


5661.'. 5764, 5839. .6092, 6169 


..6311, 7052. .7075 




Seq. No. 


17006 


Seq. ID 


OJ990517 


_06.9C23 


Gene No. 


35842 


Strand 






Start 


11362 


End 


13533 




Name 


OJ990517 06.9C23.C23.o4.gs 


Method 


GENSCAN 




Start 


11362 


End 


13378 




GI 


none 


Score 


.72 




Exons 


11362. .11609, 11712. .12101, 


12378. .12752, 12799 


. .13378 



Seq. No. 17006 Seq. ID 

Gene No. 35842 Strand 

Start 11362 End 

Name OJ990517_06 . 9C23 . C23 . o4 . np Method 

Start 11365 End 

GI 5902445 Score 

Exons 11365. . 12706, 12741.. 13533 



OJ990517_06.9C23.C23 

13533 
AAT/NAP 
13533 
1787 



17562 



GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


17006 


Seq. ID 


OJ990517_06.9C23 


.C23 


Gene No. 


35842 


Strand 






btart 




End 


13533 




Name 


OJ990517 06.9C23.C23.ol.tw 


Method 


TBLASTX: Wheat 




Start - 


11374 • 


End 


11983 




GI 


none 


Score 


77 




Exons 


11374. .11505, 11530. .11979, 


11726. .11833, 11726. .11983, 






11879. . 11983 








Seq. No. 


17006 


Seq. ID 


OJ990ol7 06.9C23 


.C23 


Gene No. 




Strand 






Start 


11362 


End 


13533 




Name 


OJ990517 06. 9C23.C23.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12106 


End 


12489 




GI 


none 


Score 


173 




Exons 


12106. .124 89, 12107. .124 81 








Seq. No. 


17006 


Seq. ID 


OJ990517_06.9C23 


.C23 


Gene No . 


n c q a o 


Strand 






Start 


. 11362 


End 


13533 




Name 


OJ990517 06. 9C23.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


12184 


End 


12489 






none 


Score 


153 




Exons 


12184 12489, 12185. .12472 








Seq. No. 


17006 


Seq. ID 


OJ990517_06. 9C23 


.C23 


Gene No. 


35842 


Strand 






C4- -« v~ 4- 

b tar r 




End 


13533 




Name 


OJ990517 06. 9C23.C23.o3.tw 


Method 


TBLASTX: Wheat 




Start 


12992 


End 


13448 




GI 


none 


Score 


40 




Exons 


12992. . 13057, 12992. . 13165, 


1304 4. .13136, 13173. .134 48, 






13175. . 13435 








Seq. No. 


1-7007 


Seq. ID 


OJ990517JD6.9C23, 


.C24 


Gene No. 


35843 


Strand 






OLdlt 


1 


End 


4850 




Name 


OJ990517 06. 9C23.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4275 




GI 


5902444 


Score 


920 




Exons 


1..1418, 1755. .1857, 4230. .4275 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. . No. 


17007 


Seq. ID 


OJ990517_06. 9C23. 


.C24 


Gene No. 


35843 


Strand 






Start 


1 


End 


4850 




Name 


OJ990517 06. 9C23.C24 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


391 




GI 


none 


Score 


85 




Exons 


2. .160, 2. .172, 9. .170, 209. 


.391, 210. 


.383 




Seq. No. 


17007 


Seq. ID 


OJ990517_06. 9C23. 


C24 


Gene No. 


35843 


Strand 






Start 


1 


End 


4850 




Name 


OJ990517 06.9C23.C24.ol.gs 


Method 


GENSCAN 





17563 



Start 
GI 

Exons 



41 End 4850 

none Score .42 

41. .351, 457. .1170, 1399. .1857, 1972. .2578, 2718. .2915, 

3073. .3368, 3370. .3448, 3732. .3909, 4510. .4591, 4641. .4774, 

4783. .4850 



Seq. No. 17007 

Gene No. 35843 

Start 1 

Name OJ990517_06 . 9C23 . C24 . o2 . tw 

Start 974 

GI none 

Exons 974.. 1372 



Seq. ID OJ990517_06.9C23.C24 
Strand 

End 4850 

Method TBLASTX : Wheat 

End 1372 

Score 246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17007 
35843 
1 

OJ990517_06 . 9C23 . C24 . o2 . np 

1659 

6478216 



Seq. ID OJ990517_06.9C23.C24 
Strand 

End 4850 

Method AAT/NAP 

End 4835 

Score 327 



1659. .1698, 3386. .3485, 3649. .3909, 4510. .4835 

(AF1084 38) putative NADPH-dependent oxidoreductase [Papaver 

somnif erum] 



Seq. No. 17007 

Gene' No. 35843 

Start 1 

Name OJ990517_06 . 9C23 . C24 . ol . ts 

Start 3726 

GI none 
Exons 



Seq. ID OJ990517_06,9C23.C24 
Strand 

End 4850 

Method TBLASTX : Soybean 

End 4842 

Score 65 



3726.-3779, 3855. .3911, 4509. .4625, 4528. .4650, 4660. .4728, 
4749. .4832, 4762. .4842 



Seq. No. 17007 

Gene No. 35844 

Start 7258 

Name OJ990517_06 . 9C23 . C24 . o3 . tw 

Start 7258 

GI none 
Exons 



Seq. ID OJ990517_06.9C23.C24 
Strand 

End 8915 

Method TBLASTX : Wheat 

End 8915 

Score 212 



7258. .7281, 7394. .7468, 8697. .8915 



Seq. No. 17007 

Gene No. 35844 

Start 7258 

Name OJ990517_06 . 9C23 . C24 . ol . tm 

Start 7346 

GI none 
Exons 



Seq. ID OJ990517_06.9C23.C24 
Strand 

End 8915 

Method TBLASTX: Maize 

End 7715 

Score 69 



7346. .7549, 7546. .7626, 7644. .7715 



Seq. No. 17008 

Gene No. 35845 

Start 690 

Name OJ990517_06 . 9C23 . C25 . ol . gs 

•Start 690 

GI none 

Exons 690.. 738, 1175.. 1401 



Seq. ID OJ990517_06.9C23.C25 

Strand + 

End 1401 

Method GEN SCAN 

End 1401 

Score .89 



17564 



OJ990517 06.9C23.C25 



Seq. No. 17008 Seq. ID 

Gene No. 35846 Strand 

Start 2500 End 3718 

Name OJ990517_06 . 9C23 . C25 . ol . gp Method AAT/GAP 

Start 2279 End 3030 

GI uC-osroM202038cl0al Score 984 

Exons 2279.. 2721, 2972.. 3030 

GI Descrip. • 27 92155/emb | CAA11226 | 5.0e-24 (AJ223291) chalcone reductase 
• [Sesbania rostrata] ' 



Seq. No. 17008 Seq. ID OJ990517_06.9C23.C25 

Gene No. 35846 Strand 

Start 2500 End 3718 

Name OJ990517_06 . 9C23 . C25 . ol . np Method AAT/NAP 

Start 2500 End 3718 

GI 6478216 Score 879 

Exons 2500.. 2721, 2972.. 3718 

GI Descrip. (AF108438) putative NADPH-dependent oxidoreductase [Papaver 
somniferum] 



oeq . no . 


1 i fine 
1 / UUo 




Seq. ID 


OJ990517_06.9C23.C25 


Gene No. 


35846 . 




Strand 




Start 


2500 




End 


3718 


Name 


OJ990517 06. 9C23.C25.o2 


.gs 


Method 


GENSCAN 


Start 


2500 




End 


3718 


GI 


none 




Score 


.9 


Exons 


2500. .2721, 2972. .3718 








Seq. No. 


17008 




Seq. ID 


OJ990517_06.9C23.C25 


Gene No. 


35847 




Strand 




Start 


4854 




End 


6216 


Name 


OJ990517 06. 9C23.C25.o3 


.gp 


Method 


AAT/GAP 


Start 


4854 




End 


6216 


GI 


72092 1.R1084 




Score 


1079 


Exons 


4854. .5271, 6054. .6216 








GI Descrip. 


'2792155/emb|CAA11226| 


l.Oe- 


30 (AJ223291) chalcone reductase 




[Sesbania rostrata] 1 








Seq. No. 


17008 




Seq. ID 


OJ990517_06.9C23.C25 


Gene No. 


35848 




Strand 




Start 


7774 




End 


9079 


Name 


OJ990517 06.9C23.C25.o2 


.np 


Method 


AAT/NAP 


Start 


7774 




End 


9079 


GI 


6815099 




Score 


91 


Exons 


7774. .7912, 9046. .9079 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


17008 




Seq. ID 


OJ990517_06.9C23.C25 


Gene No. 


35849 ■ 




Strand 




Start 


13456 




End 


13755 


Name 


OJ990517 06. 9C23.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2506 




End 


6686 


GI 


none 




Score 


149 


Exons 


2506.. 2724, 2509.. 2724, 


2510 


..2728, 2969. .3031, 2969. .3292, 




2970. .3314, 3296. .3604, 


3344 


..3577, 5025.. 5273, 5047.. 5283, 




5053. .5274, 5192. .5281, 


6051 


..6113, 6051. .6374, 6052. .6384, 



6373. .6660, 6378. . 6686 



17565 



Seq. No. 


17008 






Seq. ID 


OJ990517 


_06.9C23.C25 


bene no . 


-S C Q A Q 






Strand 






Start 


13456 






End 


13755 




Name 


OJ990517 06. 


9C23.C25.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


- 2506 






End 


5277 




GI 


none 






Score 


55 




Exons 


2506. .2595, 


2593. .2727, 


5047. 


.5166, 5054. .5116, 


5143. .5277, 




5192. .5275 












Seq. No. 


17008 






Seq. ID 


OJ990517 


_06.9C23.C25 


Gene No. 


35849 






Strand 






btart 


1 J 4 b D 






End 


13755 




Name 


OJ990517 06. 


9C23.C25.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


2506 






End 


6753 




GI 


none 






Score 


41 




Exons 


2506. .2724, 


2508. .2543, 


2575. 


.2724, '2969. .3292, 


2970. .3308, 




3345. .3467, 


3353. .3667, 


3540. 


.3671, 5029.. 5274, 


5047. .5283, 




6051. .6374, 


6052. .6372, 


6426. 


.6749, 6430. .6753 




Seq. No. 


17008 






Seq. ID 


OJ990517 


_06.9C23.C25 


Gene No. 


35849 






Strand 






Start 


1J4 bo 






End 


13755 




Name 


OJ990517 06. 


9C23.C25.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3005 






End 


6752 




.GI 


none 






Score 


164 




Exons 


3005. .3265, 


3006. .3266, 


3308. 


.3355, 3404. .3670, 


3411. .3470, 




3540. .3668, 


6087. .6347, 


6088. 


.6312, 6390.. 6437, 


6486. . 6752, 




6493. . 6750 












Seq. No. 


17008 






Seq. ID 


OJ990517 


_06.9C23.C25 


Gene No. 


35849 






Strand 






Of 3 


13456 






End 


13755 




Name 


OJ990517 06. 


9C23.C25.o6. 


■ gp 


Method 


AAT/GAP 




Start 


12181 






End 


12584 




GI 


2312652 






Score 


697 




Exons 


12181. .12584 












GI Descrip. 


4521194/dbj | AB013613 . 1 | AB013613 2.0e-40 Oryza sativa DNA, 




centromere sequence RCB11 








beq. No. 


17008 






Seq. ID 


OJ990517 


__06.9C23.C25 


Gene No. 


35849 






Strand 






Start 


13456 






End 


13755 




Name 


OJ990517 06. 


9C23.C25.o5. 


,gs 


Method 


GENSCAN 




Start 


13456 






End 


13755 




GI 


none 






Score 


.76 




Exons 


13456. .13755 












Seq. No. 


17009 






Seq. ID 


OJ990517 


_06.9C23.C27 


Gene No. 


35850 






Strand 


+ 




Start 


22 






End 


3940 




Name 


OJ990517 06. 


9C23.C27.ol. 


np 


Method 


AAT/NAP 




Start 


22 






End 


3917 




GI 


3549626 






Score 


368 




Exons 


22. .105, 2010. .3034, 3786. .3917 







GI Descrip. (AJ009696) wall-associated kinase 1 [Arabidopsis thaliana] 



17566 



Seq. No. 


17009 








Seq. ID 


OJ990517_06.9C23.C27 


t^ene wo . 










Strand 


+ 


Start 


22 








End 


3940 


Name 


OJ990517 06 


.9C23 


,C27.ol 


.gs 


Method 


GENSCAN 


Start 


977 








End 


3940 


GI 


none 








Score 


.57 


Exons 


977. .1058, 


1079. 


.1234, 


2119. 


.3940 




Seq. No. 


17009 " 








Seq. ID 


OJ990517_06.9C23.C27 


Gene No. 


35850 








Strand 


+ 




99 








End 


3940 


Name 


OJ990517 06 


.9C23 


.C27.o2 


.np 


Method 


AAT/NAP 


Start 


1027 








End 


3917 


GI 


3355308 








Score 


341 


Exons 


1027. .1146, 


2163 


. .3036, 


3782 


.3917 




GI Descrip. 


(AJ009695) 


wall- 


associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


17009 








Seq. ID 


OJ990517_06.9C23.C27 


Gene No . 


jjojU 








Strand 


+ 


Start 


22 








End 


3940 


Name 


OJ990517 06 


. 9C23 


.C27.ol 


. gp 


Method 


AAT/GAP 


Start 


2878 








End 


3337 


GI 


none 








Score 


874 


Exons 


2878. .3337 












Seq. No. 


17009 








Seq. ID 


OJ990517_06.9C23.C27 


Gene No. 


35851 








Strand 




Start 


3813 








End 


3974 


Name 


uj yyuo i / u d 




. C27 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2184 








End 


3779 


GI 


none 








Score 


53 


Exons 


2184. .2243, 


2250 


. .2300, 


2346. 


.2513, 2496. .2570, 2571. .2831, 




2606. .2680, 


2720 


. .2815, 


2868 . 


.3017, 3240. .3317, 3344. .3493, 




3348. .3494, 


3518 


. . 3574, 


3519. 


.3683, 3723.. 3779 


Seq. No. 


17009 








Seq. ID 


OJ990517_06.9C23.C27 


Gene No. 


35851 








Strand 




o uar u 


Jo 1 o 








End 


3974 


Name 


OJ990517 06 


. 9C23 


.C27.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2235 








End 


3503 


GI 


none 








Score 


54 


Exons 


2235. .2321, 


2298 


. .2513, 


2571. 


.2828, 2606. .2827, 3333. .3503, 




3338. .3493 












Seq. No. 


17009 








Seq. ID 


OJ990517_06.9C23.C27 


Gene No. 


35851 








Strand 




Start 


3813 








End 


3974 


Name 


uj yyuji i u b 




.C27.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2265 


-v 






End 


3704 


GI 


none 








Score 


46 


Exons 


2265. .2297, 


2266 


.2322, 


2295. 


.2330, 2337. .2570, 2348. .2590, 




2452. .2571, 


2571 


.2738, 


2603. 


.2725, 3270.. 3317, 3333.. 3500, 




3510. .3704 












Seq. No. 


17009 








Seq. ID 


OJ990517_06.9C23.C27 


Gene No. 


35851 








Strand 




Start 


3813 








End 


3974 



17567 



Name 


OJ990517 06 


. 9C23 


.C27.o2 


.tm 


Start 


2738 








GI 


none 








Exons 


2738. .2857, 


2739 


. .2858, 


2739. 




2897. .3013, 


2898 


. .3014 




Seq. No/ 


r 17009 










JJOJl 








Start 


3813 








Name 


OJ990517 06 


. 9C23 


.C27.o3 


. tm 


Start 


3795 








GI 


none 








Exons 


3795. .3974, 


3795 


. .3968, 


3899. 


Seq. No. 


17009 










jjO Jl 








Start 


3813 








Name 


OJ990517 06 


9C23 


.C27.o2 


gp 


Start 


3813 






GI 


none 








Exons 


3813. .3974 








Seq. No. 


17010 










35852 








Start 


155 








Name 


OJ990517 06. 


9C23. 


C28.ol. 


gs 


Start 


155 






GI 


none 








Exons 


155. .222, 298. .361, 912. 


.1094 


Seq. No. 


17011 








Con o M/^i 


35853 








Start 


537 








Name 


OJ990517 06. 


9C23. 


C29.ol. 


gs 


Start 


537 






GI 


none 








Exons 


537. .984 








Seq. No. 


17011 








Gene No. 


35854 








Start 


3291 








Name 


OJ990517 06. 


9C23. 


C29.ol. 


np 


Start 


3282 






GI 


4406780 








Exons 


3282. .3421, 


4082. 


.4122, 


4397. . 




5680. .6164, 


6407. 


.6623 





GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method TBLASTX : Maize 
End 3014 
Score 150 

.2858, 2740. .2880, 2897. .2998, 



Seq. ID OJ990517_06.9C23.C27 
Strand 

3974 

TBLASTX: Maize 
3974 
216 



End • 
Method 
End 
Score 
3973 



Seq. ID OJ990517_06.9C23.C27 
Strand 

End 3974 

Method AAT/GAP 

End 3974 

Score 291 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_06. 9C23.C28 
+ 

1094 
GENSCAN 
1094 
.79 



OJ990517_06.9C23.C29 
+ 

984 

GENSCAN 

984 

.93 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4973, 



OJ990517_ 
+ 

9435 

AAT/NAP ■ 
6623 
2310 
5176. .5313, 



06.9C23.C29 



5404. .5560, 

(AC006532) putative endosomal protein [Arabidopsis thaliana] 



170.11 seq. ID 

35854 Strand 

3291 End 
OJ990517_06 . 9C23 . C2 9 . o2 . gs Method 

3291 End 

none Score 

3291. .3421, 4082. .4122, 4397. .4973, 5176 

5680. .6164, 6407. .6618, 7562. .7700, 8130 



OJ990517_06.9C23.C29 
+ 

9435 
GENSCAN 
9435 
.86 

5313, 5404.. 5560, 
9435 



17568 




Seq. No. 


17011 








Seq. ID 


OJ990517 


_06.9C23.C29 


Gene No . 


35855 








Strand 


+ 




Start 


10011 








End 


10430 




Name 


OJ990517 06 


.9C23. 


C29.o3 


.gs 


Method 


GENSCAN 




Start 


10011 








End 


10430 




GI 


none 








Score 


.66 




Exons 


10011. .10136-, 10146.. 10430 








Seq. No. 


17011 








Seq. ID 


OJ990517 


_06.9C23.C29 


Gene No. 


35856 








Strand 


+ 




Start 


10841 








End 


14488 




Name 


OJ990517 06 


.9C23. 


C29.o3 


.np 


Method 


AAT/NAP 




Start 


10841 






End 


14488 




GI 


6721512 








Score 


95 




Exons 


10841. .10883, 12596. . 12699, 


12726. .12864, 12904 


. .12936, 




14453. .14488 












GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


17011 








Seq. ID 


OJ990517 


_06.9C23.C29 


Gene No. 


35857 








Strand 






OLatU 


8101 








End 


10345 




Name 


OJ990517_06 


. 9C23. 


C29.o2 


np 


Method 


AAT/NAP 




Start 


olUl 








End 


10345 




GI 


4102839 








Score 


1148 




Exons 


8101. .9411, 


n o o o 

9983 . 


. 10345 










GI Descrip. 


(AF016713) 


LeOPTl 


[Lycopersicon esculentum] 




Seq. No. 


17011 








Seq. ID 


OJ990517 


_06.9C23.C29 


Gene No. 


35858 








Strand 






o tart 


11597 








End 


14571 




Name 


OJ990517 06 


. 9C23 . 


C29.o2 


tm 


Method 


TBLASTX: 


Maize 


Start 


3339 








End 


4977 




GI 


none 








Score 


101 




Exons 




4079. 


.4120, 


4080 


..4121, 4379. .4591, 


4396. .4662, 




4396. .4614, 


4648. 


.4974, 


4650 


..4976, 4855. .4977 




Seq. No. 


• 17011 








Seq. ID 


OJ990517 


_06.9C23.C29 


Gene No. 


35858 








Strand 








11597 








End 


14571 




Name 


OJ990517 06 


. 9C23. 


C29.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3345 








End 


4683 




GI 


none 








Score 


119 




Exons 


3345. .3419, 


3356. 


.3421, 


4080 


. .4124, 4393. .4617, 


4405. .4662, 




4648. .4683, 


4649. 


.4669 










Seq. No. 


17011 








Seq. ID 


OJ990517 


_06.9C23.C29 


Gene No. 


35858 








Strand 






Start 


11597 








End 


14571 




Name 


OJ990517 06 


.9C23. 


C29.o2. 


tc 


Method * 


TBLASTX: 


Cress 


btart 


4396 








End 


5850 




GI 


none 








Score 


278 




Exons 


4396. .4617, 


4396. 


.4614, 


4401 


. .4616, 4644. .4976, 


4648. .4974, 




4761. .4976, 


4835. 


.4981, 


4837 


..4980, 5174. .5314, 


5175. .5300, 




5183. .5302, 


5215. 


.5325, 


54 04 


. .5562, 5405. .5575, 


5604. .5660, 




5676. .5840, 


5679. 


.5849, 


5680 


. .5850 






Seq. No. 


17011 








Seq. ID 


OJ990517 


_06.9C23.C29 



17569 



Gene No. 35858 Strand 

Start 11597 End 

Name OJ990517_06 . 9C23 . C29 . ol . ts Method 

Start 4686 End 

GI none Score 

Exons 4686.-4976, 4687. .4974, 4835. .4981, 4837 

- 5215. .5307, 5404. .5562, 5404. .5562, 5405 

5679. .6164, 5680. .6048, 5680. .6216, 5735 

6141.. 6203, 6232..6279, 6401.. 6625, 6406 
6450. . 6626 



14571 

TBLASTX: Soybean 
6626 
415 

4980, 5174.. 5314, 
5575, 5604.. 5660, 
6064, 6115.. 6165, 
6624, 6420.. 6626, 



Seq. No. 17011 
Gene No. 35858 
Start 11597 

Name OJ990517_06 . 9C23 . C29 . ol 

Start 5158 
GI none 

Exons 5158.. 5325, 5159.. 5314, 

5404. .5562, 5405. .5575, 
6401. .6520, 6420. .6521 



Seq. ID OJ990517_06.9C23.C29 
Strand 

End 14571 
.tm Method TBLASTX : Maize 

End 6521 

Score 230 
5170. .5325, 5171. .5332, 5403. .5561, 
5676. .6167, 5679. .6164, 5680. .6165, 



Seq. No. 


17011 








Gene No. 


35858 








Start 


11597 








Name 


OJ990517 06. 


9C23 


.C29.o2. 


.tw 


Start - 


5706 








GI 


none 








Exons 


5706, .6014, 


5724, 


. . 6011, 


5743. 


Seq. No. 


17011 








Gene No. 


35858 








Start 


11597 








Name 


OJ990517 06. 


9C23, 


.C29.o3, 


.tc 


Start 


6473 








GI 


none 








Exons 


6473. . 6625, 


6474 , 


. . 6626, 


6480. 


Seq. No. 


17011 ■ 








Gene No. 


35858 








Start 


11597 








Name 


OJ990517 06. 


9C23. 


.C29.ol. 


.tc 


Start 


8047 








GI 


none 








Exons 


8047. .8244, 


8087. 


. .8239, 


8254. 




8612. .8827, 


8872. 


. .8913, 


8923. 




9262. . 9288, 


9989. 


. . 10225 





Seq. ID 

Strand 

End 

Method 
End 
Score 
.6021 

Seq. ID 

Strand 

End 

Method 
End ' 
Score 
.6626 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517_06.9C23.C29 
14571 

TBLASTX: Wheat 

6021 

68 



OJ990517_06.9C23.C29 
14571 

TBLASTX: Cress 

6626 

255 



OJ990517 06.9C23.C29 



14571 

TBLASTX: Cress 
10225 
80 

8448, 8330. .8440, 8521. 
9048, 8939. .9040, 9055. 



.8826, 
, 9216, 



Seq. No. 17011 
Gene No. 35858 
Start 11597 

Name OJ990517_06 . 9C23 . C29 . o3 

Start 8104 
GI none 

Exons 8104. .8244, 8105. .8242, 

8612. .8827, 8872. .8913, 
9160. .9216, 9262. .9288 



Seq. ID OJ990517_06.9C23.C29 
Strand 

End ' 14571 
.tm Method TBLASTX : Maize 

End 9288 

Score 90 
8254. .8448, 8330. .84 4 9, 8521. .8826, 
8 918. .9040, 8 920. .904 8, 9106. .9165, 



17570 




Seq. No. 


17011 




Seq. ID 


OJ990517_06.9C23 


.C29 


Gene No. 


35858 




Strand 






Start 


11597 




End 


14571 




Nanie 


ojy yuoi / ud . 


9C23.C29.o2. ts 


Method 


TBLASTX : Soybean 




Start 


8107 




End 


10225 




GI 


none 




Score 


61 . 




Exons 


8107. .8247, 


8254. .8448, 8330. .8449, 8521. .8826, 8630. .8710, 




8789. .8827, 


8872. .8907, 8914. .9030, 8951. .9031, 9106. .9216, 




9989. .10225 










Seq. No. 


17011 




Seq. ID 


OJ990517_06.9C23 


.C29 


Gene No. 


35858 




Strand 






otart 


iioy / 




End 


14571 




Name 


OJ990517 06. 


9C23.C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8110 




End 


8445 




GI 


none 




Score 


53 




Exons 


8110. .8244, 


8143. .8223, 8177. .8242, 8254.-8445, 8332. .8400, 




8339. .8437 










Seq. No. 


17011 




Seq. ID 


OJ990517_06.9C23 


.C29 


Gene No. 


OCQCQ 
JJOOO 




Strand 






Start 


11597 




End 


14571 




Name 


OJ990517 06. 


9C23.C29.o4 . tm 


Method 


TBLASTX: Maize 




Start 


9980 




End. 


10225 




GI 


none 




Score 


4 5 v 




Exons 


9980. .10225, 


10038. .10082, 


10140. .10223 




Seq. No. 


17011 




Seq. ID 


OJ990517_06.9C23 


C29 


Gene No. 


35858 




Strand 






Start 


11597 




End 


14571 




Name 


OJ990517 06. 


9C23.C29.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10058 




End 


10225 




GI 


none 




Score 


92 




Exons 


10058. .10225, 10094. .10225 








Seq. No. 


17011 




Seq. ID 


OJ990517_06.9C23 


C29 


Gene No. 


35858 




Strand 






o t art 


11597 




End 


14571 




Name 


OJ990517 06. 


9C23.C29.o4.gs 


Method 


GEN SCAN 




Start 


11597 




End 


14571 - 




GI 


none 




Score 


.46 




Exons 


11597. .11700, 12573. .12633, 


12925. .13060, 13083 .. 13182, 






13891. .14006, 14179. .14247, 


14283. .14376, 14472. .14571 




Seq. No. 


17012 




Seq. ID 


OJ990517_06.9C23, 


C30 


Gene No. 


35859 




Strand 






Start 


1 




End 


3494 . 




Name 


OJ990517 06. 


9C23.C30.ol.np 


* Method 


AAT/NAP 




Start 


1 




End 


3494 




GI 


5922620 




Score 


632 




Exons 


1..126, 1493 


..1580, 1617. .1787, 1891.. 


2107, 2979. .3003, 






3342. .3494 










GI Descrip. 


(AP000492) EST D15357(C0514 


) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi | 6016853|dbj IBAA85196. 1 | 


(AP000570) 


EST D15357 (C0514) 





corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



17571 



Seq. No. 17012 

Gene No. 35859 

Start 1 

Name OJ990517_06 . 9C23 . C30 . o2 , 

Start 1605 

GI none 

Exons 1605.. 1787, 1822.. 1914, 
3258. .3322 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_06.9C23.C30 

3494 
GENSCAN 
3322 
.49 



2503.. 2666, 2979.. 3003, 3108.. 3150, 



Seq. No. 17013 

Gene No. 35860 

Start 238 

Name OJ990517J36 . 9C23 . C31 . ol 

Start 238 

GI none 

Exons 238.. 420 



gs 



Seq. ID OJ990517_06.9C23.C31 

Strand + 

End 420 

Method GENSCAN 

End 420 

Score . 6 



Seq. No. 17014 

Gene No. 35861 

Start 27 

Name OJ990517_06 . 9C23 . C35 . ol . 

Start 27 

GI none 

Exons 27.. 31, 105.. 183 



gs 



Seq. ID OJ990517_06.9C23.C35 

Strand + 

End 183 

Method GENSCAN 

End 183 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17014 
35862 
99 

OJ990517_06 . 9C23.C35.ol . 
99 

6630699 
99. .181 

(AP000969) hypothetical 
gil 6721536 | dbj IBAA89566. 
[Oryza sativa] 

17015 
35863 
1 

OJ990517_06. 9C23.C37.ol. 
1 

6553884 
1. .186 

(AC012563) hypothetical 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_06.9C23.C35 
181 

AAT/NAP 

181 

63 



Seq. No. 17015 

Gene No. 35863 

Start 1 

Name OJ990517_06 . 9C23 . C37 . ol , 

Start 61 

GI none 

Exons 61 . . 185 



protein [Oryza sativa] 

1| (AP001073) hypothetical protein 



Seq. ID OJ990517_06.9C23.C37 

Strand • + 

End 186 . . 

np Method AAT/NAP 

End 186 

Score 223 

protein [Arabidopsis thaliana] 

Seq. ID OJ990517_06.9C23.C37 

Strand + 

End 186 
gs Method *" GENSCAN 

End 185 

Score .99 



Seq. No. 
Gene No. 
Start 



17015 
35864 
128 



Seq. ID OJ990517_06.9C23.C37 

Strand 

End 504 



17572 



Name 

Start 

GI 

Exons 



OJ990517_06 . 9C23 . C37 . ol . ts Method 

9 End 

none Score 
'9. .182, 24. .188, 25. .189 



TBLASTX : Soybean 

189 

119 



Seq. No. 17015 

Gene No. 35864 

Start 128 

Name OJ990517_06 . 9C23 . C37 . ol . tc 

Start 25 

GI none 

Exons 25. .54, 45. .188, 46. .189, 57, 



Seq. ID OJ990517_06.9C23,C37 
Strand 

End 504 

Method TBLASTX : Cress 

End 212 

Score 36 
.212 



Seq. No. 17015 

Gene No. 35864 

Start 128 

Name OJ990517_06 . 9C23 . C37 . ol . tm 

Start 67 

GI none 

Exons 67.. 174, 69.. 194, 70.. 195, 21( 
259. .369 



Seq. ID OJ990517_06.9C23.C37 

Strand 

End 504 

Method TBLASTX : Maize 

End 369 

Score 204 

i.,263, 218.. 265, 219.. 266, 



Seq. No. 17015 

Gene No. 35864 

Start 128 

Name OJ990517_06 . 9C23 . C37 . ol . gp 

Start 128 

GI none 

Exons 128.. 504 



Seq. ID OJ990517_06.9C23.C37 

Strand 

End 504 

Method AAT/GAP 

End 504 

Score 664 



Seq. No. 17016 

Gene No. 35865 

Start 1 

Name OJ990517_06. 9C23 . C38 . ol . np 

Start 1 

GI 5902445 

Exons 1 . .645 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 17016 

Gene No. 35865 

Start 1 

Name OJ990517_06 . 9C23 . C38 . o2 . tw 

Start 21 

GI none 

Exons 21. .62, 22. .237, 67. .243 



Seq. ID OJ990517_06.9C23.C38 
Strand 

End 700 

Method AAT/NAP 

End 64 5 

Score 755 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 17016 Seq. ID 

Gene No. 35865 Strand 

Start 1 End 

Name OJ990517_06 . 9C23 . C38 . ol . tm Method 

Start 214 End 

GI none Score 

Exons 214. .570, 215. .508, 265. .516 



OJ990517_06.9C23.C38 
700 

TBLASTX: Wheat 

243 

59 



OJ990517_06.9C23.C38 
700 

TBLASTX: Maize 

570 

227 



Seq. No. 
Gene No. 



17016 
35865 



Seq. ID OJ990517_06.9C23.C38 
Strand 



17573 



Start 
Name 
Start 
GI 

Exons 



OJ990517J36 . 9C23 . C38 . ol . tw 

244 

none 

244. .699, 245. .700, 370. .456 



End 

Method 

End 

Score 



700 

TBLASTX: Wheat 

700 

384 



•Seq. No. 17016 Seq. ID 

Gene No. 35865 Strand 

Start 1 End 

Name OJ990517_06 . 9C23 . C38 . ol . ts Method 

Start 295 End 

GI none Score 

Exons 295.-429, 436.. 660 



OJ990517_06.9C23.C38 

— _\> 

700 

TBLASTX: Soybean 

660 

95 



Seq. No. 17017 Seq. ID 

Gene No. 35866 Strand 

Start 335 End 

Name OJ990517_06.9C23.-C39.ol.gs Method 

Start 335 End 

GI none Score 

Exons 335.. 391 



OJ990517_06.9C23.C39 
391 

GENSCAN 

391 

1 



Seq. No. 17018 Seq. ID 

Gene No. 35867 Strand 

Start 284 End 

Name" OJ990517_06 . 9C23 . C4 1 . ol . gs Method 

Start 284 End 

GI none Score 

Exons 284.. 348, 515.. 539 



OJ990517_06.9C23.C41 

539 ' . * 

GENSCAN 

539 

.72 



Seq. No. 17019 

Gene No. 35868 

Start 1 

Name OJ990517_06 . 9C23 . C4 6 . ol . np 

Start 1 

GI . 5902445 

Exons 1. . 697 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 17019 

Gene No. 35868 

Start 1 

Name OJ9905 17_06 . 9C23 . C4 6 . ol . ts 

Start 116 

GI none 

Exons 116 . .451 



Seq. ID OJ990517_06.9C23.C46 

Strand + 

End 697 

Method AAT/NAP 

End 697 

Score 540 

[Oryza sativa] 

Seq. ID OJ990517_06.9C23.C46 

Strand + 

End 697 

Method TBLASTX : Soybean 

End 451 

Score 219 



Seq. No. 17019 

Gene No. 35868 

Start 1 

Name OJ990517_06 . 9C23 . C4 6 . ol . tw 

Start 116 

GI none 

Exons 116. .472, 116. .391, 118. .462 

Seq. No. 17019 

Gene No. 35868 



Seq. ID OJ990517_06.9C23.C46 

Strand + 

End 697 

Method TBLASTX : Wheat 

End 472 

Score 314 



Seq. ID OJ990517_06.9C23.C46 
Strand + 



17574 




Start 


1 


End 


697 




Name 


OJ990517 06.9C23.C46.ol.tm 


Method 


TBLASTX: Maize 




Start 


118 


End 


543 




GI 


none 


Score 


246 




Exons 


118. .372, 119. .373, 119. .373, 


392. .466, 394. .462, 517.. 


543 


Seq. No. 


17019 


beq. iu 


ujyyuoi/ vjo.yLzo 


.C46 


bene no . 


Joo bo 


btrana 


+ 




Start 


1 




CO. "7 

by / 




Name 


OJ990517 06. 9C23.C46.ol.gs 


Method 


LrhNbCAN * 




Start 


139 


End 


559 




GI 


none 


Score 


.55 




Exons 


139. .559 








Seq. No. 


17020 


Seq. ID 


OJ990517_06.9C23 


.C49 


Gene No. 


35869 


Strand 


+ 




btar z 


i 


End 


494 




Name 


OJ990517 06.9C23.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


494 




GI 


5080826 


Score 


156 




Exons 


1..246, 475..494 








GI Descrip. 


(AC007258) Putative Aldo/keto 


reductase [Arabidopsis thaliana 


Seq. No. 


17020 


Seq. ID 


OJy90517 06.9C23 


. C4 9 


Gene No . 


a o n o 

ooo by 


Strand 


+ 




Start 


1 


End" 


4 94 




Name 


OJ990517 06.9C23.C49.ol.ts 


Method 


TBLASTX: Soybean 




Start 


65 


End 


223 




GI 


none 


Score 






Exons 


65. .223, 76. .222 








Seq. No. 


17020 


Seq. ID 


OJ990517J36. 9C23 


.C49 


Gene No . 


Jooby 


Strand 


+ 




Start 


1 


End 


494 




Name 


OJ990517 06.9C23.C49.ol.tm 


Method 


TBLASTX: Maize 




Start 


76 . 


End 


223 




GI 


none 


Score 


196 




Exons 


76.. 216, 77.. 223 








Seq. No. 


17021 


Seq. ID 


OJ990517_09. 9C23 


,C2 


Gene No. 


35870 


Strand 


+ 




OLalT, 


1 


End 


1499 




Name 


OJ990517 09. 9C23.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1499 




GI 


6705984 


Score 


1596 




Exons 


1..544, 627. .1499 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


17021 


Seq. ID 


■OJ9 I 90517_09.9C23 


.C2 


Gene No . 


35870 


Strand 


+ 




Start 


1 


End 


1499 




Name 


OJ990517 09. 9C23.C2.ol. tm 


Method 


TBLASTX: Maize 




Start 


42 


End 


548 




GI 


none 


Score 


371 




Exons 


42. . 548, 80. .391 








Seq. No. 


17021 


Seq. ID 


OJ990517_09.9C23 


,C2 



17575 



Gene No. 35870 Strand 

Start 1 End 

Name OJ990517_09 . 9C23 .C2 . o2 . tw Method 

Start 45 End 

GI none Score 

Exons 45.. 392, 47.. 307 



+ 

1499 

TBLASTX: Wheat 

392 

267 



Seq. No. 17021 

Gene No. 35870 

Start 1 

Name OJ990517_09 . 9C23 . C2 . o2 . ts 

Start 75 

GI none 

Exons 75.. 299, 77.. 301 



Seq. ID OJ990517_09.9C23.C2 

Strand + 

End " 14 99 

Method TBLASTX : Soybean 

End 301 

Score 257 



Seq. No. 17021 

Gene No. 35870 

Start 1 

Name OJ990517_09 . 9C23 . C2 . ol . gs 

Start 103 

GI none 

Exons 103.. 198, 223.. 429, 596.. 1124 



Seq. ID OJ990517_09.9C23.C2 

Strand + 

End 1499 

Method GENSCAN 

End 1124 

Score .75 



Seq. No. 17021 

Gene No. 35870 

Start 1 

Name OJ990517_09 . 9C23 . C2 . ol . ts 

Start 303 

-GI none 
Exons 



Seq. ID OJ990517_09. 9C23.C2 

Strand + 

End 1499 

Method TBLASTX : Soybean 

End 639 

Score 311 



303. .554, 353. .391, 354. .545, 440. .559, 586. .639 



Seq. No. 17021 

Gene No. 35870 

Start 1 

Name 0 J9 90 5 1 7_0 9 . 9C2 3 . C2 . o 1 . tw 

Start 479 

GI none 
Exons 



Seq. ID OJ990517_09.9C23.C2 

Strand + 

End 1499 

Method TBLASTX : Wheat 

End ' 987 

Score 14 6 ■ 



479.-586, 480. .587, 484. .603, 564. .986, 585. .746, 586. .987 



Seq. No. 17021 

Gene No. 35870 

Start 1 

Name OJ990517_09 . 9C23 . C2 . o3 . ts 

Start 735 

GI none 
Exons 



Seq. ID OJ990517_09.9C23.C2 

Strand + 

End 1499 

Method TBLASTX : Soybean 

End 978 

Score 162 



73S..845, 736. .903, 928. .978, 936. .977 



Seq. No. 17021 

Gene No. 35870 

Start 1 

Name OJ990517_09 . 9C23 . C2 . ol . tc 

Start 928 

GI none 
Exons 



Seq. ID OJ990517_09.9C23.C2 

Strand + 

End 1499 

Method TBLASTX : Cress 

End 1298 

Score 252 



928. .1137, 936. .1136, 1143. .1298, 1143. .1295, 1157. .1297 



Seq. No. 
Gene No. 



17021 
35870 



Seq. ID OJ990517_09. 9C23.C2 
Strand + 



17576 



Start 
Name 
Start 
GI 

Exons 



OJ990517_09 . 9C23 . C2 . o2 . tm 

1020 

none 



End 

Method 

End 

Score 



1499 

TBLASTX: Maize 

1306 

145 



1020. .1142, 1021. .1146, 1027. .1143, 1139. .1306, 1143. .1304, 
1247.. 1306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17021 
35870 
1 

OJ990517_09 . 9C23 . C2 . o3 . tw 

1117 

none 



Seq. ID OJ990517_09.9C23.C2 
Strand 
End 

Method 
End 
Score 

1117. .1146, 1143. .1304, 1145. .1306, 1193. .1306, 1360. .1431, 
1362. .1430, 1375. .1431 



+ 

1499 

TBLASTX: Wheat 

1431 

36 



Seq. No. 


17022 






Seq. ID 


OJ990517 


_09. 


. 9C23, 


,C3 


Gene No. 


35871 






Strand 


+ 








Start 


60 






End 


208 








Name 


OJ990517 09.9C23.C3, 


,ol, 


.gs 


Method 


GEN SCAN 








Start 


60 






End 


208 








GI 


none 






Score 


.74 








Exons 


60. .114, 133. .208 
















Seq. No. 


17023 






Seq. ID 


OJ990517_ 


_09. 


, 9C23. 


,C5 


Gene No. 


35872 






Strand 










Start 


928 






End 


1041 








Name 


OJ990517 09.9C23.C5. 


,ol, 


.gs 


Method 


GEN SCAN 








Start 


928 






End 


1041 . 








GI 


none 






Score 


.4 








Exons 


928. .1041 

















Seq. No. 17024 Seq. ID 

Gene No. 35873 Strand 

Start 275 End 

Name OJ990517_09 . 9C23 . C6 . ol . gs Method 

Start 275 End 

GI none Score 

Exons 275. .322 



OJ990517_09. 9C23.C6 
322 

GENSCAN 

322 

.48 



Seq. No. 17025 Seq. ID OJ990517_09 . 9C23 . C7 

Gene No. 35874 Strand + 

Start 1 End 690 

Name OJ990517_09 . 9C23 . C7 . ol . np Method AAT/NAP 

Start 1 End 690 

GI 2130080 Score 295 

Exons 1..41, 164. .298, 545. .690 

GI Descrip. Nrampl protein - rice gi I 1470320 | bbs | 17744 1 (S81897) 

OsNrampl=Nrampl homplog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 12231132 (L41217) integral membrane protein [Oryza 
sativa] 



Seq. No. 17025 Seq. ID OJ990517_09 . 9C23 . C7 

Gene No. 35874 Strand + 

Start 1 End 690 

Name OJ990517_09 . 9C23 . C7 . ol . gp Method AAT/GAP 



17577 



Start 154 End 640 

GI 1052_1.R1084 Score 403 

Exons 154.. 298, 545.. 640 

GI Descrip. ' 2130080/pir | | S62667 0.0e+00 Nrampl protein - rice 

>gi_1470320_bbs_177441 (S81897) OsNrampl=Nrampl homolog/Bcg 
product homolog [Oryza sativa, indica, cv. IR 36, etiolated 
shoots-, Peptide, 517 aa] [Oryza sativa] >gi_2231132 (L41217) 
integral membrane protein [Oryza sativa] 1 



Seq. No. 


17025 




Seq. ID 


OJ990517 09.9C23 


. C7 


Gene No. 


35874 




Strand 


+ 




Start 


1 




End 


690 




Name 


OJ990517 09.9C23.C7.ol. 


gs 


* Method 


GENSCAN 




Start 


167 




End 


640 




GI 


none 




Score 


.46 




Exons 


167. .298, 593. .640 




- 






Seq. No. 


17026 




Seq. ID 


OJ990517JD9. 9C23 


.C8 


Gene No. 


35875 




Strand 






Start 


2900 




End 


3347 




Name 


OJ990517 09.9C23.C8.o2. 


gs 


Method 


GENSCAN 




Start 


2900 




End 


3347 




GI 


none 




Score 


.41 




Exons 


2900. .3347 










Seq. No. 


17027 




Seq. ID 


OJ990517_09.9C23 


.CIO 


Gene No. 


35876 




Strand' 


+ 




Start 


1 




End 


523 




Name 


OJ990517 09.9C23.C10.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


523 




GI 


6630685 




Score 


769 




Exons 


1. .523 










GI Descrip. 


(AP000969) Similar to copia 


-type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


17027 




Seq. ID 


OJ990517_09. 9C23 


.CIO 


Gene No. 


35876 




Strand 


+ 




Start 


1 




End 


523 




Name 


OJ990517 09.9C23.C10.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


520 




GI 


none 




Score 


209 




Exons 


5. .130, 6. .140, 9. .146, 


134 


..520, 136 


.459, 321. .509 




Seq. No. 


17027 




Seq. ID 


OJ990517JD9. 9C23 


.CIO 


Gene No. 


35876 




Strand 


+ 




Start 


1 




End 


523 




Name 


OJ990517 09.9C23.C10.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


9 




End 


508 




GI 


none - } 




Score 


110 




Exons 


9. .131, 136. .255, 137.. 


265, 


275. .508 






Seq. No. 


17027 




Seq. ID 


OJ990517_09.9C23 


.CIO 


Gene No. 


35876 




Strand 


+ 




Start 


1 




End 


523 




Name 


OJ990517 09.9C23.C10.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


48 




End 


505 




GI 


none 




Score 


67 





17578 



Exons 


48. .134, 


134.. -274, 286.. 453, 


293, .505 




Seq. No. 


17027 




Seq. ID 


OJ990517_09.9C23.fcl0 


Gene No . 


JOO / D 




btrana 


+ 


Start 


1 




End 


523 


Name 


OJ990517 


09. 9C23.C10.ol. tw 


Method 


TBLASTX: Wheat 


Start 


103 




End 


460 


GI 


none 




Score 


98 


Exons 


103. .261, 


140. .262, 284. .460, 


343. .459 




Seq. No. 


17028 




Seq. ID 


OJ990517_09.9C23.C11 


Gene No. 


35877 




Strand 


+ 


Start 


1 




End 


2944 


Name 


OJ990517 


_09.9C23.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2944 


GI 


6630685 




Score 


3600 


Exons 


1. . 1093, 


1235. .2944 






GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716 




[Oryza sativa] 






Seq. No. 


1 fvZo 




Seq. ID 


OJ990517_09.9C23.C11 


oene wo. 


ooo / / 




Strand 


+ 


Start 


1 
1 




End 


2944 


Name 




09.9C23.Cll.o6.tm 


Method 


TBLASTX: Maize 


Start 


1 / 




End 


274 


GI ■ 


none 




Score 


119 


Exons 


17. .193, 


18. .110, 107. .274, 112. .273 




Seq. No. 


i moo 




Seq. ID 


OJ990517_09.9C23.C11 


Gene No. 


ODD 1 / 




Strand 


+ 




1 




End 


2944 


Name 


OJ990517 


09. 9C23.Cll.o2.tw 


Method 


TBLASTX: Wheat 


Start 


39 




End 


610 


GI 


none 




Score 


86 


Exons 


39. .128, 


51. .128, 119. .286, 124. .267, 298. .324, 299. .325, 




326. .610, 


424. .609 






Seq. No. 


17028 




Seq. ID 


OJ990517_09.9C23.C11 




35877 




Strand 


+ 


Start 


1 




End 


2944 


Name 


OJ990517 


09.9C23.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


274 




End 


967 


GI 


none 




Score 


98 


Exons 


274 . .348, 


275. .346, 280. .924, 


347. .919, 


429. .962, 434. .967 


Seq. No. 


17028 




Seq. ID 


OJ990517_09.9C23.C11 


Gene No . 


35877 




Strand 


+ 


Start 


1 




End 


2944 


Name . i 


OJ990517 


09.9C23.Cll.o3.ts 


Method 


TBLASTX : Soybean 


Start 


455 




End 


916 


GI 


none 




Score 


228 


Exons 


455. .766, 


481. .660, 691. .759, 


815. . 916 




Seq. No. 


17028 




Seq. ID 


OJ990517_09.9C23.C11 


Gene No. 


35877 




Strand 


+ 


Start 


1 




End 


2944 



Name 



OJ990517 09. 9C23.C11 .o4 .tm 



Method TBLASTX : Mai ze 



17579 



Start 
GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1247 End 

none Score 

1247. .1576, 1283. .1573, 1285. .1575 

17028 Seq. ID 

35877 Strand 

1 End 
OJ990517_09. 9C23.Cll.ol.ts Method 

1309 End 

5509260 Score 

1309. .1530, 1310. .1528, 1310. .1540, 1526. .1915, 1534. .1917, 
1535. .1915 



1576 
421 



OJ990517_09.9C23.C11 
+ 

2944 

TBLASTX : Soybean 

1917 

223 



17028 Seq. ID 

35877 Strand 

1 End 

OJ990517_09 . 9C23 . Cll . ol . tw Method 

1445 End 

none Score 
1445. .1528, 1556. .1903, 1558. .1890 

17028 Seq. ID 

35877 Strand 

1 End 

0 J9 9 0 5 1 7_0 9 . 9C2 3 . C 1 1 . o 1 . t c Me t hod 

1517 End 

none Score 
1517. .1798, 1522. .1671 

17028 Seq. ID 

35877 Strand 

1 End 

OJ990517_09. 9C23.Cll.o3.tm Method 

1577 End 

none " Score 

1577. .2044, 1579. .2043 

17028 Seq. ID 

35877 Strand 

1 End 

OJ990517_09 . 9C23 . Cll . o5 . tm Method 

2066 End 

none Score 
2066.. 2269, 2086. .2268 

17028 Seq. ID 

35877 Strand 

1 End 

OJ99051'7_09 . 9C23 . CI 1 . ol . tm Method 

2270 End 

none Score 
2270. .2941, 2277. .2726, 2278, 

17028 Seq. ID 

35877 Strand 

1 End 



OJ990517_09. 9C23.C11 
+ 

2944 

TBLASTX: Wheat 

1903 

94 



OJ990517_09. 9C23.C11 
+ 

2944 

TBLASTX: Cress 

1798 

215 



OJ990517_09.9C23.C11 
+ 

2944 

TBLASTX: Maize 

2044 

660 



OJ990517_09.9C23.C11 
+ 

2944 

TBLASTX: Maize 

2269 

251 



OJ990517_09.9C23.C11 
+ 

2944 

TBLASTX: Maize 

2941 

994 



,2880, 2742. .2930 



OJ990517_09. 9C23.C11 
+ 

2944 



17580 



Name 

Start 

GI 

Exons 



OJ990517_09 . 9C23 . Cll . o2 . ts Method 
2288 End 
none Score 
2288.-2686, 2497.. 2676, 2696.. 2929 



TBLASTX : Soybean 

2929 

291 



Seq. No. 17028 

Gene No. 35877 

Start 1 

Name OJ990517_09 . 9C23 . Cll . o3 . tw 

Start 2426 

GI none 
Exons 



Seq. ID OJ990517_09.9C23".C11 

Strand + 

End 2944 

Method TBLASTX : Wheat 

End 2881 

Score 118 



2426.. 2683, 2581.. 2682, 2705.. 2881, 2764.. 2880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17028 
35877 
1 

OJ990517_09. 9C23.Cll.o2.tc 

2468 

none 



Seq. ID OJ990517_09. 9C23.C11 

Strand + 

End 2944 

Method TBLASTX : Cress 

End 2926 

Score 71 



2468.. 2557, 2561.. 2695, 2707. .2874, 2714.. 2926 



Seq. No. 17029 

Gene No. 35878 

Start 3 

Name OJ990517_09 . 9C23 . C12 . ol . gs 

"Start .3 

GI none 

Exons 3.. 139, 518.. 563 



Seq. ID OJ990517_09.9C23.C12 
Strand 

End 563 

Method GENSCAN 

End 563 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17030 
35879 
1 

OJ990517_09. 9C23.C14 .ol.np 
1 

3702341 
1..592 

(AC005397) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990517_09.9C23.C14 
Strand 

End 592 

Method AAT/NAP 

End 592 

Score 354 



17030 
35879 
1 

OJ990517_09. 9C23.C14 .ol.tm 
1 

none 



Seq. ID OJ9905.17_09.9C23.C14 
Strand 

End 592 

Method TBLASTX : Maize 

End 472 

Score 137 



1..168, 193. .270, 244. .471, 278.-472 



Seq. No. 17030 

Gene No. 35879 

Start 1 

Name OJ990517_09 . 9C23 . CI 4 . ol . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ990517_09.9C23.C14 

Strand 

End 592 

Method TBLASTX : Cress 

End '528 

Score 105 



1..480, 301. .516, 304. .516, 305. .499, 361. .52^ 



Seq. No. 
Gene No. 
Start 



17030 
35879 
1 



Seq. ID OJ990517_09.9C23.C14 
Strand 

End 592 



17581- 



Name 

Start 

GI 

Exons 



OJ990517_09. 9C23.C14 .ol.ts Method 

4 6 End 

none Score 
46.-444, 304. .411, 370. .516 



TBLASTX : Soybean 

516 

64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17030 
35879 
1 

OJ990517_09. 9C23.C14 .ol . tw 
61 

none 



Seq. ID OJ990517_09.9C23.C14 

Strand 

End 592 

Method TBLASTX : Wheat 

End 516 

Score 65 



61. .447, 277. .447, 364. .516, 365. .481 



17030 
35879 
1 

OJ990517_09. 9C23.C14 .ol.gs 

141 

none 

141. .549 



Seq. ID OJ990517_09.9C23.C14 

Strand 

End 592 

Method GENSCAN 

End 549 

Score .54 



Seq. No. 17031 

Gene No. 35880 

Start 165 

Name OJ990517_09 . 9C23 . C15 . ol . gs 

Start 165 

GI none 

Exons 165.. 195 



Seq. ID OJ990517_09.9C23.C15 

Strand + 

End 195 

Method GENSCAN 

End 195 - 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17032 
35881 
123 

OJ990517_09.9C23.C16.ol.gp 
123 

uC-osflm202002c04bl 
123. .168, 1220. .1445, 2397. .2468 

1 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ990517_09.9C23.C16 
Strand 

End 524 6 

Method AAT/GAP 

End 2468 

Score 620 



17032 
35881 
123 

OJ990517_09.9C23.C16. ol.gs 

1220 

none 



Seq. ID OJ990517_09.9C23.C16 
Strand 

End 5246 

Method GENSCAN 

End 4809 

Score .59 



1220. .1445, 2397. .2463, 2976. .3039, 4390. .4488, 4562. .4645, 
4728. .4809 



Seq. No. 17032 

Gene No. 35881 

Start 123 

Name OJ990517_09 . 9C23 . C16 . o2 . gp 

Start 4703 

GI 2312133 

Exons 4703.. 4808, 4898.. 5246 



Seq. ID OJ990517_09.9C23.C16 
Strand 

End 5246 

Method AAT/GAP 

End 524'6 

Score 747 



Seq. No. 



17033 



Seq. ID OJ990517 09.9C23.C17 



17582 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



35882 Strand 

1 End 6675 

OJ990517_09 . 9C23 . C17 . ol . np Method AAT/NAP 

1 End 2125 

5002521 Score 138 

1..80, 474. .512, 1390. .1474, 1554. .1657, 1734. .1849, 1927. .2125 

(AL078606) putative protein [Arabidopsis thaliana] 



17033 Seq. ID 

35882 Strand 
1 End 
OJ990517__09 . 9C23 . C17 . o2 . np Method 
1 End 
5734779 Score 
1..117, 2736.-2853, 4105. .4189, 4540.. 
5228. .5374, 5541. .5681, 6323. .6675 



OJ990517_09.9C23.C17 

6675 
AAT/NAP 
6675 
806 

4681, 4818. .4970, 



GI Descrip. (AC007980) 78688 [Arabidopsis thaliana] 



Seq. No. 17033 Seq. ID 

Gene No. 35882 Strand 

Start 1 End 

Name OJ990517_09 . 9C23 . C17 . ol . gp Method 

Start 148 End 

GI 2312133 Score 

Exons 148. .511 



OJ990517_09.9C23.C17 

6675 

AAT/GAP 

511 

643 * 



Seq. No. 17033 

Gene No. 35882 

Start 1 

Name OJ990517_09 . 9C23 . C17 . ol . gs 

Start 372 

GI none 

Exons 372.. 509, 1390.. 1474, 1554. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 09.9C23.C17 



2745. .2853, 4105. .4189, 4552. .4687, 4818. .4970, 5228 
5541. .5681, 6323. .6646 



6675 
GENSCAN 
6646 
.94 

1657, 1734. .1849, 1927. .2113, 

5449, 



Seq. No. 17033 Seq. ID 

Gene No. 35882 Strand 

Start 1 End 

Name*, OJ990517_09 . 9C23 . C17 . ol . tm Method 

Start' 4065 End 

GI none Score 

Exons 4065. .4175, 4107. .4181, 4295. .4363, 4544 
4550. .4681 



OJ990517_09.9C23.C17 
6675 

TBLASTX: Maize 
4681 
86 

,4681, 4548. .4673, 



Seq. No. 17033 

Gene No. 35882 

Start 1 

Name OJ990517_09 . 9C23 . C17 . o2 . gp 

Start 4 623 

GI uC-osflm202109fl2bl 

Exons 4623.. 4687, 4818.. 4970, 5228 
GI Descrip. 



OJ990517 09.9C23.C17 



Seq. ID 
Strand ' - 
End 6675 
Method AAT/GAP 
End 5681 
Score 838 
5374, 5541.. 5681 
' 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 
Gene No. 



17033 
35882 



Seq. ID 
Strand 



OJ990517 09.9C23.C17 



17583 



C 4- 3 


i 

J. 








End 


6675 




Name 


OJ990517 09 


.9C23, 


.C17.ol 


.ts 


•Method 


TBLASTX: 


Soybean 


Start 


4848 








End 


5688 


GI 


none 








Score 


65 




Exons 


4848. .4967, 


4852. 


. .4944, 


5217. 


.5372, 5228.. 5371, 


5539. .5 




5553. .5681 














Seq. No. 


17034 




- 




Seq. ID 


OJ990517 


_09.9C23 


Gene No. 


35883 








. Strand 


- 




o Lai L 


?94 7 








End 


7395 




Name 


OJ990517 09 


. 9C23, 


,C18.o2 


.np 


Method 


AAT/NAP 




Start 


2947 








End 


7395 




GI 


6907089 








Score 


911 




Exons 


2947. .2992, 


5818. 


. . 6976, 


7303. 


.7395 






GI Descrip. 


(AP001129) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


17034 








Seq. ID 


OJ990517 


_09.9C23 


ucnc lno . 


-3 C. Op O 








Strand 






Start 


2947 








End 


7395 




Name 


OJ990517 09 


. yuz j , 


.uio . oz 


.gs 


Method 


GENS CAN 




Start 


5232 








End 


6948 




GI 


none 








Score 


.42 




Exons 


5232. .5361, 


JOlJ. 


. . o y d / , 




. 6652, 6740. . 6829, 


6874 . . 6 


Seq. No. 


17035 








Seq. ID 


OJ990517 


_09.9C23 


bene lno . 










Strand 






Start 


1250 








End 


1801 




Name 


OJ990517 09 




PI Q ^ 1 


. gs 


Method 


GENSCAN 




Start 


1250 








End 


1801 




GI 


none 








Score 


.74 




Exons 


1250. .1334, 


100 / . 


i q m 










Seq. No. 


17036 








Seq. ID 


OJ990517 


_09.9C23 


kjferllfer LNO . 


ft ^ 

JJOOJ 








Strand 


+ 




Start 


1520 








End 


4635 




Name 


OJ990517 09 


. 9C23. 


C20.o2 


. as 


Method 


GENSCAN 




Start 


1520 








End 


4635 




GI " 


none 








Score 


.71 




Exons 


1520. .1632, 


1694. 


. 1743, 


2234. 


.2362, 2455.. 2525, 


4528. .4i 


Seq. No. 


17036 








Seq. ID 


OJ990517 


_09. 9C23 




jjOOD 








Strand 


+ 




Start " 


5979 








End 


7186 




Name 


OJ990517 09 


. 9C23. 


C20.o3 


.gs 


Method 


GENSCAN 




Start' 


5979 








End 


7186 




GI 


none 








Score 


.49 




Exons 


5979. .6093, 


6722. 


.6976, 


7113. 


.7186 






Seq. No. 


17036 








Seq. ID 


OJ990517 


_09.9C23 


v^Giie LNO • 


35887 








Strand 






Start 


216 








End ' 


609 




Name 


OJ990517 09 


. 9C23. 


C20.ol, 


.gs 


Method 


GENSCAN 




Start 


216 








End 


609 




GI 


none 








Score 


.49 




Exons 


216. .400, 537. .609 










Seq. No. 


17036 








Seq. ID 


OJ990517_ 


_09.9C23, 



6948 



17584 



Gene No. 35888 Strand 

Start 2768 End 2912 

Name OJ990517_09 . 9C23 . C20 . ol . gp Method AAT/GAP 

Start 2768 End 2912 

GI LIB3431-027-P1-K1-D5 Score 228 

Exons 2768.. 2912 

GI Descrip. '2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084). [Arabidopsis thaliana] ' 



Seq. No. 


17036 


Seq. ID 


OJ990517_09.9C23.C20 


Gene No. 


35889 


Strand 




Start 


6781 " 


End 


6876 


Name 


OJ990517 09.9C23.C20.ol 


.np Method 


AAT/NAP 


Start 


6781 


End 


6876 


GI 


6907089 


Score 


86 


Exons 


6781. .6876 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


17037 


Seq. ID 


OJ990517_09.9C23.C21 


Gene No. 


35890 


Strand 


+ 


Start 


5203 


End 


6495 


Name 


OJ990517 09. 9C23.C21.ol 


.gp Method 


AAT/GAP 


Start 


5203 


End 


6495 


GI 


10521.R1084 


Score 


365 


Exons 


5203. .5367, 6412. . 6495 






GI Descrip. 


, 2130080/pirJ LS62667 0. 


0e+00 Nrampl protein - rice 




>gi_14 70320_bbs_1774 41 


(S81897) OsNrampl=Nrampl homolog/Bcg 




product homolog [Oryza 


sativa, indica, 


cv. IR 36, etiolated 



shoots, Peptide, 517 aa] [Oryza sativa] >gi_2231132 (L41217) 
integral membrane protein [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990517_09.9C23.C21 
+ 

6495 
AAT/NAP 
6495 
167 



17037 Seq. ID 

35890 Strand 
5203 End 
OJ990517_09. 9C23.C21.ol.np Method 
5284 End 
2130080 Score 
5284. .5367, 6412. .6495 

Nrampl protein - rice gi | 14 70320 | bbs | 1774 4 1 (S81897) 
OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 12231132 (L41217) integral membrane protein [Oryza 
sativa] 



Seq. No. 17037 Seq. ID 

Gene No. 35891 Strand 

Start 3752 End 

Name OJ990517_09 . 9C23 . C21 . o2 . gs Method 

Start 3752 End 

GI none Score 

Exons 3752.. 3849, 5151.. 5414, 6009.. 6065 

Seq. No. 17038. Seq. ID 

Gene No. 35892 Strand 

Start 24 End 

Name OJ990517_09 . 9C23 . C22 . ol . np Method 

Start 24 End 



OJ990517_09.9C23.C21 

6065 
GENSCAN 
6065 . } 
.56 



OJ990517_ 
+ 

3750 

AAT/NAP 

3280 



09. 9C23.C22 



17585 



GI 

Exons 



GI Descrip. 



2130080 Score 2102 

24. .183, 253. .293, 425. .503, 585. .689, 930. .1039, 1221. .1402, 
1620. .1689, 1777. .1950, 2084. .2188, 2395. .2526, 2773. .2868, 
2984. .3280 

Nrampl protein - rice gi 1 1470320 Ibbs 1 177441 (S81897) 
OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 12231132 (L41217) integral membrane protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17038 
35892 
24 

OJ990517_09. 9C23.C22.ol.gp 
97 

1052_1.R1084 
97. .183, 253. .293, 425. 
1620. .1689, 1777. .1950, 
2984. .3581, 3696. .3750 
1 2130080/pir | IS62667 0. 
>gi_14 70320_bbs_1774 41 
product homolog [Oryza 
shoots, Peptide, 517 aa 
integral membrane prote 

17038 
35892 
24 

OJ990517_09. 9C23.C22.ol.ts 
424 
none 



Seq. ID OJ990517_09.9C23.C22 

Strand + 

End 3750 

Method AAT/GAP 

End 3750 

Score 3361 

.503, 585. .689, 930. .1039, 1221. .1402, 
2084. .2188, 2395. .2526, 2773. .2868, 

0e+00 Nrampl protein - rice 
(S81897) OsNrampl=Nrampl homolog/Bcg. 
sativa, indica, cv. IR 36, etiolated 
] [Oryza sativa] >gi__2231132 (L41217) 
in [Oryza sativa] 1 

Seq. ID OJ990517_09.9C23.C22 

Strand + 

End 3750 

Method TBLASTX : Soybean 

End 1006 

Score 119 



424. .507, 425. .505, 569. .688, 580. .645, 925. .1005, 929. .1006 



Seq. No. 17038 

Gene No. 35892 

Start 24 

Name OJ990517_09 . 9C23 . C22 . ol 

Start 425 

GI none 

Exons 425.. 503, 585.. 689, 975 
2084.. 2188, 2395.. 2526, 



Seq. ID OJ990517_09.9C23.C22 

Strand + 

End 3750 
. gs Method GENSCAN 

End 3283 

Score .72 
..1039, 1221. .1402, 1788. .1950, 
2821. .2868, 2984.. 3283 



Seq. No. 


17038 






Seq. ID 


OJ990517_09. 9C23.C22 


Gene No. 


35892 






Strand 


+ 


Start 


24 






End 


3750 


Name 


OJ990517 09 


. 9C23 


-C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


937 






End 


1409 


GI 


none 






Score 


159 


Exons 


937. . 1041, 


938. . 


1042, 938.. 


1042, 1221. 


.1409, 1262. .1408 


Seq. No. 


17038 






Seq. ID 


OJ990517_09.9C23.C22 


Gene No. 


35892 






Strand 


+ 


Start 


24 






End 


3750 


Name 


OJ990517 09 


.9C23 


.C22.o2 ,tm 


Method 


TBLASTX: Maize 


Start 


1620 






End 


2874 


GI 


none 






Score 


86 


Exons 


1620. . 1691, 


1621 


..1689, 1771. .1911, 1776. .1919, 1959. .1988, 



17586 



2068. .2187, 2072. .2188, 2389. .2454, 2391. .2480, 2484. .2525, 
2755. .2874 



Seq. No. 17038 

Gene No. 35892 

Start 24 

Name OJ990517_09. 9C23.C22 .o2 . ts 

Start 1801 '* " 

GI none 

Exons 1801.. 1911, 2072.. 2188, 2083 
2755. .2874, 2984. .3175 



Seq. ID OJ990517_09.9C23.C22 

Strand + 

End 3750 

Method TBLASTX : Soybean 

End 3175 

Score 123 

.2187, 2389.. 2529, 2391.. 2525, 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17039 
35893 
1556 

OJ990517_09.9C23.C23.ol.np 

1556 

3377822 

1556.. 1609, 2549.. 2968, 3528. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3591, 



OJ990517_ 
+ 

6190 
AAT/NAP 
5987 
699 
5520. .5987 



09.9C23.C23 



(AF076275) contains similarity to Caenorhabditis elegans MEL-26 
(GB:U67737) [Arabidopsis thaliana] 



17039 Seq. ID 

35893 Strand 

1556 . End 
OJ990517_09. 9C23.C23.o2 .gs Method 

5562 End 

none Score 

5562.. 5992, 6064.. 6190 



OJ990517_09.9C23.C23 
+ 

6190. 
GENSCAN 
6190 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17039 Seq. ID 

35894 Strand 

262 End 
OJ990517JD9 . 9C23 . C23 . ol . gs Method 

262 * End 

none Score 

262. .667, 2560. .2762, 2899. .2960 



OJ990517_09.9C23.C23 

2960 
GENSCAN 
2960 
.51 



Seq. No. 17039 Seq. ID OJ990517_09.9C23.C23 

Gene No. 35895 Strand 

Start 5520 End 6159 

Name OJ990517JD9 . 9C23 . C23 . ol . gp Method AAT/GAP 

Start 5520 End 6159 

GI 18452_1.R1084 Score 1215 

Exons 5520.. 6159 

GI Descrip. 1 3377822 5.0e-56 (AF076275) contains similarity to 

■ Caenorhabditis elegans MEL-26 (GB:U67737) [Arabidopsis . 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17039 
35896 
7505 

OJ990517 

2701 

none 



09. 9C23.C23.ol. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_09.9C23.C23 
13041 

TBLASTX: Maize 

6014 

107 



2701. .2814, 5520. .6014, 5520. .6011 



17587 




Seq. No. 


17039 


Seq. ID 


OJ990517 


_09.9C23 


.C23 


bene no . 




Strand 








Start 


7505 


End 


13041 






Name 


OJ990517 09.9C23.C23.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


5670 


End 


5957 




GI 


none 


Score 


271 






Exons 


5670.. 5957, 5672.. 5851, 5700. 


.5954 








Seq. No. 


17039 


Seq. ID 


OJ990517 


_09.9C23 


.C23 


Gene No. 


35896 


Strand 








Start 


7505 


End 


13041 






Name 


OJ990517 09.9C23.C23.o3.gs 


Method 


GENSCAN 






Start 


7505 


End 


12727 






GI 


none 


Score 


.55 






Exons 


7505. .8403, 8480. .8552, 10017 


. .10664, 


11209. . 11341, 






11715. . 11790, 12073. . 12420, 12586.. 12727 






Seq. No. 


17039 


Seq. ID 


OJ990517 


J39.9C23 


.C23 


Gene No. 


35896 


Strand 








OLdll 


7505 


End 


13041 






Name 


OJ990517 09.9C23.C23.o2.np 


Method 


AAT/NAP 






Start 


12326 


End 


13041 






GI 


6705984 


Score 


765 






Exons 


12326.. 13041 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


17039 


Seq. ID 


OJ990517 


_09.9C23, 


.C23 


Gene No . 


35896 


Strand 


- 






Start 


7505 


End 


1304 1 






Name 


OJ990517 09.9C23.C23.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


12468 


End 


12740 






GI 


none 


Score 


169 






Exons 


124 68. .1274 0, 12470. .12739 










Seq. No. 


17039 


Seq. ID 


OJ990517 


_09.9C23. 


.C23 


Gene No . 


35896 


Strand 








Start 


7505 


End 


13041 






Name 


OJ990517 09.9C23.C23.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


12509 


End 


12907 






GI 


none 


Score 


311 






Exons 


12509. .12907, 12510.. 12905 










Seq. No. 


17040 


Seq. ID 


OJ990517 


_09.9C23. 


,C24 


Gene No. 


35897 


Strand 


+ 






Start 


138 


End 


204 






Name 


OJ990517 09. 9C23.C24 .ol.gs 


Method 


GENSCAN 






Start 


138 


End 


204 






GI 


none 


Score 


.71 






Exons 


138. .204 










Seq. No. 


17041 


Seq. ID 


OJ990517 


_09.9C23. 


C25 


Gene No. 


35898 


Strand 








Start 


7 


End 


367 






Name 


OJ990517 09. 9C23.C25. ol.gs 


Method 


GENSCAN 






Start 


7 


End 


367 






GI 


none 


Score 


.93 






Exons 


7. .367 











17588 




Seq. No. 


17042 




Seq. ID 


OJ990517 09 


. 9C23 


. C29 


Gene No. 


35899 




Strand 


+ 






Start 


89 




End 


218 






Name 


OJ990517 09.9C23.C29 


. ol .gs 


Method 


GENSCAN 






Start 


89 




End 


218 






GI 


none 




Score 


.47 






Exons 


89. .218 












Seq. No. 


17043 




Seq. ID 


OJ9905l7_09 


. 9C23 


. C33 


Gene No. 


35900 




Strand 


+ 






Start 


22 




End 


219 






Name 


OJ990517 09.9C23.C33 


. ol . gs 


Method 


GENSCAN 






Start 


22 




End 


219 






GI 


none 




Score 


.71 






Exons 


22. .219 












Seq. No. 


17043 




Seq. ID 


OJ990517_09 


9C23 


.C33 


Gene No . 


35901 




Strand 








Start 


1 




End 


1055 






Name 


OJ990517 09.9C23.C33 


. ol .np 


Method 


AAT/NAP 






Start 


1 




End 


1055 






GI 


5042454 




Score 


506 






Exons 


1..193, 850. .1055 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


17043 




Seq. ID 


OJ990517_09 


9C23 


.C33 


Gene No . 


35901 




Strand 








Start 


1 




End 


1055 






Name 


OJ990517 09.9C23.C33 


. ol . gp 


Method 


AAT/GAP 






Start 


227 




End 


688 






GI 


2428323 




Score 


854 






Exons 


227. . 688 












GI Descrip. 


5803242/dbj IAP000399 


. HAP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 








Seq. No. 


17043 




Seq. ID 


OJ990517_09 


9C23 


.C33 


Gene No. 


35901 • 




Strand 








Start 


1 




End 


1055 






Name 


OJ990517 09.9C23.C33 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


811 




End 


992 






GI 


none 




Score 


118 






Exons 


.811. .987, 825. .992 












Seq. No. 


17043 




Seq. ID 


OJ990517_09. 


9C23 


.C33 


Gene No. 


35901 




Strand 








Start 


1 




End 


1055 






Name 


OJ990517 09.9C23.C33 


o2 . gs 


Method 


GENSCAN 






Start 


8>4 9 




End 


1004 






GI 


none 




Score 


.73 






Exons 


849. .1004 












Seq. No. 


17044 




Seq. ID 


OJ990517_09. 


9C23 


.C34 


Gene No. 


35902 




Strand 


+ 






Start 


6418 




End 


8491 






Name 


OJ990517 09.9C23.C34 


o2 . np 


Method 


AAT/NAP 






Start 


6418 




End 


8491 







17589 




GI 


5922623 


Score 


176 


Exons 


6418. .6502, 6882. .7037, 7186. .7259, 8288. . 8491 • 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gil 6016856 |dbj |BAA85199.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


17044 


Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 


Strand 


- 


Start 


173 


End 


8893 


Name 


OJ990517 09.9C23.C34.o5.tm 


Method 


TBLASTX: Maize 


Start 


149 


End 


316 


GI 


none 


Score 


117 


Exons 


1 j A -1 1 /" ITT "lit 

14 9. .316, 177 . . 311 






Seq. No. 


17044 


Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 


Strand 


- 


Start 


173 


End 


8893 


Name 


OJ990517 09.9C23.C34.ol.gs 


Method 


GENSCAN 


Start 


173 


End 


3837 


GI 


none 


Score 


.7 


Exons 


173.. 3098, 3209.. 3837 






Seq. No. 


. 17044 


Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 


Strand 




Start 


173 


End 


8893 


Name 


OJ990517 09.9C23.C34.ol.np 


Method 


AAT/NAP 


Start 


176 


End 


5835 


GI 


6498441 


Score 


6841 


Exons 


176. .457, 551. .1948, 2120.. 


2500, 2693. 


.3035, 3209.. 3343, 




3527. .3900, 3964. .4427, 4771. .5835 




GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


17044 


Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 


Strand 




Start 


173 


End 


.8893 


Name 


OJ99051.7 09. 9C23.C34 .o6.tw 


Method 


TBLASTX: Wheat 


Start 


185 


End 


787 


GI 


none 


Score 


81 


Exons 


185. .310, 189. .311, 491. .787, 504. .647 


, 684. .782, 712. .783 


Seq. No. 


17044 


Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 


Strand 




Start 


173 


End 


8893 


Name 


OJ990517 09.9C23.C34.o4.tw 


Method 


TBLASTX: Wheat 


Start 


788 


End 


5429 


GI 


none 


Score 


163 


Exons 


788. .1168, 819. .1067, 827.. 


1072, ■ 1113. 


.1169, 5349. .5429 


Seq. No. 


17044 


Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 


Strand 




Start 


173 


End 


8893 


Name 


OJ990517 09. 9C23.C34 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


983 


End 


1306 


GI 


none 


Score 


198 


Exons 


983. . 1306, 996. . 1277 







17590 



Seq. No. 


17044 








Seq. ID 


OJ990517_09. 9C23 


.C34 


Gene No. 


35903 








Strand 






Start 


173 








End 


8893 




Name 


OJ990517. 09. 


. 9C23 


.C34 .08 


. tw 


Method 


TBLASTX: Wheat 




Start 


1499 








End 


1811 




GI 


none 








Score 


67 




Exons 


1499. . 1759, 


1635 


. . 1811 










Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23 


.C34 


Gene No. 


35903 








Strand 






Start 


173 








End 


8893 




Name 


OJ990517 09. 


9C23 


.C34 .o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1559 








End 


2125 




GI 


5666795 








Score 


68 




Exons 


1559. .1759, 


1814 


. . 1951, 


2027. 


.2125 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23 


.C34 


Gene No. 


35903 








Strand 






Start 


173 








End 


8893 




Name 


OJ990517 09. 


9C23 


.C34.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


1814 








End 


2248 




GI 


none 








Score 


63 




Exons 


1814 . . 1963, 


1815 


. .1952, 


1817. 


.1954, 1997. .2248, 2007. .2228, 




2051 . . 2248 














Seq. No. 


17044 








Seq. ID 


OJ990517_09. 9C23 


.C34 


Gene No. 


35903 








Strand 






Start 


173 








End 


8893 • 




Name 


OJ990517 09. 


9C23.C34.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


2873 








End 


3243 




GI 


none 








Score 


83 




Exons 


2873. .3103, 


3100 


. .3243, 


3101. 


.3226 






Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23 


.C34 


Gene No. 


35903 








Strand 






Start 


173 








End 


8893 




Name 


OJ990517 09. 


9C23.C34.o2. 


.tw 


Method 


TBLASTX: Wheat 




Start 


2903 








End 


4556 




GI 


none 








Score 


119 




Exons 


2903. .3109, 


2910 


. .3083, 


3091. 


.3321, 3100.. 3219, 3101.. 3322, 




4521. .4556 














Seq. No. 


17044 








Seq. ID 


OJ99051.7_09.9C23 


.C34 


Gene No. 


35903 








Strand 






Start 


173 








End 


8893 




Name 


OJ990517 09. 


9C23 


.C34 .o3, 


,tm 


Method 


TBLASTX: Maize 




Start 


2996 








End 


3379 




GI 


none 








Score 


195 




Exons 


2996. .3106, 


3100. 


. .3378, 


3101. 


.3379 






Seq. No. 


17044 








Seq. ID 


OJ990517_09. 9C23 


.C34 


Gene No. 


35903 








Strand 






Start 


173 








End 


8893 




Name 


OJ990517 09. 


9C23, 


.C34.ol. 


,tm 


Method 


TBLASTX : Maize 




Start 


3406 








End 


3762 





17591 




GI 


none 








Score 


110 


Exons 


3406. .3711, 


3406. 


. .3762, 


3416. 


.3727 




Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 








Strand 




Start 


173 








End 


8893 


Name 


OJ990517 09 


.9C23, 


.C34.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


3430 








End 


3893 


GI 


none 








Score 


227 


Exons 


3430. .3891, 


3436. 


. .3891, 


3437. 


.3892, 3450.. 3893 


Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 








Strand 




Start 


173 








End 


8893 


Name 


OJ990517 09 


. 9C23. 


,C34 ,o3, 


, ts 


Method 


TBLASTX: Soybean 


Start 


3487 








End 


3852 


GI 


none 








Score 


109 


Exons 


3487. .3621, 


3628. 


. .3852 








Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 








Strand 




Start 


173 








End 


8893 


Name 


OJ990517 09 


. 9C23. 


C34.o2. 


, gs 


Method 


GEN SCAN 


Start 


3901 








End 


8893 


GI 


none 








Score 


.47 


Exons 


3901. .4497, 


4538. 


*. 6090, 


6169. 


.6358, 6415. .6621, 8370. .8456, 




8548. .8695, 


8823. 


.8893 








Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 








Strand 




Start 


173 








End 


8893 


Name 


OJ990517 09 


. 9C23. 


C34.o3. 


, tw 


Method 


TBLASTX: Wheat 


Start 


4057 








End 


4504 


GI 


none 








Score 


73 


Exons 


4057. .4503, 


4084 . 


.4278, 


4088. 


.4348, 4370. .4504 


Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 








Strand 




Start 


173 








End 


8893 


Name 


OJ990517 09 


. 9C23. 


C34 .o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5396 








End 


5644 


GI 


none 








Score 


105 


Exons 


5396. .5644, 


5397. 


.5642 








Seq. No. 


17044 








Seq. ID 


OJ990517_09.9C23.C34 


Gene No. 


35903 








Strand 




Start 


173 








End 


8893 


Name 


OJ990517 09 


. 9C23. 


C34.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


-5430 








End 


5686 


GI 


none 








Score 


77 


Exons 


5430. .5567, 


5432. 


.5551, 


5534 . 


.5632, 5535.. 5627, 5639.-5686 


Seq. No. 


17045 








Seq. ID 


OJ990517_09.9C23.C37 


Gene No. 


35904 








Strand 


+ 


Start 


72 








End 


221 


Name 


OJ990517 09, 


. 9C23. 


C37.ol. 


gs 


Method 


GENSCAN 


Start 


72 








End 


221 



17592 




GI 


none 


Score 


. 93 




Exons 


72. .221 








Seq. No. 


17046 


Seq. ID 


OJ990517 09.9C23. 


,C39 


Gene No. 


35905 


Strand 


+ ~~ 




Start 


245 


End 


704 




Name 


OJ990517 09.9C23.C39.ol.gp 


Method 


AAT/GAP 




Start 


245 


End 


704 




GI 


18452 1.R1084 


Score 


872 




Exons 


245. .704 








GI Descrip. 


'3377822 5.0e-56 (AF076275) contains similarity to 






Caenorhabditis elegans MEL-26 


<GB : U67 737 ) [Arabidopsis 






thaliana] 1 








Seq. No. 


17046 


Seq. ID 


OJ990517 09.9C23. 


C39 


Gene No. 


35906 


Strand 






Start 


411 


End 


704 




Name 


OJ990517 09.9C23.C39.ol.tm 


Method 


TBLASTX: Maize 




Start 


389 


End 


704 




GI 


none 


Score 


193 




Exons 


389. .661, 392. .658, 394. .660, 


663. .704, 


664. .702 




Seq. No. 


17046 


Seq. ID 


OJ990517_09. 9C23. 


C39 


Gene No. 


35906 


Strand 






Start 


* 411 


End 


704 




Name 


OJ990517 09.9C23.C39.ol.gs 


Method 


GENSCAN 




Start 


411 


End 


648 




GI 


none 


Score 


. 65 




Exons 


411. .648 








Seq. No. 


17046 


Seq. ID 


OJ990517_09.9C23. 


C39 


Gene No. 


35906 


Strand 






Start 


411 


End 


704 




Name 


OJ990517 09.9C23.C39.ol.np 


Method 


AAT/NAP 




Start 


416 


End 


704 




GI 


3377822 


Score 


296 




Exons 


416. .704 








GI Descrip. 


(AF076275) contains similarity to Caenorhabditis elegans MEL-26 




(GB:U67737) [Arabidopsis thaliana] 






Seq. No. 


17046 


Seq. ID 


OJ990517_09.9C23. 


C39 


Gene No. 


35906 


Strand 






Start 


411 


End 


704 




Name 


OJ990517 09.9C23.C39.ol.ts 


Method 


TBLASTX: Soybean 




Start 


446 


End 


704 




GI 


none 


Score 


113 




Exons 


446. .661, 447. .668,' 449. .655, 


663. .704 






Seq. No. 


17047 


Seq. ID 


OJ990517_09.9C23. 


C40 


Gene No. 


35907 


Strand 






Start 


30 


End 


257 




Name 


OJ990517 09.9C23.C40.ol.gs 


Method 


GENSCAN 




Start 


30 


End 


257 




GI 


none 


Score 


.78 




Exons 


30. .257 








Seq. No. 


17048 


Seq. ID 


OJ990517_09.9C23. 


C43 



17593 



Gene No. 35908 Strand 

Start 1 End 573 

Name OJ990517_09 . 9C23 . C4 3 . ol . np Method AAT/NAP 

Start 1 End 573 

GI 6498441 Score 553 

Exons 1..52, 174.. 573 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the' 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransDOSon RetroSorl 


(AF098806) 






Seq. No. 


17048 


Seq. ID 


OJ990517_09.9C23 


.C43 


Gene No. 


35908 


Strand 






Start 


1 


End 


573 




Name 


OJ990517 09 9C23 C43 ol tm 


Mpt hod 


TBLASTX • Ma i zp 




Start 


53 ~ 


End 


409 




GI 


none 


Score 


110 




Exons 


53 358, 53 409. 63 374 








Seq. No. 


17048 


Seq. ID 


OJ990517_09.9C23 


.C43 


Gene No. 


35908 


Strand 






Start 


1 


End 


573 




Name 


OJ990517 09 9C23 C43 ol tw 


Mp f" h oH 


TRT.A9TX • WhpAt" 




Start 


77 _ 


End 


512 




GI 


none 


Score 


208 




Exons 


77. .511, 83. .499, 84. .512 








Seq. No. 


17048 


Seq. ID 


OJ990517_09. 9C23. 


.C43 


Gene No. 


35908 


Strand 






Start 


1 


End 


573 




Name 


OJ990517 09.9C23.C43 ol as 


Mpt hod 


GENSCAN 




Start 


114 ~~ 


End 


4 84 




GI 


none 


Score 


.79 




Exons 


114 . . 150, 174 . . 484 








Seq. No. 


17048 


Seq. ID 


OJ990517 09 9C23 


. C43 


Gene No. 


35908 


Strand 






Start ' 


1 


End 


573 




Name 


OJ990517 09. 9C23.C43.ol. ts 


Method 


TBLASTX : Soybean 




Start 


134 


End 


499 




GI 


none 


Score 


109 




Exons 


134 265, 275 499 








Sea No 


17049 


Seq. ID 


OJ990517_09. 9C23. 


CA A 


Gene No. 


35909 


Strand 


+ 




Start 


1 


End 


175 




Name 


OJ990517 09.9C23.C44.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


175 




GI 


uC-osflm202002c04bl 


Score 


323 




Exons 


1. .175 








GI Descrip. 


»1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






. 4-coumarate-CoA ligase gene 


, intron 1, 


partial sequence ' 




Seq. No. 


17049 


Seq. ID 


OJ990517_09. 9C23. 


C44 


Gene No. 


35910 


Strand 






Start 


86 


End 


170 




Name 


OJ990517 09. 9C23.C44 .ol.gs 


Method 


GENSCAN 




Start 


86 


End 


170 





17594 



GI 

Exons 



none 
86. .170 



Score 



,47 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 17050 

Gene No. 35911 

Start 8399 

Name OJ990517_09 . 9C23 . C4 6 . o3 . gs 

Start 8399 

GI none 

Exons 8399.-8964, 9252.. 9483 

Seq. No. 17050 

Gene No. 35912 

Start 22 

Name OJ990517_09 . 9C23 . C4 6 . ol . gs 

Start 22 

GI none 

Exons 22.. 281, 573. .664, 2229.. 2251, 3024 
4298. .4371 



OJ990517_09.9C23.C46 
+ 

9483 

GENSCAN « 

9483 

.53 



Seq.. ID OJ990517_09.9C23.C46 
Strand 
End 

Method 
End 
Score 



4371 
GENSCAN 
4371 
.87 

3061, 3826. 



.3992, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17050 Seq. ID 

35913 Strand 

5419 End 
OJ990517_09. 9C23.C46.o2.gs Method 

5419 End 

none Score 

5419. .5577, 6231. .7094 



OJ990517_09. 9C23.C4 6 

9157 
GENSCAN 
7094 
.68 



OJ990517 09.9C23.C46 



17050 Seq. ID 

35913 Strand 
5419 End 9157 

OJ990517_09. 9C23.C46.ol.gp Method AAT/GAP 
5965 End 6432 

16960_1.R1084 Score 866 

5965. . 6432 

'4558673/gb|AAD22691.1|AC007063_17 1.0e-25 (AC007063) 
hypothetical protein [Arabidopsis thaliana] 

>gi_47261'12_gb_AAD28312. 1_AC006436__3 (AC006436) hypothetical 
protein [Arabidopsis thaliana] ? 



17050 
35913 
5419 

OJ990517_09 . 9C23 . C4 6 . ol . tm 

6166 

none 



Seq. ID OJ990517_09.9C23.C46 
Strand 
End 

Method 
End 
Score 



9157 

TBLASTX: Maize 

7121 

110 



6166. .6270, 6174. .6272, 6174. .7109, 6188. .6406, 6193. .6696, 
6724. .7110, 6748. .7110, 6752. .7114, 6762. .7121 



17050 
35913 
5419 

OJ990517_09. 9C23.C4 6.ol.np 

6179 

4726112 



Seq. ID OJ990517_09.9C23.C46 



Strand 
End 

Method 

End 

Score 



9157 
AAT/NAP 
9157 
906 



6179. .7109, 8226. .8756, 8811. .8925, 9104. .9157 
(AC006436) hypothetical protein [Arabidopsis thaliana] 



17595 



Seq. No. 


17050 








Seq. ID 


OJ990517_09 


9C23. 


C46 


Gene No . 


35913 








Strand 








Start 


5419 








End 


9157 






Name 


OJ990517 09.9C23 


.C46. 


ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6298 *~ 








End 


6540 






GI 


none 








Score 


174 






Exons 


6298 . . 6540, 6300 


. .6539 












Seq. No. 


17050 








Seq. ID 


OJ990517_09 


9C23. 


C46 


Gene No . 


35913 








Strand 








Start 


5419 








End 


9157 






Name 


OJ990517 09 . 9C23 


.C46. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6327 ~~ 








End 


6680 






GI 


none 








Score 


212 






Exons 


6327 . . 6680 
















Seq. No. 


17050 








Seq. ID 


OJ990517 09, 


9C23. 


C46 


Gene No . 


35913 








Strand 








Start 


5419 








End 


9157 






Name 


OJ990517 09. 9C23 


.C46. 


o2. 


an 


Method 


AAT/GAP 






Start 


8771 ~~ 








End 


9113 






GI 


2309958 








Score 


587 






Exons 


8771 . . 9113 
















Seq. No. 


17051 








Seq. ID 


OJ990517 09. 


9C23. 


C47 


Gene No . 


35914 








"Strand 








Start 


123 








End 


5570 






Name 


OJ990517 09. 9C23 


.C47 . 


ol. 


gs 


Method 


GENSCAN 






Start 


123 ~~ 








End 


5570 






GI 


none 








Score 


.45 






Exons 


123. . 185, 1705. . 


1890, 


4418. 


.4528, 4675 


. . 4851, 5505 , 


.5570 


Seq. No. 


17052 








Seq. ID 


OJ990517 09, 


9C23. 


C48 


Gene No . 


35915 








Strand 


+ 






Start 


256 








End 


1196 






Name 


OJ990517 09 . 9C23 


.C48. 


ol. 


gs 


Method 


GENSCAN 






Start 


256 ~~ 








End 


1196 






GI 


none 








Score 


.62 






Exons 


256. .389, 1091. . 


1196 














Seq. No. 


17052 








Seq. ID 


OJ990517_09. 


9C23. 


C48 


Gene No . 


35916 








Strand 








Start 


1938 








End 


2132 






Name 


OJ990517 09 . 9C23 


.C48. 


o2. 


gs 


Met hod 


GENSCAN 






Start 


1938 • ~ 








End 


2132 






GI 


none 








Score 


.77 






Exons 


1938 . .2132 
















Seq. No. 


17053 








Seq. ID 


OJ990517JD9. 


9C23. 


C49 


Gene No. 


35917 








Strand 


+ 






Start 


111 








End 


248 






Name 


OJ990517 09.9C23 


.C49. 


ol. 


gs 


Method 


GENSCAN 






Start 


111 








End 


248 






GI 


none 








Score 


.98 






Exons 


111. .248 

















17596 



Seq. No. 17053 
Gene No. 35918 
Start 1002 

Name OJ990517_09. 9C23 .C4 9. ol . tm 

Start 75 
GI none 

Exons 75. .134, 95. .187, 96. .188, 97. 

126.. 275, 129.. 269, 133.. 282, 
162. .278, 169. .279, 172. .279, 
325.. 438, 325.. 435, 326.. 430, 
334. .462, 338. .496, 339. .452, 
464. .568, 470. .613, 478. .558, 
489. .581, 600. .671, 636. .665, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 09.9C23.C49 



1865 

TBLASTX: Maize 
671 
38 

.195, 117. .278, 123. .290, 
146.. 286, 161.. 283, 162.. .290, 
173. .289, 179. .283, 323. .430, 
326. .445, 331. .456, 332. .433, 
389. .613, 455. .613, 455. .562, 
480. .599, 481. .570, 487. .567, 
637. . 669 



Seq. No. 17053 Seq. ID 
Gene No. 35918 Strand 
Start 1002 End- 
Name OJ990517_09. 9C23.C49.o2.gs Method 
Start 1002 End 
GI none Score 
Exons 1002.. 1070, 1788.. 1865 



OJ990517_09. 9C23.C4 9 

1865 
GEN SCAN 
1865 
. 61 



Seq. No. 17054 Seq. ID OJ990517_09.9C23.C51 

Gene No... 35919 Strand + 

Start 1 End 64 4 

Name OJ990517_09 . 9C23 . C51 . ol . np Method AAT/NAP 

Start 1 End 562 

GI 2130080 Score 601 

Exons 1. . 150, 266. .562 

GI Descrip. Nrampl protein - rice gi | 1470320 |bbs | 177441 (S81897) 

OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 12231132 (L41217) integral membrane protein [Oryza 
sativa] 



Seq. No. 17054 Seq. ID 

Gene No. 35919 Strand 

Start 1 End 

Name OJ990517_09 . 9C23 . C51 . ol . ts Method 

Start 37 End 

GI none Score 

Exons 37. .156, 266. .457 



OJ990517_09.9C23.C51 
+ 

64 4 

TBLASTX: Soybean 

457 

122 



Seq. No. 17054 Seq. ID OJ990517_09.9C23.C51 

Gene No. 35919 Strand + 

Start 1 End 64 4 

Name OJ990517_09 . 9C23 . C51 . ol . gp " Method AAT/GAP 

Start 55 End 644 

GI 1052_1.R1084 Score 903 - - 

Exons 55. . 150, 266. . 644 

GI Descrip. ■ 2130080/pir | | S62667 0.0e+00 Nrampl protein - rice 

>gi_1470320_bbs_177441 (S81897) OsNrampl=Nrampl homolog/Bcg 
product homolog [Oryza sativa, indica, cv. IR 36, etiolated 
shoots, Peptide, 517 aa] [Oryza sativa] >gi_2231132 (L41217) 
integral membrane protein [Oryza sativa] ' 



Seq. No. 



17054 



Seq. ID OJ990517 09.9C23.C51 



17597 




Gene No. 


35919 




Strand 


+ 




Start 


1 




End 


644 




Name 


OJ990517 09.9C23.C51.ol 


. gs 


Method 


GENSCAN 




Start 


103 




End 


565 




GI 


none 




Score 


.84 




Exons 


103. . 150, 266. .565 










Seq. No. 


17055 " 




Seq. ID 


OJ990517 09.9C23. 


,C54 


Gene No. 


35920 




Strand ' 






Start 


257 




End 


493 




Name 


OJ990517 09.9C23.C54.ol 


. np 


Method 


AAT/NAP 




Start 


257 




End 


493 




GI 


6478204 




Score 


123 




Exons 


257. .493 










GI Descrip. 


(AF108432) NADPH-dependent codeinone reductase [Papaver 






somni f erum] 










Seq. No. 


17056 




Seq. ID 


OJ990517 09 . 9C23 . 


,C56 


Gene No . 


35921 




Strand 


+ ~ 




Start 


672 




End 


1269 




Name 


OJ990517 09. 9C23.C56.ol 


. as 


Method 


GENSCAN 




Start 


672 . ~~ 




End 


1269 




GI' 


none 




Score 


. 65 




Exons 


672 . . 809, 1078 . . 1269 










Seq. No. 


17057 




Seq. ID,- 


OJ990517 09 9C23 


C57 


Gene No. 


35922 




Strand 


+ ~~ 




Start 


4387 




End 


4473 




Name 


OJ990517 09.9C23.C57.ol 


■ gp 


Method 


AAT/GAP 




Start 


4387 




End 


4473 




GI 


none 




Score 


147 




Exons 


4387 . .4473 










Seq. No. 


17057 




Seq. ID 


OJ990517_09. 9C23. 


C57 


Gene No. 


35923 




Strand 






Start 


2640 




End 


6544 




Name 


OJ990517 09. 9C23.C57.ol 


.gs 


Method 


GENSCAN 




Start 


2640 




End 


5121 




GI 


none 




Score 


.92 




Exons 


2640. .2708, 3799. .5121 










Seq. No. 


17057 




Seq. ID 


OJ990517__09.9C23. 


C57 


Gene No. 


35923 




Strand 






Start 


2640 




End 


6544 




Name 


OJ990517 09.9C23.C57.ol 


.np 


Method 


AAT/NAP 




Start 


3727 




End 


6544 




GI 


3702341 




Score 


811 




Exons 


3727. .4733, 4773. .5074, 


6519. 


. 6544 






GI Descrip. 


(AC005397) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


17057 




Seq. ID 


OJ990517_09. 9C23. 


C57 


Gene No. 


35924 




Strand 






Start 


8958 




End 


12789 




Name 


OJ990517 09.9C23.C57.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3619 




End 


5043 




GI 


none 




Score 


171 




Exons 


3619. .4479, 3734. .4396, 


4159. 


.4479, 43! 


31 . . 4728, 4405 . . 4719, 



17598 






4442 . .4648, 


4487 


. .4723, 


4495. 


4644, 4495. .4728, 4816. .5043, 




4864 . . 5040 












Seq. No. 


17057 








Seq. ID 


OJ990517_09.9C23.C57 


Gene No. 


35924 








Strand 




Start 


8958 








End 


12789 


Name 


OJ990517 09 


. 9C23 


,C57 ,ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3640 ~ 








End 


4644 


GI 


none 








Score 


86 


Exons 


3640 . . 4308, 


3704 


. .3967, 


4004 . . 


4234, 4447. .4563, 4606. .4644 


Seq. No. 


17057 








Seq. ID 


OJ990517_09.9C23.C57 


Gene No. 


35924 








Strand 


- 


Start 


8958 








End 


12789 


Name 


OJ990517 09 


. 9C23 


.C57 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3674 ~ 








End 


4191 


GI 


none 








Score 


116 


Exons 


3674 . .4051, 


3703 


. .4191, 


4091 . . 


4156 




Seq. No. 


17057 








Seq. ID 


OJ990517_09.9C23.C57 


Gene No. 


35924 








Strand 


- 


Start 


8958 








End 


12789 


Name 


OJ990517 09 


. 9C23 


.C57 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4054 ~ 








End 


4995 


GI 


none 








Score ' 


60 


Exons 


4054 . . 4530, 


4055 


. .4360, 


4417 . . 


4728, 44 


63. .4729, 4792. .4995 


Seq. No. 


17057 








Seq. ID 


OJ990517_09.9C23.C57 


Gene No. 


35924 








Strand 




Start 


8958 








End 


12789 


Name 


OJ990517 09 


. 9C23 


.C57 ,o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


4240 ~~ 








End 


4722 


GI 


none 








Score 


92 


Exons 


4240. .4638, 


4564 


. .4722 








Seq. No. 


17057 








Seq. ID 


OJ990517_09.9C23.C57 


Gene No. 


35924 








Strand 




Start 


8958 








End 


12789 


Name 


OJ990517 09 


. 9C23 


.C57.o2. 


np 


Method 


AAT/NAP 


Start 


8500 








End 


12789 


GI 


3600044 








Score 


1787 


Exons 


8500 . . 8715, 


8834 


. .10521, 


10935. .12372, 


12590. . 12789 


GI Descrip. 


(AF080119) 


contains similarity to proteases [Arabidopsis 




thaliana ] 












Seq. No. 


17057 








Seq. ID 


OJ990517_09.9C23.C57 


Gene No. 


35924 








Strand 




Start 


8958 








End 


12789 


Name 


OJ990517 09 


. 9C23;C57.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8863 ' ~ 








End 


9066 


GI 


none 








Score 


103 


Exons 


8863. .9066, 


8889 


. .9065 








Seq. No. 


17057 








Seq. ID 


OJ990517_09.9C23.C57 


Gene No. 


35924 








Strand 




Start 


8958 








End 


12789 


Name 


OJ990517 09 


.9C23 


.C57.o5. 


tm 


Method 


TBLASTX : Maize 



17599 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start .j 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



8883 
none 



End 
Score 



9233 
38 



8883. .8924, 8887. .8922, 8919. .9221, 8925. .9233, 9002. .9226 



17057 
35924 
8958 

OJ990517_09 . 9C23 .C57 . o3 . tc 

8889 

none 

8889. .9125, 9138. .9254, 9363. 



Seq. ID OJ990517_09.9C23.C57 
Strand 

12789 

TBLASTX: Cress 
9557 
104 



End 

Method 
End 
Score 
.9557 



17057 
35924 
8958 

OJ990517_09 . 9C23 . C57 . o2 . as 
8958 
none 

8958. .10039, 10232. .10596, 107 68. .10897, 11341. .1147 6, 
11690. .11938, 12550. .12658 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method GENSCAN 

End 12658 

Score .45 



17057 
35924 
8958 

OJ990517_09.9C23.C57.ol.ts 

9009 

none 

9009. .9527, 9181. .9333 

17057 
35924 
8958 

OJ990517_09. 9C23.C57.ol.tm 

9234 

none 

9234.. 9692, 9235.. 9681 

17057 
35924 
8958 

OJ990517_09. 9C23.C57 .ol.tw 

9291 

none 

9291. .9542, 9292. .9378, 931* 
9561. .9722, 9562. .9720 

17057 
35924 
8958 

OJ990517_09. 9C23.C57.o4.tm 

9699 

none 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX: Soybean 

End 9527 

Score 120 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Maize 

End 9692 

Score 283 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Wheat 

End 9722 

Score 57 

.9545, 9436. .9588, 9548. .9619, 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Maize 

End 10103 

Score 202 



9699. .10043, 9835. .10038, 10037 .. 10102 , 10044. .10103 



17057 
35924 
8958 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 



17600 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990517JD9 . 9C23 . C57 . o3 . ts Method TBLASTX : Soybean 

9903 End 10397 

5509260 Score 88 

9903.. 10040, 9904.. 10023, 9999.. 10076, 10034 .. 10204 , 

10230. .10397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17057 
35924 
8958 

OJ990517_09. 9C23.C57.o4.tw 

9927 

none 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Wheat 

End 10379 

Score 101 



9927.. 10040, 9928.. 10020, 10034 .. 10204 , 10231 10293, 
10287. .10379 



Seq. No. 17057 

Gene No. 35924 

Start 8958 

Name OJ990517_09 . 9C23 . C57 . o7 . tm 

Start 10103 

GI none 
Exons 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Mai ze 

End 10353 

Score 52 



10103. .10189, 10137. .10214, 10218 .. 10352, 10219.. 10353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17057 
35924 
8958 

OJ990517_09. 9C23.C57.o3.tw 

10944 

none 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Wheat 

End 11308 

Score 102 



10944. .11093, 11033. .11308, 11055.. 11261 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



17057 
35924 
8958 

OJ990517_09. 9C23.C57.o2.tc 

10.950 

none 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Cress 

End ' 11401 

Score 80 



10950. .11048, 11033. .11401, 11034. .11147 



Seq. No. 17057 

Gene No. 35924 

Start 8958 

Name OJ990517_09 . 9C23 . C57 . o3 . tm 

Start 10980 

GI none 
Exons 



Seq. ID OJ990517_09. 9C23.C57 
Strand 

End 12789 

Method TBLASTX : Maize 

End 11431 

Score 68 



10980. .11042, 10981. .11043, 10998 .. 11051, 11033 11356, 
11048. .11332, 11052. .11375, 11333 .. 11431, 11389. . 11427 



Seq. No. 17057 

Gene No. 35924 

Start 8958 

Name OJ990517_09 . 9C23 . C57 . o4 . ts 

Start 11033 

GI none 

Exons 11033. .11386 



Seq. ID OJ990517_09.9C23.C57 
Strand 

End 12789 

Method TBLASTX : Soybean 

End 11386 

Score 221 



17601 



Seq. No. 


17057 




Seq. ID 


OJ990517_09.9C23. 


Gene No. 


35924 




Strand 




Start 


8958 




End 


12789 


Name 


OJ990517 09.9C23.C57 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


11435 




End 


11722 


GI 


none 




Score 


66 


Exons 


11435. .11539, 11436. 


.11546, 


11552. .11722, 11559.. 11711 


Seq. No. 


17057 




Seq. ID 


OJ990517_09. 9C23. 


Gene No. 


35924 




Strand 




Start 


8958 




End 


12789 


Name 


OJ990517 09.9C23.C57 


. o4 . tc 


Method 


TBLASTX: Cress 


Start 


11528 




End 


11827 


GI 


none 




Score 


166 


•Exons 


11528. .11614, 11618. 


. 11827 






Seq. No. 


17057 




Seq. ID 


OJ990517_09.9C23. 


Gene No. 


35924 




Strand 




Start 


8958 




End 


12789 


Name 


OJ990517 09.9C23.C57 


.08 .tm 


Method 


TBLASTX: Maize 


Start 


11744 




End 


12066 


GI 


none 




Score 


76 


Exons 


11744. .11881, 11879. 


. 11974, 


11895. .11975, 11906. .11995, 




* 11980. .12066, 11999. 


.12049 






Seq. No. 


17058 




Seq.' ID 


OJ990517_09. 9C23. 


Gene No . 


35925 




Strand 


+ 


Start 


249 




'End 


3046 


Name 


OJ990517 09.9C23.C58 


. ol . gs 


Method 


GEN SCAN 


Start 


249 




End 


3046 . 


GI 


none 




Score 


.86 


Exons 


249. .411, 1463. .1594 


, 2768.. 


2855, 2875 


. .3046 


Seq. No. 


17058 




Seq. ID 


OJ990517_09.9C23. 


Gene No. 


35926 




Strand 




Start 


2753 




End 


3303 


Name 


OJ990517 09.9C23.C58 


. ol . np 


Method 


AAT/NAP 


Start 


2753 




End 


3303 


GI 


6539585 




Score 


159 


Exons 


2753. .2824, 3125. .3303 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


17059 




Seq. ID 


OJ990517_09.9C23. 


Gene No. 


35927 




Strand 


+ 


Start 


1 




End 


2225 


Name 


OJ990517 09.9C23.C59 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


2225 


GI 


5733831 




Score 


730 


Exons 


1..1015, 1635.. 2225 








GI Descrip. 


(AF026267) ethylene 


receptor 


homolog [Nicotiana tabacum] 


Seq. No. 


17059 




Seq. ID 


OJ990517_09. 9C23.. 


Gene No. 


35927 




Strand 


+ 


Start 


1 




End 


2225 


Name 


OJ990517 09.9C23.C59 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


43 




End 


2216 


GI 


none 




Score 


43 



17602 



Exons 



43. .75, 133. .174, 171. .227, 172. .246, 211. .498, 330. .500, 
380. .505, 481. .594, 505. .594, 510. .623, 556. .813, 562. .819, 
594. .818, 835. .984, 837. .959, 1677. .1763, 1679. .1753, 
1793. .1933, 1794. .1937, 1935. .1976, 2001. .2072, 2115. .2216, 
2126. .2200 



Seq. No. 17059 

Gene No. 35927 

Start 1 

Name OJ990517_09 . 9C23 . C59 . ol . 

Start 88 

GI none 

Exons 88.. 1074, 1680.. 2216 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_ 
+ 

2225 
GENSCAN 
2216 
.75 



09.9C23.C59 



Seq. No. 17059 

Gene No. 35927 

Start 1 

Name OJ990517_09 . 9C2 3 . C59 . ol . 

Start 133 

GI none 

Exons 133.. 174, 172.. 237, 208. 



Seq. ID, OJ990517_09.9C23.C59 

Strand + 

End 2225 

ts Method TBLASTX : Soybean 

End 603 

Score 41 
.498, 430. .501, 481. .603, 525. .599 



Seq. No. 17059 

Gene No. 35927 

Start 1 

Name OJ990517*_09 . 9C23 . C5'9 . ol , 

Start 172 

GI none 

Exons 172. .228, 211. .498, 481. 

1808. . 1909, 2115. .2207 



Seq. ID OJ990517_09.9C23.C59 

Strand + 

End 2225 

tc Method TBLASTX : Cress 

End 2207 

Score 66 
.594, 562. .819, 1671. .1757, 1803. .1973, 



Seq. No. 17060 Seq. ID 

Gene No. 35928 Strand 

Start 326 End 

Name OJ990517_09 . 9C23 . C60 . ol . gs Method 

Start 326 End 

GI none Score 

Exons . 326.. 435, 1206.. 1379 



OJ990517_09.9C23.C60 
+ 

2436 
GENSCAN 
1379 
. 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17060 . Seq. ID 

35928 Strand 
326 End 
OJ990517_09.9C23.C60.ol.np Method 
4 64 End 
6705984 Score 

464. .1556, 2176. .2436 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990517_09.9C23.C60 
+ 

2436 
AAT/NAP 
2436 
1279 



17060 Seq. ID 

35928 Strand 
326 End 
OJ990517_09 . 9C23 . C60 . ol . tw Method 
4 66 End 
none Score 

466. .609, 484. .543, 603. .695, 612. .743, 

747. .896, 756. .950, 761. .919 



OJ990517_09.9C23.C60 
+ 

2436 

TBLASTX: Wheat 

950 

117 

617. .727, 742. .879, 



17603 



Seq. No. 


17060 




Seq. ID 


OJ990517_09.9C23 


.C60 


Gene No. 


35928 




Strand 


+ 




Start 


326 




End 


2436 




Name 


OJ990517 09. 9C23.C60.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


514 ~~ 




End 


968 




GI 


none 




Score 


92 




Exons 


514. .609, 612. .788, 780 


. . 968 








Seq. No. 


17060 




Seq. ID 


OJ990517_09. 9C23 


.C60 


Gene No. 


35928 




Strand 


+ 




Start 


326 




End 


2436 




Name 


OJ990517 09. 9C23.C60.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


705 ~ 




End 


941 




GI 


none 




Score 


240 




Exons 


705. .941, 722. .856, 750 


. .893 








Seq. No. 


17060 




Seq. ID 


OJ990517_09.9C23 


.C60 


Gene No. 


35928 




Strand 


+ 




Start 


326 




End 


2436 




Name 


OJ990517 09. 9C23.C60.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


1230 "~ 




End 


1550 




GI 


none 




Score 


250 




Exons 


1230. .1550, 1415. .1546 










Seq. No. 


17060 




Seq. t ID 


OJ990517_09.9C23 


.C60 


Gene No. 


35928 




Strand 


+ 




Start 


326 




End 


2436 




Name 


OJ990517 09. 9C23.C60.o2 


. gs 


Method 


GENSCAN 




Start 


1957 ~~ 




End . 


2025 




GI 


none 




Score 


. 9 




Exons 


1957. .2025 










Seq. No. 


17060 




Seq. ID 


OJ990517_09.9C23 


.C60 


Gene No. 


35928 




Strand 


+ 




Start 


326 




End 


2436 




Name 


OJ990517 09. 9C23.C60.o3 


. tm 


Method 


TBLASTX : Maize 




Start 


2225 ~~ 




End 


2435 




GI 


none 




Score 


178 




Exons 


2225. .2374, 2226. .2435, 


2229. 


. 2423 






Seq. No. 


17060 




Seq. ID 


OJ990517_09.9C23 


.C60 


Gene No. 


35928 




Strand 


+ 




Start 


326 




End 


2436 




Name 


OJ990517 09. 9C23.C60.o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


2246 ~~ 




End 


2426 




GI 


none 




Score 


190 




Exons 


2246. .2368, 2247. .2426, 


2277 . 


. 2423 






Seq. No. 


17061 




Seq. ID 


OJ990517 09.9C23 


. C61 


Gene No. 


35929. 




Strand 






Start 


1 




End 


1499 




Name 


OJ990517 09. 9C23.C61.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1499 




GI 


5803259 




Score 


2012 




Exons 


1..919, 950. .1091, 1187 


. . 1499 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 





17604 




Seq. No. 


17061 




Seq. ID 


OJ990517 


_09. 


9C23 


.C61 


Gene No. 


35929 




Strand 










Start 


1 




End 


1499 








Name 


OJ990517 09.9C23.C61.ol 


.gs 


Method 


GENSCAN 








Start 


36 




End 


1327 








GI 


none 




Score 


. 91 








Exons 


36. .420, 438. .1091, 1187. .1327 










Seq. No. 


17062 




Seq. ID 


OJ990517 


09. 


9C23 


.C62 


Gene No. 


35930 




Strand 










Start 


1 




End 


684 








Name 


OJ990517_09. 9C23.C62.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


684 








GI 


5803259 




Score 


1093 








Exons 


1. .684 














GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


17062 




Seq. ID 


OJ990517 


_09. 


9C23 


.C62 


Gene No. 


35930 




Strand 










Start 


1 




End 


684 








Name 


OJ990517 09. 9C23.C62.ol 


.gs 


Method 


GENSCAN 








Start 


35 




End 


684 








GI 


none 




Score 


. 51 








Exons 


35. . 570, 631 . . 684 














Seq. No. 


17063 




Seq. ID 


OJ990517 


09 . 


9C23 


C63 


Gene No. 


35931 




Strand 










Start 


1 




End 


185 








Name 


OJ990517 09. 9C23.C63.ol 


np 


Method 


AAT/NAP 








Start ' 


1 




End 


185 








GI 


5922623 




Score 


82 








Exons 


1. .65, 105. .185 














GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 










gi| 6016856 | dbj IBAA85199 


11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 














Seq. No. 


17.063 




Seq. ID 


OJ990517_ 


_09. 


9C23 


C63 


Gene No. 


35932 




Strand 










Start 


4155 




End 


5439 








Name 


OJ990517 09.9C23.C63.ol 


gs 


Method 


GENSCAN 








Start 


4155 




End 


5439 








GI 


none 




Score 


.87 








Exons 


4155. .4280, 4435. .4609, 


5276. .5325, 5413. .5439 








Seq. No. 


17064 




Seq. ID 


OJ990517_ 


_09. 


9C23. 


C64 


Gene No. 


35933 




Strand 










Start 


1 




End 


1007 








Name 


OJ990517 09.9C23.C64.ol. 


np- 


Method 


AAT/NAP 








Start 


1 




End * 


1007 








GI 


5262797 




Score 


325 








Exons 


1..28, 512. .1007 














GI Descrip. 


(AL080282) putative protein 


(fragment ) 


[Arabidopsis 


thaliana 


Seq. No. 


17064 




Seq. ID 


OJ990517_ 


_09. 


9C23. 


C64 


Gene No. 


35933 




Strand 










Start 


1 




End 


1007 








Name 


OJ990517 09.9C23.C64.ol. 


gs 


Method 


GENSCAN 









17605 



Start 
GI 

Exons 



498 
none 
498. .971 



End 
Score 



971 
.45 



Seq. No. 17064 

Gene No. 35933 

Start 1 

Name OJ990517_09 . 9C23 . C64 . ol . ts 

Start 534 

GI none 

Exons 534.. 971 



Seq. ID OJ990517_09.9C23.C64 
Strand 

End 1007 

Method TBLASTX : Soybean 

End 971 

Score 294 



Seq. No. 17064 

Gene No. 35933 

Start 1 

Name OJ990517_09 . 9C23 . C64 . ol . tm 

Start 574 

GI none 

Exons 574. .927, 576.. 947, 783.. 947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17064 
35933 
1 

OJ990517_09. 9C23.C64 .ol . tc 

621 

none 

621. -.956, 802.. 948 

17065 
35934 
1 

OJ990517_09. 9C23.C65.ol.np 
1 

3645898 
1. .866 

(U68408) in-frame stop codon; 
mutation [Zea mays] 

17065 
35934 
1 

OJ990517_09. 9C23.C65.ol.gs 
60 

none 
60. .906 



Seq. ID OJ990517_09.9C23.C64 
Strand 

End 1007 

Method TBLASTX : Mai ze 

End 947 

Score 135 



Seq. ID OJ990517_09.9C23.C64 
Strand 

End 1007 

Method TBLASTX: Cress 

End 956 

Score 73 



Seq. ID OJ990517_09.9C23.C65 
Strand 

End 906 

Method AAT/NAP 

End 866 

Score 481 

possibly a post-transposition 



Seq. ID OJ990517_09.9C23.C65 
Strand 

End 906 

Method GENSCAN 

End 906 

Score .45 



Seq. No. 17065 

Gene No. 35934 

Start 1 

Name' OJ9'90517_09 . 9C23 . C65 . ol . tm 

Start 238 

GI none 

Exons 238.. 642, 352.. 603 

Seq. No. 17066 

Gene No. 35935 

Start 204 



Seq. ID OJ990517_09.9C23.C65 
Strand 

End 906 

Method TBLASTX : Maize 

End 64 2 

Score 89 



Seq. ID OJ990517_09.9C23.C68 
Strand + 
End 894 



17606 




Name 


OJ990517 09.9C23.C68.ol. 


gs 


Method 


GENSCAN 




Start 


204 




End 


894 




GI 


none 




Score 


.67 




Exons 


204. .275, 417. .664, 706. 


.894 








Seq. No. 


17067 




Seq. ID 


OJ990517_09. 9C23 


.C69 


Gene No. 


35936 




. Strand 






Start 


54 




End 


277 




Name 


OJ990517 09. 9C23.C69.ol. 


gs 


Method 


GENSCAN 




Start 


54 




End 


277 




GI 


none 




Score 


.89 




Exons 


54. .103, 165-. .277 










Seq. No. 


17068 




Seq. ID 


OJ990517_09.9C23 


.C75 


Gene No. 


35937 




Strand 


+ 




Start 


1203 




End 


1259 




Name 


OJ990517 09. 9C23.C7 5.ol. 


gp 


Method 


AAT/GAP 




Start 


1203 




End 


1259 




GI 


uC-osroM202038cl0al 




Score 


88 




Exons 


1203. . 1259 










GI Descrip. 


f 2792155/emb|CAA11226| 5 


.Oe- 


24 (AJ223291) chalcone reductas( 




[Sesbania rostrata] 1 










Seq. No. 


17069 




Seq. ID 


OJ990517_09.9C23 


.C82 


Gene No. 


35938 ' 




Strand 


+ 




Start 


1 




End 


747 




Name 


OJ990517 09.9C23.C82.ol. 


np 


Method 


AAT/NAP " 




Start 


1 




End 


747 




GI 


3702341 




Score 


364 




Exons 


1..212, 252. .747 










GI Descrip. 


(AC005397) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


17069 




Seq. ID 


OJ990517_09.9C23 


C82 


Gene No. 


35938 




Strand 


+ 




Start 


1 




End 


747 




Name 


OJ990517 09.9C23.C82.ol. 


gs 


Method 


GENSCAN 




SCart 


155 




End 


650 




GI 


none 




Score 


.52 




Exons 


155. . 650 










Seq. No. 


17069 




Seq. ID 


OJ990517_09.9C23 


C82 


Gene No. 


35939 




Strand 






Start 


512 




End 


682 




Name 


OJ990517 09.9C23.C82.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


598 




GI 


none 




Score 


60 




Exons 


1..78, 319. .513, 320. .547, 521. .598 






Seq. No. 


17069 




Seq. ID 


OJ990517_09.9C23 


C82 


Gene No. 


35939 




Strand 






Start 


512 




End 


682 




Name 


OJ990517 09. 9C23.C82.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


682 




GI 


none 




Score 


50 




Exons 


i;.72, 14. .55, 266. .427, 


337 


..426, 344 


..682, 344. .514 




Seq. No. 


17069 




Seq. ID 


OJ990517_09.9C23. 


C82 



17607 




Gene No. 


35939 




Strand 






Start 


512 




End 


682 




Name 


OJ990517 09.9C23.C82 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


266 " 




End 


496 




GI 


none 




Score 


178 




Exons 


266. .493, 275. .496 










Seq. No. ' 


17069 




Seq. ID 


OJ990517_09.9C23 


.C82 


Gene No . 


35939 




Strand 






Start 


512 




End 


682 




Name 


OJ990517 09.9C23.C82 


. ol . t s 


Method 


TBLASTX • Sovbean 




Start 


275 ~ 




End 


544 




GI 


none 




Score 


176 




Exons 


275. .544, 313. .471 










Seq. No. 


17069 




Seq. ID 


OJ990517_09.9C23 


C82 


Gene No. 


35939 




Strand 






Start 


512 




End 


682 




Name 


OJ990517 09.9C23.C82 


. ol . gp 


Method 


AAT/GAP 




Start 


512 ~ 




End 


598 




GI 


none 




Score 


147 




Exons 


512 . . 598 










Seq. No. 


17070 




Seq. ID 


OJ990517 09 9C23 


C84 


Gene No. 


35940 


»: 


Strand 


+ " 




Start 


1 




End 


587 




Name 


OJ990517 09.9C23.C84 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


587 




GI 


6498441 




Score 


859 




Exons 


1. .587 










GI Descrip. 


(AP000815) EST C7278 


6(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


17070 




Seq. ID 


OJ990517_09.9C23 


.C84 


Gene No. 


35940 




Strand 1 ' 


+ 




Start 


1 




End 


587 




Name 


OJ990517 09.9C23.C84.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


45 




End 


410 




GI 


none 




Score 


335 




Exons 


45. .410, 126. .371, 131. 


.379 








Seq. No. 


17070 




Seq.. ID 


OJ990517_09. 9C23 


C84 


Gene No. 


35940 




Strand 


+ 




Start 


1 




End 


587 




Name 


OJ990517 09.9C23.C84.ol 


tm 


Method 


TBLASTX: Maize 




Start 


54 




End 


428 




GI 


none 




Score 


191 




Exons 


54.. 317, 315.. 428, 335. 


427 








Seq. No. 


17070 




Seq. ID 


OJ990517_09.9C23. 


C84 


Gene No. 


35940 




Strand 


+ 




Start 


1 




End- 


587 




Name 


OJ990517 09.9C23.C84.ol 


gs 


Method 


GENSCAN 




Start 


254 




End 


568 




GI 


none 




Score 


.5 




Exons 


254. .568 











17608 




Seq. No. 


17071 


Seq. ID 


OJ990517_09. 9C23 


C85 


Gene No. 


35941 


Strand 


+ 




Start 


339 


End 


656 




Name 


OJ990517 09 9C23 C85 ol as 




GEN9CAN 

VJ ill IN O V^/ilN 




Start 


339 ~~ 


End 


656 




GI 


none 


Score 


. 46 




Exons 


339 . . 656 








Seq. No. 


17072 


Seq. ID 


OJ990517_09.9C23. 


C86 


Gene No . 


35942 


Strand 


+ 




Start 


135 


End 


710 




Name 


OJ990517 09.9C23.C86.ol.gp 


Method 


AAT/GAP 




Start 


135 


End 


710 




GI 


18452 1.R1084 


Score 


1109 




Rx on s 


135. .710 








GI Descrip. 


'3377822 5.0e-56 (AF076275) contains similarity to 






Caenorhabditis elegans MEL-26 


(GB: U67737 ) [Arabidopsis 






thaliana] 1 








Seq. No. 


17072 


Seq. ID 


OJ990517_09.9C23. 


C86 


Gene No . 


35943 


Strand 






Start 


306 


End 


710 




Name 


OJ990517 09. 9C23.C86.ol.tm 


Method 


TBLASTX: Maize 




Start 


279 


End 


710 




GI 


none 


Score 


393 




FT v o n s 


279. .710, 282. .710 








Seq. No. 


17072 


Seq. ID 


OJ990517_09.9C23. 


C86 


Gene No. 


35943 


Strand 






Start 


306 


End 


710 




Name 


OJ990517 09. 9C23.C86.ol.np 


Method 


AAT/NAP 




Start 


306 


End 


710 




GI 


3377822 


Score 


461 




Exons 


306. .710 








GI Descrip. 


(AF076275) contains similarity to Caenorhabditis elegans MEL 




(GB:U67737) [Arabidopsis thaliana] 






Seq. No. 


17072 


Seq. ID 


OJ990517_09.9C23. 


C86 


Gene No . 


35943 


Strand 






Start 


306 


End 


710 




Name 


OJ990517 09. 9C23.C86.ol.ts 


Method 


TBLASTX: Soybean 




Start 


336 


End 


623 




GI 


none 


Score 


128 




Exons 


336. .623, 339.-593, 442. .621 








Seq. No. 


17073 


Seq. ID 


OJ990517_09. 9C23. 


C89 


Genp No 


35944 


Strand 


+ 




Start 


26 


End 


220 




Name 


OJ990517 09. 9C23.C89.ol.gs 


Method 


GENSCAN 




Start 


26 


End 


220 




GI 


none 


Score 


.83 




Exons 


26. .220 








Seq. No. 


17074 


Seq. ID 


OJ990517_09.9C23. 


C90 


Gene No. 


35945 


Strand 


+ 




Start 


285 


End 


764 





17609 



Name 


OJ990517 09.9C23.C90.ol.gp 


Method 


AAT/GAP 


Start 


160 


End 


764 


GI 


29886 1.R1084 


Score 


1164 


Exons 


160. .764 






GI Descrip. 


'5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza 




DNA, chromosome 6, clone : P0535G04 1 




Seq. No. 


17074 


Seq. ID 


OJ990517 


Gene No. 


35945 


Strand 


+ 


Start 


285 


End 


764 


Naine 


OJ990517 09.9C23.C90.ol.gs 


Method 


GENSCAN 


Start 


285 


End 


512 


GI 


none 


Score 


.61 


Exons 


285. .512 






Seq. No. 


17075 


Seq. ID 


OJ990527 


Gene No. 


35946 


Strand 


+ 


Start 


1 


End 


949 


Name 


OJ990527 03. 9C03 .C2 .ol .np 


Method 


AAT/NAP 


Start 


1 


End 


949 


GI 


5902444 


Score 


553 


Exons 


1. . 949 






GI Descrip . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


17075 


Seq. ID 


OJ990527 


Gene No. 


35947 


Of- r anH 




Start 


425 


End 


875 


Name 


OJ990527 03.9C03.C2.ol.tw 


Method 


TBLASTX: 


Start 


422 


End 


875 


GI 


none 


Score 


111 


Exons 


422. .550, 430. .546, 639. .875, 


641. .865 




Seq. No. 


17075 


Seq. ID 


OJ990527 


Gene No. 


35947 


Strand 




Start 


425 


End 


875 


Name 


OJ990527 03.9C03.C2.ol.gs 


Method 


GENSCAN 


Start 


425 


End 


820 


GI 


none 


Score 


.65 


Exons 


425. .558, 602. .820 






Seq. No. 


17076 


Seq. ID 


OJ990527 


Gene No. 


35948 


Strand 


+ 


Start 


210 


End 


387 


Name 


OJ990527_03. 9C03.C4 .ol . gs 


Method 


GENSCAN 


Start 


210 


End 


387 


GI 


none 


Score 


.63 


Exons 


210. .387 






Seq. No. 


17077 


Seq. ID 


OJ990527 


Gene No. 


35949 


Strand 


+' 


Start 


95 


End 


316 


Name 


OJ990527 03.9C03.C5.ol.gs 


Method 


GENSCAN 


Start 


95 


End 


316 


GI 


none 


Score 


.53 


Exons 


95. .316 






Seq. No. 


17078 


Seq. ID 


OJ990527_ 



17610 



Gene No. 35950 Strand + 

Start 154 End 283 

Name OJ990527_03 . 9C03 . C8 . ol . gs Method GENSCAN 

Start 154 End 283 

GI none Score .61 

Exons 154.. 283 



Seq. No. 17078 Seq. ID OJ990527_03 . 9C03 . C8 

Gene No. 35951 Strand 

Start 1 End 536 

Name OJ990527_03 . 9C03 . C8 . ol . np Method AAT/NAP 

Start 1 End 536 

GI 6498441 Score 361 

Exons 1 . . 536 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





.L / \J f O 








oeq . J. u 












o crana 


O La J. L. 


1 
-L 








ijna 


Name 






QrTl^ PR ^1 
jtUJ . L,C> . O 1 . 


tw 


we tnoa 












PnH 


PT 


none 








Score 


Exons 


66. .293, 


73. 


.291, 118.. 


294 






1 707 Q 

J. / \J / _7 










bene ino . 












OLait 










bnu 


Name 




U J • 


ytuj .L.J.U . oi 


. gs 


Meiinoa 




^ 9 ^ 










none 








Score 


Exons 












Seq. No. 


17080 








Seq. ID 


Gene No. 


35953 








Strand 


Start 


74 








End 


Name 


OJ990527 


_03. 


9C03.C12.ol 


.gs 


Method 


•Start 


74 








End 


GI 


none 








Score 


Exons 


74. .261 










Seq. No. 


17081 








Seq. ID 


Gene No. 


35954 








Strand 


Start 


622 








End 


Name 


OJ990527 


JD3. 


9C03.C13.ol 


.gs 


Method 


Start 


622 








End 


GI 


none 








Score 


jExons 


622.. 631 










Seq. No. 


17082 








Seq. ID 


Gene No. 


35955 








Strand 


Start 


1 








End 


Name 


OJ990527 


_03. 


9C03.C14.ol 


.np 


Method 


Start 


1 








End 


GI 


1809257 








Score 


Exons 


1..512, 


1865 


. .1909 







OJ990527_03.9C03.C8 
536 

TBLASTX: Wheat 

294 

132 



OJ990527_03.9C03.C10 
534 

GENSCAN 

534 

.82 



OJ990527_03.9C03.C12 
+ 

261 

GENSCAN 

261 

.57 



OJ990527_03.9C03.C13 
631 

GENSCAN 

631 

.88 



OJ990527_03.9C03.C14 
+ 

1909 
AAT/NAP 
1909 
115 



17611 




GI Descrip. (U59316) serine/threonine protein kinase Pto [Lycopersicon 
esculentum] 



Seq. No. 


17082 




Seq. ID 


OJ990527 03.9C03 


.C14 


Gene No. 


35955 




Strand 


+ 




Start 


1 




End 


1909 




Name 


OJ990527 03.9C03.C14.ol. 


, QS 


Method 


GEN SCAN 




Start 


138 




End 


878 




GI 


none 




Score 


. 7 




Exons 


138. .878 










Seq. No. 


17082 




Seq. ID 


OJ990527_03. 9C03 


.C14 


Gene No. 


35956 




Strand 






Start 


1 




End 


1559 




Name 


OJ990527 03.9C03.C14.o2. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1559 




GI 


6539588 




Score 


88 




Exons 


1..67, 1370. .1559 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


17082 




Seq. ID 


OJ990527 03.9C03 


.C14 


Gene No. 


35957 




Strand 






Start 


1733 




End 


2369 




Name 


OJ990527 03.9C03.C14.o2. 


gs 


Method 


GENSCAN 




Start 


1733 




End 


2369 




GI 


none 




Score 


.47 




Exons 


1733. .1901, 2242. .2369 










Seq. No. 


17083 




Seq. ID 


OJ990527 03.9C03 


.C15 


Gene No. 


35958 




Strand 






Start 


827 




End 


988 




Name 


OJ990527 03. 9C03.C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


107 




End 


507 




GI 


none 




Score 


71 




Exons 


107. .262, 108. .269, 251. 


.346, 


251. .346, 


385. .507 




Seq. No. 


17083 




Seq. ID 


OJ990527 03.9C03 


.C15 


Gene No. 


35958 




Strand 






Start 


827 




End 


988 




Name 


OJ990527- 03. 9C03.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


119 




End 


681 




GI 


none 




Score 


185 




Exons 


119. .217, 308. .349, 385. 


.681 








Seq. No. 


17083 




Seq. ID 


OJ990527 03.9C03 


. C15 


Gene No. 


35958 




Strand 






Start 


827 




End 


988 




Name 


0J9 90527 03. 9C03.C15.ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


308 




End 


817 




GI 


none 




Score 


51 




Exons 


308. .343, 385. .486, 475. 


.642, 


671. .700, 


773. .817 




Seq. No. 


17083 




Seq. ID 


OJ990527_03.9C03, 


.C15 


Gene No. 


35958 




Strand 






Start 


827 




End 


988 




Name 


OJ990527 03.9C03.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


529 




End 


916 





17612 



GI 


none 


Score 


151 


Exons 


529. .675, 649. .888, 659. .913, 


668. .916 




Seq. No. 


17083 


Seq. ID 


OJ990527_03.9C03.C15 


Gene No. 


35958 


Strand 




Start 


827 


End 


988 


Name 


OJ990527 03. 9C03 . CI 5 . ol . gs 


Method 


GEN SCAN 


Start 


827 ~ 


End 


988 


GI 


none 


Score 


. 98 


Exons 


827 . . 988 






Seq. No. 


17084 


Seq. ID 


OJ990527 03.9C03.C17 


Gene No. 


35959 


Strand 


+ ~~ 


Start 


1 


End 


545 


Name 


OJ990527 03. 9C03 . C17 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


545 


GI 


3.980411 


Score 


93 


Exons 


1..125, 184. .545 






GI Descrip. 


(AC004561) putative proline-rich protein [Arabidopsis thaliana 


Seq. No. 


17084 


Seq. ID 


OJ990527_03.9C03.C17 


Gene No. 


35960 


Strand 




Start 


288 


End 


449 


Name 


OJ990527 03. 9C03 . C17 . ol . gs 


Me'thod 


GENSCAN 


Start 


288 


End 


449 


GI 


none 


Score 


.43 


Exons 


288. .449 






Seq . No . 


17085 


Seq. ID 


OJ990527_03.9C03.C20 


Gene No. 


35961 


Strand 




Start 


1 


End 


767 


Name 


OJ990527 03. 9C03 . C20 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


351 


GI 


6721561 


Score 


217 


Exons 


1..351 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



predicted gene.; hypothetical protein [Oryza sativa] 



(AP001081) 



gi|681508 6|dbj | BAA90372.il 

corresponds to a region of the predicted gene 
protein [Oryza sativa] 



EST AU082058 (C12976) 

hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 03.9C03.C20 



17085 
35961 
1 

OJ990527_03. 9C03 . C20 . o2 . np' 
1 

6721558 
1..161, 355. .485, 703. .767 

(AP001073) hypothetical protein [Oryza* sativa]- 

gi| 68150831 dbj | BAA90369 . 1 | (AP001081) hypothetical protein 

[Oryza sativa] 



767 

AAT/NAP 

767 

129 



Seq. No. 17085 Seq. ID 

Gene No. 35961 Strand 

Start 1 End 

Name OJ990527_03 . 9C03 . C20 . ol . gs Method 

Start 71 End 



OJ990527_03.9C03.C20 
767 

GENSCAN 
717 



17613 



GI 


none 




Score 


.82 


Exons 


71. .242, 355. .479, 645. 


.717 






Seq. No. 


17086 




Seq. ID 


OJ990527 


Gene No. 


35962 




Strand 


+ 


Start 


1 




End ' 


727 


Name 


OJ990527 03.9C03.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


727 


GI 


5042454 




Score 


271 


Exons 


1..60, 286. .465, 700. .727 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


17086 




Seq. ID 


OJ990527 


Gene No. 


35962 




Strand 


+ 


Start 


1 




End 


727 


Name 


OJ990527 03.9C03.C22.ol, 


.gs 


Method 


GENSCAN 


Start 


315 




End 


461 


GI 


none 




Score 


.51 


Exons 


315. .461 








Seq. No. 


17087 




Seq. ID 


OJ990527 


Gene No. 


35963 




Strand 


+ 


Start 


. 1 




End 


499 


Name 


OJ990527 03.9C03.C23.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


499 


GI 


6539586 




Score 


727 


Exons 


1. .499 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa ] 


Seq. No. 


17087 




Seq. ID 


OJ990527 


Gene No. 


35963 




Strand 


+' 


Start 


1 




End 


499 


Name 


OJ990527 03. 9C03.C23.ol. 


.gs 


Method 


GENSCAN 


Start 


53 




End 


454 


GI 


none 




Score 


. 99 


Exons 


53. .454 








Seq. No. 


17088 




Seq. ID 


OJ990527 


Gene No. 


35964 




Strand 


+ 


Start 


1 - 




End 


705 


Name 


OJ990527 03.9C03.C24.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


705 


GI 


6498441 




Score 


732 


Exons 


1..310, 503. .705 









03. 9C03.C24 



GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


17088 


Seq. ID 


OJ990527 


_03. 


9C03. 


.C24 


Gene No. 


35964 


Strand 


+ 








Start 


1 


End 


705 








Name 


OJ990527 03.9C03.C24.ol.gs 


■ Method 


GENSCAN 








Start 


48 


End 


626 








GI 


none 


Score 


'.42 








Exons 


48. .626 












Seq. No. 


17089 


Seq. ID 


OJ990527_ 


_03. 


9C03. 


,C28 



17614 



Gene No. 35965 Strand + 

Start 1 End 650 

Name OJ990527_03. 9C03 . C28 .ol . np Method AAT/NAP 

Start 1 End 650 

GI 6498441 Score 371 

Exons 1..221, 303.. 650 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


17089 






Seq. ID 


OJ990527 


f^csnf^ No 


3596S 

*J *J Zf \J ~J 






U Li ol 1U 


-j- 




1 

X 






FnH 




Name 




03 9P03 P28 ol 


. gs> 


Mot" h 


UijLNO OrtlN 


Start 


158 






End 


628 

\J o 


GI 


none 








7 S 


Exons 


158. .269, 


357. .628 








Sea No 


17089 






Seq. ID 


OJ990527 

\J \J ~s ~s \J *J c+ l 


rzp n No 


3596S 






O L. X di in 


X 




1 






FnH 


V J V 


Name 




03 9C03 C28 ol 


t- w 


lit; u nuu 


1 i_> LinO 1 A . 


Start 


27 6 ~ 






EjI 1*^1 


640 
u *± u 


GI 


none 






Score 


37 3 


Pynn c; 

UAUl I O 


276 623 


288 614 296 


640 






Seq. No. 


17089 






Seq. ID 


OJ990527 


Qpnp No 


35965 






Strand 


+ 


Start 


1 






End 


650 


Name 


OJ990527 


03 9C03 C28 ol 


. tm 


Method 


-L DLlrtO 1 /V . 


Start 


441 ~ 






End 


627 


GI 


none 






Score 


219 


F.xon <=? 


441 . .626, 


503 622 507 


. . 626, 


514. .627 




Seq. No. 


17090 






Seq. ID 


OJ990527 


Gpnp No 


35966 






Strand 




Start 


1 






End 


674 


Name 


OJ990527 


03 9C03 C29 ol 


.np 


Method 


AAT /NAP 


Start 


I ~ 






End 


674 


GI 


■ 653958 6 

U J J J JO \J 






Score 




XT' v i^i n c 


1 67 4 










GI Descrip. 


(AP000837 


) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


17090 






Seq. ID 


OJ990527 


Gene No. 


35966 






Strand 




Start 


1 






End 


674 


Name 


OJ990527 


03.9C03.C29.ol 


.gs 


Method 


GENSCAN 


Start 


103 






End 


521 


GI 


none 






Score 


.83 


Exons 


103. .521 










Seq. No. 


17091 






Seq. ID 


OJ990527 


Gene No. 


35967 






Strand 




Start 


182 






End 


732 


Name 


OJ990527 


03.9C03.C31.ol 


.gs 


Method 


GENSCAN 


Start 


182 






End 


732 


GI 


none 






Score 


. 66 



17615 



Exons 



182. .274, 715. .732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17092 Seq. ID 

35968 Strand 

1 End 

OJ990527_03 . 9C03 . C32 . ol . np Method 

1 End 

4589974 Score 
1..37, 293..747 

(AC007195) unknown protein [Arabidopsis thaliana] 



OJ990527_03 . 9C03 . C32 
+ 

747 

AAT/NAP 
747 
241 



17092 Seq. ID 

35968 Strand 

1 End 
OJ990527_03 . 9C03 . C32 . ol . gs Method 

502 End 

none Score 
502. . 647 



OJ990527_03.9C03.C32 
+ 

747 

GENSCAN 

647 

.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



17093 Seq. ID OJ990527_03.9C03.C35 

35969 Strand + 

1 . End 1970 

OJ990527_03 . 9C03 . C35 . ol . np Method AAT/NAP 

1 End 1967 

6498441 Score 2721 

1. . 1592, 1686. .1967 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



17093 Seq. ID 

35969 Strand 
1 End 
OJ990527_03.9C03.C35.ol.gs Method 
198 End 
none Score 

198. .1028, 1128. .1693, 1700. .1970 



OJ990527_03.9C03.C35 
+ 

1970 
GENSCAN 
1970 
.67 



17093 
35970 
2599 

OJ990527_03.9C03.C35.o3.tw 
63 

none 



Seq. ID OJ990527 03.9C03.C35 



Strand 
End 

Method 

End 

Score 



3839 

TBLASTX: Wheat 

482 

93 



63. .137, 68. .136, 165. .482, 186. .386, 191. .415 



17093 
35970 
2599 

OJ990527_03 . 9C03 . C35 . ol . tm 

837 

none 



Seq. ID OJ990527_03.9C03.C35 
Strand - ' 
End 

Method 
End 
Score 



3839 

TBLASTX: Maize 

1199 

337 



837. .1160, 854. .1147, 957. .1169, 1152. .1199 



17093 
35970 
2599 



Seq. ID 

Strand 

End 



OJ990527 03.9C03.C35 



3839 



17616 




Name 


OJ990527 03.9C03.C35.ol.tw 


Method 






u tcu. u 


974 


End 


1 J J J 




O J. 


none 


Score 








974. .1042, 975. .1355, 978. .1316, 1076. 






Seq. No. 


17093 


Seq. ID 


OJ990527_03.9C03 


.C35 


Gene No. 


35970 


Strand 






Start 


2599 


End 


3839 




Name 


OJ990527 03.9C03.C35.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1356 


End 


1958 




GI 


none 


Score 


258 




F von q 


1356. .1640, 1358. .1666, 1361. 


.1639, 1832. .1954, 1833. .1958 


Seq. No. 


17093 


Seq. ID 


OJ990527_03.9C03, 


.C35 


Gene No. 


35970 


Strand 


- 




Start 


2599 


End 


3839 




Name 


OJ990527 03.9C03.C35.o2.tm 


Method 


TBLASTX: Maize 




Start 


1827 


End 


1973 




GI 


none 


Score 


186 




Ex on 


1827. .1973, 1832. .1966 








Seq. No. 


17093 


Seq. ID 


OJ990527JD3.9C03, 


.C35 


Gene No. 


35970 


Strand 


- 




Start 


2599 


End 


3839 




Nla mo 


OJ990527 03. 9C03 . C35 . o2 . gs 


Method 


GENSCAN 




O L. d X. i_ 


2599 


End 


3708 




GI 


none 


Score 


1 




F v ^ n c: 


2599.. 3708 








Seq . No . 


17093 


Seq. ID 


OJ990527_03.9C03. 


.C35 


Gene No. 


35970 


Strand 


- 




Start 


2599 


End 


3839 




Name 


OJ990527 03. 9C03 . C35 . o2 . np 


Method 


AAT/NAP 




Start 


2602 


End 


3839 




GI 


6539586 


Score 


1908 




LlAVJ no 


2602. .3839 








fl T HpQr'r'i n 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


17094 


Seq. ID 


OJ990527_03.9C03. 


.C36 


-Gene No. 


35971 


Strand 


+ 




Start 


1 


End 


3564 




Name 


OJ990527 03. 9C03 . C36 . o2 . np 


Method 


AAT/NAP 




Start 


1 


End 


3447 






5042454 


Score 


291 




Hi JS. Ul 1 0 


1..138, 1902.. 2039, 2257.. 2375, 2952.. 


3135, 3394.. 3447 




f^T Do cpri n 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


17094 


Seq. ID 


OJ990527JD3.9C03, 


,C36 


Gene No. 


35971 


Strand-. 


+ 




O ICll L 


1 


End 


3564 






OJ990527 03. 9C03.C36.o2 .gs 


Method 


GENSCAN 




Start 


' 2875 


End 


3564 




GI 


none 


Score 


.72 




Exons 


2875.. 2946, 3046.. 3135, 3394. 


.3564 






Seq. No. 


17094 


Seq. ID 


OJ990527_03.9C03. 


C36 


Gene No. 


35972 


Strand 







17617 



Start 


1 


Name 


OJ990527 03 . 9C03 .C36.ol 


Start 


1 ~~ 


GI 


6907089 


Exons 


1 646, 741 2002 


GI Descrip. 


(AP001129) hvDothetical 


Seq. No. 


17095 


Gene No. 


35973 


Start 


860 


Name 


OJ990527 03 9C03 C37 ol 


Start 


860 ~~ 


GI 


none 


Exons 


860. .1227, 1267. .1700 


Seq. No. 


17096 


Gene No. 


35974 


Start 


837 


Name 


OJ990527 03 9C03 C39 ol 


Start 


837 ~ 


GI 


none 


R von 


837 1496 2394 3017 




17097 


Gpnp No 


35975 


Start 


1 


Name 


OJ990527 03.9C03.C40.ol 


Start 


1 


GI 


4 680204 


Rxon 


1 47 2282 291S S102 




7625 7797 7892 8022 


GI Descrip . 


(AF114171) hypothetical 


Seq. No. 


17097 


Gene No. 


35975 


Start 


1 


Name 


OJ990527 03 9C03 C40 ol 


Start 


Ill ~ 


GI 


none 


Exons 


111. 190. 787 928 


Sea No 


17097 


Ge*ne No 


35975 


Start 


1 


Name 


OJ990527 03.9C03.C40.o2 


Start 


2298 


GI 


none 


fTvnn 

i_J L 1 O 


2298 2S16 ?77S ?Q48 




61 6S 6^S0 6446 6S87 




7892 7982 8946 8^44 




J. W / • • -L V J _7 


Seq. No. 


17097 


Gene No. 


35975 


Start 


1 


Name 


OJ990527 03.9C03.C40.ol, 


Start 


2393 



End 2002 

Method AAT/NAP 

End 2002 

Score 3060 



Seq. ID OJ990527_03.9C03.C37 

Strand + 

End 1700 

Method GENSCAN 

End 1700 

Score . 64 



Seq. ID OJ990527_03.9C03.C39 

Strand + 

End 3017 

Method GENSCAN 

End 3017 

Score .92 



Seq. ID 

Strand 

End 

Method 

End 

Score 
, 6165 
.8596 



OJ990527_ 
+ 

10943 
AAT/NAP 
8596 
750 
6350, 6446. 



03.9C03.C40 



,7518, 



Seq. ID OJ990527_03.9C03.C40 

Strand + 

End 10943 

Method GENSCAN 

End ' 928 

Score .58 



Seq. ID OJ990527_03.9C03.C40 

Strand + 

End 10943 

Method GENSCAN 

End 10239 

Score .47 

.3904, 4145. .4178, 4656.-5272, 
.7040, 7242.. 7492, 7625.. '7797, 
.8560, 8937.. 9152, 9732.. 9798, 



Seq. ID OJ990527_03.9C03.C40 

Strand + 

End 10943 

Method TBLASTX : Wheat 

End 2798 



17618 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 195 

2393.. 2638, 2397.. 2633, 2706.. 2798, 2723.. 2797 



17097 Seq. ID 

35975 Strand 

1 End 

OJ990527_03 . 9C03 . C40 . o3 . np Method 

7313 End 

421867 Score 



OJ990527_03 . 9C03 . C4 0 
+ 

10943 
AAT/NAP 
9822 
173 



7313. .7446, 8937. .9113, 9732. .9822 

ubiquitin / ribosomal protein CEP52 - turnip gi 1347064 (L21898) 
ubiquitin/ribosomal protein [Brassica rapa] 

gi|395079|emb|CAA80863| (Z24738) ubiquitin/ribosomal protein 
[Brassica rapa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17097 Seq. ID 

35975 Strand 
1 End 
OJ990527_03. 9C03.C40.o4 .np Method 
9518 End 
5852084 Score 
9518.. 9607, 10841.. 10943 
(AL117264) zwh0007.1 [Oryza sativa] 

17098 Seq. ID 

35976 Strand 
4 4 End 
OJ990527_03.9C03.C41.ol.gs Method 
4 4 End 
none Score 
44. .85, 1160. .1411 



OJ990527_03.9C03.C40 
+ 

10943 
AAT/NAP 
10943 
86 



OJ990527_03.9C03.C41 
+ 

1411 
GEN SCAN 
1411 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17098 
35977 
1897 

OJ990527JD3. 9C03 . C4 1 . o2 . gs • 
1897 
none 

1897. .2064, 3152. .3253 

17099 
35978 
952 

OJ990527_03. 9C03 . C42 . ol . gs 
952 
none 

952. .1161, 1623. .1640, 2761. .2973 



17099 
35978 
952 

OJ990527_03. 9C03 . C42 . ol . tm 

2815 

none 

2815. .2937, 2947. .3069, 2958, 
3187. .3270 



Seq. ID OJ990527_03.9C03.C41 
Strand 

End 3253 

Method GENSCAN 

End 3253 

Score . 6 



Seq. ID OJ990527_03.9C03.C42 

Strand + 

End 3271 

Method GENSCAN 

End 2973 

Score . 5 



OJ990527_03.9C03.C42 
+ 

3271 

TBLASTX: Maize 

3270 

97 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3065, 2980. .3123, 3118. .3186, 



17619 




Seq. No. 


17099 




Seq. ID 


OJ990527_03.9C03. 


C42 


Gene No. 


35978 




Strand 


+ 




Start 


952 




End 


3271 




Name 


OJ990527 03 


. 9C03 . C42 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


2848 _ 




End 


3270 




GI 


none 




Score 


322 




Exons 


2848 . . 3270, 


2856. . 3071, 3071 . 


.3085, 3117.. 3269 




Seq. No. 


17099 




Seq. ID 


OJ990527_03.9C03. 


C42 


Gene No . 


35978 




Strand 


+ 




Start 


952 




End 


3271 




Name 


OJ990527 03 


.9C03.C42.ol.np 


Method 


AAT/NAP 




Start 


2849 




End 


3271 




GI 


4966347 




Score 


310 




Exons 


2849. .3271 










GI Descrip. 


(AC006341) 


Similar to gb|AJ012423 wall 


-associated kinase 


2 from 




Arabidopsis 


thaliana . 









Seq. No. 17099 Seq. ID 

Gene No. 35978 Strand 

Start 952 End 

Name OJ990527_03 . 9C03 . C4 2 . ol . tc Method 

Start 2853 End 

GI none . Score 

Exons 2853.. 2933, 2860.. 2934, 2947.. 3069, 2961.. 3065, 3020.. 3097, 

3136.. 3270, 3142.. 3270 



OJ990527_03.9C03.C42 
+ 

3271 

TBLASTX: Cress 
3270 
70 



Seq. No. 


17100 




Seq. ID 


OJ990527 03.9C03.C43 


Gene No. 


35979 




Strand 


+ 


Start 


78 




End 


547 


Name 


OJ990527 03.9C03.C43 


.ol .gs 


Method 


GENS CAN 


Start 


78 




End 


547 


GI 


none 




Score 


.9 


Exons 


78. .547. 








Seq. No. 


17101 




Seq. ID 


OJ990527_03.9C03.C44 


Gene No. 


35980 




Strand 




Start 


1 




End 


2104 


Name 


OJ990527 03.9C03.C44 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1330 


GI 


3153821 




Score 


83 


Exons 


1..45, 474. .647, 715 


..914, 1234. .1330 




GI Descrip. 


(AF062655) plenty-of 


-prolines- 


■101; POP101; SH3-philo-protein 




[Mus musculus] 








Seq. No. 


17101 




Seq. ID 


OJ990527_03 . 9C03 . C4 4 


Gene No. 


35980 




Strand 




Start 


1 




End 


2104 


Name 


O.J990527 03.9C03.C44 


. ol . gs 


Method 


GENSCAN 


Start 


269 




End 


2104 


GI 


none 




Score 


.5 


Exons 


269. .658, 683. .862, 


1794. .1941 


, 2064 . . 


2104 



Seq. No. 17101 Seq. ID OJ990527_03 . 9C03 . C4 4 

Gene No. 35981 Strand 

Start 2984 End 4035 

Name OJ990527_03 . 9C03 . C4 4 . o2 . np Method AAT/NAP 

17620 






2984 




End 


4035 




6648169 




Score 


70 




2984.. 3125, 3916.. 4035 










(AC010926) unknown protein [Arabidopsis thaliana] 




17102 




Seq. ID 


OJ990527_03.9C03.C45 


Gene- No. 


35982 




Strand 


.+ 


Start 


1084 




End 


4473 


IN OIU" 


OJ990527 03.9C03.C45.ol 


.gs 


Method 


GEN SCAN 


OLoI 1, 


1084 




End 


4473 


rij 

\J -L 


none 




Score 


.71 


LAUi 1 o 


1084. .1242, 1288. .1382, 


2765. 


.2966, 3402. .3497, 4165. .4236, 




4369. .4473 










17102 




Seq. ID 


OJ990527_03.9C03.C45 




35982 




Strand 


+ 


Start 


1084 




End 


4473 


Name 


OJ990527 03.9C03.C45.ol 


.np 


Method 


AAT/NAP 


o Lai L 


1084 




End 


4470 




6648169 




Score 


546 


Exon s 


1084. .1257, 1890. .1992, 


2053. 


.2238, 2732. .2966, 3402.. 3497, 




4165. .4236, 4369. .4470 










(AC010926) unknown protein [Arabidopsis thaliana] 


O fc= q > Ln l> . 


17102 




Seq. ID 


OJ990527_03.9C03.C45 


Gene No. 


35982 




Strand 


+ 


Start 


1084 




End 


4473 


Ma 

IN CLULC 


OJ990527 03.9C03.C45.ol 


.tm 


Method 


TBLASTX: Maize 


O Lai L 


2829 




End 


4251 




none 




Score 


215 


F 1 von q 


2829. .2975, 2831. .2965, 


2836. 


.2970, 3401. .3508, 3402. .3515, 




3408. .3515, 4148. .4234, 


4148. 


.4225, 4164. .4235, 4165. .4251 


Seq. No. 


17103 




Seq. ID 


OJ990527_03.9C03.C46 


Gene No. 


35983 




Strand 


+ 


91-^ rt- 

O Lai L 


649 




End 


786 


Marnp 
IN CllLLC 


OJ990527 03.9C03.C46.ol, 


.gs 


Method 


GENSCAN 


O L Ct I. L 


649 ; 




End 


786 




none 




Score 


.72 


P vnn q 

Hi aU1 Ij 


649. .786 








Cprr Mo 


17103 




Seq. ID 


OJ990527_03.9C03.C46 


fjpnp Mo 


35984 




Strand 


+ 


Start 


2422 




End 


3766 


Name 


OJ990527 03.9C03.C46.ol. 


.np 


Method 


AAT/NAP 


Start 


2422 




End 


3766 


fIT 
yj a. 


6630699 




Score 


90 


Exons 


2422. .2453, 3689. .3766 










(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi| 6721536 Idbj IBAA89566, 


.11 (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


17103 




Seq. ID 


OJ990527_03.9C03.C46 


Gene No. 


35985 




Strand 


+ 


Start 


3903 




End 


4313 


Name 


OJ990527 03.9C03.C46.o2, 


.np 


Method 


AAT/NAP 


Start 


3903 




End 


4313 



17621 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6539570 Score 198 

3903.. 4096, 4247.. 4313 

(AP000836) hypothetical protein [Oryza sativa] 



17103 
35986 
2385 

OJ990527_03 . 9C03 . C4 6 . o2 . gs 

2385 

none 

2385.. 2618, 2808.. 2893, 3420. 

17103 
35987 
3903 

OJ990527_03 . 9C03 . C4 6 . o3 . gs 

3903 

none 

3903.. 4016, 4715.. 4900, 5103. 

17104 
35988 
1368 

OJ990527J)3. 9C03 . C4 7 . ol . gs 
1368 
none 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3600 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5549 



OJ990527_03.9C03.C46 

3600 
GENSCAN 
3600 
.59 



OJ990527_03.9C03.C46 

5549 
GENSCAN 
5549 
.72 



Seq. ID OJ990527_03.9C03.C47 
Strand + 
End 5295 . 

Method GENSCAN 
End 5295 
Score .83 

1368. .1511, 1903. .2152, 2667. .2840, 2995. .3107, 3443. .3597, 
3703. .3775, 3942. .4066, 4179.. 4453, 4620. .4647, 4699. .5295 



Seq. No. 17104 

Gene No. 35988 

Start 1368 

Name OJ990527JD3 . 9C03 . C47 . ol . np 

Start 4070 

GI 6721561 

Exons 4070.. 4325, 4396.. 4453, 4527. 
GI Descrip. 



OJ990527_03. 9C03.C4 7 
+ 

5295 
AAT/NAP 
5292 
1168 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5292 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 17104 

Gene No. 35989 

Start 5384 

Name OJ990527_03 . 9C03 . C4 7 . o2 . gs 

Start 5384 

GI none 
Exons 



Seq. ID OJ990527_03.9C03.C47 
Strand 

End 10539 

Method GENSCAN 

End 10376 

Score .63 



5384. .5542, 5659. .5850, 5861. .6085, 6530. .6711, 6840. .7361, 
7363. .7756, 7852. .8611, 8656. .9923, 10011. .10376 



Seq. Np. 17104 Seq. ID 

Gene No. 35989 Strand 

Start 5384 End 

Name OJ990527_03 . 9C03 . C47 . o2 . np Method 

Start 6790 End 

GI 5902445 Score 



OJ990527_03 . 9C03 . C47 

10539 
AAT/NAP 
9914 
2822 



17622 




Exons 


6790. .7549, 


7600 


. .8094, 


8134. 


.9914 






GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03 


.9C03 


.C47.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


6799 _ 








End 


7414 




GI 


none 








Score 


68 




Exons 


6799. . 6930, 


6812 


6925 


6955 


.7341, 7340.. 7414 




Seq. No. 


17104 








Seq. ID 


OJ990527_03'. 9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03 


.9C03 


.C47.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


6835 _ 








End 


7101 




GI 


none 








Score 


52 




Exons 


6835 6918, 


6866 

u o u u 


6925 


6919 


.7101, 6920.. 6970 




Seq. No. 


17104 








Seq. ID 


OJ990527JD3. 9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03 


. 9C03 


C47.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


7541 ~ 








End 


7974 




GI 


none 








Score - 


161 




Exons 


7541 7591. 


7 SQ^ 
/ j ^ j 


7966 


7S97 

f yj Zf f . 


.797 4 






Seq. No. 


17104 








Seq. ID 


OJ990527_03. 9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03 


.9C03 


C47.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


7669 — 








End 


7974 




GI 


none 








Score 


167 




Exons 


7669 . . 7974 , 


7670 


. 7957 










Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03 


.9C03. 


C47.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


8446 ~~ 








End 


8852 




GI 


none 








Score 


42 




Exons 


8446. .8604, 


8446, 


.8619, 


8 627 . 


.8671, 8632. .8676, 8682. .8852 


Seq. No. 


17104 








Seq. ID 


OJ990527_03. 9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03 


. 9C03. 


C47.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


8943 _ 








End 


9368 




GI 


none 








Score 


93 




Exons 


8943 9368. 


9184. 


.9324 










Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03 


. 9C03. 


C47.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


8998 








End 


9422 




GI 


none 








Score 


260 





17623 




Exons 


8998. .9324, 


9000 


. .9422, 


9030 


. .9419 






Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03. 


9C03 


,C47.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


9096 








End 


9452 


- 


GI 


none 








Score 


128 




Exons 


9096. .9452, 


9097, 


. .9324, 


9335 


. .9430 






Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03. 


9C03, 


.C47.01 


.tm 


Method 


TBLASTX: Maize 




Start 


9486 








End 


9839 




GI 


none 








Score 


140 




Exons 


9486. .9545, 


9525, 


. .9839, 


9534 


..9773, 9535.. 9777 




Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03. 


9C03, 


,C47.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


9525 








End 


9969 




GI 


none 








Score 


361 




Exons 


9525. .9968, 


9526. 


. .9969 










Seq. No. 


17104 








Seq. ID 


OJ990527_03. 9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03. 


9C03. 


.C47.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


9564 








End 


9929 




GI 


none 








Score 


114 




Exons 


9564. .9698, 


9714 , 


. . 9929 










Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03. 


9C03. 


.C47.o3 


.np 


Method 


AAT/NAP 




Start 


9981 








End 


10539 




GI 


5902444 








Score 


403 




Exons 


9981. .10539 














GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 




Seq. No. 


17104 








Seq. ID 


OJ990527_03.9C03 


.C47 


Gene No. 


35989 








Strand 






Start 


5384 








End 


10539 




Name 


OJ990527 03. 


9C03, 


,C47.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


10161 








End 


10539 




GI 


none 








Score 


118 




Exons 


10161. . 10397 


, 10171. .10395, : 


10486.. 10539 




Seq. No. 


17105 








Seq. ID 


OJ990527_03.9C03 


.C48 


Gene No. 


35990 








Strand 


+ 




Start 


955 








End 


2661 




Name 


OJ990527 03. 


9C03. 


C48.o2 


.np 


Method 


AAT/NAP 




Start 


955 








End 


2661 




GI 


6721512 








Score 


83 





17624 



Exons 955.. 991, 2559.. 2661 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 17105 

Gene No. 35991 

Start 97 

Name OJ990527_03 . 9C03 . C4 8 . ol . gs 

Start 97 

GI none 
Exons 



Seq. ID OJ990527_03.9C03.C48 
Strand 

End 6108 

Method GENSCAN 

End 6108 

Score . 63 



97. .368, 409. .603, 630. .815, 873. .1011, 1056. .1714, 1729. .1852, 
1955. .2413, 2420. .2598, 2924. .3100, 3543. .3660, 4031. .4237, 
5851. .6108 



Seq. No. 17105 Seq. ID OJ990527_03 . 9C03 . C4 8 

Gene No. 35991 Strand 

Start 97 End 6108 

Name OJ990527_03 . 9C03 . C4 8 . ol . np Method AAT/NAP 

Start 322 End 1155 

GI 6721562 Score 436 

Exons 322.. 396, 540.. 1155 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 |dbj IBAA90373. 1 | (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 17105 

Gene No. 35992 

Start 7573 

Name OJ990527_03 . 9C03 . C48 . ol . tw 

Start 667 

GI none 

Exons 667.. 942, 706.. 858, 716.. 937, 
1015. .1065, 1051. .1107 



OJ990527_03.9C03.C48 
11461 

TBLASTX: Wheat 

1107 

49 



Seq. ID 
Strand 
End 

Method 
End 
Score 

898. .1014, 907. .990, 911. .1003, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17105 Seq. ID 

35992 Strand 

7573 End 

OJ990527_03 . 9C03 . C48 . o3 . np Method 

7573 End 

4680199 Score 



OJ990527_03.9C03.C48 

11461 
AAT/NAP 
11461 
700 



7573. .7617, 8958. .9104, 9276. .10086, 10500 .. 10803, 10875 .. 11095, 
11157. .11461 



GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 


17105 




Seq. ID 


OJ990527JD3.9C03 


.C48 


Gene No. 


35992 




Strand 






Start 


7573 




End 


11461 




Name 


OJ990527 03. 


9C03.C48.o2.gs 


Method 


GENSCAN. 




Start 


8936 




End . 


11017 




GI 


none 




Score 


.59 




Exons 


8936. .9551, 


10500. .11017 








Seq. No. 


17105 




Seq. ID 


OJ990527_03.9C03 


.C48 


Gene No. 


35992 




Strand 






Start 


7573 




End 


11461 




Name 


OJ990527 03. 


9C03.C48.ol. tm 


Method 


TBLASTX: Maize 





17625 




Start 


9188 






End 


9635 




GI 


none 






Score 


55 




Exons 


9188. .9391, 


9413. 


.9634, 9434 


..9553, 9576.. 9635 




Seq. No. 


17105 






Seq. ID 


OJ990527_03.9C03 


.C48 


Gene No. 


35992 






Strand 


— 




Start 


7573 






End 


11461 




Name 


OJ990527 03. 


9C03. 


C48.ol. ts 


Method 


TBLASTX : Soybean 




Start 


9251 ~ 






End 


9643 




GI 


none 






Score 


244 




Exons 


9251. .9316, 


9302 . 


. 9643 








Seq. No. 


17105 






Seq. ID 


OJ990527_03. 9C03 


.C48 


Gene No. 


35992 






Strand 


— 




Start 


7573 






End 


11461 




Name 


OJ990527 03. 


9C03. 


C48.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9389 






End 


9754 




GI 


none 






Score 


213 




Exons 


9389. . 9754 












Seq. No. 


17105 






Seq. ID 


OJ990527_03. 9C03 


.C48 


Gene No. 


35992 






Strand 


- 




Start 


7573 






End 


11461 




Name 


OJ990527 03. 


9C03. 


C48 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


9638 ~~ 






End 


9877 




GI 


■ none 






Score 


107 




Exons 


9638. .9715, 


9695. 


.9877, 9699 


. .9866 






Seq. No. 


17105 






Seq. ID 


OJ990527_03.9C03 


.C48 


Gene No. 


35992 






Strand 






Start 


7573 






End 


11461 




Name 


OJ990527 03. 


9C03. 


C48.o3.tm 


Method 


TBLASTX: Maize 




Start 


10481 






End 


10891 




GI 


none 






Score 


64 




Exons 


104 81. .10639, 10481. .10672, 


10503. .10667, 10682.. 10891 




Seq. No. 


17106 






Seq. ID 


OJ990527_03.9C03 


.C49 


Gene No. 


35993 






Strand 


+ 




Start 


1 






End 


2771 




Name 


OJ990527 03. 


9C03. 


C4 9.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1657 




GI 


4826399 






Score 


487 




Exons 


1..74, 798.. 


1657 










GI Descrip. 


(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


17106 






Seq. ID 


OJ990527_03.9C03 


.C49 


Gene No. 


35993 






Strand 


+ 




Start 


1 






End 


2771 




Name 


OJ990527 03. 


9C03. 


C4 9.o2.np 


- Method 


AAT/NAP 




Start 


92 






End 


2258 




GI 


423988 






Score 


473 





Exons 92.. 191, 802.. 1666, 2120.. 2258 

GI Descrip. serine/threonine kinase homolog PR025 - Arabidopsis thaliana 
gi 1 166813 (L04999) serine threonine kinase [Arabidopsis 
thaliana] 

Seq. No. 17106 Seq. ID OJ990527_03 . 9C03 . C4 9 



17626 



Gene No. 35993 Strand + 

Start 1 End 2771 

Name OJ990527_03 . 9C03 . C4 9 . ol . gs Method GENSCAN 

Start 690 End 2771 

GI none Score .51 

Exons 690.. 2080, 2249.. 2771 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17106 
35993 
1 

OJ990527_03. 9C03 . C4 9 . ol . tm 

854 

none 



Seq. ID OJ990527_03.9C03.C49 

Strand + 

End 2771 

Method TBLASTX : Mai ze 

End 2486 

Score 68 



854. .928, 855. .935, 948. .1100, 953. .1099, 1131. .1439, 

1200. .1424, 1214. .1429, 1494. .1649, 1905. .2051, 2220. .2270, 

2313. .2486 



Seq. No. 17106 

Gene No." 35993 

Start 1 

Name OJ990527_03 . 9C03 . C4 9 . ol . tc 

Start 855 

GI none 
Exons 



Seq. ID OJ990527_03.9C03.C49 

Strand + 

End 2771 

Method TBLASTX : Cress 

End 2492 

Score 68 



855. .935, 948. .1445, 962. .1177, 1199. .1423, 1266. .1427, 
1506. .1649, 1521. .1673, 1860. .2051, 1862. .2050, 2220. .2291, 
2315. .2485, • 2319. .2492 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17106 
35993 
1 

OJ990527_03. 9C03.C4 9.ol. ts 

857 

none 



Seq. ID OJ990527_03.9C03.C49 

Strand + 

End 27 71 

Method TBLASTX : Soybean 

End 24 8 6 

Score 509 



857. .1429, 864. .1481, 1971. .2051, 2313. .2486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17106 
35993 
1 

OJ990527_03.9C03.C4 9.ol.tw 

1049 

none 



Seq. ID OJ990527_03.9C03.C49 

Strand + 

End 2771 

Method TBLASTX : Wheat 

End 2525 

Score 4 8 



1049. .1096, 1050. .1121, 1125. .1310, 1199. .1282, 1322. .1429, 
1323. .1430, 2403. .2525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



17107 
35994 
905 

OJ990527_03. 9C03 . C50 . ol . gs 

905 

none 



Seq. ID OJ990527_03.9C03.C50 

Strand + 

End 3166 

Method GENSCAN 

End 3-166 

Score .48 



905. .1048, 1262. .1327, 1357. .1480, 2323. .2445, 2965. .3166 



Seq. No. 17107 

Gene No. 35995 

Start 4269 

Name OJ990527_03 . 9C03 . C50 . ol . np 

Start 4269 



Seq. ID OJ990527_03.9C03.C50 
Strand 

End 5259 

Method AAT/NAP 

End 5259 



17627 




GI 


1168471 




Score 


69 


Exons 


4269. .4393, 5171. .5259 








GI Descrip. 


PROTEIN KINASE APK1B 








Seq. No. 


17107 




Seq. ID 


OJ990527_03.9C03.C50 


Gene No. 


35996 




Strand 




Start 


5478 




End 


5830 


Name 


OJ9 90527 03. 9C03.C50.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5478 




End 


5830 


GI 


none 




Score 


48 


Exons 


5478. .5534, 5490. .5537, 


5542. 


.5562, 5563.. 5643, 5572.. 5664, 




5589. .5666, 5617. .5700, 


5654. 


.5707, 5655. .5699, 5747. .5830, 




5748. .5828, 5762. .5830 








Seq. No. 


17108 




Seq. ID 


OJ990527 03.9C03.C52 


Gene No. 


35997 




Strand 


+ 


Start 


965 




End 


1031 


Name 


OJ990527 03. 9C03.C52.ol. 


gs 


Method 


GENSCAN 


Start 


965 




End 


1031 


GI 


none 




Score 


.59 


Exons 


965. .1031 








Seq. No. 


17109 




Seq. ID 


OJ990527_03.9C03.C53 


Gene No. 


35998 




Strand 


+ 


Start 


523 




End 


3159 - 


Name 


OJ990527 03. 9C03.C53.ol. 


gs 


Method 


GENSCAN 


Start 


523 




End 


3159 


GI 


none 




Score 


. 62 


Exons 


523..S89, 1084. .1111, 2006. .2146, 2229. 


.2373, 2756. .3159 


Seq. No. 


17110 




Seq. ID 


OJ990527_03.9C03.C55 


Gene Noi 


35999 




Strand 


+ 


Start 


1 




End 


1083 


Name 


OJ990527 03.9C03.C55.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1083 


GI 


3549626 




Score 


483 


Exons 


1..40, 188. .1083 








GI Descrip. 


(AJ009696) wall-associated kinase 1 [Arabidopsis thaliana] 


Seq. No. 


17110 




Seq. ID 


OJ990527_03.9C03.C55 


Gene No. 


35999 




Strand 


+ 


Start 


1 




End 


1083 


Name 


OJ990527 03.9C03.C55.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


238 




End 


831 


GI 


none 




Score 


74 


Exons 


238. .327, 343. .831, 345. 


.821 






Seq. No. . 


17110 




Seq. ID 


OJ990527_03.9C03.C55 


Gene No. 


35999 




Strand 


+ 


Start 


1 




End 


1083 


Name 


OJ990527 03.9C03.C55.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


244 




End 


1053 


GI 


none 




Score 


64 


Exons 


244. .324, 328. .513, 343. 


.831, 


348. .809, 


586. .813, 850. .1053 


Seq. No. 


17110 




Seq. ID 


OJ990527_03.9C03.C55 


Gene No. 


35999 




Strand 


+ 



17628 



Start 


1 


Name 


OJ990527 03.9C03.C55.O 


Start 


244 


GI 


none 


Exons 


244. .324, 340. .825, 34: 


Seq. No. .• 


17110 


Gene No. 


35999 


Start 


1 


Name 


OJ990527 03.9C03.C55.O 


Start 


358 


GI 


none 


Exons 


358. .681 


Seq. No. 


17111 


Gene No. 


36000 


Start 


157 


Name 


OJ990517 03.9C03.C4.ol 


Start 


157 


GI 


none 


Exons 


157. .186, 242. .350 


Seq. No. 


17112 


Gene No. 


36001 


Start 


1 


Name 


OJ990517 03. 9C03.C6.ol 


Start 


1 


GI 


4416301 


Exons 


1..191, 491. .642 


GI Descrip. 


(AF105716) gag protein 


Seq. No. 


17112 


Gene No. 


36001 


Start 


1 


Name 


OJ990517 03. 9C03.C6.ol 


Start 


25 


GI 


none 


Exons 


25. .145, 290. .520" 


Seq. No. 


17113 


Gene No. 


36002 


Start 


923 


Name 


OJ990517 03. 9C03.C7.ol, 


Start 


923 


GI 


none 


Exons 


923. .1042 


Seq. No. 


17114 


Gene No. 


36003 


Start 


300 


Name 


OJ990517 03.9C03.C8.ol. 


Start 


300 


GI 


none 


Exons 


300. .319, 1068. .1089 


Seq. No. 


17115 


Gene No. 


36004 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand ■ 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



1083 

TBLASTX: Maize 

1038 

72 



OJ990527_03.9C03.C55 
+ 

1083 

TBLASTX: Wheat 

681 

202 



OJ990517_03.9C03.C4 
350 

GEN SCAN 

350 

.47 



OJ990517_03.9C03.C6 
642 

AAT/NAP 

642 

107 



OJ990517_03.9C03.C6 
642 

GENSCAN 

520 

.43 



OJ990517_03.9C03.C7 
+ 

1042 
AAT/GAP 
1042 
240 



OJ990517_03.9C03.C8 

1089 
GENSCAN 
1089 
. 68 



OJ990517_03.9C03.C9 
+ 



17629 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 4 684 

OJ990517_03 . 9C03 . C9 . ol . gp Method AAT/GAP 

1 End 620 

none Score 504 

1..151, 287. .359, 471. .510, 593. .620 



17115 
36004 
1 

OJ990517_03. 9C03.C9.ol.gs 
55 

none 



Seq. ID OJ990517_03.9C03.C9 



Strand 
End 

Method 

End 

Score 



+ 

4684 
GENSCAN 
4684 
.59 



55. .151, 188. .359, 471. .510, 593. .775, 1170. .1242, 1558. .1600, 
1721. .1975, 2125. .2367, 2939. .3030, 4678.-4684 



Seq. No. 17115 

Gene No. 36004 

Start 1 

Name OJ990517_03. 9C03.C9.ol. tm 

Start 610 

GI none 
Exons 



Seq. ID OJ990517_03. 9C03*C9 

Strand + 

End 4 684 

Method TBLASTX : Mai ze 

End 1226 

Score 40 



610. .633, 612. .632, 631. .774, 639. .779, 885. .986, 895. .987, 
1168. .1221, 1170. .1226 



Seq. No. 17115 

Gene No. 36004 

Start 1 

Name OJ990517_03 . 9C03 . C9 . ol . tc 

Start 634 

GI none 
Exons 



Seq. ID OJ990517_03. 9C03.C9 
Strand + 

4684 

TBLASTX: Cress 
2373 
163 



End 

Method 
End 
Score 

634. .774, 657. .779, 900. .989, 907. .987, 1167. .1232, 1168. .1245, 
2113. .2289, 2124. .2174, 2305. .2373 



Seq. No. 17115 

Gene No. 36004 

Start 1 

Name OJ990517_03 . 9C03 . C9 . o2 . gp 

Start 2205 

GI 8513_1.R1084 

Exons 2205.. 2367, 2939.. 3030 

GI Descrip. 1 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ990517_03. 9C03.C9 
Strand + 
End 4684 
Method - AAT/GAP 
End 3030 
Score 420 



Seq. No. 17116 

Gene No. 36005 

Start 1122 

Name OJ990517_03 . 9C03 . Cll . ol . gs 

Start 1122 

GI none 

Exons 1122.. 1275, 1301.. 1369, 1497. 

2943. .3287, 6028. .6278 



Seq. ID OJ990517_03.9C03.C11 

Strand + 

End 6278 

Method GENSCAN 

End 6278 

Score .51 

.1694, 2220. .2281, 2609. .2719, 



Seq. No. 17116 

Gene No. 36005 

Start 1122 

Name OJ990517_03 . 9C03 . Cll . ol . gp 

Start 1184 



Seq. ID OJ990517_03.9C03.C11 

Strand + 

End 6278 

Method AAT/GAP 

End 1371 



17630 



GI 


8513 1.R1084 




Score 


337 


Exons 


1184 . . 1371 








GI Descrip. 


, 417 6420/dbj |BAA37167| 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


17116 




Seq. ID 


OJ990517 03.9C03.C11 


Gene No. 


36006 




Strand 




Start 


1902 




End 


2058 


Name 


OJ990517 03. 9C03.Cll.o2 


. OD 
. yp 


Method 


AAT /GAP 


Start 


1902 




End 


2058 


GI 


1037056 




Score 


269 


Exons 


1902. .2058 








Seq. No. 


17116 




Seq. ID 


OJ990517 03.9C03.C11 


Gene No. 


36007 




Strand 




Start 


5908 




End 


6322 


Name 


OJ990517 03. 9C03.Cll.ol 


.np 


Method 


AAT /NAP 


Start 


5908 




End 


6322 


GI 


6539570 




Score 


142 


Exons 


5908. .5974, 6111. . 6322 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


17117 




Seq. ID 


OJ990517_03.9C03.C12 


Gene No. 


36008 




Strand 


+ 


Start 


1023 




End 


8571 


Name . 


OJ990517 03. 9C03.C12.ol 


.gs 


Method 


GENSCAN 


Start 


1023 




End " 


7806 


GI 


none 




Score 


.4 


Exons 


1023. . 1064, 1379. . 1678, 


1683. 


.1842, 1944. .2116, 2148. .2281, 




4 035. .4 098, 4 981. .5068, 


5140. 


.6598, 7200.. 7806 


Seq. No. 


17117 




Seq. ID 


OJ990517_03.9C03.C12 


Gene No. 


36008 




Strand 


+ 


Start 


1023 




End 


8571 


Name 


OJ990517 03. 9C03.C12.ol 


.np 


Method 


AAT /NAP 


Start 


1298 




End 


2297 


GI 


5922620 




Score 


108 


Exons 


1298. .1387, 1517. .1847, 


1958. 


.2297 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted. gene. ; hypothetical 


protein 


[Oryza sativa] 




gil 6016853 |dbj IBAA85196 


.11 (AP000570) 


EST D15357 (C0514) 




corresponds to a region 


of the predicted gene.; hypothetica 




protein [Oryza sativa] 








Seq. No. 


17117 




Seq. ID 


OJ990517_03 . 9C03 . C12 


Gene No. 


36008 




Strand 


+ 


Start 


1023 




End 


8571 


Name 


OJ990517 03. 9C03.C12.o2 


.np 


Method 


AAT /NAP 


Start .. 


3559 




End 


6500 


GI 


3645898 




Score 


583 


Exons 


3559. .3585, 4847. .6200, 


6286. 


.6500 




GI Descrip. 


(U68408) in-frame stop < 


~odon; 


possibly 


a post-transposition 




mutation [Zea mays] 








Seq. . No . 


17117 




Seq. ID 


OJ990517_03.9C03.C12 


Gene No. 


36008 




Strand 


+ 


Start 


1023 




End 


8571 



17631 




Name 


OJ990517 03 

\J\J Zf Zf \J *J X ' \J ~J 


.9C03 


.C12.o3 


no 
. lip 


Mp j- hoH 


AAT /NAP 

fin i. / lint 




O Lai U 


4 7 SQ ~~ 








End 


6937 

\J Zf J / 




\j x 


4 41 fi^fll 

*3 *3 X U J V X 








JLUI C 


531 

•J J X 






4 7 SQ Sfil S 


5649 


. . 6305, 


6774 


6937 






Vj _L O -1- -L iw^ . 


f AF10571 6) 


gag protein 


[ Zea 


nays ] 






Seq. No. 


17117 








Seq. ID 


OJ990517_03.9C03. 


C12 


Gene No. 


36008 








' Strand 


+ 




Start 


1023 








End 


8571 




Name 


O.T990517 03 


QP03 


P1 9 o4 


. tm 


Me* t" h oH 


TRT.A9TX • i 7f* 




OLul L 


SI 93 ~ 








End 


54 41 






none 








Score 


1 Q4 

X Zf *s 






5193 5441 














Seq. No. 


17117 








Seq. ID 


OJ990517_03.9C03. 


C12 


Gene No. 


36008 








Strand 


+ 




Start 


1023 








End 


8571 




Name 


O.T990 517 0 3 

W*J Zs Z> \J *J ±- 1 \J ~J 


.9C03 


.C12.o3 


. tm 


Method 


TBLASTX: Maize 




O Lai L 


6R06 ~~ 








End 


7146 




O X 










Score 


86 




IT vr>n q 
JjaUH o 


fiROfi 6RR0 


6807 


. .6878, 


UO Jt, 


..7131, 6904. .7146, 7008. .7145 


Cp|-r Mo 


X / X X / 








Seq. ID 


OJ990517_03.9C03. 


C12 


Gene No. 


36008 








Strand 


+ 




Start 


1023 • 








End 


8571 




LN ClilLC 


O.T990517 03 


.9C03 


.C12.o4 


.np ' 


Method 


AAT /NAP 




O Lai L 










End 


8571 




rir 


3fi4 5R QQ 

JOt JO J J 








Score 


17 60' 




LiAUHO 


6RQS RS71 

DO ?J • . O «J / X 














ox UcoL-i • 


( HfiR 4 OR ^ S ' 


end 


not determined experimentally [Zea mays] 




Seq. No. 


17117 








Seq. ID 


OJ990517_03.9C03. 


C12 


Gene No. 


36008 








Strand 


+ 




oiai i 


1023 








End 


8571 




Name 


OJ990517 03 

\J\J Z? Zf \J >J X / \J —) 


of n "5 

. z?\^\j O 


.C12.o3 


.tw 


Method 


TBLASTX: Wheat 




OLdl l 


69? 5 ~~ 








End 


7224 




(IT 

\j x 


n on ^ ' 








Score 


212 




Py on s 


6925 7224 


6930 


, .6959, 


7014 


. .7139 






Seq. No. 


17117 








Seq. ID 


OJ990517_03.9C03. 


C12 


Gene No. 


36008 








Strand 


+ 




Cf art- 


1023 








End 


8571 




LN cut it; 


O.T990S1 7 03 


.9C03 


.C12.o2 


.tm 


Method 


TBLASTX: Maize 




O Lai L. 


7147 _ 








End 


7542 






n on o 








Score 


140 




F von q 

Hi A L' 1 1 0 


714 7 727 5 


7155 


. .7262, 


7266 


..7541, 7270. .7542 




o c q • in c> . 


17117 

X / X X / 








Seq. ID 


OJ990517_03. 9C03. 


C12 


Gene No. 


36008 








Strand 


+ 




Start 


1023 








End 


8571 




Name 


OJ990517 03 


. 9C03 


.C12.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


7306 








End 


7878 




GI 


none 








Score 


274 




Exons 


7306. .7554, 


7314 


. .7538, 


7476 


..7583, 7478. .7606, 7565. .7609, 




7590. . 7877, 


7594 


. .7878 










Seq. No. 


17117 








Seq. ID 


OJ990517_03.9C03. 


C12 



17632 



Gene No. 


36008 








Strand 


+ 


Start 


1023 








End 


8571 


Name 


OJ990517 03 


9C03 


C12 . o2 


. ts 


Method 




Start 


7423 ~~ 








End 


7686 


GI 


none 








Score 


181 


Evons 


7423 7686 












Seq. No. 


17117 








Seq. ID 


OJ990517_03.9C03 


Gene No. 


36008 








Strand 


+ 


Start 


1023 








End 


8571 


Name 


OJ990517 03. 


9C03 


C12.ol 


tm 


Method 


TBLASTX: Maize 


Start 


7543 








End 


8334 


GI 


none 








Score 


111 


Exons 


7543. .7614, 


7548 


.8288, 


7615. 


.8334, 8292. .8333 



Seq. No. 17117 Seq. ID 

Gene No. 36008 Strand 

Start 1023 End 

Name OJ990517_03 . 9C03 . C12 . ol . ts Method 

Start 7723 End 

GI none Score 

Exons 7723.. 8184, 7743.. 8033 



OJ990517_03.9C03.C12 
+ 

8571 

TBLASTX: Soybean 

8184 

303 



Seq. No. 17117 Seq. ID 

Gene No. 36008 Strand 

Start 1023 End 

Name OJ990517_03 . 9C03 . C12 . ol . tc Method 

Start 7759 End 

GI none * Score 

Exons 7759.. 8181 



OJ990517_03.9C03.C12 
+ 

8571 

TBLASTX : Cress 

8181 

218 



Seq. No. 17117 

Gene No. 36008 

Start 1023 

Name OJ990517_03 . 9C03 . C12 . o2 . tw 

Start 7966 

GI none 
Exons 



Seq. ID OJ990517_03.9C03.C12 



Strand 
End 

Method 

End 

Score 



+ 

8571 

TBLASTX: Wheat 

8310 

133 



7966. .8055, 7 968 . . 804 2 , . 804 4 . . 8208 , 8055. .8204, 8230. .8310 



Seq. No. 17118 Seq. ID 

Gene No. 36009 Strand 

Start 297 End 

Name OJ990517_03 . 9C03 . CI 4 . ol . gs Method 

Start 297 End 

GI none Score 

Exons 297..37S, 568.-636 



OJ990517_03.9C03.C14 
636 

GENSCAN 
636 
. 65 



Seq. No. 


17119 


Seq. ID 


OJ990517 


Gene No. 


36010 


Strand 




Start 


559 


End 


868 


Name 


OJ990517 03.9C03.C15.ol.gs 


Method 


GENSCAN 


Start 


559 


End 


868 


GI 


none 


Score 


.55 


Exons 


559. .747, 791. .868 






Seq. No. 


17120 


Seq. ID 


OJ990517 


Gene No. 


36011 


Strand 


+ 



17633 



Start 
Name 
Start 
GI 

Exons 



1377 End 2318 

OJ990517_03 . 9C03 . CI 6 . ol . gs Method GEN SCAN 

1377 End 2318 

none Score 1 
1377. .2318 



Seq. No. 17120 Seq. ID 

Gene No. 36011 Strand 

Start 1377 End 

Name OJ990517_03 . 9C03 . C16 . ol . np Method 

Start 1383 * End 

GI 2501578 Score 
Exons 1383.. 2315 

GI Descrip. ETHYLENE- INDUCIBLE PROTEIN HEVER gi | 2129913 | pir | | S6004 7 

ethylene-responsive protein 1 - Para rubber tree gi 11209317 

(M88254) ethylene-inducible protein [Hevea brasiliensis] 



OJ990517_03.9C03.C16 
+ 

2318 
AAT/NAP 
2315 
1315 



Con Ma 


17120 








Seq. ID 


OJ990517_03. 9C03.C16 


Gene No. 


36012 








Strand 


+ 


Start 


4470 








End 


5285 


Name 


OJ990517 03. 


9C03 


.C16.o2 


.np 


Method 


AAT/NAP 




4470 








End 


5285 




6721547 








Score 


86 


Exons 


4470. .4575, 


5236 


. .5285 










(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


17120 








Seq. ID 


OJ990517_03.9C03.C16 


Gene No. 


36013 








Strand 




OLai I 


1847 








End 


2469 


Name 


OJ990517 03. 


9C03 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Jldl L 


1374 








End 


2318 


(IT 
o J. 


none 








Score 


54 




1374. .1415, 


1436 


. .2281, 


1437 


..2285, 1947. .2306, 2179. .2286, 




2289. .2318 












Seq. No. 


17120 








Seq. ID 


OJ990517_03. 9C03.C16 


Gene No. 


36013 








Strand 




Start 


1847 








End 


2469 


Name 


OJ990517 03. 


9C03 


.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1376 








End 


2285 


GI 


none 








Score 


1245 


Exons 


1376. .2281, 


1377 


. .2285 








Seq. No. 


17120 








Seq. ID 


OJ990517_03 . 9C03 . C16 


Gene No. 


36013 








Strand 




Start 


1847 








End 


2469 


Name 


OJ990517 03. 


9C03 


.C16.ol 


tc 


Method 


TBLASTX: Cress 


Start. 


1386 








End 


2285 


GI 


none 








Score 


1236 


Exons 


1386. .2285, 


1448 


. .1708, 


1775 


. .2275 




Seq. No. 


17120 








Seq. ID 


OJ990517_03.9C03.C16 


Gene No. 


36013 








Strand 




Start 


1847 








End 


2469 


Name 


OJ990517 03. 


9C03 


.C16.ol 


gp 


Method 


AAT/GAP 


Start 


1847 








End 


2469 


GI 


3193 4.R1084 








Score 


1092 



.17634 




Exons 1847.. 2469 

GI Descrip. 1 2501578/sp | Q39963 I ER1_HEVBR 2.0e-52 ETHYLENE- INDUCIBLE PROTEIN 

HEVER >gi_2129913_pir S6004 7 ethylene-responsive protein 1 - 

Para rubber tree >gi_1209317 (M88254) ethylene-inducible protein 
[Hevea brasiliensis] 1 



Seq. No. 


17121 








Seq. ID 


OJ990517 

vU Zt Zt \J *J J. f 


03 9C03 P17 


(2pnp No 


36014 








Strand 


+ 




Start 


1834 








End 


2447 




Name 


OJ990517 03. 


9C03. 


C17.ol 


. gs 


Method 


GENSCAN 




Start 


1834 








End 


2447 




GI 


none 








Score 


.74 




Rynn s 


1834. .2141, 


2168. 


. 2447 










Sea No 


17121 








Seq. ID 


OJ990517 




Gene No-. 


36015 








Strand 






Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03'. 


C17.ol 


. np 


Method 


AAT/NAP 




Start 


5514 








End 


7636 




GI 


3386604 








Score 


557 






5514. .5717, 


5787. 


.6442, 


6821 


..7366, 7538.. 7636 






(AC004665) putative protein 


kinase [Arabidopsis 


f ha 1 i anal 
Lilai laiia J 


Spa No 


17121 








Seq. ID 


OJ990517 




UCJIC nU . 


36015 








Strand 






Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03. 


C17.o2 


.tc 


^ Method 


TBLASTX: 


< L C O O 


Start 


5520 








End 


6085 




GI 


none 








Score 


81 




Exons 


5520. .5570, 


5562. 


.5663, 


5771 


..5812, 58 


32. . 6010, 


6020. .6085 


Sea No 


17121 








Seq. ID 


OJ990517 




Cpnp Mo 


36015 








Strand 






Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03. 


C17.ol 


. ts 


Method 


TBLASTX: 


o \j y x_/ C-i i i 


Start 


5524 ' 








End 


6312 




GI 


none 








Score 


53 




F. v o n ^ 


5524. .5568, 


5526. 


.5570, 


5541 


.-.5663, 5560. .5685, 


J J ' J • • JUOw/ 




5763. .5804, 


5771. 


.5815, 


5825 


..5863, 58! 


32. .5995, 


5882. .6109, 




5889. .6110, 


6050. 


. 6115, 


6119 


..6301, 6123. ,6296, 


6155. .6301, 




6193. .6312 














O " ^£ . LN KJ ■ 


17121 








Seq. ID 


OJ990517 




f!pnp Mo 


36015 








Strand 






OLdl L 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03. 


C17.o2 


.gs 


Method 


GENSCAN 




Start 


5723 








End 


12387 




GI 


none 








Score 


.64 




Exons 


5723.'. 6442, 


6821. 


.7028, 


7065 


..7366, 7538. .7660, 


7756, .8194, 




10243. .10352, 10393. .10421, 


10465. .10583, 10743 


. . 10918, 




12214. .12387 














Seq. No. 


17121 








Seq. ID 


OJ990517 


_03.9C03.C17 


Gene No. 


36015 








Strand 






Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03. 


C17.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5882 








End 


6445 





17635 




GI 


none 








Score 


64 




Exons 


5882 . . 6109, 


5889 


. . 6110, 


6095 


. .6445, 6096. .6416 




Seq. No. 


17121 








Seq. ID 


OJ990517_03.9C03 


.C17 


Gene No. 


36015 








Strand 






Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03 


.C17.o2 


.np 


Method 


AAT/NAP 




Start 


' 5973 - 








End 


11013 




GI 


3386604 








Score 


562 




Evnn q 


5973. .6442, 


6821, 


. .7366, 


7538 


..7995, 10239. .10352, 10465 


. .10583, 




10743. .11013 












GI Descrip. 


(AC004665) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


17121 








Seq. ID 


OJ990517_03.9C03 


-C17 


Gene No. 


36015 








Strand 


- 




Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03, 


.C17.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


614 6 








End 


6419 




GI 


none 








Score 


69 




Exons 


6146. .6295, 


6146, 


. .6418, 


6177 


. .6419 






Seq. No. 


17121 








Seq. ID 


OJ990517_03.9C03 


.C17 


Gene No. 


36015 








Strand 






Start 


5723 . 








End 


12387 




Name 


OJ990517 03. 


9C03, 


.C17.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


6179 








End 


6442 




GI 


none 








Score 


95 




Exons 


6179. .6442, 


6180. 


. .6422 










Seq. No. 


17121 








Seq. ID 


OJ990517_03. 9C03 


.C17 


Gene No. 


36015 








Strand 






Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03. 


.C17.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


6818 








End 


7267 




GI 


none 








Score 


261 




Exons 


6818. .7267, 


6819. 


. .7064, 


6820 


. .7263, 7128. .7265 




Sea No 


17121 








Seq. ID 


OJ990517_03.9C03 


.C17 


Gene No. 


36015 








Strand 






Start 


5723 








End 


12387 




Name 


OJ990517 03. 


9C03. 


,C17.o3. 


.tm 


Method 


TBLASTX: Maize 




Start 


10489 








End 


10890 




GI 


none 








Score 


109 




Exons 


10489. .10584 


, 10490. .10582, 


10742. .10882, 1074 4. .10890, 






10744. .10872 














Seq. No. 


17122 








Seq. ID 


OJ990517_03. 9C03 


.C18 


Gene No. 


36016 








Strand 






Start 


402 








End 


751 




Name 


OJ990517 03. 


9C03. 


,C18.ol. 


,gs 


Method 


GENSCAN 




Start 


402 








End 


751 




GI 


none 








Score 


.4 




Exons 


402. .751 














Seq. No. 


17123 








Seq. ID 


OJ990517_03.9C03 


.C19 


Gene No. 


36017 








Strand 


+ 




Start 


236 








End 


1327 





17636 



Name 


OJ990517 03.9C03.C19.ol 


. gs 




Method 


GENSCAN 


Start 


236 






End 


1097 


GI 


none 






Score 


.58 


Exons 


236. .310, 781. .1097 










Seq. No. 


17123 






Seq. ID 


OJ990517 


Gene No. 


36017 






Strand 


+ 


Start 


236 






End 


1327 


Name 


OJ990517 03.9C03.C19.ol 


.np 




Method 


AAT/NAP 


Start 


755 






End 


1327 


GI 


6539570 






-Score 


169 


Exons 


755.. 861, 995.. 1089, 1240. 


1327 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


17124 






Seq. ID 


OJ990517 


Gene No. 


36018 






Strand 


+ 


Start 


1141 






End 


7404 


Name 


OJ990517 03.9C03.C25.ol 


■ gp 




Method 


AAT/GAP 


Start 


1141 






End 


7404 


GI 


11732 1.R1084 






Score 


3122 


Exons 


1141. . 1476, 6047. . 6123, 


6215. 


.7404 




GI Descrip. 


'4101703 1.0e-103 (AF006078) 


glucose acyltransf 




berthaultii] ' 










Seq. No'. 


17124 






Seq. ID 


OJ990517 


Gene No. 


36018 






Strand 


+ 


Start 


1141 






End 


7404 


Name 


OJ990517 03.9C03.C25.ol 


gs 




Method 


GENSCAN 


Start 


1160 






End 


2449 


GI 


none 






Score 


.73 


Exons 


1160. .1286, 1303. .1476, 


2424 . 


. 2449 




Seq. No. 


17124 






Seq. ID 


OJ990517 


Gene No. 


36018 






Strand 


+ 


Start 


1141 






End 


7404 


Name 


OJ990517 03.9C03.C25.ol 


np 




Method 


AAT/NAP 


Start 


1176 






End 


7216 


GI 


6598856 






Score 


905 


Exons 


1176. .1476, 6047. .6123, 


6215. 


.6721, 6779. .7216 


GI Descrip. 


(AC010556) putative serine 


carboxypeptidase [Ar 




thaliana] 










Seq. No. 


17124 






Seq. ID 


OJ990517 


Gene No. 


36018 






Strand 


+ 


Start 


1141 






End 


7404 


Name 


OJ990517 03.9C03.C25.o3. 


gs 




Method 


GENSCAN 


Start 


6007 






End 


7222 


GI 


none 






Score 


,97 


Exons 


6007. .6123, 6215. .7222 










Seq. No. 


17124 






Seq. ID 


OJ990517_ 


Gene No. 


36019 






Strand 


+ 


Start 


9762 






End 


10317 


Name 


OJ990517 03.9C03.C25.o2. 


np 




Method 


AAT/NAP 


Start 


9762 






End 


10317 


GI 


6539553 






Score 


617 


Exons 


97 62. . 10034, 10069. . 10317 









03.9C03.C25 



17637 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



17124 Seq. ID 

36020 Strand 

11096 End 
OJ990517_03 . 9C03 . C25 . o4 . gs Method 

11096 End 

none Score 

11096. .11291, 11433. . 11627, 11887. .11903, 11969. .12085, 
12331. .12567 



OJ990517_03.9C03.C25 
+ 

16743 
GENSCAN 
12567 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



17124 Seq. ID 

36020 Strand 
11096 End 
OJ990517_03. 9C03.C25.o3.np Method 
11861 End 
6539553 Score 
11861. . 12590, 16705. .16743 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar t.o Oryza ' australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990517_03.9C03.C25 
+ 

16743 
AAT/NAP 
16743 
933 



OJ990517_03.9C03.C25 
+ 



17124 Seq. ID 

36020 Strand 

11096 End 

OJ990517_03. 9C03.C25.o4 .np Method 

13863 End 

6598853 Score 

13863. .13939, 14370 .. 14874 , 14935 

15379. .15447, 15773 15844 , 15968 
16659. .16739 

(AC010556) putative serine carboxypeptidase [Arabidopsis 
thaliana] 



16743 
AAT/NAP 
16739 
847 

15103, 15196, 
16200, 16306. 



,15279, 
,16351, 



Seq. No. 17124 

Gene No. 36020 

Start 11096 

Name OJ990517_03 . 9C03 . C2 5 . o5 . gs 

Start 14260 

GI none 

Exons 14260. .14925, 15002 .. 15166, 
15968. .16200, 16306. .16351 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_ 
+ 

16743 
GENSCAN 
16351 
.8 



03. 9C03.C25 



15379. .154 74, 15773.. 15844, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17124 
36021 
4468 

OJ990517 

1269 

none 



03. 9C03.C25.o4 . tw 



Seq. ID 

Strand 

End' 

Method 

End 

Score 



OJ990517_03.9C03.C25 
16754 

TBLASTX: Wheat 

14589 

203 



1269. .1478, 1329. .1409, 1385. .1477, 14386 .. 14589, 14 389 .. 14 583, 
14397. .14588 



Seq. No. 



17124 



Seq. ID OJ990517_03.9C03.C25 



17638 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36021 Strand 

4 4 68 End 

OJ990517_03 . 9C03 . C25 . o2 . ts Method 

1272 End 

none Score 



16754 

TBLASTX : Soybean 

16006 

232 



1272.. 1496, 1292. .1336, 1330.. 1395, 1379.. 1477, 1438 6 .. 14 601 , 
14397. .14591, 14620 .. 14 691, 15782 .. 1584 4 , 15965.. 16006 



Seq. No. 17124 

Gene No. 36021 

Start 4 4 68 — - 

Name OJ990517JD3 . 9C03 . C25 . ol . tc 

Start 1275 

GI none 

Exons 1275.. 1478, 1385.. 1477, 6046. 

6325.. 6414, 6431,. 6604, 6481, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 03.9C03.C25 



16754 

TBLASTX: Cress 
15103 
192 

6126, 6214.. 6264, 6215.. 6433, 
6597, 14386. .14607, 14 4 00 14 606, 



14620. . 14799, 14664 .. 14795, 14800 14 877 , 14984. .15103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17124 

36021 

4468 

OJ9905 

1309 

none 

1309. .. 

1404 . . 

6481. . 

7042. . 

14511. 

14806. 

15773. 

16316. 



17 03.9C03.C25.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 

Score ■* 
. 1403, 
.6436, 
.7080, 



OJ990517 03.9C03.C25 



16754 

TBLASTX: Maize 
16742 
42 

1362. .1403, 
6235. .6414, 
6907. .7020, 



1344, 1326. .1346, 1350. .1403, 1362. .1403, 1400 
1478, 6046.. 6126, 6215.. 6436, 6235.. 6414, 6464 
6702, 6779.. 6883, 6895.. 7080, 6907.. 7020, 6908 
7188, 14416. .14481, 14423 14455, 14 458 14 514 , 
.14603, 14515. .14601, 14 620 .. 14 802 , 14622 .. 14795, 
.14871, 14808. .14870, 14 984 15109, 14993 .. 15103, 
.15838, 15965. .15997, 1 6001 .. 1 6201, 16108 .. 16203, 
.16351, 16658. .16711, 16659. .16742 



1477, 
6712, 
7198, 



Seq. No. 17124 Seq. ID 

Gene No. 36021 Strand 

Start 4468 End 

Name OJ990517_03 . 9C03 . C25 . o2 . gs Method 

Start 4468 End 

GI none Score 

Exons 4468.. 5133 



OJ990517_03.9C03.C25 

16754 
GENSCAN 
5133 
.79 



Seq. No. 17124 

Gene No. 36021 

Start 4 4 68 

Name OJ990517_03 . 9C03 . C25 . ol . tw 

Start 6057 

GI none 
Exons 



Seq. ID OJ990517_03.9C03.C25 
Strand 
End 

Method 
End 
Score 



16754 

TBLASTX: Wheat 

15097 

113 



6057. .6125, 6058. .6126, 6214. .6417, 6215. .6448, 6218. .6442, 
•64 40. .6568, 64 61. .6565,, 14 632. .14 802, 14 652. .14 783, 
14 806. .14 925, 14 808. .14 924, 14 993. .15097, 15001. .15084 



Seq. No. 17124 Seq. ID 

Gene No. 36021 Strand 

Start 4468 End 

Name OJ990517_03 . 9C03 . C25 . ol . ts Method 

Start 6242 End 

GI none Score 



OJ990517_03.9C03.C25 
16754 

TBLASTX: Soybean 

16748 

164 



17639 



Exons 



6242. .6448, 6325. .6420, 6524. .6604, 6614. .6703, 6770. .6883, 





6899.. 7204, 6952.. 7203, 14 695 .. 14793, 


14806. .14901, 






14 984 . . 15028, 15053. .15103, 


16010. .16201, 16063. .16203, 






16077 . . 16100, 16090. . 16200, 


16307. . 16351, 16652. . 16735, 






16659. . 16748 








Seq. No. 


17124 


Seq. ID 


OJ990517_03.9C03. 


•C25 


Gene No. 


36021 


Strand 






Start 


4468 


End 


16754 




Name 


OJ990517 03 . 9C03 .C25. o2 . tc 


Method 


TBLASTX: Cress 




Start 


6797 ~~ . 


End 


16754 




GI 


none 


Score 


45 




Exons 


6797.. 6862, 6854.. 7198, 6907 


..7182, 15950. .16201, 16090. 


. 16; 




16307. . 16381, 16659.. 16754 








Seq. No. 


17124 


Seq. ID 


OJ990517_03.9C03. 


C25 


Gene No. 


36021 


Strand 






Start 


4468 


End 


16754 




Name 


OJ990517 03. 9C03.C25.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9746 


End 


10181 




GI 


none 


Score 


141 




Exons 


974 6. .10030, 97 64. .10030, 9783. .1004 0, 


9789. .10034, 






10066. .10173, 10066. .10161, 


10071. . 10181, 10074 . . 10181 




Seq. No. 


17124 


Seq. ID 


OJ990517_03.9C03. 


C25 


Gene No . 


. 36021 


Strand 






Start 


4468 


End 


16754 




Name 


OJ990517 03.9C03.C25.o3.tw 


Method 


TBLASTX: Wheat 




Start 


11855 


End 


12237 




GI 


none 


Score 


190 




Exons 


11855. .12130, 11869. .12156, 


12117. .12236, 12118. .12237 




Seq. No. 


17124 


Seq. ID 


OJ990517_03.9C03. 


C25 


Gene No. 


36021 


Strand 






Start 


4468 


End 


16754 




Name 


OJ990517 03. 9C03.C25.o2.tm 


Method 


TBLASTX: Maize 




Start 


11990 ' 


End 


12298 




GI 


none 


Score 


129 




Exons 


11990. . 12130, 11998. .12129, 


12041. .12130, 12127. .12297, 






12127. .12294, 12140. .12298 








Seq. No. 


17125 


Seq. ID 


OJ990517_03.9C03. 


C26 


Gene No . 


36022 


Strand 


+ 




Start 


1862 


End 


2438 




Name 


OJ990517 03.9C03.C26.ol.gp 


Method 


AAT/GAP 




Start 


1862 


End 


2438 




GI 


3826 1.R1084 


Score 


1121 




RvnnQ 

l_i w llO 


1862. .2438 








GI Descr ip . 


'282882/pir | IS27755 6.0e-15 


receptor-like protein kinase 




precursor - Arabidopsis "thaliana >gi 166848 (M84659) 






receptor-like protein kinase 


[Arabidopsis thaliana] 1 




Seq. No. 


17125 


Seq. ID 


OJ990517_03. 9C03. 


C26 


Gene No. 


36023 


Strand 






Start 


916 


End 


4593 




Name 


OJ990517 03. 9C03.C26.ol.np 


Method 


AAT/NAP 




Start 


916 


End 


4524 





17640 



GI 5091617 Score 690 

Exons 916.. 1027, 2097.. 2730, 2764.. 3222, 3260.. 4524 

GI Descrip. (AC007454) Contains similarity to gi 1479356 protein kinase PK1 
from Zea mays, is a member of the PF| 00954 S-locus glycoprotein 
family and contains a PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Cpn Mo 


17125 








Seq. ID 


OJ990517 


UJ. Z7V_U.J.V^£.U 


Cnnp Mo 


36023 








Strand 






Start 


916 








End 


4593 




In dlUC 


OJ990517 03 


. 9C03 


C26.o3 


.np 


Method 


AAT/NAP 




Start 


1808 








End 


4593 




GI 


5734709 








Score 


545 




F! von c; 


1808. .1903, 


2137 


.2730, 


2770 


.3056, 3179.. 3720, 


^7fifi 4047 




4318. .4593 
















(AC008075) 


Contains PF| 00069 


Eukaryotic protein 






[Arabidopsis thaliana] 












17125 








Seq. ID 


OJ990517 




f^ono Kl o 


36023 








Strand 






OLdi L 


y ± d 








End 


4593 




Name 


OJ990517 03 


.9C03 


C26.o2 


.gs 


Method 


GEN SCAN 




Start 


2083 








End 


4524 






none 








Score 


1 




17" von q 


2083. .4524 
















17125 








Seq. ID 


OJ990517 


_03.9C03.C26 


f!pnp Mr* 


36023 








Strand 






OLal L 


916 








End 


4593 










\*>£ D . Ol 


. LC 


Method 


TBLASTX: 


Lr e s s 


Start 


2104 








End 


3055 




GI 


none 








Score 


89 




P. von S 


2104. .2232, 


2108 


.2233, 


9 ^9 Q 


.2460, 2399.. 2461, 


2473 971 5 




2546. .2650, 


2554 


.2664, 


97 S R 


.2832, 2770. .2949, 






2962. .3054, 


2963 


.3055 










O " ^ • LN <J . 


17125 








Seq. ID 


OJ990517 




(^Z Cif| Q Mo 


36023 








Strand 






Of o >-4- 


916 








End 


4593 




Name 


OJ990517 03 


. 9C03 


C26.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2122 








End 


3060 


\j ± 


none 








Score 


44 




Exons 


2122. .2229, 


2389 


.2478, 


2399. 


.2479, 2479..2538, 


9/1 on 9 R9 1 




2522. .2644, 


2524 


.2694, 


2749. 


.3060, 2777.. 3043 




Seq. No. 


17125 








Seq. ID 


OJ990517 


_03.9C03.C26 


Gene No. 


36023 








Strand 






Start 


916 








End 


4593 




Name 


.. OJ990517 03 


. 9C03. 


C26.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


' 2386 








End 


3015 




GI 


none 








Score 


62 




Exons 


2386. .2466, 


2470. 


.2712, 


2546. 


.2650, 2758. .2916, 


2759. .2917, 




2932. .3015, 


2933. 


.3010 










Seq. No. 


17125 








Seq. ID 


OJ990517 


_03.9C03.C26 


Gene No. 


36023 








Strand 






Start 


916 








End 


4593 





17641 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990517_03 . 9C03 . C26. ol . tw Method 
24 64 End 
none Score 



TBLASTX: Wheat 

2899 

84 



2464. .2517, 2536. .2715, 2555. .2647, 2767. .2898, 2768.-2899 



17126 
36024 
1002 

OJ990517_03.9C03.C27.ol.np 

1002 

3236256 



Seq. ID OJ990517_03.9C03.C27 

Strand + 

End 2947 

Method AAT/NAP 

End 2947 

Score 135 
1002. .1228, 1880. .1947, 2913. .2947 

(AC004 684) putative C2H2-type zinc finger protein [Arabidopsis 
thalianal 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17126 
36024 
1002 

OJ990517_03. 9C03.C27.o2.np 
2112 
4680183 
2112. .2182, 2788. .2877 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990517_03.9C03.C27 

Strand + 

End 294 7 

Method AAT/NAP 

End 2877 

Score 192 



17127 
36025 
92 

OJ990517_03. 9C03.C28.ol.gs 
92 

none 

92. .520, 613. .726 



Seq. ID OJ990517_03. '9C03.C28 
Strand 

End 726 

Method ' GENSCAN 

End 726 

Score .89 



Seq. No. 17128 

Gene No. 36026 

Start 151 

Name OJ990517_03 v 9C03 . C2 9 . ol . gs 

Start 151 

GI none 

Exons 151.. 408 



Seq. ID OJ990517_03.9C03.C29 

Strand + 

End 408 

Method GENSCAN 

End 408 

Score .83 



Seq. No. 17129 

Gene No. 36027 

Start 115 

Name OJ990517_03 . 9C03 . C32 . ol . gs 

Start 115 

GI none 

Exons 115. .231 



Seq. ID OJ990517_03.9C03.C32 

Strand + 

End 231 

Method GENSCAN 

End 231 

Score .47 



•Seq. No. 17130 

Gene No. 3602'8 

Start 65 

Name OJ990517_03 . 9C03 . C34 . ol . gs 

Start 65 

GI none 

Exons 65.. 189 



Seq. ID OJ990517_03.9C03.C34 

Strand + 

End 18 9 

Method GENSCAN 

End 189 

Score .81 



Seq. No. 



17131 



Seq. ID OJ990517 03.9C03.C36 



17642 



Gene No. 36029 Strand 

Start 60 End 245 

Name OJ990517_03. 9C03 .C36 . ol . gs Method GENSCAN 

Start 60 End 245 

GI none Score 1 

Exons 60. .245 



Seq. No. 17132 Seq. ID 

Gene No. 36030 Strand 

Start 4516 End 

Name OJ990517_03 . 9C03 . C37 . o2 . gs Method 

Start 4516 End 

GI none Score 

Exons 4516. .4601, 4637. .4911, 5220. .5494 



OJ990517_03.9C03.C37 
+ 

5494 
GENSCAN 
5494 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17132 
36031 
1 

OJ990517_03 . 9C03 . C37 . ol . np 
1 

5902445 

1..108, 1722. .1806, 1866. .3054 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_03.9C03.C37 

3054 
AAT/NAP 
3054 
638 



17132 
36031 
1 

OJ990517_03. 9C03.C37 .ol .gs 

211 

none ' 



Seq. ID OJ990517_03.9C03.C37 
Strand 

End 3054 

Method GENSCAN 

End 2763 

Score .48 



211. .447, 848. .948, 1445. .1533, 1572. .1658, 1969. .2077, 
2277. .2763" 



Seq. No. 17132 

Gene No. 36032 

Start 6323 

Name OJ990517_03 . 9C03 .C37 . ol . ts 

Start 2014 

GI none 
Exons 



Seq. ID OJ990517_03.9C03.C37 



Strand 
End 

Method 

End 

Score 



10329 

TBLASTX : Soybean 

2484 

55 



2014. .2160, 2016. .2201, 2239. .2484, 2246. .2449 



Seq. No. 17132 Seq. ID 

Gene No. 36032 Strand 

Start 6323 End 

Name OJ990517_03 . 9C03 . C37 . o2 . tw Method 

Start 2100 End 

GI none Score 

Exons .2100.. 2201, 2239.. 2481 



OJ990517_03.9C03.C37 
10329 

TBLASTX: Wheat 

2481 

189 



Seq. No. 17132 Seq. ID 

Gene No. 36032 Strand 

Start 6323 End 

Name OJ990517_03 . 9C03 . C37 . ol . tm Method 

Start 2169 End 

GI none Score 

Exons 2169. .2228, 2170. .2229, 2173. .2631, 2174. .2482, 2239. .2484, 

2382. .2630, 2542. .2631 



OJ990517_03.9C03.C37 
10329 

TBLASTX: Maize 

2631 

68 



17643 




Seq. No. 


17132 








Seq. ID 


OJ990517_03.9C03.C37 


Gene No . 


36032 








Strand 




Start 


6323 








End 


10329 


Name 


OJ990517 03 


9C03 


.C37 . ol 


. tw 


Method 


TBLASTX • Wheat 

_ —J 1 Irlfcj X * » * Till GI K~ 


Start 


2500 ~ 








End 


2907 


GI 


none 








Score 


76 


Exons 


2500. 2907. 


2502 


. .2639, 


2576. 


. 2890 




Seq. No. 


17132 








Seq. ID 


OJ990517_03.9C03.C37 


Gene No. 


36032 








Strand 




Start 


6323 








End 


10329 


Name 


OJ990517 03. 


9C03 


.C37 .o2 


. tm 


Method 


TBLASTX * Maize 


Start 


2632 ~ 








End 


2847 


GI 


none 








Score 


86 


Exons 


2632 . . 2844, 


2632 


. . 2847, 


2633. 


. 2845 




Seq. No. 


17132 








Seq. ID 


OJ990517_03.9C03.C37 


Gene No. 


36032 








Strand 




Start 


6323 








End 


10329 


Name 


OJ990517 03 


9C03 


.C37 . o3 




Method 


GENSCAN 


Start 


6323 " 








End 


10329 


GI 


none 








Score 


.75 


Exons 


6323. 6386, 


6435 


. 6510, 


6732 . 


.6798, 7021.. 7071, 7363.. 7643, 




7716 8207. 


8951 


. 9063, 


9665 . 


.9868, 10247.. 10329 


Seq. No. 


17132 








Seq. ID 


OJ990517_03.9C03.C37 


Gene No . 


36032 








Strand 




Start 


6323 








End 


10329 


Name 


OJ990517 03 


9C03 


C37 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


7567 ~~ 








End 


7929 


GI 


none 








Score 


185 


Exons 


7567 . .7929 












Seq. No. 


17133 








Seq. ID 


OJ990517_03.9C03.C39 


Gene No . 


36033 








Strand 




Start 


338 








End 


513 


Name 


OJ990517 03. 


9C03 


C39.ol 


crs 
y ° 


Method 


GENSCAN 


Start 


338 ~~ 








End 


513 


GI 


none 








Score 


.67 


Exons 


338 . . 513 












Seq. No. 


17134 








Seq. ID 


OJ990517_03.9C03.C42 


Gene No. 


36034 








Strand 




Start 


1 








End 


283 


Name 


OJ990517 03. 


9C03. 


C42.ol, 


np 


Method 


AAT/NAP 


Start 


1 








End 


283 


GI 


6539553 








Score 


260 


Exons 


1. .283 













GI Descrip. (AP000836) Similar to Oryza australiensis retrdtransposon. RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. 17134 Seq. ID OJ990517_03.9C03.C42 

Gene No. 36034 Strand 

Start 1 End 283 



17644 




INdlUC 


O.TQQnS17 0^ QPO^ P49 nl tw 

\JU .7 -7 U J X / W J . jLU J . Lt £> . VJ X . LW 


Mpf hnH 


TRT.A^TY • Whpaf- 

1 DixnO iA • rVilcd L 


Qf- a rt* 


9 ~ 


FnH 


970 




none 


OLUIC 


fi9 




9 1 4 S 9 Q7 4 144 141 

^. . • 1 4 J / C. , , Z? t f 1 i till/ J."i J. . . 


997 14? 

1 f 14^. • i 


710 14 9 9S9 


Seq. No. 


17135 


Seq. ID 


OJ990517_03.9C03.C43 


Gene No. 


36035 


Strand 




Cj-arf 
O L. a X L. 


lift 

-L 1 O 


FnH 

£1*1 1U 


•J ZJ Z? 




O.TQQQS17 0^ QPfH P4^ nl 


IMC L, i 1UU 


VJ Ej Lv O V_/rtLN 


o Lai u 


lift _ 
no 


Hi i l Li 


j Zf zj 


pt 

O J. 


none 


JLUI c 


7fi 


Hi O 


11ft 97 S S79 SQQ 






Seq. No. 


17136 


Seq. ID 


OJ990517_03.9C03.C47 


Gene No. 


36036 


Strand 


+ 


OLQI u 


^Q4 


FnH 




LNclillt; 


O.TQQ0S17 0^ QPfH P47 nl rrn 


Mo f Vi nH 


ART /f^AP 


ouai L 


^Q4 ~~ 

J -7*1 


FnH 


Vj »J 


PT 

O J. 


n nn o 


OL,UI c 




Fvnn c 

D AUl 1 O 


■J .7 *i . . \J *J £. 






Seq. No. 


17136 


Seq. ID 


OJ990517_03.9C03.C47 


Gene No. 


36037 


Strand 




Cf a r f 




FnH 


fi9ft 


Name 


P.TQQfi^^ 0^ QPO^ P47 nl rr<5 






Cf ar f 


^69 ~~ 


FnH 




fir 


none 


Score 




ill AUl 1 O 


369 69R 






Seq. No. 


17136 


Seq. ID 


OJ990517_03.9C03.C47 


Gene No. 


36037 


Strand 




Cf a r f 




FnH 


o 


Name 


O.TQQORI 7 0^ QPn^ P47 nl t-m 




TRT aCTY • Ma i *7o 


Cf 3 r f 
O Lai L 


4 1 n ~ 

*i X \J 


FnH 

Jul 1U 


Sft ^ 

JO J 


PT 
yj x 


n nn o 


OL-UX. C 


i 4 n 




410 Sft^ 444 Sft1 44^ Sft9 






Cpn Ma 


171^7 

X / X J / 




O.TQQDS17 0? QPfR P4ft 
\jo y z/u -J ± / u o . j . tv4 o 


vCllC IN • 


36038 


Strand 


■f ~ 


Start 


1 


End 


307 


Name 


OJ990517 03.9C03.C48.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


307 


GI 


6539553 


Score 


308 


LAUllO 


1. .307 








(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






oeq . WO . 


17137 


Seq. ID 


OJ990517_03.9C03.C48 


Gene No. 


36039 


Strand 




Start 


208 


End 


365 


Name 


OJ990517 03.9C03.C48.ol.gs 


Method 


GENSCAN 


Start ' 


208 


End 


365 


GI 


none 


Score 


.7 


Exons 


208. .365 







17645 




beq. NO. 


1 / 1 jo 


oeq . iu 


ujyyuDi/ Uj . yuu j .Lju 


Gene No. 


36040 


Strand 




Start 


1 


End 


164 


Name 




Method 


AAT/NAP 


b tar l 


i 
i 


End 


164 




O / £ J. Jfl / 


Score 


106 


Exons 


1 1 CLA 






GI Descrip. 


[nruuiu / j) oimixar to uryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


17138 


beq. iu 


ujyyuoi / uj. ytuj.LjU 


Gene No. 


36041 


Strand 




btart 


y d 


End 


185 


Name 


ujyyuoi / Uj. i?luj .lou . oi .gs 


Method 


GENSCAN 


otart 


y d 


End 


185 




none 


Score 


.48 


Exons 


3D. . lOJ 






Seq. No. 


17139 


Seq. ID 


OJ990517_03.9C03.C52 


Gene No. 


36042 


Strand 




b cart 


*i Do 


End 


514 


Name 


ujyyuoi/ uj . ytuj . uoz . oi . gs 


Method 


GENSCAN 


otart 


Z DO 


End 


514 


C T 


none 


Score 


.56 


Exons 


ZOO ..014 






beq. no. 


1 j 1 4 U 


Seq. ID 


OJ990517_03.9C03.C55 


OCllC LN^J. 


36043 


Strand 


+ 


Start 


1 


End 


697 


Name 


OJ990517 03.9C03.C55.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


663 


GI 


6685161 


Score 


363' 


Exons 


1..172, 281. .352, 526. .663 






GI Descrip. 


(AF219222) homocysteine S-methyltransf erase AtHMT-1 [Arabidopsis 



thaliana] 



Seq. No. 17140 

Gene No. 36043 

Start 1 

Name OJ990517_03 . 9C03 .C55 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990517_03.9C03.C55 

Strand . + 

End 697 

Method TBLASTX: Maize 

End 672 

Score 257 



1..168, 2. .172, 272. .352, 280. .351, 525.-665, 526.-672 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17140 
36043 
1 

OJ990517_03. 9C03.C55.ol.tw 
5 

none 



Seq. ID OJ990517_03.9C03.C55 

Strand + 

End 697 

Method TBLASTX : Wheat 

End 361 

Score 152 



5. .175, 7. . 144, 283. .354, 284. .361 



Seq. No. ■ 17140 Seq. ID 

Gene No. 36043 Strand 

Start 1 End 

Name OJ990517_03 . 9C03 . C55 . ol . tc Method 

Start 17 End 

GI none Score . 



OJ990517_03.9C03.C55 
+ 

697 

TBLASTX: Cress 

663 

148 



17646 



Exons 



17. .175, 17. .166, 19. .174, 272. .361, 283. .360, 526. .582, 
586. .615, 613. .663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17140 Seq. ID 

36043 Strand 

1 End 
OJ990517_03 . 9C03 . C55 . ol . gs Method 

57 End 

none Score 

57.. 172, 281.. 352, 526.. 690 



OJ990517_03 . 9C03 . C55 
+ 

697 

GENSCAN 

690 

.87 



17140 Seq. ID 

36043 Strand 
1 End 
OJ990517_03 . 9C03 . C55 . ol . gp Method 
8 6 End 
426935 Score 
86. .171, 281. .352, 526. .697 

6094303/sp| P56707 |SMTA_ASTBI 1 . Oe-22 SELENOCYSTEINE 
METHYLTRANSFERASE ( SECYS-METHYLTRANS FERASE ) ( SECYS-MT ) 
>gi_4 006848_emb_CAA10368_ (AJ1314 33) selenocysteine 
methyltransferase [Astragalus bisulcatus] 



OJ990517_03 . 9C03 . C55 
+ 

697 

AAT/GAP 
697 
563 



17141 Seq. ID 

36044 Strand ■ 

515 End 
OJ990517_03 . 9C03 . C59 . ol . g.s Method 

515 End 

none Score 
515. .619 



OJ990517_03.9C03.C59 
619 

GENSCAN 

619 

.75 



Seq. No. 17142 Seq. ID 

Gene No. 36045 Strand 

Start 1 End 

Name OJ990517_03 . 9C03 . C61 . ol . gp Method 

Start 1 End 

GI none* Score 

Exons 1 . . 150 



OJ990517_03.9C03.C61 
150 

AAT/GAP 

150 

284 



Seq. No. 17143 Seq. ID 

Gene No. 3604 6 Strand 

Start 512 End 

Name OJ990517_03 . 9C03 . C62 . ol . gs Method 

Start 512 " End 

GI none Score 

Exons 512.. 637 



OJ990517_03.9C03.C62 
637 

GENSCAN 

637 

.64 



OJ990517 03.9C03.C63 



Seq. No. 17144 Seq. ID _ 

Gene No. 36047 Strand 

Start 1 End 370 

Name OJ990517_03 . 9C03 . C63 . ol . np Method AAT/NAP 

Start 1 End 370 

GI '2443255 Score 165 

Exons 1..215, 249.. 370 

GI Descrip. (D86417) YfmL [Bacillus subtilis] gi | 2633067 | emb | CAB12 572 | 
(Z99108) similar to RNA helicase [Bacillus subtilis] 



17647 



Seq. No. 


17144. 


Seq. ID 


OJ990517JD3.9C03. 


C63 


Gene No. 


36047 


Strand . 






Start 


1 


End 


370 




Name 


OJ990517 03. 9C03.C63.ol.ts 


Method 


TBLASTX * Snvhpan 




Start 


1 ~~ 


End 


225 




GI 


none 


Score 


237 




Exons 


1. .225, 5 . .220 








Seq. No. 


17144 


Seq. ID 


OJ990517_03. 9C03. 


C63 


Gene No. 


36047 


Strand 






Start 


1 


End 


370 




Name 


OJ990517 03.9C03.C63.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


370 




GI 


none 


Score 


147 




Exons 


1..96, 2. .97, 9. .125, 95. .370, 100. .369 




Seq. No. 


17144 


Seq. ID 


OJ990517_03. 9C03. 


C63 


Gene No. 


36047 


Strand 






Start 


1 


End 


370 




Name 


OJ990517 03. 9C03.C63.ol.gs 


Method 


GENSCAN 




Start 


105 


End 


263 




GI 


none 


Score 


.92 




Exons 


105.. 263 








Seq. No. 


17145 


Seq. ID 


OJ990517_03. 9C03. 




Gene No . 


36048 


"Strand 


+ 




Start 


1 


End 


845 




Name 


OJ990517 03.9C03.C65.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


842 




GI 


5001734 


Score 


1096 




Exons 


1. .842 








GI Descrip. 


(AF129511) very-long-chain 


fatty acid 


condensing enzyme 


CUT1 




[Arabidopsis thaliana] gi I 6553942 | gb | AAF16606 . 1 1 AC011915 


9 




(AC011915) very-long-chain 


fatty acid 


condensing enzyme 


Tcuti 




[Arabidopsis thaliana] 








Seq. No. 


17145 


Seq. ID 


OJ990517_03. 9C03. 


C65 


Gene No. 


36048 


Strand 


+ 




Start 


1 


End 


845 




Name 


OJ990517 03. 9C03.C65.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


845 




GI 


none 


Score 


1 




Exons 


54. .845 








Seq. No. 


17145 


Seq. ID 


OJ990517_03.9C03. 


C65 


Gene No. 


36049 


Strand 






Start 


108 


End 


1115 




Name 


OJ990517 .03. 9C03.C65.ol.tc 


Method 


TBLASTX: Cress 




Start 


69 


End . } 


848 




GI 


none 


Score 


1087 




Ex on ^ 


69. .848, 71. .268, 330. ..389, 


338. .841 






Seq. No. 


17145 


Seq. ID 


OJ990517_03.9C03. 


C65 


Gene No. 


36049 


Strand 






Start 


108 


End 


1115 




Name 


OJ990517 03. 9C03.C65.o2.ts 


Method 


TBLASTX: Soybean 




Start 


69 


End 


206 





17648 




GI 


none 


Score 


198 


Exons 


69. .206, 71. .202 






Seq. No. 


17145 


Seq. ID 


OJ990517_03.9C03.C65 


Gene No. 


36049 


Strand 




Start 


108 


End 


1115 


Name 


OJ990517 03. 9C03.C65.ol . tm 


Method 


TBLASTX: Maize 


Start 


89 ~~ 


End 


815 


GI 


none 


Score 


349 


Exons 


89.-268, 90. .473, 345. .413, 


362 . . 454, 


479. .799, 480. .815 


Seq. No. 


17145 


Seq. ID 


OJ990517 03.9C03.C65 


Gene No. 


36049 


Strand 




Start 


108 


End 


1115 


Name 


OJ990517 03.9C03.C65.ol.gp 


Method 


AAT/GAP 


Start 


108 


End 


1115 


GI 


3869 1.R1084 


Score 


1868 


Exons 


108. .1115 






GI Descrip. 


'5001734/gb|AAD37122.1|AF129511 1 1 . Oe 


-108 (AF129511) 




very-long-chain fatty acid 


condensing 


enzyme CUT1 [Arabidop; 




thaliana] 1 






Seq. No. 


17145 


Seq. ID 


OJ990517_03.9C03.C65 


Gene No. 


36049 


Strand 




Start 


108 


End 


1115 


Name 


OJ990517 03. 9C03.C65.oJL.ts 


Method 


TBLASTX: Soybean 


Start 


240 


End 


845 


GI 


none 


Score 


902 


Exons 


240. .845, 344. .841 






Seq. No. 


17145 


Seq. ID 


OJ990517_03.9C03.C65 


Gene No. 


36049 


Strand 




Start 


108 


End 


1115 


Name 


OJ990517 03.9C03.C65.ol.tw 


Method 


TBLASTX: Wheat 


Start 


608 


End 


827 


GI 


none 


Score 


248 


Exons 


608. .784, 609. .785, 777. .827 




Seq. No. 


17146 


Seq. ID 


OJ990517_03.9C03.C66 


Gene No. 


36050 


Strand 




Start 


315 


End 


389 


Name 


OJ990517 03.9C03.C66.ol.gs 


Method 


GENSCAN 


Start 


315 


End 


389 


GI 


none 


Score 


. 93 


Exons 


315. .389 






Seq. No. 


17147 


Seq. ID 


OJ990517 03 . 9C03 .C69 


Gene No . . 


36051 


Strand 




Start 


1 . ' 


End 


688 


Name 


OJ990517 03.9C03.C69.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


96 


GI 


uC-osflcyp088bl2bl 


Score 


152 


Exons 


1. .96 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genom: 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


17147 


Seq. ID 


OJ990517J33 . 9C03 .C69 



17649 



Gene No. 36051 Strand 

Start 1 End 688 

Name OJ990517_03 . 9C03 . C69 . ol . np Method AAT/NAP 

Start 1 End 688 

GI 6721561 Score 89 

Exons 1..142, 608.. 688 

GI Descrip. (AP001073) EST AQ082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



*J v> v_4 * IN w . 


17148 








Seq. ID 


OJ990517 03 


9C03 


. C72 


\J d 1 ^ IN V_/ • 


36052 








St rand 


+ 






Start 


105 








End 


674 






Name 


OJ990517 03. 


9C03.C72 






Mpf hoH 


KJ i-t LN uJ V_-.iT. IN 






Start 


105 








End 


674 






GI 


none 








Score 


.61 






F.xon *^ 


105. .155, 545. .674 














ij c * n v > 


17149 








Seq. ID 




9P03 


CI 3 


Clc*r\ci Mo 


36053 








Si~ rand 








Start 


515 








End 


565 






Name 


OJ990517 03. 


9C03.C73, 


. ol 


gs 


Mp t hod 


GENSCAN 






Start 


515 








End 


565 






GI 


none 








Score 


.74 






Exons 


515. .565 
















Seer No 


17150 








Seq. ID 


OJ990517_03. 


9C03 


. C74 


Qonp No 


36054 








Strand 








Start 


1 








End 


258 






Name 


OJ990517 03. 


9C03.C74 , 


.ol 


• gp 


Mpt hod 


AAT/GAP 






Start 


1 








End 


258 






GI 


none 








Score 


223 






Pvnn s 


1..79, 176.. 


258 














Q p> pj M 0 


17150 










OJ990517_03. 


9C03 


CI A 


f^pnp No 


36054 








Cf rand 








u Lai t 


1 








J_ii 1U 


258 






Name 


OJ990517 03. 


9C03.C74 , 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


14 








End 


248 






GI 


none 








Score 


92 






Exons 


14. .79, 21.. 


80, 159., 


.230, 176 


..247, 171 


.248 






Seq. No. 


17151 








Seq. ID 


OJ990517_03. 


9C03 


.C76 


Gene No. 


36055 








Strand 


+ 






Start 


163 








End 


298 






Name 


OJ990517 03. 


9C03.C76, 


.ol 


.gs 


Method 


GENSCAN 






Start 


163 








. End 


298 






GI 


none 








'Score 


.92 






Exons 


163. .298 
















Seq. No. 


17152 








Seq. ID 


OJ990517_03. 


9C03 


.C81 


Gene No. 


36056 








Strand 








Start 


1 








End 


400 






Name 


OJ990517 03. 


9C03.C81. 


■ ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


397 







17650 




GI 6685161 
Exons 1..24, 227.. 397 

GI Descrip. (AF219222) homocysteine 
thaliana] 




Score 140 
S-methyltransferase AtHMT-1 [Arabidopsis 



Seq. No. 17152 Seq. ID 

Gene No. 36056 Strand 

Start 1 End 

Name OJ990517_03 . 9C03 . C81 . ol . gs Method 

Start 173 End 

GI none Score 

Exons 173.. 194, 227.. 382 



OJ990517_03.9C03.C81 
400 

GENSCAN 

382 

.69 



Seq. No. 17152 Seq. ID 

Gene No. 36056 Strand 

Start 1 End 

Name OJ990517_03 . 9C03 . C81 . ol . tm Method 

Start 222 End 

GI none Score 

Exons 222.. 278, 224.. 397, 227.. 346 



OJ990517__03.9C03.C81 
400 

TBLASTX: Maize 

397 

158 



Seq. No. 17152 Seq. ID 

Gene No. , .36056 Strand 

Start 1 End 

Name OJ990517_03 . 9C03 . C8 1 . ol . tc Method 

Start 224 End 

GI none Score 

Exons 224.. 400, 233.. 346 



OJ990517_03.9C03.C81 
400 

TBLASTX: Cress 

400 

86 



Seq. No. ' 17152 Seq. ID 

Gene No. 36056 Strand 

Start 1 End 

Name OJ990517_03 . 9C03 . C81 . ol . ts Method 

Start 224 End 

GI none Score 

Exons 224.. 370, 225.. 350 



OJ990517_03.9C03.C81 
400 

TBLASTX: Soybean 

370 

100 



Seq. No. 17153 Seq. ID 

Gene No. 36057 Strand 

Start 301 End 

Name OJ990517_03 . 9'C03 . C82 . ol . gs Method 

Start 301 End 

GI none Score 

Exons 301. .450 



OJ990517_03.9C03.C82 
450 

GENSCAN 

450 

.55 



Seq. No. 17154 Seq. ID 

Gene No. 36058 Strand 

Start 147 End 

Name OJ990517_03 . 9C03 . C83 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147. .327 



OJ990517_03.9C03.C83 
+ 

327 

GENSCAN 
327 
. 99 



Seq. No. 17155 Seq. ID 

Gene No. 36059 Strand 

Start 119 End 

Name OJ990517_03 . 9C03 . C87 . ol . gs Method 



OJ990517_03.9C03.C87 
606 

GENSCAN 



17651 



Start 


119 


FnH 


ouo 




GI- 


none 




73 




Rxon 

l_r Vp/ X I 


119 319 324 606 








Seq. No. 


17156 


Seq. ID 


OJ990517_03.9C03 


.C88 


Gene No. 


36060 


Strand 


+ 




Start 


238 


End 


3S1 




Name 


OJ990S1 7 03 9C03 P88 nl nq 


Mat- hriH 






Start 


238 _ 

c~ -) yj 


CjIIU. 


1 




GI 


none 


X c 






Ex on 


238 351 








Seq. No. 


.17157 


Seq.. ID 


OJ990517_03.9C03 


.C90 


Gene No. 


36061 


Strand 






Start 


705 


End 


87 3 




Name 


OJ990S17 03 9P03 P90 nl 


Lit: y^llKJKJ. 


d LN O V- rrLV 




Start 


705 _ 


FnH 


ft 7 ^ 




GI 


none 


Q f r* o 






p von ^ 


705 . .873 








Sea No 


17158 


O C; . X Lf 




PQ1 


Gene No . 


36062 


Qf rand 


x. 




Start 


1 


End 


401 




Name 


OJ990517 03.9C03.C91.ol.np 


Method 


AAT/NAP 




Start 


1 


FnH 


4 01 

4 U 1 




GI 


4S824SQ 


Score 


1 R1 




LAUl lo 


X. • X U U f X .7 .J . .*1\J± 










f AP00707 1 ^ mil - a t- i ve* i mnnrf i n 


^ ilLK^Xtrax 


T_ x dilbpui L ldClOL J 


i protein 












Seq. No. 


17158 


Seq. ID 


OJ990517_03. 9C03. 


.C91 


Gene No. 


36063 


Strand 






Start 


236 


End 


34 1 

J *i X 




Name 


OJ990S17 03 9C03 T91 nl tr 








Start 


46 ~ 


FnH 


O 4 X 




GI 


none 


OLUl C 


-7 O 




Exons 


46 • 129 57 161 120 173 


24 3. .341 






Seq. No. 


17158 


Seq. ID 


OJ990517_03.9C03. 


,C91 


Gene No-. 


36063' 


Strand 






Start 


236 


End 


34 1 

■J 1 X 




Name 


OJ990517 03 9C03 C91 nl 


Mot H nH 


nFN^rAM 

VjHj IN O V^rtLN 




Start 


236 ~ 


FnH 


9 ft Q 
^ 0 Zf 




GI 


none 


OL.UI (3 


Q 




Ex on ^ 


2 36 28 9 








JCLji IN (J ■ 


1 71 c.Q 

X f X J _7 


oeq . ID 


uj yyu / u / uj.yL-iu. 


Li 


Gene No. 


36064 


Strand 


+ ~ 




Star t t 


272 


End 


384 




Name 


OJ990707 03.9C10.Cl.ol..gs 


Method 


GEN SCAN 




Start 


272 


End 


384 




GI 


none 


Score 


.76 




Exons 


272. .384 









Seq. No. 
Gene No. 
Start 



17160 
36065 
1 



Seq. ID 

Strand 

End 



OJ990707 03.9C10.C2 



643 



17652 




Name 


OJ990707 03.9C10.C2.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


64 "3 






GI 


5091513 


Score 


7R9 






R von 


1. .643 










GT Descrio 


(AB023482) Hypothetical protein [Oryza 


eaf i wa 1 
Ou L -L V d J 






Seq. No. 


17160 


Seq. ID 


OJ990707_03. 


9C10. 


C2 


Gene No. 


36065 


Strand 








Start 


1 


End 


64 3 






Name 


OiT990707 n^ 9P1 0 C? nl 


lie LilUU 








Start 


286 


End 


S4 9 






GI 


none 


Score 


99 






Exons 


286. .549 










Seq. No. 


17161 


Seq. ID 


OJ990707_03. 


9C10. 


C3 


Gene No. 


36066 


Strand 


+ 






Start 


342 


End 


1300 






Name 


0.7990707 0? Qpin n1 rrQ 


1 "J fcr L i 1U U 


V-J Ej Vt O v^-/i.LN 






Start 


342 


End 


i ^oo 






GI 


none 


Score 


96 






Ex on s 


342. . 649, 1116. .1300 










Seq. No. 


17162 


Seq. ID 


OJ990707_03. 


9C10. 


C4 


Gene No. 


36067 


■ Strand 








Start 


76 


End 


?4 1 9 






Name 


OJ990707 03.9C10.C4.ol.gs 


Method 


u Ht IN oOrllN 






Start 


76 


End 


9^09 
^. J VJ _? 






GI 


none 


Score 


4fi 






Exon ^ 


76. .264, 104.1. .1152, 1238. 


.1742, 1870. 




9^09 




Seq. No. 


17162 


Seq. ID 


O.T990707 0^ 


9ri o 


P4 


Gene No. 


36067 


Strand 








Start 


76 


End 


2419 






Name 


OJ990707 03.9C10.C4.ol.np 


Method 


AAT /NAP 






Start 


1708 


End 


2419 






GI 


4680204 


Score 


152 






Exons ' 


1708 . .2419 










(IT Dp^rri n 


(AF114171) hypothetical protein [Sorghum bicolor] 






Qpn No 


17163 


Seq. ID 


OJ990707_03. 


9P1 0 


-J 


f^prifa Ma 


36068 


Strand 


+ 






Start 


91 


End 


12659 






Name 


OJ990707 03.9C10.C5.ol.np 


Method 


AAT /NAP 






Start 


91 


End 


12659 






GI 


5852180 


Score 


715 






Pynnc 


91. .122, 4648. .4700, 5690. 


.5807, 5859. 


.6273, 6979.. 


7 090 






12632. .12659 










C^T Da p T "i r> 


(AL117265) zhbOOOlO.l [Oryza sativa] 








Seq. No. 


17163 


Seq. ID 


OJ990707_03. 


9C10 


.J 


Gene No. 


36068 


Strand 


+ 






Start 


91 


End 


12659 






Name 


OJ990707 03. 9C10 . C5 . o3 . gs 


Method 


GENSCAN 






Start 


4895 


End 


6325 






GI 


none 


Score 


.72 






Exons 


4895.. 5031, 5695.. 6325 











17653 




Seq. No. 


17163 


Seq. ID 


OJ990707 


_03.9C10 


.C5 


Gene No. 


36069 


Strand 








Start 


1943 


End 


3292 






Name 


OJ990707 03 9C10 C5 o2 as 


Mf*t hoH 


\3 Cj Vi >D V— 'XiIN 






Start 


1943 _ 

X ZJ *4 J 


End 


329? 

~J £- ZJ c. 






GI 


none 




86 






R von ^ 


1943 3292 










Qprr Ma 


17163 


Seq. ID 


0.7990707 
z? Zf vj i \j f 


o^ qnn 


ps 


Gene No. 


36070 


Strand 








Start 


4550 


End 


4935 






Name 


OJ990707 03.9C10.C5.ol.gp 


Method 


AAT/GAP 






Start 


4550 


End 


4 935 






GI 


uC-osflcyp033a04bl 


Score 


U J _> 






Exon s 


4550. .4935 










C^T Df= c ?r , T'iin 

VJ X ^ O W.L. J- k-' . 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 




sativa genomic 




DNA, chromosome 1, clone : P0711E10 f 








Seq. No. 


17163 


Seq. ID 


OJ990707 


Uj . 


P c: 


Gene No. 


36071 


Strand 








Start 


7004 


End 


12659 






Name 


OJ990707 03.9C10.C5.o4.tm 


Method 


TRT.A^TY • 


l v Jcl X ^.c 




Start 


2531 


End 


?ft ^0 






GI 


none 


Score 


7 S 






R v o n c* 


2531. .2830, 2727. .2816 










Seq. No. 


17163 


Seq. ID 


OJ990707 


0 ^ QP1 0 


pci 


Gene No. 


36071 


Strand 








Start 


7004 


End 


12659 






Name 


OJ990707 03.9C10.C5.o3.tw 


Method 


TRT.A9TY • 


Wheat 




Start 


2711 


End 


3070 






GI 


none 


Score 


1 S9 

-L »J ^ 






Exons 


2711. .3070, 2715. .3068 










Seq. No. 


17163 


Seq. ID 


OJ990707 


u J . ytiu 




Gene No. 


36071 


Strand 








Start 


7004 


End 


12659 






Name 


OJ990707 03.9C10.C5.o4.gs 


Method 


GENSCAN 






Start 


7004 


End 


12431 






GI 


none 


Score 


.68 ' 






Rxon ^ 

-tV 1 x o 


7004. .7786, 7877. .8081, 8813. 


.9109, 9821. .11411 


, 11557. 


. 11740, 




11800. .11921, 12285.. 12431 










Spa No 


17163 


Seq. ID 


OJ990707 


_03. 9C10 


.C5 


Gene No. 


36071 


Strand 








Start 


7004 


End 


12659 






Name 


OJ990707 03.9C10.C5.o2.np 


Method 


AAT/NAP 






^t ^ rt 


9880 


End 


12659 






GI 


4680203 


Score 


1567 






p von q 


9880. .10731, 11008. .11232, 11389. .12659 






OX L-'C O t_- J L LJ . 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


17163 


Seq. ID 


OJ990707 


_03. 9C10 


.C5 


Gene No. 


36071 


Strand 








Start 


7004 


End 


12659 






Name 


OJ990707 03.9C10.C5.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


9925 


End 


10137 





17654 




yj x 


none 






Score 


90 






9925. . 


10137, 9979.. 


10137 








Can KJn 


17163 






Seq. ID 






Gene No. 


36071 






Strand 






Start 


7004 






End 


12659 




Name 


OJ990707 03.9C10.C5 


.ol. tw 


Method 


TBLASTX: Wheat . 




Qf art- 


9985 






End 


11118 ■ 




\J X 


none 






Score 


58 






9985. . 


10086, 9992.. 


10084, 10088.. 10207 


, 10117. .10218, 






10195. 


.10383, 10211 


. .10393, 


10402. .11118, 10490.. 11065 




Seq. No. 


17163 






Seq. ID 


OJ990707_03. 9C10 


.C5 


Gene No. 


36071 






Strand 






Start 


7004 






End 


12659 




Name 


OJ990707 03.9C10.C5 


. o3 . tm 


Method 


TBLASTX :Maize 




Start 


10219 






End 


10509 




GI 


none 






Score 


104 






10219. 


.10326, 10220 


. .10327, 


10339. .10509, 10345. .10461 




Seq. No. 


17163 






Seq. ID 


OJ990707_03.9C10 


.C5 


Gene No. 


36071 






Strand 






^t ^ rt 


7004 






End 


12659 






OJ990707 03.9C10.C5 


. ol . tc 


Method 


TBLASTX: Cress 






10402 






"■■ End 


10827 




ox 


none 






Score 


128 




III AUl 1 0 


10402. 


.10827, 10490 


. .10819 








Seq. No. 


17163 






Seq. ID 


OJ990707_03. 9C10 


.C5 


Gene No. 


36071 






Strand 






Start 


7004 






End 


12659 




Name 


OJ990707 03.9C10.C5 


. o 1 . tm 


Method 


TBLASTX: Maize 






10759 






End 


11142 




GI 


none 






Score 


266 






10759. 


.11073, 10760 


. .11074, 


11074. .11142 




Seq. No. 


17163 






Seq. ID 


OJ990707_03.9C10 


.C5 


Gene No. 


36071 






Strand 






Start 


7004 






End 


12659 




Name 


OJ990707 03.9C10.C5 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11851 






End 


12034 




GI 


none 






Score 


108 




pvnn c 

1—1 *\ W 1 1 o 


11851. 


.12033, 11897 


. .12034 








Seq. No. 


17163 






Seq. ID 


OJ990707_03.9C10 


.C5 


Gene No. 


36071 






Strand 






O L- CLX U 


7004 






End 


12659 




Name 


OJ990707 03.9C10.C5 


.o2. tc 


Method 


TBLASTX: Cress 




O Lai L 


11938 






End 


12270 




OX 


none 






Score 


69 




Exons 


11938. 


.12270, 11993 


. .12094, 


12134 . .12184 




Seq. No. 


17163 






Seq. ID 


OJ990707_03. 9C10 


.C5 


Gene No. 


36071 






Strand 






Start 


7004 






End 


12659 




Name 


OJ990707 03.9C10.C5 


. o2 . tm 


Method 


TBLASTX :Maize 




Start 


11959 






End 


12174 





17655 






none 




Score 


191 




Exons 


1 1 yo y . . i z l / *i , iiyoy 


• . IZ 1 OU , 


12006. .12164 




Seq. No. 


17163 




Seq. ID 


OJ990707_03.9C10 


.C5 


Gene No. 


36071 




Strand 


- 




btart 


l U V ft 




End 


12659 




Name 


r\TQQmm n*3 Qn n cc. 
ujyyu /u / uj.yuiu.uo 


. oz . t s 


Method 


TBLASTX : Soybean 




bC3l L 






End 


12294 






none 




Score 


116 




Exons 


1 9H1 Q 199Q4 19H9H 

i^uiy . .izzyfi, l-cu/u 


1 9 9 c q 








beq. No. 


1/1 DJ 




Seq. ID 


OJ990707JD3.9C10 


. Co 


Gene No. 


36071 




Strand 






Start 


7004 




End 


12659 




Name 


ujyyu /u / uj. yuiu.Lj 


. oz . tw 


Method 


TBLASTX: Wheat 




otart 


i 9 n *5 /i 




End 


12627 




H T 


none 




Score 


63 




Exons 


IZUJfl . . izlj?/ I^Ujj 


. . 1 Z 1 fl Z , 


12163. .12279, 12178 .. 1227 6, 






iz j jj . . i z fi oy / i^jj / 


1 9 £9*7 
. . 1 Z OZ / , 


12448. .12579 




Seq. No. 


17163 




Seq. ID 


OJ990707_03.9C10 


.C5 


Gene No. 


36071 




Strand 






o tart 


1 UUfi 




End 


12659 




Name 


ujyyu/u/ uj . ytiu .bo 


.Ol.tS 


Method 


TBLASTX: Soybean 




Start 


IZ / 




End 


12609 




bl 


none 




Score 


94 




Exons 


i ooon 19£HQ 19*5/1/1 

izoo / . . iz ou y , izoftfi 


1 9 £"*Q9 

. . izoyz 








beq. no. 


17164 




Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No. 


36072 




Strand 


+ 




Start 


5821 




End 


8116 




Name 


OJ990707 03.9C10.C6 


. o2 . gs 


Method 


GENSCAN 




btart 


5821 




End 


8116 




C T 


none 




Score 


.74 




Exons 


5821. .6341, 6435..66S8, 6743 


..6938, 6965. .7392, 7463. .7728 




7826. .8116 










Seq. No. 


17164 




Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No. 


36073 




Strand 


+ 




otart 


9522 




End 


13621 




Name 


OJ990707 03.9C10.C6 


. o3.gs 


Method 


GENSCAN 




otart 


9522 




End 


10838 




C T 
bl 


none 




Score 


.63 




Exons 


9522. .9545, 9597. .9797, 10437 .. 10520, 


10650. .10838 




Cp/> Mr. 
iJC^ . ViKJ • 


17164 




Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No. 


36073 




Strand 


+ 




Start 


9522 




End 


13621 




Name . 


OJ990707 03.9C10.C6 


. o3 . np 


Method 


AAT/NAP 




Start 


10570 




End 


13459 




GI 


5922620 




Score 


269 




Exons 


10570. .10720, 11088 


. .11167, 


11758. .11976, 12609. .12772, 





13286. .13459 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.1I (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 



17656 



protein [Oryza sativa] 



Seq. No. 


1 *7 1 C /I 

1 / ± o4 


beq. id 


ujyyu/u/ uo.yuiu 


. Lb 


bene no . 


JbU 


btrand 


+ 




Start 




Lna 


1 obZ 1 




Name 


ujyyu/u/ uo. ytiu.LD.o^ .gs 


Method 


GhNbGAN 




start 


bo 


T""" ,J 

Lna 


l *3 a o 1 




GI 


none 


Score 


O Q 
. OO 




Exons 


iJiDo . . Ijj^o, IjDUD. . IjD^I 








Seq. No. 


17164 


Seq. ID 


OJ990707JJ3.9C10 


.C6 


Gene No. 


36074 


Strand 






btart 


1 


End 


5036 




Name 


OJ990707 03. 9C10 . C6 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


5036 




GI 


3738337 


Score 


537 




Exons 


1..22, 1790. .3172, 4993. .5036 








GI Descrip. 


(AC005170) putative non-LTR retroelement reverse transcriptase 




[Arabidopsis thaliana] 








oeq . LNO-. 


17164 


Seq. ID 


OJ990707_03. 9C10 


.C6 


Gene No. 


36075 


Strand 






Start 


10431 


End 


11775 




Name 


OJ990707 . 03. 9C10 . C6 . o2 . np 


Method 


AAT/NAP 




Start 


10431 


End 


11775 




GI 


6630699 


Score 


80 




Exons 


104 31. .10514, 11717. .11775 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 Idbj I BAA89566.il (AP001073) 


hypothetical protein 




[Oryza sativa] 








C 1 a XT — 

beq. no. 


17164 


Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No. 


36076 


Strand 






o tar z 


13599 


End 


13678 




Name 


OJ990707 03.9C10.C6.o3.tm 


Method 


TBLASTX: Maize 




b tar z 


733 


End 


1065 




GI 


none 


Score 


102 




Exons 


733. .771, 772. .873, 869. .1057, 


878. .1009, 883. .1065 




beq. NO. 


17164 


Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No . 


36076 


Strand 






Start 


13599 


End 


13678 




Name 


OJ990707 03.9C10.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1142 


End 


1512 




GI 


none 


Score 


69 




Exons 


1142. .1267, 1144. .1431, 1144 .. 


1512 






beq. no. 


17164 


Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No. 


36076 


Strand 






Start 


13599 


End 


13678 




Name 


OJ990707 03.9C10.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1237 


End 


1716 




GI 


none 


Score 


73 




Exons 


1237. .1323, 1336. .1620, 1490.. 


1666, 1690.. 1716 




Seq. No. 


17164 


Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No. 


36076 


Strand 







17657 



Start 
Name 
Start 
GI 

Exons 



13599 End 
OJ9907 07_03 . 9C10 . C6 . ol . ts Method 
1805 End 
none Score 
1805. .1975, 1962. .2189, 1978. .2199 



13678 

TBLASTX : Soybean 

2199 

107 



Seq. No. 17164 Seq. ID- 
Gene No. 3607 6 Strand 
Start 13599 End 
Name * OJ990707_03 . 9C10 . C6 . o3 . tw Method 
Start 1805 End 
GI none Score 
Exons 1805.. 1948, 1965.. 2165 



OJ990707J33. 9C10.C6 
13678 

TBLASTX: Wheat 

2165 

143 



Seq. No. 17164 

Gene No. 36076 

Start 13599 

Name OJ990707_03 . 9C10 . C6 . ol . tm 

Start 1918 

GI none 
Exons 



Seq. ID OJ990707_03. 9C10.C6 
Strand 
End 

Method 
End 
Score 



13678 

TBLASTX: Maize 

2880 

87 



1918. .2193, 1965. .2273, 2252. .2410, 2271. .2396, 2410. .2880, 
2420. .2524, 2599. .2841, 2663. .2857 



Seq. No. 17164 

Gene No. 36076 

Start 13599 

Name OJ990707_03 . 9C10 . C6 . o4 . tw 

Start 2172 

GI none 

Exons 2172.. 2252, 2264.. 2395, 2271. 
7905.. 7973 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990707_03. 9C10.C6 
13678 

TBLASTX: Wheat 

7973 

48 



.2378, 2405. .2515, 2416. .2517, 



Seq. No. 


17164 






Seq. ID 


OJ990707_03.9C10 


.C6 


Gene No. 


36076 






Strand 






Start 


13599 






End 


13678 




Name 


OJ990707 03.9C10 


.C6.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2518 , A 






End 


2814 




GI 


none 






Score 


160 




Exons 


2518. .2814, 2588 


. .2794 










Seq. No. 


17164 • 






Seq. ID 


OJ990707_03. 9C10 


.C6 


Gene No. 


36076 






Strand 






Start 


13599 






End 


13678 




Name 


OJ990707 03.9C10 


.C6.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2965 






End 


3156 




GI 


none 






Score 


109 




Exons 


2965.. 3156, 2972 


. .3139 










Seq. No. 


17164 






Seq. ID 


OJ990707_03. 9C10 


.C6 


Gene No. 


36076 






Strand 






Start 


13599 






End 


13678 




Name 


OJ990707 03.9C10 


.C6.o4 


.np 


Method 


AAT/NAP 




Start 


13599 






End 


13678 




GI 


6630699 






Score 


93 




Exons 


13599. .13678 













GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 



17658 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17165 Seq. ID 

36077 Strand 

3801 End 

OJ990707_03. 9C10 . C7 . o3 . gs Method 

3801 End 

none Score 



OJ990707_03. 9C10.C7 
+ 

4977 
GENSCAN 
4977 
.71 



3801. .3913, "4348. .4449, 4542. .4633, 4679. .4977 



OJ990707_03.9C10.C7 
+ 

7611 
AAT/NAP 
7611 
138 



17165 Seq. ID 

36078 Strand 
5550 End 
OJ990707JD3 . 9C10 . C7 . o3 . np Method 
5550 End 
6721561 Score 
5550.. 5639, 7590. .7611 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 68150861 dbj | BAA90372 . 1 1 (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



beq. no. 


17165 




Seq. ID 


OJ990707 


_03. 


9C10, 


.C7 


Gene No . 


36079 




Strand 


+ 








Start 


12959 




-End 


14880 








Name 


OJ990707 03.9C10.C7.o6. 


gs 


Method 


GENSCAN 








otar t. 


12959 




End 


14880 








GI 


none 




Score 


.66 








Exons 


12959. .13384, 13997 .. 14093, 


14743. . 14880 








Seq. No. 


17165 




Seq. ID 


OJ990707 


_03. 


9C10, 


.C7 


Gene No. 


36080 




Strand 










Start 


959 




End 


10480 








Name 


OJ990707 03.9C10.C7.ol. 


np 


Method 


AAT/NAP 








Start 


959 




End 


5852 








GI • 


4378066 




Score 


1510 








Exons 


959. .3111, 5800. .5852 














GI Descrip. 


(AF098806) polyprotein 


[Sorghum bicolor] 










gi| 4 680208 | gb | AAD2757 1 . 


1IAF114171 12 i 


(AF114171) 


polyprotein 




[Sorghum bicolor] 














Seq. No. 


17165 




Seq. ID 


OJ990707^ 


JD3. 


9C10. 


.C7 


Gene No. 


36080 




Strand 










Start 


959 




End 


10480 








Name 


OJ990707 03. 9C10.C7.o2. 


gs 


Method 


GENSCAN 








Start 


1150 




End 


3468 








GI 


none 




Score 


.75 








Exons 


1150. .1752, 1849. .2040, 


2329 


..,3021, 3151.. 3468 








Seq. No. 


17165 




Seq. ID 


OJ990707_ 


_03. 


9C10. 


.C7 


Gene No. 


36080 




Strand 










Start 


959 




End 


10480 








Name 


OJ990707 03. 9C10.C7.o2. 


np 


Method 


AAT/NAP 








Start 


5428 




End 


9478 








GI 


4680183 




Score 


122 








Exons 


5428. .5517, 9458. .9478 















17659 



GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17165 
36080 
959 

OJ990707_03 . 9C10 . C7 . o4 . gs 

6327 

none 



Seq. ID OJ990707_03.9C10.C7 
Strand 

End 10480 
Method..; GENSCAN 
End 10480 
Score .56 



6327. .6418, 6755. .6814, 8171. .8231, 9946. .10092, 10352. .10480 

OJ990707 03.9C10.C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 



17165 
36081 
11978 

OJ990707_03. 9C10.C7 .o3. tw 
1186 
none 

1186. .1311, 1396. .1563 - 

17165 
36081 
11978 

OJ990707_03. 9C10.C7.ol. ts 
1387 
none 

1387. .1737, 1595. .1720 

17165 
36081 
11978 

OJ990707_03. 9C10.C7 .o2. tm 
1489 
none 

1489. .1872, 1502. .1831, 1600. .1851 



12225 

TBLASTX: Wheat 

1563 

117 



Seq. ID OJ990707_03. 9C10.C7 
Strand 

12225 

TBLASTX : Soybean 
1737 
77 



End 

Method 
End 
Score 



Seq. ID OJ990707_03. 9C10.C7 
Strand 

12225 

TBLASTX: Maize 
1872 
193 



End 

Method 
End 
Score 



17165 Seq. ID 

36081 Strand 

11978 End 

OJ990707_03. 9C10.C7.ol. tw Method 

1612 End 

none Score 

1612. .2031, 1613. .1825, 1756. .2031 

17165 Seq. ID 

36081 Strand 

11978 End 

OJ990707_03. 9C10 . C7 . ol . tm Method 

1900 End 

none Score 

1900.. 2256, 1901.. .2257 

17165 Seq. ID 

36081 Strand 

11978 End 

OJ990707_03. 9C10.C7 . o2 . tw Method 

2032 End 

none Score 

2032.. 2325, 2032.. 2385, 2033.. 2359, 9985.. 10053 



OJ990707_03.9C10.C7 
12225 

TBLASTX: Wheat 
2031 
111 



OJ990707_03.9C10.C7 
12225 

TBLASTX: Maize 
2257 
186 



OJ990707_03.9C10.C7 
12225 

TBLASTX: Wheat 
10053 
98 



17660 



Seq. No. 


17165 


Seq. ID 


OJ990707JD3. 9C10.C7 


Gene No . 


36081 


Strand 




Start 


11978 


End 


12225 


Name 


OJ990707 03 9C10 C7 o4 tw 


i jc i_. nuu 


TRT.A9TX * Whpflf 


Start 


2590 _ 


End 


2943 


GI 


none 


Score 


75 




2590 2766 2591 2812 2818 


2943 




Seq. No. 


17165 


Seq. ID 


OJ990707_03. 9C10.C7 


f^cinp No 


36081 


Strand 




Start 


11978 


End 


1 ?99 c > 


Name 


OJ990707 03 9C10 C7 o5 as 


LJCLl 1 W 


GFN^CAN 

\D I_i IN O^/rtlN 


Start 


11978 _ 


End 


12225 


GI 


none 


Score 


. 87 


R von 


11978 12096 12120 12225 






Seq. No. 


17166 


Seq. ID 


OJ990707_03.9C10.C8 


Gpnp No . 


36082 


Strand 


+ 


O 1— Gl i- 1— 


5696 


End 


8079 


Name 


OJ990707 03 9C10 C8 o3 as 


Method 


GEN SCAN 


Start 


5696 _ 


End 


7629 


GI 


none 


Score 


.58 


F! vnn 

J_J A W 1 1 o 


5696 5725 5778 5854 5930 


6474, 7184. .7225, 7619. .7629 


Seq. No. 


17166 


Seq. ID 


OJ990707_03. 9C10.C8 


Gene No. 


36082 


Strand 


+ 


Start 


5696 


End 


8079 


Name 


OJ990707 03. 9C10 . C8 . ol . np 


Method 


AAT/NAP 


Start 


5812 


End 


8079 


GI 


6721562 


Score 


506 


Exons 


5812. .6576, 8054. .8079 






GI Descrip. 


(AP001073) Similar to Zea mays 


; 22-kDa 


alpha zein gene cluster; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein. (AF031569) [Oryza sativa] 



gil 6815087 | db j IBAA90373.1 1 (AP001081) 
alpha zein gene cluster; hypothetical protein 
sativa] 



Similar to Zea mays 22-kDa 
(AF031569) [Oryza 



17166 
36083 
3163 

OJ990707_03. 9C10 . C8 . o2 . gs 

3163 

none 



Seq. ID OJ990707_03. 9C10.C8 
Strand 

End 4849 

Method GENSCAN 

End 4849 

Score . 6 



3163. .3619, 3719. .3815, 3855. .3989, 4568. .4624, 4633. .4714, 
4790. .4849 



.Seq. No. 17166 

Gene No. 36084 

Start 9199 

Name OJ990707_03 . 9C10 . C8 . o2 . tm 

Start 8669 

GI none 
Exons 



Seq. ID OJ990707_03. 9C10.C8 - 
Strand 

End 11967 

Method TBLASTX : Maize 

End 10778 

Score 69 

8669.. 8740, 9962.. 10084, 9969.. 10091, 9992.. 10102, 10444 .. 10620, 
10480. .10620, 10728. .10778 



Seq. No. 



17166 



Seq. ID OJ990707_03. 9C10.C8 



17661 




Gene No. 


36084 


Strand 








Start 


9199 


End 


11967 






Name 


OJ990707 03. 9C10.C8.o4 .gs 


Method 


bfciNob/ilN 








9199 


End 


1 1 Q C O 








none 


Score 


CO 

. Do 






Exons 


9199. .9475, 10725. .10777, 11247. .11339, 


I 1 COO 

I I DO £ . . 








iiqn^ 1 1 










Seq. No. 


I f lOD 


Seq. ID 


OJ990707 


_03.9C10 


.C8 


Gene No. 




Strand 








bLdlL 


9199 


End 


11967 






Name 


OJ990707 03.9C10.C8.o3.tm 


Method 


TBLASTX : 


Maize 




btart 




End 


11292 






bl 


none 


Score 


134 






Exons 


1 1 f)Qf) 1 1 O^fi 1 1 HQ9 1 1 9Q9 


11092. . 11235 






Seq. No. 


1 "7 1 

1 / 1DD 


Seq. ID 


OJ990707 


_03.9C10 


,C8 


Gene No. 


JDU04 


Strand 












End 


11967 






Name 


OJ990707 03.9C10.C8.ol.tm 


Method 


TBLASTX: 


Maize 






11679 


End 


11967 






bl 


none 


Score 


100 






Exons 


11679. .11822, 11682. .11819, 


11698. .11820, 11908 


..119b/ 




beq . wo . 


17167. 


Seq. ID 


OJ990707 


uj . yui u 


. bl U 


Gene No. 


36085 


Strand 


+ 






Start 


1 


End 


532 






Name 


OJ990707 03.9C10.C10.ol.np 


Method 


AAT/NAP 






otart 


1 


End 


532 






bl 


5091513 


Score 


905 






Exons 


1..532 










\j± USSCiip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


17167 


Seq. ID 


OJ990707 


_03. 9C10 


.C10 


Gene No. 


36085 


Strand 


+ 






C -J- -j y~ +- 


1 


End 


532 






Name 


OJ990707 03. 9C10 . C10 . ol . gs 


Method 


GENSCAN 








64 


End 


480 






C T 
b± 


none 


Score 


.51 






Exons 


64 . . 480 










beq. no. 


17168 


Seq. ID 


OJ990707 


Uo . yuiu 


. bl 1 


Gene No. 


36086 


Strand 


+ 






Start 


1 


End 


1355 






Name 


OJ990707 03.9C10.Cll.ol.np 


Method 


AAT/NAP 






btart 


1 


End 


1355 






bl 


6721550 


Score 


258 






Exons 


1..206, 903. .1355 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene 


for Pib 


(AB013448) 


oeq . NO . 


17168 


Seq. ID 


OJ990707 


__03.9C10 


.Cll 


Gene No. 


36086 


Strand 


+ 






Start 


1 


End 


1355 






Name 


OJ990707 03.9C10.Cll.ol.gs 


Method 


GENSCAN 






Start 


70 


End 


412 






GI 


none 


Score 


.97 . 






Exons 


70. .206, 394. .412 











17662 




Seq. No. 


17168 




Seq. ID 


OJ990707_03 


■ 9C10 


.Cll 


Gene No . 


jDUo / 




otrana 








btart 


1 m a 

1 U / 4 




17 — -3 


lzi 1 y 






Name 


ujyyu/u/ uj. ytiu.Lii.oz 


.gs 


Metnoa 


bENbbAN 






CM iff 

otart 


1 U / 4 




Ena 


1 Ol Q 








none 




Score 


. D / . ■ * 






Exons 


i u / 4 . .i^iy 












Q ^ /-» Kin 

oeq . iNO . 


17169 




oeq . iv 


uj y y u / u / uj 


.9C10 


-C12 


Gene No. 


36088 




Strand 


+ ~ 






Start 


1 




End 


1806 






Name 


OJ990707 03.9C10.C12.ol 


.np 


Metnoa 


AA1 / NAP 






btart 


1 






1 one 






C T 

bl 


4680207 




Score 








Exons 


1. .651, 1763. .1806 












bi uescrip. 


(AF114171) disease resistance 


protein 


RPM1 homo log 


[Sorghum 




bicolor ] 












Seq. No. 


17169 




Seq. ID 


OJ990707_03 


9C10 


.C12 


Gene No. 


1 C C\ o o 




otrana 


+ 






Start 


1 




T~» _J 

End 


loUb 






Name 


OJ990707 03 . 9C10 . C12 . ol 


.gs 


Metnoa 


GENSCAN 






Start 


iuy 




T-> _j 

Ena 


oyo 






r* t 
bl 


none 




Score 








Exons 


109 . . 695 












Seq. No. 


17169 




Seq. ID 


OJ990707_03 


9C10 


.C12 


Gene No . 


36089 




Strand 








b tar t 


1907 




Ena 








Name 


OJ990707 03. 9C10.C12.o2 


.gs 


Method 


bENbbAN 






Of -lyf 


1907 




Ena 


J^! / .3 






bl 


none 




Score 


. 3 / 






Exons 


1907.. 2061, 3090.. 3273 












Seq. No. 


17170 




Seq. ID 


OJ990707_03 


9C10 


.C13 


Gene No . 


36090 




Strand 


+ 






otart 


238 




Ena 


LC 1^ 






Name 


OJ990707 03. 9C10.C13.ol 


.gs 


Method 


bENbbAN 






otart 


238 




Ena 


1010 






bl 


none 




Score 


. M 






Exons 


238. .310, 1091. .1212 












Seq. No. 


17171 




Seq. ID 


OJ990707_03 


9C10 


.CIS 


Gene No. 


36091 




Strand 


+ 






bt art 


1 




End 


338 






Name 


OJ990707 03.9C10.C15.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


338 






bl 


3645899 




Score 


310 






Exons 


1. .338 












GI Descrip. 


(U68408) 5 f end not determined experimentally [Zea 


mays 


] 


Seq. No. 


17171 




Seq. ID 


OJ990707_03. 


9C10 


.CIS 


Gene No. 


36092 




Strand 


+ 






Start 


1563- 




End 


4985 






Name 


OJ990707 03.9C10.C15.ol 


.gs 


Method 


GENSCAN 






Start 


1563 




End 


2524 







17663 



GI 


none 


Score 


. 66 


Exons 


1563.. 1596, Io0o..l90o, 2327. 


. 2524 




Seq. No. 


1/1/1 


Seq. ID 


OJ990707 03.9C10.C15 


Gene No. 


36092 


Strand 


+ 


Start 


1563 


End 


4985 


Name 


OJ990707 03.9C10.C15.o2.np 


Method 


AAT/NAP • 


Start 


2224 


End 


3905 


GI 


6539588 


Score 


OAT 

203 


Exons 


2224.. 2554, 3820.. 3905 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


17171 


Seq. ID 


OJ990707_03.9C10.C15 


Gene No . 


36092 


Strand 


+ 




1563 


End 


4985 


Name 


OJ990707 03.9C10.C15.o3.np 


Method 


AAT/NAP 


Start 


3203 


End 


4985 


GI 


6063554 


Score 


478 


Exons 


3203. .3452, 3570. .3800, 4144.. 


4171, 4811. .4985 


GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein ■ [Oryza sativa] 






Seq. No. 


17171 


Seq. ID 


OJ990707_03.9C10.C15 


Gene No . 


36092 


Strand 


+ 


Start 


1563 


End 


4985 


Name 


OJ990707 03.9C10.C15.ol.gp 


Method 


AAT/GAP 


Start 


3456 


End 


3800 


GI 


101153 1.R1084 


Score 


474 


Exons 


3456. .3800 






GI Descrip. 


•5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone: tl7804 f 


Seq. No. 


17171 


Seq. ID 


OJ990707_03.9C10.C15 


Gene No . 


36092 


Strand 


+ 


Start 


1563 


End 


4985 


Name 


OJ990707 03.9C10.C15.o2.gp 


Method 


AAT/GAP 


Start 


3638 


End 


4374 


GI 


101153 1.R1084 


Score 


647 


Exons 


3638. .3800, 4144. .4374 






GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 1.0e-115 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4, 


BAC clone: tl7804 1 


Seq. No. 


17171 


Seq. ID 


OJ990707_03.9C10.C15 


Gene No . 


36093 


Strand 


+ 


Start 


5422 


End 


5718 


Name 


OJ990707 03.9C10.C15.o3.gp 


Method 


AAT/GAP 


Start 


5422 


End 


5718 


GI 


61605 3.R1084 


Score 


431 


Exons 


5422. .5718 






GI Descrip. 


' 1402920/emb|CAA66965| 2.0e-2C 


(X98321) 


peroxidase [Arabidops 




thaliana] ' 






Seq. No. 


17171 


Seq. ID 


OJ990707_03.9C10.C15 


Gene No. 


36094 


Strand 




Start 


6363 


End 


6837 



Name 



OJ990707_03. 9C10 . C15 . o3 . gs 



Method GENSCAN 



17664 




O Lai L 


DjDj 








£ft "37 

DO j / 








P T 


none 






'Score 










Exons 


DjDj. . DjUD; 




fi7ft 1 


fift "37 

.000/ 










Seq. No. 


17171 






Seq. ID 


OJ990707_ 


03 


9C10 


.CIS 


Gene No. 


36095 






Strand 


+ 








O Lai L 








End 










Name 


Pi"FQQ07 07 0*3 


.9C10.C15.o5. 


gs 


Method 


P V M C P ZV XI 








o LalT L 


Q/3 70 _ 






End 


1 9 "3/1 £ 
1Z Of! D 










none 






Score 


.66 








Exons 


Q470 0^*37 


10901. .11189, 12167.. 12346 










Seq. No. 


17171 






Seq. ID 


OJ990707_ 


03 


9C10 


.C15 


Gene No. 


36096 






Strand 












7 7 91 






End 


8977 








Name 


OTQQ0707 0"3 


.9C10.C15.ol. 


tni 


Method 


TBLASTX: Maize 




OLall. 


O ~ 






End 


320 








ox 


none 






Score 


335 








Exons 


9 1 87 "3 


320, 15.. 305, 


Z H 0 . 


.310 










Seq. No. 


17171 






Seq. ID 


OJ990707_ 


03 


9C10 


.C15 


Gene No. 


36096 






Strand 










Of- V- j- 

O Lai L 


7 7 91 






End 


.8977 • 








Name 


PJTQQ0707 0"3 


.9C10.C15.o4. 


gs 


Method 


GENSCAN 








OLdlL 


7 7 91 






End 


8977 








PT 


none 






Score 


. 68 








Exons 


77 91 7Q4R 


8108. .8159, 


8185. 


.8380, 8802. .8977 








C r*i Kl /-\ 

oeq . ino . 


1717 9 






Seq. ID 


OJ990707_ 


03. 


9C10 


pi 7 

.Ll / 


Gene No. 


36097 






Strand 


+ 








Start 


7420 






End 


13653 








Name 


OJ990707 03 


.9C10.C17.o3. 


gs 


Method 


GENSCAN 








oLal L 


7420 






End 


12919 








CI 


none 






Score 


.87 










7420. .7503, 


8169. .8338, 


9122. 


.9370, 9963.. 10339, 


10432. 


1 n a q 1 
. X U H 0 1 f 




12749. .12919 














Carr No 
OGV^ . LNvJ . 


17172 






Seq. ID 


OJ990707_ 


03. 


9C10 


p 1 7 


Gene No. 


- 36097 






Strand 


+ 








Start 


7420 






End 


13653 








Name 


OJ990707 03 


.9C10.C17.o3. 


np 


Method 


AAT/NAP 








C+- a v-4- 
o tdiL 


8240 






End 


9958 










6721512 






Score 


72 








Exons 


8240. .8342, 


9909. . 9958 














ol UcSCiip . 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


17172 






Seq. ID 


OJ990707_ 


03. 


9C10 


.C17 


Gene No. 


36097 






Strand 


+ 








Start 


7420 






End 


13653 








Name 


OJ990707 03 


.9C10.C17.o4 . 


np 


Method 


AAT/NAP 








Start 


10163 






End 


13653 








GI 


5257262 






Score 


180 









Exons 10163. .10481, 11863. .12119, 12752 13022 , 13571. .13653 

GI Descrip. (AP000364) hypothetical protein [Oryza sativa] 

Seq. No. 17172 Seq. ID OJ990707_03.9C10.C17 

Gene No. 36098 Strand 



17665 




Start 


447 






End 


8202 






Name 


OJ990707 03 


.9C10.C17.ol 


.np 


Method 


AAT/NAP 






Start 


447 






End 


6110 






GI 


5091513 






Score 


1567 






Exons 


447.. 517, 1329.. 1576, 1626.. 2126, 2782 


..3683, 6079. 


.6110 


GI Descrip. 


f AB023482) 


Hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


17172 






Seq. ID 


OJ990707_03. 


9C10 . 


C17 


Gene No. 


36098 






Strand 








Start 


447 






End 


8202 






Name 


OJ990707 03 


. 9C10.C17.ol 


.gs 


Method 


GENSCAN 






Start 


1001 ~ 






End 


3703 






GI 


none 






Score 


.54 






Exons 


1001. .1329, 


1483. .1730, 


1736. 


.2095, 2964.. 3703 






Seq. No. 


17172 






Seq. ID 


OJ990707_03. 


9C10. 


C17 


Gene No . 


36098 






Strand 








Start 


447 






End 


8202 






Name 


OJ990707 03 


. 9C10.C17.o2 


.np 


Method 


AAT/NAP 






Start 


2209 ~~ 






End 


8202 






GI 


4680207 






Score 


309 






Rxon s 

J_J *W ^ u / 1 1 O 


2209. .2307, 


5327. . 6079, 


7758. 


.7814, 8072. .8202 








(AF114171) . 


disease resistance 


protein 


RPM1 homolog 


[Sorghum 




bicolor 1 














Seq, No. 


17172 






Seq. ID 


OJ990707_03. 


9C10. 


C17 


Gene No. 


36098 






Strand 








Start 


447 






End 


8202 






Name 


OJ990707 03 


.9C10.C17.o2 


. gs 


Method 


GENSCAN 






Start 


4617 ~ 






End 


6360 






GI 


none 






Score 


.5 






Exons 


4617. .4780, 


4874. .4934, 


5327. 


.6074, 6152. .6360 






Seq. No. 


17172 






Seq. ID 


OJ990707_03. 


9C10. 


C17 


Gene No. 


36098 






Strand 








Start 


447 






End 


8202 






Name 


OJ990707 03 


.9C10.C17.ol 


-gp 


Method 


AAT/GAP 






Start 


4965 






End 


5211 






GI 


3761181 






Score 


440 






Exons 


4965. .5211' - 














GI Descrip. 


4521193/dbj 


IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 










Seq. No. 


17172 






Seq. ID 


OJ990707_03. 


9C10. 


C17 


Gene No. 


36098 






Strand 








Start 


447 






End 


8202 






Name 


OJ990707 03 


.9C10.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5486 






End 


5938 






GI 


none 






Score 


138 






PvAn c; 

J— 1 A \*r 1 1 O 


5486. .5731, 


5756. .5938 












Seq. No. 


17173 






Seq. ID 


OJ990707_03. 


9C10. 


C18 


Gene No. 


36099 






Strand 


+ 






Start 


1 






End 


4888 






Name 


OJ990707 03 


.9C10.C18.ol 


. np 


Method 


AAT/NAP 






Start 


1 






End 


4888 






GI 


5091513 






Score 


1170 







17666 



Exons 1..79, 1589.. 2061, 2810.. 3583, 3628.. 3903, 4576.. 4888 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
'Start 
GI 

Exons 



17173 Seq. ID 

36099 Strand 

1 End 

OJ990707 JD3 . 9C10 . C18 . ol . gp Method 

4 78 End 

3761181 Score 
478. .726 

4521193/dbj | AB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990707_03.9C10.C18 
+ 

4888. 
AAT/GAP 
726 
401 



17173 
36099 
1 

OJ990707_03.9C10.C18.ol.gs 

1033 

none 

1033.. 1239, 1646.. 1962, 2772, 
4341. .4737 



Seq. ID OJ990707_03.9C10.C18 

Strand + 

End 4888 

Method GENSCAN 

End 4737 

Score .56 

.3411, 3514. .3807, 3809. .3903, 



Seq. No. 17173 Seq. ID 

Gene No. 36100 Strand 

Start 7547 End 

Name OJ990707_03 . 9C10 . C18 . o2 . gs Method 

Start 7547 End 

GI none Score 

Exons 7547.. 7604, 7842.. 7962, 8221.. 8769 



OJ990707_03.9C10.C18 
+ 

8993 

GENSCAN • ■"" 

8769 

.56 



Seq. No. 


17173 Seq. ID 


OJ990707_03.9C10.C18 


Gene No. 


36100 Strand 


+ 


Start 


7547 End 


8993 


Name 


OJ990707 03.9C10.C18.o2.np Method 


AAT/NAP 


Start 


7835 End 


8993 


GI 


6539588 Score 


176 


Exons 


7835.. 8062, 8853.. 8993 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


17173 Seq. ID 


OJ990707_03.9C10.C18 


Gene No. 


36101 Strand 




Start 


2008 End 


2276 


Name 


OJ990707 03.9C10.C18.o2.gp Method 


AAT/GAP 


Start 


2008 End 


2276 


GI 


uC-osflcyp053f07al Score 


337 


Exons 


2008.. 2276 




GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e- 


38 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


17173 Seq. ID 


OJ990707_03.9C10.C18 


Gene No. 


36102 Strand 




Start 


624 4 End 


6349 


Name 


OJ990707 03.9C10.C18.o3.gp Method 


AAT/GAP 


Start 


624 4 End 


6349 


GI 


5816518 Score 


156 


Exons 


6244 . . 6349 




GI Descrip, 


4 521193/dbj | AB0134 50 . 1 | AB0134 50 3.0e-4 


0 Oryza sativa DNA, 



17667 



similar sequence to Pib gene 



Q M /-\ 

oeq . iNO . 


1 1 1 1 A 
1 / 1 / H 






beq . i u 


OJ990527 04.9C17.C1 


bene no . 


Kim 






btrano 


+ 






A 1 
ft / 








o c\ £ 

Z U O 




Name 


uj y y ujz / 


Qpl 7 p i 

. yui / . ui . oi . 


gs 


Method 


bbrioLAN 






/I "7 






bna 


one 
Z U b 




p T 
Ul 


none 






Score 


. 3Z 




Exons 


/i *7 one 












Seq. No. 


17175 






Seq. ID 


nTQQAR07 C\A Qpl 7 

ujyyu3z / kjh , yui / 


p o 

. Uo 


Gene No. 


30lUfi 






Strand 


+ 




otart 


0 /Ul 






End 


71 OQ 

/ izy 




Name 


uj y y U3Z I UH 


. yui / . u o . oo . 


np 


Method 


TV 7\ rp / XT A o 




otart 


R "7 Pi 1 






End 


71 OQ 

/ iz y 




Ul 


CTOI CI £ 

D/Z1j1D 






Score 


ICQ 

i by 




Exons 


d /ui . . oyoo, 


7nco 71 OQ 

/ u bo . . / iz y 










GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




oeq. no. 


1/1/3 






Seq. ID 


ujyyu3z / u<i . yui / 


. Cj 


Gene No. 


ODlUO 






Strand 






btart 


131Z 






End 


OQ1 O 

Zo lo 




Name 


ojy yuoz / U4 


qpi 7 r*> o ^ ~i 

. yul / . Co . ol . 


gs 


Method 


GENSCAN 




Start 


lolz 






End 


Z / oU 




P T 

Ul 


none 






Score 


Q Q 

. yy . 




Exons 


IjIZ . . Z / bU 












Seq. No. 


17175 






Seq. ID 


OJ990527_04.9C17 


.C3 


Gene No. 


36105 






Strand 






o t art 








End 


2818 




Name 


uj y y udz / 


Qpl 7 p "D ^1 

. yui / . to . oi . 


np 


Method 


AAT/NAP 




o tart 


1 jIj 






End 


2715 




r* t 

bl 


Duo 3U3Z 






Score 


641 






1 Jl J . . Z / 1 3 












GI Descrip. 


(/iDUZ / H 3 3 J 


anthocyanm 


5-0- 


■glucosyltransf erase [Petunia 


X 




hybrida] 












oeq . ino . 


1 Ti ic 
1/1/3 






Seq. ID 


OJ990527_04.9C17 


p q 

CJ 


Gene No. 


jdIU j 






Strand 






otart 


1 3 1Z 






End 


2818 




Name 


riTGQPiRO'7 n/ 
uj y y uoz / u *i 


Qpl 7 p "D «1 

. yui / . uo . oi . 


gp 


Method 


AAT/GAP 




otait 


Z 4 Z 3 






End 


2818 




C T 
Ul 


none 






Score 


780 




Exons 


2425. .2818 












O /-i /t XT ^ 

beq. no. 


1/1/3 






Seq. ID 


OJ990527_04.9C17 


C3 


Gene No. 


JolUo 






Strand 






Start 


jybu 






End 


4207 




Name 


OJ990527 04 


9C17 C3 o2 


tm 


Method 


TBLASTX: Maize 




Start 


1450 






End 


1791 




GI 


none 






Score 


175 




Exons 


1450. .1710, 


1451. .1714, 


1771. . 1791 






Seq. No. 


17175 






Seq. ID 


OJ990527_04 . 9C17 


C3 


Gene No. 


36106 






Strand 






Start 


3960 






End 


4207 




Name 


OJ990527 04 


.9C17.C3.o2. 


ts 


Method 


TBLASTX: Soybean 





17668 



Oldi L 


1 4 SO 








End 


2703 




C, T 


none 








Score 


125 




DAU1I O 


i 4 so l 71 n ■ 

It JU » . X / 1 U , 


1 4 'SI 
iui 


1714 


1 7 6fi 

1 / DO . 


.1905," 1781. .1882, 


OIK Ol QO 




9933 944ft 


9Sft 1 

L Jul 


97m 












1 71 7S 

1 / 1 / .J 








UC^i 1U 


O.TQQ0S97 


04 QP1 7 n 


Gene No. 


36106 








Cf >~-a nr J 
OL1 allU 






Start 


3960 








LjI 1U 


4 907 
4 \j t 




Names 


O.TQQ0S97 04 


QP1 7 
. 5u i f 


P3 nl 

V/J . Ul . 




L ie (_ I1UU 


I DlinD 1 A . 


Cress 


C+- a v~ f- 
OLclIL 


1 4 7 S _ 

1 4 / J 








EjI 1U 


970 3 




O J. 


none 








^OOT~0 


1 4 Q 

141/ 






1 4 7 S 1714 

1 4 / .J • ■ 1 / 14 r 


1 4 Qft 


1710 
■ i / i \j , 


1 774 

1 r / 4 ■ 


.1914, 178 


1. .1912, 


x Z70 / . • c.\jy 1 t 




£14 J • . j£ 4 D O / 


9 s fin 


9703 










Seq. No. 


17175 








Seq. ID 


OJ990527 


_04.9C17.C3 


Gene No. 


36106 








Strand 








3960 

J J U \J 








End 


4207 




Name 


O.T9Q0S97 04 


9P1 7 


^j)Ul ( 


L W 


Method 


TBLASTX: 


wnedL 


Of- v-f- 


1 S93 _ 
1J^ J 








End 


1905 




CI 


none 








Score 


138 




Exon s 


KOI 1711 
±J^O. . 1 / llf 


1 S9 S 


1710 

. 1 /1U/ 


1 771 
1 / / 1 . 


.1905, 1784.. 1900 




o c . IN U . 


1 7 1 7 S 








Seq. ID 


OJ990527 


O A Qfl "7 r'T 

u 4 . yti / . Lj 


ti ^ mo 




- 






Strand 






Start 


3960 








End 


4207 




Name 


OJ990527 04 


. 9C17, 


C3.o3, 


tm 


Method 


TBLASTX : 


Maize 


Start 


2306 








End 


2683 




GI 


none 








Score 


141 




Exons 


2306. .2422, 


2323. 


.2457, 


2324. 


.2458, 232 


8. .2462, 


2443. .2538, 




2566. .2616, 


2609. 


.2683, 


2620. 


.2682 







Seq. No. 17175 

Gene No. 36106 

Start 3960 

Name OJ990527_04 . 9C17 . C3 . ol . tm 

Start 3933 

GI none 

Exons 3933.;4202, 3967.. 4203, 3968. 
3975. .4202 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_04.9C17.C3 
4207 

TBLASTX: Maize 

4204 

326 



,4204, 3970. .4185, 3974. .4201, 



OJ990527_04.9C17.C3 

4207 
AAT/NAP 
4207 
335 



Seq. No. 17175 Seq. ID 

Gene No. 36106 Strand 

Start 3960 End 

Name OJ990527_04 . 9C17 . C3 . o2 . np Method 

Start 3960 End 

GI 131148 Score 

Exons 3960.. 4207 

GI Descrip. PHOTOSYSTEM I P7 00 CHLOROPHYLL A APOPROTEIN A2 

gi I 72674 | pir | IA2RZP7 photosystem 1.^700 apoprotein A2 - rice 
chloroplast gi | 119811 emb | CAA33995 | (X15901) PSI P700 apoprotein 
A2 [Oryza sativa] gi | 226604 | prf | | 1603356AA photosystem I P700 
apoprotein A2 [Oryza sativa] 



Seq. No. 17175 Seq. ID 

Gene No. 36106 Strand 

Start 3960 End 

Name OJ990527 04 . 9C17 . C3 . o2 . tc Method 



OJ990527_04.9C17.C3 
4207 

TBLASTX: Cress 



17669 



Start 
GI 

Exons 



3968 
none 

3968.. 4126, 3970.. 4125 



End 
Score 



4126 
247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17175 Seq. ID 

36106 Strand 

3960 End 

OJ990527J34 . 9C17 . C3 . ol . ts Method 

3970 End 

none Score 

3970.. 4182, 3971.. 4204, 3972.. 4199 



OJ990527_04 . 9C17.C3 
4207 

TBLASTX : Soybean 

4204 

342 



17176 Seq. ID OJ990527_04 . 9C17 . C4 

36107 Strand + 

420 End 2971 

OJ990527_04 . 9C17 . C4 . ol . gp Method AAT/GAP 

420 . End 2971 

14649_3.R1084 Score 1120 

420. .829, 2812. .2971 

'1825645 2.0e-27 (U88173) weak similarity to Arabidopsis 
thaliana ubiquitin-like protein 8 [Caenorhabditis elegans] 1 



Seq. No. 


1 / 1 / D 






Seq. ID 


OJ990527 04.9C17 


. C4 


Gene No . 


36107 






Strand 


+ 




Start 


420 






End 


2971 




Name 


OJ990527_ 


04.9C17.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


c o c 






End 


84 4 




GI 


none 






Score 


406 




Exons 


585 . . 821 , 


/"" A A A A 

64 4. .844, 


644 .. 760, 


786 . .818 






Seq. No. 


17176 






Seq. ID 


OJ990527_04.9C17 


.C4 


Gene No. 


36107 






Strand 


+ 




Start 


420 






End 


2971 




Name 


OJ990527 


04.9C17.C4 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


591 






End 


824 




GI 


none 






Score 


386 




Exons 


591. .824, 


644. .760 










Seq. No. 


17176 






Seq. ID 


OJ990527_04.9C17 


.C4 


Gene No. 


36107 






Strand 


+ 




Start 


420 






End 


2971 




Name 


OJ990527 


04.9C17.C4 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


591 






End 


851 




GI 


none 






Score 


384 




Exons 


591. .851, 


644 . .760 










Seq. No. 


17176 






Seq. ID 


OJ990527_04.9C17 


.C4 


Gene No. 


36107 






Strand 


+ 




Start 


420 






End 


2 971 




Name 


OJ990527 


04.9C17.C4 


. ol . gs 


Method 


GENSCAN 




Start 


594 






End 


815 




GI 


none 






Score 


.87 




Exons 


594 . .815 












Seq. No. 


17176 






Seq. ID 


OJ990527_04.9C17 


.C4 


Gene No. 


36107 






Strand 


+ 




Start 


420 






End 


2971 





17670 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990527_04 . 9C17 . C4 . ol . np Method AAT/NAP 

594 End 812 

6911856 Score 378 
594. .812 

(AL138649) putative protein [Arabidopsis thaliana] 

17177 Seq. ID OJ990527_04 . 9C17 . C5 

36108 Strand + 

1 End 4772 

OJ990527_04 . 9C17 .C5.ol.np Method AAT/NAP 

1 End 3034 

3947597 Score 133 

1..95, 1402. .1588, 2955. .3034 

(AL023828) Y17G7B.2a [Caenorhabditis elegans] 



17177 
36108 
1 

OJ990527_04 .9C17 .C5.ol.gs 

436 

none 



Seq. ID OJ990527_04 . 9C17.C5 

Strand + 

End 4772 

Method GENSCAN 

End 1907 

Score .55 



436. .486, 626. .745, 1405. .1672, 1879. .1907 



17177 
36108 
1 

OJ990527_04 . 9C17 .C5 . o2 .np 

2408 

322884 

2408. .2492, 3585. .3738, 4683. 
pollen-preferential protein - 
gi | 194 53|emb|CAA78 966| (Z1731 
[Lilium longiflorum] gi 119455 
preferential protein [Lilium 
pollen preferential protein [ 



OJ990527_ 
+ 

4772 
AAT/NAP 
4772 
86 



04.9C17.C5 



17177 
36109 
3458 

OJ990527_04 

1404 

none 

1404 . . 1643, 
1632. .1673, 



Seq. ID 
Strand 
End 

Method . 
End 
Score 
.4772 

trumpet lily 
8) pollen preferential protein 
I emb | CAA78977 | (Z17329) pollen 
longiflorum] gi 1308904 (L18910) 
Lilium longiflorum] 



OJ990527 04.9C17.C5 



9C17.C5.ol.tm 



1405. .1650, 
1645. . 1686, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1405. .1620, 1407. .1643, 
3263.. 3310, 3264.. 3317 



3911 

TBLASTX: Maize 
3317 
162 

1412. . 1678, 



Seq. No. 17177 

Gene No. 36109 

Start 3458 

Name OJ990527_04 V 9C17 . C5 . ol., ts 

Start 1413 

GI none 

Exons 1413.. 1583, 1414.. 1605 

Seq. No. 17177 

Gene No. 36109 

Start 3458 

Name OJ990527_04 . 9C17 . C5 . o2 . gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990527_04.9C17.C5 
3911 

TBLASTX : Soybean 

1605 

214 



OJ990527_04.9C17.C5 

3911 
GENSCAN 



17671 



Start 
GI 

Exons 



3458 
none 

3458. .3911 



End 
Score 



3911 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



17178 Seq. ID 

36110 Strand 

1069 End 

OJ990527JD4 . 9C17 . C6 . ol . gs Method 

"1069 End 

none Score 

1069.. 1834, 2024.. 2132, 2296.. 2370 



OJ990527_04.9C17.C6 
+ 

2370- 
GENSCAN 
2370 
.5 



7_04.9C17.C6.o3.np 



17178 
36111 
7904 

OJ990527 
7904 
5922634 

7904.. 8007, 8258.. 8285 
(AP000492) hypothetical 
gi | 6016867 | db j IBAA85210. 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_ 
+ 

8285 
AAT/NAP 
8285 
72 



04.9C17.C6 



protein [Oryza sativa] 

11 (AP000570) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 04.9C17.C6 



17178 
36112 
1 

OJ990527_04.9C17.C6.ol.np 
1 

3402683 
1..39, 1178. .1595 

(AC004697) similar to latex allergen from Hevea brasiliensis 
[Arabidopsis thaliana] 



1595 
AAT/NAP 
1595 
100 



17178 
36113 
3573 

OJ990527_04 . 9C17 . C6 . o2 . np 
3339 
6911866 
3339. .3364, 5494. .6715 

(AL138655) phosphatidylinositol-4-phosphate 5-kinase-like 
protein [Arabidopsis thaliana] 



Seq. ID OJ990527_04.9C17.C6 
Strand 

End 8050 

Method AAT/NAP 

End 6715 

Score 639 



17178 
36113 
3573 

OJ990527_04 . 9C17 . C6 . o2 . gs 
3573 
-none 

3573.. 3599, 4774.. 5215, 5475, 

17178 
36113 
3573 

OJ990527_04 . 9C17 . C6 . ol . tc 

5484 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_04.9C17.C6 

8050 
GENSCAN 
8050 
.91 

.5980, 6213.. 6859, 7918. .8050 

Seq. ID OJ990527_04.9C17.C6 
Strand 

End 8050 • 

Method TBLASTX : Cress 

End 6518 

Score 88 



17 672 



Exons 



5484 . 
5987. 
6060. 
6196. 
6453. 



,5564, 5495. 

,6235, 6010. 

,6218, 6168. 

.6294, 6216. 
,6503 



.5566, 5987.. 6175, 5987.. 6235, 5987.. 6193, 

.6048, 6039.. 6176, 6050.. 6175, 6057.. 6179, 

.6506, 6168.. 6452, 6168.. 6500, 6168. -.6326, 

.6494, 6264. .6518, 6337. .6453, 6403. .6495, 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



17178 
36113 
3573' 

OJ990527_04 

5987 

none 

5987. .6175, 
6171. .6437, 



9C17.C6.ol.tm 



6038. 
6202. 



.6193, 6119. 
.6435 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_04.9C17.C6 
8050 

TBLASTX: Maize 

6500 

37 



,6163, 6168.. 6500, 6168.. 6365, 



Seq. No. 17178 
Gene No. 36113 
Start 3573 

Name OJ990527_04 . 9C17 . C6 . ol . ts 

Start 5993 
GI none 

Exons 5993.. 6181, 5993.. 6175, 6057. 

6095.. 6175, 6096. /6176, 6168. 
6196. .6273, 6202. .6288, 6202. 
6403. .6501, 6403. .6504 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 04.9C17.C6 



8050 

TBLASTX: Soybean 
6518 
35 

6098, 6060.. 6176, 6063.. 6176, 
6518, 6168.. 6446, 6168.. 6506, 
6291, 6303.. 6485, 6334.. 6366, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17178 
36113 
3573 

OJ990527_04 . 9C17 . C6 . ol . tw 

5993 

none 

5993.. 6100, 6009.. 6053, 6054. 
6056.. 6175, 6063.. 6176, 6063. 
6168. .6452, 6193. .6291, 6196. 
6331. .6366, 6402. .6518, 6403. 

17179 
36114 
5765 

OJ990527_04 . 9C17 . C7 . o2 . gs 

5765 

none 



Seq. ID OJ990527_04.9C17.C6 
Strand 

End 8050 

Method TBLASTX : Wheat 

End 6518 

Score 75 

.6176, 6056.. 6175, 6056.. 6175, 
.6176, 6107.. 6178, 6168.. 6494, 
.6273, 6243.. 6485, 6312.. 6509, 
.6453, 6409. .6510 

Seq. ID OJ990527_04.9C17.C7 



Strand 
End 

Method 

End 

Score 



+ 

10555 
GENSCAN 
10555 
.74 



5765. .5888, 6063. .6160, 6222. .6317, 6789. .6947, 7858. .7950, 
804 0. .8201, 8 647. .8778, 10376. .10555 



Seq. No. 

Gene No. 

Stjart 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



17179 Seq. ID 

36115 Strand 

215 End 

OJ990527_04 . 9C17 .C7 . ol . gs Method 

215 End 

none Score 
215. .358, 427. .525, 613. .768, 
1722. .1902, 2289. .2330, 2737. 

17179 Seq. ID 

36115 Strand 



OJ990527_04.9C17.C7 

3474 
GENSCAN 
3474 
.79 

897. .1019, 1336. .1421, 1511. .1645, 
2864, 3399.. 3474 

OJ990527 04.9C17.C7 



17673 




Start 215 End 3474 

Name OJ990527_04 . 9C17 . C7 . ol . gp Method AAT/GAP 

Start 1748 End 2309 

GI 24846_1.R1084 Score 575 

Exons 1748.. 2027, 2101.. 2150, 2289.. 2309 



GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 17180 Seq. ID OJ990527_04 . 9C17 . C8 

Gene No. 36116 Strand + 

Start 1 End 4326 

Name OJ990527_04 . 9C17 . C8 . ol . np Method AAT/NAP 

Start 1 End 4326 

GI 4757790 Score 261 

Exons 1..25, 1561.. 1995, 3522.. 3712, 4223.-4326 

GI Descrip. ash2 (absent, small, or homeotic, Drosophila, homolog) -like 
gi 1 3046997 (AF056718) ash211 [Homo sapiens] 



Seq. No. 


17180 




Seq. ID 


OJ990527_04 .9C17 


Gene No. 


36116 




Strand 


+ 


Start 


1 




End 


4326 


Name 


OJ990527 04 


. 9C17 .C8.ol.gs 


Method 


GENSCAN 


Start 


1079 




End 


3814 


GI 


none 




Score 


. 67 


Exons 


1079. . 1983, 


3531. .3814 






Seq. No. 


17180 




Seq. ID 


OJ990527_04 . 9C17 


Gene No. 


36117 




Strand 


+ 


Start 


7782 




End 


9046 


Name 


OJ990527 04 


. 9C17 .C8 .o3.gs 


Method 


GENSCAN 


Start 


7782 




End 


8999 


GI 


none 




Score 


1 


Exons 


7782. .8999 








Seq. No. 


17180 




Seq. ID 


OJ990527_04.9C17 


Gene No. 


36117 




Strand 


+ 


Start 


7782 




End 


9046 


Name 


OJ990527 04 


. 9C17 .C8.o2.np 


Method 


AAT/NAP 


Start 


7947 




End 


9046 


GI 


2344903 




Score 


707 


Exons 


7947. .8603, 


8640. .9046 






GI Descrip. 


(AC002388) 


putative triacylglycerol lipase [Arabidopsis 



thaliana] 



Seq. No. 17180 

Gene No. 36118 

Start 9622 

Name OJ990527_04 . 9C17 . C8 . o2 . 

Start 1343 

GI none 

Exons 1343.. 1381, 1344.. 1394, 

Seq. No. 17180 

Gene No. 36118 

Start 9622 

Name OJ990527_04 . 9C17 . C8 . o4 . 

Start 1452 



Seq. ID OJ990527_04.9C17.C8 
Strand 

End 10856 

tm Method TBLASTX : Mai ze 

• End 1703 

Score 83 
1452. .1703, 1455. .1703 

Seq. ID OJ990527_04 . 9C17 ,C8 
Strand 

End 10856 

ts Method TBLASTX : Soybean 

End 1682 



17674 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1452.. 1511, 1500.. 1682, 1538.. 1681 



17180 Seq. ID 

36118 Strand 

9622 End 

OJ990527_04.9C17.C8.o3.ts Method 

1686 End 

none Score 

1686. .1916, 1706. . 1894 

17180 

36118 Strand 

9622 End 

OJ990527_04 . 9C17 . C8 . o3 . tm Method 

1716 End 

none Score 



53 



OJ990527_04.9C17.C8 
10856 

TBLASTX : Soybean 
1916 



Seq. ID OJ990527 04.9C17.C8 



10856 

TBLASTX: Maize 

3801 

315 



1716. .1961, 1717. .1968, 1721. .1954, 1723. .1989, 1956. .1997, 
3529.. 3801, 3530.. 3658, 3534.. 3797, 3535.. 3798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17180 Seq. ID 

36118 Strand 

9622 End 

OJ990527_04 . 9C17 . C8 . 06 . tm Method 

4 64 6 End 

none Score 



OJ990527_04.9C17.C8 
10856 

TBLASTX: Maize 

6325 

153 



4646. .4840, 4668. ..4841, 4669. .4842, 4670. .4846, 4677. .4844, 
5338. .5439, 5343. .5447, 5344. .5433, 6076. .6165, 6077. .6187, 



6236. .6325, 6256. .6324 

17180 
36118 
9622 

OJ990527_04 . 9C17 . C8 . o5 . tm 

7911 

none 

7911.. 8081, 7950. .8036, 8091. 
8291.. 8434, 8520. .8585, 8523. 



Seq. ID OJ990527_04 .9C17.C8 
Strand 

End 10856 
Method TBLASTX : Mai ze 
End 8774 
Score 157 

.81,77, 8217.. 8255, 8250. .8327, 
.8588, 8649. .8723, 8697. .8774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17180 
36118 
9622 

OJ990527 04.9C17.C8.o2.ts 



OJ990527 04.9C17.C8 



7932 
none 

7932.. 8069, 8136. 
8520.. 8600, 8637. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8186, 8196.. 8372, 8210.. 8338, 8519 
8774, 8642.. 8773 



10856 

TBLASTX: Soybean 
8774 
145 



,8602, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17180 
36118 
9622 

OJ990527_04 . 9C17 . C8 . ol . gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990527 04.9C17.C8 



10856 
AAT/GAP 
10358 
986 



9390 
3762902 
9390. . 9897, 10293. .10358 

2739371 9.0e-20 (AC002505) unknown protein [Arabidopsis 
thaliana] 



17675 




Seq. No. 


17180 




Seq. ID 


OJ990527 04.9C17 


.C8 


Gene No. 


36118 




Strand 






Start 


9622 




End 


10856 




Name 


OJ990527 04 


.9C17.C8.o4.gs 


Method 


GENSCAN 




Start 


9622 




End 


10679 




GI 


none 




Score 


.53 




Exons 


9622. .9897, 


10293. .10679 








Seq. No. 


17180 




Seq. ID 


OJ990527_04.9C17 


.C8 


Gene No . 


Jol lo 




Strand 






Start 


9622 




End 


10856 




Name 


OJ990527 04 


. 9C17.C8.o3.np 


Method 


AAT/NAP 




Start 


9625 




End 


10856 




GI 


2739371 




Score 


698 




Exons 


9625. .9897, 


10293. .1067 9, 10773. . 10856 






GI Descrip. 


(AC002505) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


17180 




Seq. ID 


OJ990527_04.9C17 


.C8 


Gene No. 


36118 




Strand 






Start 


9622 




End 


10856 




Name 


OJ990527 04 


.9C17.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9631 




End 


10481 




GI 


none 




Score 


53 




Exons 


9631. .9723, 


9698. .9898, 9703. .9900, 9731. .9898, 10274.. 


104 




10288. .104 43, 10293. .10472, 


10293. .10481 




Seq. No. 


17180 




Seq. ID 


OJ990527_04 . 9C17 


.C8 


Gene No., 


36118 




Strand 






Start 


9622 




End 


10856 




Name 


OJ990527 04 


.9C17.C8.o4 .tm 


Method 


TBLASTX: Maize 




Start 


9703 




End 


9904 




GI 


none 




Score 


284 




Exons 


9703. .9900, 


9713.. 9904, 9728. .9898 






Seq. No. 


17180 




Seq. ID 


OJ990527_04 . 9C17 


. C8 


Gene No. 


36118 




Strand 






Start 


9622 




End 


10856 




Name 


OJ990527 04 


.9C17.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


10289 




End 


10673 




GI 


none 




Score 


194 




Exons 


1028 9. .10477, 10293. .10673, 


10293. .10667 




Seq. No. 


17181 




Seq. ID 


OJ990527_04 . 9C17 


.C9 


Gene No. 


36119 




Strand 






Start 


1 




End 


2877 




Name 


OJ990527 04 


.9C17.C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2877 




GI 


2739371 




Score 


651 




Exons 


1..122, 204 


..272, 1063. .1152, 1260. .1308, 1909. .2023, 






2547. .2596, 


2693. .2877 








GI Descrip. 


(AC002505) 


unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


17181 




Seq. ID 


OJ990527_04.9C17 


.C9 


Gene No. 


36119 




Strand 






Start 


1 




End 


2877 




Name 


OJ990527 04 


. 9C17.C9.o2.tm 


Method 


TBLASTX: Maize 





17676 



Start 
GI 

Exons 



31 End 2028 

none Score 135 

31. .123, 31. .123, 32. .175, 203. .274, 203. .277, 204. .278, 

204. .278, 1061. .1153, 1061. .1153, 1063. .1155, 1063. .1155, 

1249. .1320, 1260. .1310, 1261. .1311, 1907. .2023, 1908. .2024, 

1909. .2028 



Seq. No. 


17181 








Seq. ID 


OJ990527_04.9C17.C9 


Gene No. 


36119 








Strand 




Start 


1 








End 


2877 


Name 


OJ990527 04. 


9C17 


,C9.ol. 


gs 


Method 


GENSCAN 


Start 


1063 








End 


2830 


GI 


none 








Score 


.91 


Exons 


1063. .1152, 


1260 


. .1308, 


1909. 


.2023, 2547.. 2596, 2693. .2830 


Seq. No. 


17181 








Seq. ID 


OJ990527_04.9C17.C9 


Gene No. 


36119 








Strand 




Start 


1 








End 


2877 


Name 


OJ990527 04. 


9C17 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2546 








End 


2835 


GI 


none 








Score 


66 


Exons 


2546. .2587, 


2548 


. .2598, 


2549. 


.2599, 2692. .2835, 2692. .2796, 




2705. .2824 












Seq. No. 


17182 








Seq. ID 


OJ990527_04.9C17.C10 


Gene No. 


36120 








Strand 




Start 


399 








End 


1021 


Name 


OJ990527- 04 . 


9C17 


.ClO.ol 


. gs 


Method 


GENSCAN 


Start 


399 








End 


1021 


GI 


none 








Score 


.58 


Exons 


399. .460, 506. .613, 743 


. .851, 


963. .1021 


Seq. No. 


17182 








Seq. ID 


OJ990527_04 . 9C17.C10 


Gene No. 


36120 








Strand 




Start 


399 








End 


1021 


Name 


OJ990527 04. 


9C17 


.ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


450 








End 


842 


GI 


3061028 








Score 


716 


Exons 


450. .842 












Seq. No. 


17183 








Seq. ID 


OJ990527_04 . 9C17.C11 


Gene No. 


36121 








Strand 




Start 


14 








End 


586 


Name 


OJ990527 04. 


9C17 


.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


14 








End 


571 


GI 


3762902 








Score 


776 


Exons 


14. .571 












GI Descrip. 


2739371 9.0e 


-20 


(AC002505) unknown protein [Arabidopsis 




thaliana] 












Seq. No. 


17183 








Seq. ID 


OJ990527_04 . 9C17.C11 


Gene No. 


36121 








Strand 




Start 


14 








End 


586 


Name 


OJ990527 04. 


9C17 


.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


244 








End 


523 


GI 


none 








Score 


.47 


Exons 


244. .523 













17677 




Seq. No. 


17183 




Seq. ID 


OJ990527_04 . 9C17 


.Cll 


Gens No . 


36121 




Strand 






Start 


14 




End 


586 




Name 


OJ990527 04.9C17.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


247 




End 


586 




GI . 


27.39371 




Score 


165 




Exons 


247. .586 










GI Descrip. 


(AC002505) unknown protein [Arabidopsis thaliana] 




Seq. No. 


17183 




Seq. ID 


OJ990527_04.9C17 


.Cll 


Gene No . 


36121 




Strand 






Start 


1 A 

14 




End 


c o n 

58 6 




Name 


OJ990527 04 . 9C17 . Cll . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


253 




End 


526 




GI 


none 




Score 


53 




Exons 


253. .345, 320. .415/ 321 


. .410, 


325 . . 423, 


353. . 421, 424 . . 


474, 




432. .485, 474. .521, 481 


. . 525, 


485 . .526 






Seq. No. 


17183 




Seq. ID 


OJ990527_04.9C17 


. Cll 


Gene No. 


36121 




Strand 






Start 


14 




End 


586 




Name 


OJ990527 04.9C17.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


325 




End 


525 




GI 


none 




Score 


129 




Exons 


325. .423, 350. .421, 418 


. .459, 


474 . .521, 


481. .525 




Seq. No. 


17184 




Seq. ID 


OJ990527_04.9C17 


.C12 


Gene No. 


36122 




Strand 






Start 


1 




End 


902 




Name 


OJ990527 04.9C17.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


902 




GI 


2739371 




Score 


323 




Exons 


1..409, 803. .902 










GI Descrip. 


(AC002505) unknown protein [Arabidopsis thaliana] 




Seq. No. 


17184 




Seq. ID 


OJ990527_04.9C17 


■ C12 


Gene No. 


36122 




Strand 






Start 


1 




End 


902 




Name 


OJ990527 04 . 9C17.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


75 




End 


414 




GI 


none 




Score 


74 




Exons 


75. .137, 107. .160, 111. 


. 161, 


111. .161, 


112. .162, 120. .407, 




163. .414, 164. .211, 165 


. .365, 


284. .412 






beq. no. 


17184 




Seq. ID 


OJ990527_04.9C17 


.C12 


Gene No. 


36122 




Strand 






Start 


1 




End 


902 




Name 


OJ990527 04.9C17.C12.ol 


.ts 


Method 


TBLASTX: Soybean ' 




Start 


78 




End 


877 




GI 


none 




Score 


108 




Exons 


78. .107, 111. .338, 111. 


.338, 


751. .876, 


764. .877, 802. .876 


Seq. No. 


17184 




Seq. ID 


OJ990527_04 . 9C17 


• C12 


Gene No. 


36122 




Strand 






Start 


1 




End 


902 




Name 


OJ990527 04 . 9C17.C12.ol 


.gs 


Method 


GENSCAN 





17678 



Start 213 End 

GI none Score 

Exons 213.. 409, 803.. 872 

Seq. No. 17185 Seq. ID 

Gene No. 36123 Strand 

Start .95 End 

Name OJ990527_04 . 9C17 . C13 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95.. 309 



872 
.93 



OJ990527_04.9C17.C13 
+ 

309 

GENSCAN 

309 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17186 
36124 
260 

OJ990527 

260 

none 

260. .490 



04.9C17.C15.ol.gs 



Seq. ID OJ990527_04.9C17.C15 

Strand + 

End 4 90 

Method GENSCAN 

End ^ 4 90 

Score*- .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17187 Seq. ID OJ990527_04.9C17.C20 

36125 Strand + 

1 End 732 

OJ990527_04 . 9C17 . C20 . ol . np Method AAT/NAP 

1 End 732 

585771 Score 213 

1..25, 172. .243, 340. .378, 544. .601, 687. .732 

MEIOTIC RECOMBINATION PROTEIN DMC1 HOMOLOG gi | 62 98 7 4 | pir | | JC2214 
hypothetical 38. 3K protein, LIM15 - Trumpet lily 
gi|431168|dbj IBAA04845I (D21821) RAD51-like protein [Lilium 
longif lorum] 



Seq. No. 17187 

Gene No. 36125 

Start 1 

Name OJ990527_04 . 9C17 . C20 . ol . gs 

Start 172 

GI none 

Exons 172. .243, 340.. 378, 511. .633 



Seq. ID OJ990527_04.9C17.C20 

Strand + 

End 732 

Method GENSCAN 

End 633 

Score .52 



Seq. No. 17188 

Gene No. 36126 

Start 1 

Name OJ990527_04 . 9C17 . C21 . ol . np 

Start 1 

GI 585771 

Exons 1..207, 315, 
GI Descrip. 



Seq. ID OJ990527_04.9C17.C21 
Strand + 
End 1179 
Method AAT/NAP 
End 1179 
Score 639 ' 
,381, 463. .555, 641. .708, 807. .885, 
MEIOTIC RECOMBINATION PROTEIN DMC1 HOMOLOG gi 1629874 
hypothetical 38. 3K protein, LIM15 - Trumpet lily 
gi|431168|dbj IBAA04845I (D21821) RAD51-like protein 
longif lorum] 



969. . 1179 

I pir | | JC2214 

[Lilium 



Seq. No. 17188 Seq. ID 

Gene No. 36127 Strand 

Start 943 End 

Name OJ990527_04 . 9C17 . C21 . ol . ts Method 

Start 143 End 



OJ990527_04.9C17.C21 
1137 

TBLASTX : Soybean 
1137 



17679 



GI 

Exons 



none 

143. .205, 145. 
640. .678, 641. 
806. .877, 967. 
1000. . 1137 



Score 96 

.204, 315. .380, 316. .384, 462. .554, 463. ,558, 
.673, 675. .707, 676. .708, 760. .864, 804. .884, 
.996, 968. .1000, 974. .1000, 999. .1133, 1000. .1137, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17188 
36127 
943 

OJ990527_04 . 9C17 . C21 . ol . tc 

172 

none 



Seq. ID OJ990527_04.9C17.C21 
Strand 

End 1137 
Method TBLASTX : Cress 
End ' 997 

Score 41 



172. .204, 173. .'205, 315. .356, 316. .348, 462. .554, 463. .558, 
641. .673, 675. .704, 676. .708, 804. .884, 806. .883, 967. .996, 
968. .997 





Seq. No. 


17188 


Seq. ID 


OJ990527 


_04 


. 9C17, 


.C21 




Gene No. 


36127 


Strand 


- 










Start 


943 


End 


1137 










Name 


OJ990527 04.9C17.C21.ol.gs 


Method 


GENSCAN 










Start 


943 


End 


1062 










GI 


none 


Score 


.51 










Exons 


943. . 1062 














Seq. No. 


17189 


Seq. ID 


OJ990527 


_04 


. 9C17, 


.C22 




Gene No. 


36128 


Strand 












Start 


1" " 


End 


694 








ru 


Name 


OJ990527 04.9C17.C22.ol.np - 


Method 


AAT/NAP 










Start 


1 


End 


170 








: . B 


GI 


4680186 


Score 


205 










Exons 


1. . 170 












r 5 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 










Seq. No. 


17189 


Seq. ID 


OJ990527_ 


_04 


.9C17, 


.C22 




Gene No. 


36128 


Strand 












Start 


1 


End 


694 








''I 


Name 


OJ990527 04.9C17.C22.ol.gs 


Method 


GENSCAN 










Start 


13 


End 


• 694 










GI 


none 


Score 


. 99 










Exons 


13. .177, 456. .517, 556.-694 













Seq. No. 17190 Seq. ID 

Gene No. 36129 Strand 

Start 1 End 

Name OJ990527_04 . 9C17 . C25 . ol . np Method 

Start 1 End 

.GI 6539567 Score 

Exons 1..26, 949. .1243, 1500. .1643 

GI Descrip. (AP000836) EST C72938 (E2506) corresponds to a region. of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome 



OJ990527_04.9C17.C25 
+ 

1643 
AAT/NAP 
1643 
120 



BAC T5A14 genomic sequence; unknown protein 
sativa] 



(AC005223) [Oryza 



Seq. No. 
Gene No. 
Start 
Name 



17190 
36129 
1 

OJ990527 



04.9C17.C25.o2.np 



Seq. ID OJ990527_04.9C17.C25 

Strand + 

End 1643 

Method AAT/NAP 



17680 




Start 


317 




End 


1625 


GI 


5777617 




Score 


73 


Exons 


317.. 335, 1526.. 1625 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


17190 




Seq. ID 


OJ990527_04.9C17.C25 


Gene No. 


36129 




Strand 


+ 


Start 


1 




End 


1643 


Name 


OJ990527 04.9C17.C25.ol 


.gs 


Method 


GENSCAN 


Start 


768 




End 


1637 


GI 


none 




Score 


.83 


Exons 


768. .845, 852. .1004, 1451. .1637 




Seq. No. 


17191 




Seq. ID 


OJ990527_04 . 9C17 . C26 


Gene No. 


36130 




Strand 


+ 


OH i -w* -4— 


1 




End 


923 


Name 


OJ99U5Z / 04 . 9C17 . C2o . ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


815 


GI 


oUlo /U3 




Score 


120 


Exons 


1..44, 566. .815 








GI Descrip. 


(AC009991) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


17191 




Seq. ID 


OJ990527_04.9C17.C26 


Gene No. 


36130 




Strand 


+ 


Start 


1 




End 


923 


Name 


ojyyuoz / 04 . yci / . Czo . oi 


.gs 


Method 


GENSCAN 


Start 


TOO 




End 


923 


GI 


none 




Score 


.99 


Exons 


228. .923 








Seq. No. 


1 / 1 9z 




Seq. ID 


OJ990527_04.9C17.C27 


Gene No. 


36131 




Strand 


+ 


Start 






End 


4560 


Name 


OJ990OZ / 04 . 9C1 7 . C2 / . ol 


.gs 


Method 


GENSCAN 


Start 






End 


4560 


GI 


none 




Score 


.67 


Exons 


1?0fi 1?fi7 901? 914Q 


2230. 


2267, 2988.. 3218, 3525.. 3772, 




4025. .4349, 4387. .4560 








Seq. No. 


17193 




Seq. ID 


OJ990527_04.9C17.C28 


Gene No. 


36132 




Strand 


+ 


Start 


484 




End 


1036 


Name 


OJ990527 04.9C17.C28.ol 


gs 


Method 


GENSCAN 


Start 


484 




End 


1036 


GI 


none 




Score 


.53 


Exons 


484. .538, 873. .1036 








Seq. No. 


17193 




Seq. ID 


OJ990527_04.9C17.C28 


Gene No. 


36133 




Strand 


+ 


Start 


1040 




End 


1283 


Name 


OJ990527 04.9C17.C28.ol 


gp 


Method 


AAT/GAP 


Start 


1040 




End 


1283 


GI 


8022 1.R1084 




Score 


324 


Exons 


1040. .1283 








GI Descrip. 


1 50914 96/dbj IAB023482.2 


AB023482 3 . Oe- 


-37 Oryza sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence 1 



17681 



Seq. No. 17194 Seq. ID OJ990527_04.9C17.C29 

Gene No. 36134 Strand + 

Start 32 End 264 

Name OJ990527_04 . 9C17 . C29 . ol . gp Method AAT/GAP 

Start 32 End 264 

GI 8022_1.R1084 Score 311 

Exons 32.; 2 64 

GI-'Descrip. 1 50914 96/dbj | AB0234 82 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 17194 Seq. ID 

Gene No. 36135 Strand 

Start 812 End 

Name OJ990527_04 . 9C17 . C29 . ol . gs Method 

Start 812 End 

GI none Score 

Exons 812.. 992, 1666.. 1802, 1917.. 2023, 2142, 
3122. .3400, 3543. .3758 



OJ990527_04.9C17.C29 

3763 
GENSCAN 
3758 
.9 

.2220, 2386.. 2472, 



Seq. No. 17194 Seq. ID 

Gene No. 36135 Strand 

Start 812 End 3763 

Name OJ990527_04 . 9C17 . C29 . ol . np Method AAT/NAP 

Start 1428 End 3763 

GI 5915851 Score 799 

Exons 1428. .1524, 1666. .1796, 1917. .2023, 2142. .2220, 

3122. .3307, 3335. .3400, 3543. 
GI Descrip. CYTOCHROME P4 50 90A1 gi 

Arabidopsis thaliana gi 



OJ990527 04.9C17.C29 



2386. .2472, 



3763 

1076315|pir | | S55379 cytochrome P450 - 
853719|emb|CAA60793| (X87367) CYP90 
protein [Arabidopsis thaliana] gi | 871988 | emb | CAA60794 | (X87368) 
CYP90 protein [Arabidopsis thaliana] 



Seq. No. 17194 

Gene No. 36135 

Start 812 

Name OJ990527_04 . 9C17 . C29 . ol . tm 

Start 1441 

GI none 

Exons 1441 
1664 



.1524, 
.1786, 
1917. .2030, 
2381. .2503, 
3182. .3253, 
3543. .3740, 



1445. 
1668. 
1918. 
2383. 
3311. 
3544. 



.1525, 1446. 

.1805, 1668. 

.2031, 2131. 

.2496, 3120. 

.3406, 3332. 
.3741 



Seq. ID 
Strand 
End 

Method 
■ End 
Score 



OJ990527 04.9C17.C29 



3763 

TBLASTX: Maize 
3741 
80 

1526, 1447.. 1497, 1455.. 1526, 

1805, 1768. .1806, 1856. .2011, 

2220, 2141. .2221, 2374. .2475, 

3236, 3120.. 3224, 3122.. 3274, 

3406, 3351. .3407, 3541. .3711, 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



17194 
36135 
812 

OJ990527_04 , 
1455' 
none 
1455. 
2131. 
3122. 



.1526, 
.2220, 
.3271, 



9C17.C29.ol.tc- 



1668. 
2141. 
3335. 



.1772, 
.2221, 
.3406, 



1917 
2383 
3585 



Seq. ID OJ990527_04.9C17.C29 
Strand 

End .3763 

Method TBLASTX : Cress 

End 374 0 

Score 4 9 
.2021, 1918. .1947, 1975. .2022, 
.2496, 2384. .2503, 3120. .3236, 
.3740, 3586.. 3732 



Seq. No. 
Gene No. 



17194 
36135 



Seq. ID 
Strand 



OJ990527 04.9C17.C29 



17682 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



812 End 3763 

OJ990527_04 . 9C17 . C2 9 . o2 . t s Method TBLASTX : Soybean 
1665 End 2223 

none Score 62 

1665. .1796, 1680. .1790, 1917. .2021, 2131. .2223 



17194 
36135 
812 

OJ990527_04 . 9C17 . C29 . ol . ts 

3585 

none 

3585.. 3731, 3586.. 3732 



Seq. ID OJ990527_04.9C17.C29 
Strand 

End 3763 

Method TBLASTX : Soybean 

End 3732 

Score 158 



Seq. No. 17195 Seq. ID OJ990527_04.9C17.C30 

Gene No. 36136 Strand + 

Start 3251 End 4081 

Name OJ990527_04 . 9C17 . C30 . ol . gp Method AAT/GAP 

Start 3251 End 4078 

GI 6694_1.R1084 Score 798 

Exons 3251.. 3504, 3604.. 3695, 3815.. 3892, 4008.. 4078 

GI Descrip. 1 3273202/dbj | BAA3114 6 | 6.0e-54 (AB010918) responce reactor4 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17195 
36136 
3251 

OJ990527_04 . 9C17 .C30 . ol . np 
3402 
3273200 
3402. .3504, 
(AB010917) 



3604. .3704, 3815. 
responce reactor3 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3892, 



OJ990527_ 
+ 

4081 
AAT/NAP 
4081 
283 
4008. .4081 



04.9C17.C30 



[Arabidopsis thaliana] 
gi I 3894192 | gb|AAC78541. 1 1 (AC005662) putative two-component 
response regulator 3 protein [Arabidopsis thaliana] 



17195 
36137 
4082 

OJ990527_04 . 9C17 . C30 . ol . tm 

3242 

none 

3242. .3274, 3269. .3292, 3404 
3589.. 3666, 3603.. 3668, 3625 



4002. .4079, 4011. .4082, 4013. .4087 



Seq. ID OJ990527_04.9C17.C30 

Strand + 

End 4573 
- Method TBLASTX: Maize 

End 4087 

Score 37 
.3520, 3405. .3512, 3560.. 3655, 

3663, 3809.. 3940, 3812.. 3940, 



Seq. No. 17195 

Gene No. 36137 

Start 4082.- 

Name OJ990527_04 . 9C17 . C30 . ol . tc 

Start 3396 

GI none 

Exons 3396.. 3512, 3410.. 3550, 3597, 
3814.. 3894, 4005.. 4079, 4007, 



Seq. ID OJ990527_04.9C17.C30 

Strand + 

End 4573 

Method TBLASTX : Cress 

End 4087 

Score 112 

.3704, 3602.. 3670, 3812.. 3892, 
,4087 



Seq. No. 
Gene No. 
Start 



17195 
36137 
.4082 



Seq. ID OJ990527_04.9C17.C30 
Strand + 
End 4573 



17683 



Name 

Start 

GI 

Exons 

Seq^ • No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990527_04 . 9C17 . C30 . ol . ts Method TBLASTX : Soybean 
3812 End 4087 

none Score 135 

3812.. 3892, 3812.. 3895, 3950.. 4087, 4005.. 4079 



Seq. ID OJ990527_04.9C17.C30 

Strand + 

End 4 573 

Method AAT/GAP 

End 4573 

Score 903 



17195 
36137 
4082 

OJ990527_04 . 9C17 . C30 . o2 . gp 
4082 

6694_2.R1084 
4082. .4573 

'5734616/dbj | AP000391 . 1 | AP000391 2.0e-26 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17196 
36138 
1 

OJ990527_04.9C17.C31.ol.gp 
1 

6694_2.R1084 
1. .600 

, 5734616/dbj | AP000391 . 1 | AP000391 2.0e-26 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. ID OJ990527_04.9C17.C31 

Strand + 

End 600 

Method AAT/GAP 

End 600 

Score 1131 



17196 
36138 
1 

OJ990527_04 . 9C17 .C31 . ol . gs 

201 

none 

201. .462 



Seq. ID OJ990527_04.9C17.C31 

Strand + 

End 600 

Method GENSCAN 

End 4 62 

Score . 98 



Seq. No. 17196 

Gene No. 36139 

Start 966 

Name OJ990527_04 . 9C17 .C31 . ol . tm 

Start 913 

GI none 

Exons 913.. 954, 935.. 1027, 939.. 1094, 940.. 1092, 1618 
1622. .1663 



Seq. ID OJ990527_04.9C17.C31 
Strand 

2164 

TBLASTX: Maize 
1663 
205 



End 

Method 

End 

Score 



1662, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17196 
36139 
966 

OJ990527_04. 9C17.C31.o2 .gs 

966 

none 



17196 
36139 
966 

OJ990527_04 . 9C17 . C31 . o2 . np 
969 

6911878 



Seq. ID OJ990527_04.9C17.C31 
Strand 

End 2164 

Method GENSCAN 

End 2142 

Score . 95 



966. .1091, 1621. .1734, 1966. .2142 



Seq. ID OJ990527_04.9C17.C31 

Strand ' - 

End 2164 

Method AAT/NAP . 

End 2164 

Score 257 



969. .1091, 1621. .1734, 1966. .2164 



17684 




GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


17196 


Seq. ID 


OJ990527_04.9C17.C31 


Gene No . 




Strand 




Start 


966 


End 


2164 


Name 


OJ990527 04.9C17.C31.o2.gp 


Method 


AAT/GAP 


Start 


1621 


End 


2147 


GI 


3768889 


Score 


4 63 


Exons 


1621. .1732, 1965. .2147 






Seq. No. 


17197 


Seq. ID 


OJ990527_04 . 9C17 . C32 


Gene No. 


36140 


Strand 




Start 


1727 


End 


1919 


Name 


OJ990527 04.9C17.C32.ol.gp 


Method 


AAT/GAP 


Start 


1727 


End 


1919 


GI 


77634 1.R1084 


Score 


290 


Exons 


1727. .1919 






GI Descrip. 


' 276054 3/emb|CAB097 96 | 6.0e- 


26 (Z97060) L-galactono-1, 4-lactone 




dehydrogenase [Brassica oleracea] 1 




Seq. No. 


17198 


Seq. ID 


OJ990527_04.9C17.C33 


Gene No. 


36141 


Strand 




Start 


1 


End 


3210 


Name 


OJ990527 0419C17.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3210 


GI 


3986289 


Score 


1389 


Exons 


1..106, 368. .508, 1266. .1660, 1831. .2015, 2129. .2386, 3116, .321 


GI Descrip. 


(ABO 17 357 ) L-Galactono-1, 4 -lactone dehydrogenase [ Ipomoea 




batatas] 






Seq. No. 


17198 


Seq. ID 


OJ990527_04.9C17.C33 


Gene No . 


36141 


Strand 




Start 


1 


End 


3210 


Name 


OJ990527 04.9C17.C33.ol.tm 


Method 


TBLASTX: Maize 


b tart 


2 


End 


2383 


GI 


none 


Score 


115 


Exons 


2. ,109, 2. .106, 365. .415, 367. .414, 367. .420, 428. .508, 




429. .509, 441. .509, 1263 .. 1673, 1264.. 


1341, 1265.. 1630, 




1428. .1670, 1819. .2013, 1832 


..2017, 1833. .2018, 1833. .2018, 




2123.. 2380, 2125.. 2382, 2128 


..2382, 2129.. 2383 


Seq. No. 


17198 


Seq. ID 


OJ990527_04 . 9C17 .C33 


Gene No . 


36141 


Strand 




Start 


1 


End 


3210 


Name 


OJ990527 04.9C17.C33.ol.gs 


Method 


GENSCAN 


Start 


368 


End 


2379 


GI 


none 


Score 


.75 


Exons 


368.. 508., 1266.. 1438, 1478.. 


1668, 1833 


..2015, 2129. .2379 


Seq. No. 


17198 


Seq. ID 


OJ990527_04.9C17.C33 


Gene No. 


36141 


Strand 




Start 


1 


End 


3210 


Name 


OJ990527 04.9C17.C33.ol.gp 


Method 


AAT/GAP 


Start 


374 


End 


2002 


GI 


12723 1.R1084 


Score 


1379 


Exons 


374. .508, 1266. .1679, 1833.. 


2002 




GI Descrip. 


'3986289/dbj |BAA34995| 8.0e- 


81 (AB017357) 



17685 



L-Galactono-1, 4-lactone dehydrogenase [Ipomoea batatas] 1 



Seq. No. 


17198 




Seq. ID 


OJ990527_04.9C17.C33 


Gene No. 


36141 




Strand 




Start 


1 




End 


3210 


Name 


OJ990527 04 .9C17.C33.ol 


. tw* 


Method 


TBLASTX: Wheat 


Start 


1832 




End 


2370 


GI 


none 




Score 


291 


Exons 


1832. .2017, 1833. .2015, 


1834 


..2016, 2128. .2370, 2135. .2362 


Seq. No. 


17199 




beq. id 




Gene No. 


O <Z 1 A O 

3614z 




Strand 


+ 


Start 


104 




End 


1357 


Name 


OJ990527 04 .9C17.C34 .o3 


.tm 


MetnOO 


l HLiAo I x : Ma i z e 


Start 


96 




End 


A O 1 

4 o 1 


GI 


none 




Score 


o c 
O O 


Exons 


96. .173, 98. .172, 114.. 


218, 


1 1 J . . Zl / , 


ZZZ..Z/D, ZZZ..Z/0, 




261. .308, 261. .320, 294 


. .359 


OA-D Aid 


one ocq a an 

, jUd. . Joy, jdd. ■ 4 o // 




368. .481 








Seq. No. 


17199 




Seq. ID 


OJ990527_04.9C17.C34 


Gene No. 


36142 




Strand 


+ 


Start 


104 




End 


1357 


Name 


OJ990527 04.9C17.C34.ol 


,gs 


Method 


GEN SCAN 


Start 


104 




End 


1357 


GI 


none 




Score 


.52 


Exons 


104. .644, 779. .1357 








Seq. No. 


17199 




Seq. ID 


OJ990527_04 . 9C17 .C34 


Gene No. 


36142 




Strand 


+ 


Start 


104 




End 


1357 


Name 


OJ990527 04.9C17.C34.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


572 




End 


862 


GI 


none 




Score 


183 


Exons 


572. .646, 573. .725, 576 


. .725 


, 577. .732, 578. .733, 728. .862, 




729. .860, 730. .861 








Seq. No. 


17199 




Seq. ID 


OJ990527JD4 . 9C17.C34 


Gene No. 


36142 




Strand 


+ 


Start 


104 




End 


1357 


Name 


OJ990527 04.9C17.C34.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


884 




End 


1301 


GI 


none 




Score 


48 


Exons 


884. .910, 885. .917, 886 


. .915 


, 936.. 977 


, 936. .977, 937. .978, 




976. .1116, 976. .1092, 977. .1180, 981.. 


1118, 995:. 1207, 




1129. .1296, 1133. .1300, 


1153 


..1221, 1154. .1231, 1170. .1301, 




1176. .1295 








Seq. No. 


17200' 




Seq. ID 


OJ990527_04.9C17.C35 


Gene No. 


36143 




Strand 


+ 


Start 


2351 




End 


3728 


Name 


OJ990527 04.9C17.C35.ol 


.np 


Method 


AAT/NAP 


Start 


2209 




End 


2673 


GI 


4586262 




Score 


140 


Exons 


2209. .2673 









GI Descrip. (AL04 9640) putative calmodulin [Arabidopsis thaliana] 



17686 



Seq. No. 17200 

Gene No. 36143 

Start 2351 

Name OJ990527_04 . 9C17 .C35 . o2 . gs 

Start 2351 - 

GI none 

Exons 2351.. 2626, 3195.. 3728 



Seq. ID OJ990527_04.9C17.C35 

Strand + 

End 3728 

Method GENSCAN 

End 3728 

Score .88 



Seq. No. 17200 

Gene No. 36144 

Start 137 

Name OJ990527_04 . 9C17 . C35 . o2 . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990527_04.9C17.C35 
Strand 

End 1444 

Method TBLASTX : Maize 

End 4 31 

Score 50 



2. .64, 3. .62, 74. .271, 76. .297, 98. .292, 274. .426, 284. .430, 
351. .431 



Seq. No. 17200 

Gene No. 36144 

Start 137 

Name OJ990527_04 . 9C17 . C35 . ol . gs 

Start 137 

GI none 

Exons 137.. 1444 



Seq. ID OJ990527_04.9C17.C35 
Strand 

End 1444 

Method GENSCAN 

End 14 4 4 

Score .98 



Seq. No. 17200 

Gene No. 36144 

Start 137 

Name OJ990527_04 . 9C17 . C35 . ol . tm 

Start 458 

GI none 
Exons 



Seq. ID OJ990527_04.9C17.C35 
Strand 

End 1444 

Method TBLASTX : Mai ze 

End 865 

Score 139 



458.-574, 459.-575, 468. .584, 469. .585, 469. .585, 574. .735, 
575. .736, 575. .781, 580. .780, 756. .863, 761. .865, 761. .865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17200 
36144 
137 

OJ990527_04 . 9C17 . C35 . o3 . tm 

1040 

none 



Seq. ID OJ990527_04.9C17.C35 
Strand 

End 1444- 

Met hod TBLASTX : Mai ze 

End 1269 

Score 153 



1040. .1087, 1109. .1258, 1110. .1247, 1111. .1257, 1120. .1269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17200 
36145 
2441 

OJ990527_04 . 9C17 . C35 . ol . tc 

2441 

none 



Seq. ID OJ990527_04.9C17.C35 
Strand 

End 2647 

Method TBLASTX: Cress 

End 2647 

Score 182 



2441. .2641, 2444. .2536, 2456. .2641, 2567. .2647 



Seq. No. 17200 

Gene No. 36145 

Start 2441 

Name OJ990527_04 . 9C17 . C35 . o4 . tm 

Start 2441 

GI none 

Exons 2441. .2644, 2531.. 2638 



Seq. ID OJ990527_04.9C17.C35 
Strand 

End 2647 

Method TBLASTX : tiai ze 

End 2644 

Score 183 



17687 



Seq. No. 


17201 


Seq. ID 


OJ990527 


Gene No. 


36146 


Strand 


+ 


Start 


352 


End 


2303 


Name 


OJ990527 04.9C17.C36.ol.np 


Method 


AAT/NAP 


Start 


352 


End 


2303 


GI 


6907086 


Score 


524 


Exons 


352.. 1087, 1323.. 1539, 1624. 


.1698, 1888. .2303 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


17201 


Seq. ID 


OJ990527 


Gene No. 


36146 


Strand 


+ 


Start 


352 


End 


2303 


Name 


OJ990527 04.9C17.C36.ol.gs 


Method 


GEN SCAN 


Start 


478 


End 


942 


GI 


none 


Score 


.95 


Exons 


478 . . 942 






Seq. No. 


17201 


Seq. ID 


OJ990527 


Gene No. 


36147 


Strand 


+ 


Start 


3610 


End 


6554 


Name 


OJ990527 04.9C17.C36.o2.np 


Method 


AAT/NAP 


Start 


3610 


End 


6554 


GI 


4680186 


Score 


199 


Exons 


3610. .3651, 4994. .5155, 5730 


.5863, 6483. .6554 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


17201 


Seq. ID 


OJ990527 


Gene No. 


36148 


Strand 


+ 


Start 


6966 


End 


7357 


Name 


OJ990527 04.9C17.C36.o3.np 


Method 


AAT/NAP 


Start 


6966 


End 


7357 


GI 


6069654 


Score 


299 


Exons 


6966. .7357 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


Seq. No. 


17201 


Seq. ID 


OJ990527 


Gene No. 


36149 


Strand 




Start 


958 


End 


7299 


Name 


OJ990527 04.9C17.C36.o2.gs 


Method 


GENSCAN 


Start 


958 


End 


7299 


GI 


none 


Score 


.71 


Exons 


958. .1026, 1291. .1404, 1464.. 


1568, 186E 


3. .2045, 




5410. .5532, 6200. .6354, 7176. 


.7299 




Seq. No. 


17201 


Seq. ID 


OJ990527_ 


Gene No. 


36149 


Strand 




Start 


958 


End 


7299 


Name 


OJ990527 04.9C17.G36.ol.gp 


Method 


AAT/GAP 


Start 


5289 


End 


5714 


GI 


4878407 


Score 


667 


Exons 


5289. .5714 






GI Descrip. 


6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza . 




DNA, chromosome 6, clone : P0514G12 




Seq. No. 


17202 


Seq. ID 


OJ990527_ 


Gene No. 


36150 


Strand 


+ 



17688 




Start 


58 




End 


165 






Name 


OJ990527 04 


.9C17.C37.ol.gs 


Method 


GENSCAN 






Start 


58 




End 


165 






GI 


none 




Score 


.98 






Exons 


58. .165 












Seq. No. 


17202 




. Se.q. ID 


OJ990527_04 . 


9C17 


.C37 


Gene No. 


36151 




Strand 








Start 


1214 




End 


1542 . 






Name 


OJ990527 04 


.9C17.C37.o2.gs 


Method 


GENSCAN 






Start 


1214 




End 


1542 






GI 


none 




Score 


.83 






Exons 


1214. .1320, 


1359. .1542 










Seq. No. 


17203 




Seq. ID 


OJ990527_04 . 


9C17. 


.C38 


Gene No. 


36152 




Strand 


+ 






Start 


474 




End 


733 






Name 


OJ990527 04 


.9C17.C38.ol.gs 


Method 


GENSCAN 






Start 


474 




End 


733 






GI 


none 




Score 


.89 






Exons 


474. .536, 641. .733 










Seq. No. 


17203 




Seq. ID 


OJ990527_04 . 


9C17. 


.C38 


Gene No. 


36153 




Strand 








Start 


1024 




End 


2787 






Name 


OJ990527 04, 


.9C17.C38.o2.gs 


Method 


GENSCAN 






Start 


1024 




End 


2787 






GI 


none 




Score 


.49 






Exons 


1024. .1350, 


1677. .2787 










Seq. No. 


17204 




Seq. ID 


OJ990527_04 . 


9C17, 


X39 


Gene No. 


36154 




Strand 


+ 






Start 


682 




End 


773 






Name 


OJ990527 04. 


.9C17.C39.ol.gp 


Method 


AAT/GAP 






Start 


682 




End 


773 






GI 


4714460 




Score 


137 






Exons 


682. .773 












GI Descrip. 


5734616/dbj | 


IAP000391. 1 | AP000391 2.0e-26 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 








Seq. No. 


17204 




Seq. ID 


OJ990527J34. 


9C17. 


C39 


Gene No. 


36155 




Strand 


+ 






Start 


1237 




End 


1626 






Name 


OJ990527 04. 


.9C17.C39.ol.gs 


Method 


GENSCAN 






Start 


1237 




End 


1626 






GI 


none 




Score 


.69 






Exons 


1237. .1626 












Seq. No. 


17204 




Seq. ID 


OJ9^0527_04 . 


9C1.7. 


C39 


Gene No. 


36156 




Strand 


+ 






Start 


5313 




End 


5803 






Name 


OJ990527 04. 


9C17.C39.o3.gs 


Method 


GENSCAN 






Start 


5313 


End 


5803 






GI 


none 




Score 


.98 






Exons 


5313. .5324, 


5405. .5803 










Seq. No. 


17204 




Seq. ID 


OJ990527_04. 


9C17. 


C39 



17689 



Gene No. 36157 Strand 

Start 6035 End 

Name OJ990527_04 . 9C17 . C39 . o4 . gs Method 

Start 6035 End 

GI none . . . Score 

Exons 6035.. 6736' 



+ 

6797 
GENSCAN 
6736 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990527 04/9C17.C39 



17204 
36157 
6035 

OJ990527_04 . 9C17 . C39 . o3 . np 
6105 
1628482 
6105. . 6797 

(X97570) embryogenesis transmembrane protein [Zea mays] 



Strand 
End 

Method 

End 

Score 



.+ 

6797 
AAT/NAP 
6797 
366 



OJ990527 04.9C17.C39 



17204 
36158- 
1 

OJ990527_04 . 9C17 . C39 . ol . np 
1 

4678335 
1. .42, 867. .1033 

(AL049658) L-galactono-1, 4-lactone dehydrogenase-like protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2983 
AAT/NAP 
1033 
112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17204 
36158 
1 

OJ990527_04 
1 

6539567 
1..44, 1157 



9C17.C39.o2.np 



1491, 2928, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_04.9C17.C39 

2983 
AAT/NAP 
2983 
143 



.2983 

(AP000836) EST C72938 (E2506) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



Seq. No. 17204 

Gene No. 36159 

Start 3060 

Name OJ990527_04 . 9C17 . C39 . ol . tm 

Start 848 

GI none 
Exons 



Seq. ID OJ990527_04.9C17.C39 
Strand 

End 3593 

Method TBLASTX: Maize 

End 1175 

Score 95 



848. .871, 869. .943, 873. .938, 874. .942, 934. .1023, 942. .1025, 
945. .1031, 946. .1032, 1143. .1175 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17204 
36159 
3060 

OJ990527_04 . 9C17 . C39 . ol . tw 

848 

none 



Seq. ID OJ990527_04.9C17.C39 

S,trand - • 

End 3593 

Method TBLASTX : Wheat 

End 1035 

Score 35 



848. .871, 849. .872, 872. .943, 874. .945, 930. .1031, 934. .1032, 
942. .1031, 943. .1035 



Seq. No. 



17204 



Seq. ID OJ990527 04.9C17.C39 



17690 



Gene No. 36159 

Start 3060 

Name OJ990527_04 . 9C17 . C39 . o3 . tm 

Start 1198 

GI none 

Exons 1198.. 1449, 1199.. 1339, 1341. 

Seq. No. 17204 

Gene No. 36159 

Start 3060 

Name OJ990527_04 . 9C17 . C39 . o2 . gs 

Start 3060 

GI none 

Exons 3060.. 3593 



Strand 
End 

Method 

End 

Score 



3593 

TBLASTX: Maize 

3251 

83 



.1445, 3135.. 3251, 3160.. 3237 

Seq. ID OJ990527_04.9C17.C39 
Strand 

End 3593 

Method GENSCAN 

End 3593 

Score .57 



Seq. No. 17204 

Gene No. 36160 

Start 6188 

Name OJ990527_04 . 9C17 . C39 . o2 . tm 

Start 6188 

GI none 
Exons 



Seq. ID OJ990527_04.9C17.C39 
Strand 

End 6757 

Method TBLASTX: Maize 

End 6757 

Score 142 



6188. .6334, 6392. .6526, 6604. .6684, 6617. .6664, 6650. .6757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17205 
36161 
1 

OJ990527_04 . 9C17 . C4 0 . ol . np 
1 

1628482 

1..19, 270. .1835, 2782. .2862 

(X97570) embryogenesis transmembrane protein [Zea mays] 



Seq. ID OJ990527_04.9C17.C40 
Strand + 

2862 
AAT/NAP 
2862 
827 



End 

Method 

End 

Score 



17205 
36161 
1 

OJ990527_04 . 9C17 . C4 0 . ol . gs 
60 

none 

60. .1892 



Seq. ID OJ990527_04.9C17.C40 

Strand + 

End 2862 

Method GENSCAN 

End 1892 

Score .94 • 



Seq. No. 17205 

Gene No. 36161 

Start 1 

Name OJ990527_04 . 9C17 . C4 0 . ol . gp 

Start 2256 

GI none 

Exons 2256.. 2674 



Seq. ID OJ990527_04.9C17.C40 

Strand + 

End 2862 

Method AAT/GAP 

End 2674 

Score 722 



Seq. No. 17205 

Gene No. 36162 

Start 2622 

Name OJ990527_04 . 9C17 . C40 . o4 . tm 

Start 60 

GI none 
Exons 



Seq. ID OJ990527_04.9C17.C4 0 

Strand - 

End 6179 

Method TBLASTX : Mai ze 

End 1799 

Score 93 



60. .176, 356. .412, 363. .419, 441. .527, 594. .734, 617. .796, 
927. .1217, 1446. .1580, 1452. .1763, 1656. .1799 



17691 



Seq. No. 17205 Seq. ID OJ990527_04.9C17.C40 

Gene No. 36162 Strand 

Start 2622 End 6179 

Name OJ990527_04 . 9C17 . C40 . o2 . gp Method AAT/GAP 

Start 2554 End 3553 

GI uC-osflcyp029hllbl Score 973 

Exons 2554.. 2913, 3278.. 3335, 3442.. 3553 

GI Descrip. '3402697 3.0e-47 (AC004261) putative 

phosphatidylinositol-4-phosphate 5-kinase [Arabidopsis 

thaliana] 1 



Seq. No. 17205 Seq. ID 

Gene No. 36162 Strand 

Start 2622 End 6179 

Name OJ990527_04 . 9C17 . C40 . o2 . gs Method GEN SCAN 

Start 2622 End 6179 

GI none Score . 63 

Exons 2622.. 2913, 3278.. 3335, 3517.. 3533, 3704.. 3897, 

4562. .4729, 4873. .6179 



OJ990527 04.9C17.C40 



4191. .4356, 



Seq. No. 17205 

Gene No. 36162 

Start 2622 

Name OJ990527_04 . 9C17 . C40 . o2 . np 

Start 2628 

GI 6648208 

Exons 2628.. 3001, 3430, .3533, 3704 
4562.. 4729, 4873. .4971, 5002 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 04.9C17.C40 



6179 
AAT/NAP 
5942' 
2084 

3897, 3990. .4106, 4191. .4356, 
5942 

(AC013483) putative phosphatidylinositol-4-phosphate 5-kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17205 
36162 
2622 

OJ990527_04. 

2631 

none 

2631. .2801, 
3703. .3900, 
4194. .4355, 
5313. .5609, 
5353. .5610, 
5628. .5882, 



9C17.C40.ol.tc 



2631. 
3737. 
4561. 
5313. 
5359, 
5689. 



,2816, 2632 

,3895, 4005 

,4692, 4562 

,5552, 5352 

,5484, 5374 

,5817, 5817 



Seq. ID OJ990527_04.9C17.C40 
Strand 

End 6179 

Method TBLASTX : Cress 

End 5882 

Score 87 
.2817, 3452. .3535, 3453. .3539, 
.4160, 4006. .4107, 4188. .4373, 
.4693, 4864. .4944, 4869. .4946, 
.5816, 5352. .5690, 5353. .5610, 
.5613, 5386. .5610, 5412. .5870, 
.5867 



Seq. No. 17205 Seq. ID 

Gene No. 36162 Strand 

Start 2622 End 

Name OJ990527_04 . 9C17 . C40 . o3 . tm Method 

Start 2632 End 

GI none Score 

Exons 2632.. 2889, 2634.. 2894 



OJ990527_04.9C17.C40 
6179 

TBLASTX: Maize 

2894 

203 



Seq. No. 17205 Seq. ID 

Gene No. 36162 Strand 

Start 2622 End 

Name OJ990527_04 . 9C17 . C40 . o2 . tw Method 

Start 2682 End 



OJ990527_04 . 9C17.C40 
6179 

TBLASTX: Wheat 
3532 



17692 




GI 


none 








Score 


182 


Exons 


2682. .2915, 


2683 


. .2898, 


3449. 


.3532, 3453.. 3527 


Seq. No. 


17205 








Seq. ID 


OJ990527_04 . 9C17 . C40 


Gene No. 


36162 








Strand 




Start 


2622 








End 


6179 


Name 


OJ990527 04. 


. 9C17 


.C40.O4 


.ts 


Method 


TBLASTX: Soybean 


Start 


2682 








End 


2918 


GI 


none 








Score 


65 


Exons 


2682. .2804, 


2682 


. .2918, 


2686. 


.2805, 2863.. 2901 


Seq. No. 


17205 








Seq. ID 


OJ990527_04 . 9C17 . C40 


Gene No. 


36162 








Strand 




Start 


2622 








End 


6179 


Name 


OJ990527 04. 


9C17 


.C40.O2 


.tm 


Method 


TBLASTX: Maize 


Start 


3417 








End 


4129 


GI 


none 








Score 


110 


Exons 


3417. .3536, 


3452 


. .3535, 


3703. 


.3900, 3704.. 3898, 3709.. 3900, 




3972. .4109, 


3994 


. .4104, 


3995. 


.4129 




Seq. No. 


17205 








Seq. ID 


OJ990527_04.9C17.C40 


Gene No. 


36162 








Strand 




Start 


2622 








End 


6179 


Name 


OJ990527 04. 


9C17. 


.C40.O2 


.ts 


Method 


TBLASTX: Soybean 


Start 


3453 








End 


4235 


GI 


none 








Score 


59 


Exons 


3453. .3533, 


3455, 


. .3535, 


3703. 


.3789, 3799.. 3894, 3815.. 3895, 




4014 . .4109, 


4015, 


. .4107, 


4188. 


.4235 




Seq. No. 


17205 








Seq. ID 


OJ990527_04.9C17.C40 


Gene No. 


36162 








Strand 




Start 


2622 








End 


6179 


Name 


OJ990527 04. 


9C17.C40.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


4188 








End 


4346 


GI 


none 








Score 


88 


Exons 


4188. .4346, 


4188. 


. .4346 








Seq. No. 


17205 








Seq. ID 


OJ990'527_04.9C17.C40 


Gene No. 


36162 








Strand 




Start 


2622 








End 


6179 


Name 


OJ990527 04. 


9C17.C40.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4561 








End 


4922 


GI 


none 








Score 


134 


Exons 


4561. .4737, 


4562. 


, .4738, 


4872. 


.4922, 4873. .4920 


Seq. No. 


17205 








Seq. ID 


OJ990527_04.9C17.C40 


Gene No. 


36162 








Strand 




Start 


2622 








End 


6179 


Name . t 


OJ990527 04. 


9C17. 


C40.p3, 


. ts 


Method 


TBLASTX : Soybean 


Start 


4567 








End 


4947 


GI 


none 








Score 


212 


Exons 


4567. .4737, 


4568. 


.4738, 


4872. 


.4946, 48 


173. .4947 


Seq. No. 


17205 








Seq. ID 


OJ990527_04.9C17.C40 


Gene No. 


36162 








Strand 




Start 


2622 








End 


6179 


Name 


OJ990527 04. 


9C17. 


C40.ol. 


. ts 


Method 


TBLASTX: Soybean 



17693 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5254 End 5882 

none Score 135 

5254.. 5304, 5322.. 5651, 5322.. 5465, 5352.. 5585, 5353.. 5604, 

5358.. 5723, 5358.. 5534, 5359.. 5610, 5391.. 5810, 5395.. 5622, 

5460.. 5870, 5461.. 5631, 5532.. 5882, 5683.. 5730, 5767.. 5817 



17205 
36162 
2622 

OJ990527_04. 9C17 . C40 . ol . tw 

5313 

none 



Seq. ID OJ990527_04.9C17.C40 
Strand 

End 6179 

Method TBLASTX : Wheat 

End 5882 

Score 60 



5313.. 5405, 5322.. 5609, 5352.. 5738, 5352.. 5543, 5353.. 5472, 

5358. .5678, 5359. .5610, 5359. .5613, 5392. .5544, 5395. .5610, 

5400.. 5816, 5401.. 5631, 5469. .5858, 5535.. 5870, 5655. .5723, 

5676. .5873, 5680. .5727, 5683. .5730, 5766. .5882, 5767. .5817 



17205 
36162 
2622 

OJ990527_04 . 9C17 . C4 0 . ol . tm 

5313 

none 



Seq. ID OJ990527_04.9C17.C40 
Strand 

End 6179 

Method TBLASTX :Maize 

End 5903 

Score 79 



5313. .5525, 5317.. 5451, 5352. .5729, 5353. .5523, 5394. .5801, 
5395. .5631, 5395 .. 5583, . 5422 .. 5610, 5463. .5903, 5689. .5799 



17206 
36163 
1 

OJ990527_04 . 9C17 . C42 . ol . gp 
1 

6694_2.R1084 
1. .312 

'5734616/dbj | AP000391 . 1 | AP000391 2.0e-26 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ990527_04.9C17.C42 

Strand 

End 312 

Method AAT/GAP 

End 312 

Score 586 



Seq. No. . 17207 

Gene No. 36164 

Start 27 

Name OJ990317_01 . 9C23 . CI . ol . gs 

Start ■ 27 

GI none 

Exons 27.. 258 



Seq. ID OJ990317_01. 9C23.C1 

Strand 

End 258 

Method GENSCAN 

End 258 

Score .87 



Seq. No. 17208 

Gene No. 36165 

Start 1 

Name OJ990317_01 . 9C23 . C2 . ol . np 

Start 1 

GI 4544372 

Exons 1 . . 67 9 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990317_01.9C23.C2 

Strand + 

End 700 

Method AAT/NAP 

End 679 

Score 299 



Seq. No. 
Gene No. 
Start 



17208 
36165 
1 



Seq. ID OJ990317_01.9C23.C2 
Strand + 
End 700 



17694 




Name 


OJ990317 01. 9C23.C2.ol. 


gs 


Method 


GENSCAN 






Start 


65 




End 


700 






GI 


none 




Score 


.9 






Exons 


65.. 388, 419.. 700 












Seq. No. 


17208 




Seq. ID 


OJ990317 


_01.9C23 


.C2 


Gene No . 


3bl bb 




Strand 








Start 


1222 




End 


1478 






Name 


OJ990317 01. 9C23.C2.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


257 




End 


664 






GI 


none 




Score 


226 






Exons 


257. .664, 265. .630 












Seq. No. 


17208 




Seq. ID 


OJ990317 


_01.9C23 


.C2 


Gene No . 


obi DO 




Strand 








Start 


1222 




End 


1478 






Name 


OJ990317 01.9C23.C2.ol. 


ts 


Method 


TBLASTX :• 


Soybean 




Start 


440 




End 


690 




GI 


none 




Score 


241 






Exons 


440. .685, 440. .607, 442 


. . 612, 


649. .690 








Seq. No. 


17208 




Seq. ID 


OJ990317 


_01.9C23 


.C2 


Gene No . 


oblbb 




Strand 








Start 


1222 




End 


1478 






Name 


OJ990317 01.9C23.C2.o2. 


gs 


Method 


GENSCAN 






Start 


1222 




End 


1478 






GI 


none 




Score 


.8 






Exons 


1222. .1478 












Seq. No. 


17209 




Seq. ID 


OJ990317 


_01.9C23 


,C5 


Gene No . 


oblb / 




Strand 


+ 






Start 


8140 




End 


8621 






Name 


OJ990317 01. 9C23.C5.o2. 


gs 


Method 


GENSCAN 






Start 


8140 




End 


8621 






GI 


none 




Score 


.77 






Exons 


8140. .8148, 8345..844S, 


8447 . 


.8621 








Seq. No. 


17209 




Seq. ID 


OJ990317 


_01.9C23 


C5 


Gene No. 


36168 




Strand 








btart 






End 


7537 






Name 


OJ990317 01.9C23.C5.ol. 


gs 


Method 


GENSCAN 






Start 


3021 




End 


7537 






GI 


none 




Score 


.54 






Exons 


3021.. 3215, 3260.. 3380, 


3699. 


.3887, 4586. .4648, 


5213. .5247, 




6166.. 6335, 6506.. 6643, 


7243. 


.7333, 7532.. 7537 






Seq. No. 


17209 




Seq. ID 


OJ990317 


_01.9C23. 


C5 


Gene No. 


36169 




Strand 








Start 


yb^o 




End 


11932 






Name 


OJ990317 01.9C23.C5.o3. 


gs 


Method 


GENSCAN 






Start 


9625 




End 


11816 






GI 


none 




Score 


.8 






Exons 


9625.. 9915, 10107.. 1022 


6, 10326. .10698, 


10995. . 


11031, 






11765. .11816 












Seq. No. 


17209 




Seq. ID 


OJ990317 


_01. 9C23. 


C5 


Gene No. 


36169 




Strand 









17695 



Start 9625 End 11932 

Name OJ990317_01 . 9C23 . C5 . ol . np Method AAT/NAP 

Start 9670 End 11816 

GI 6523105 Score 583 

Exons 9670.. 9954, 10107 10226, 10326 .. 10698 , 10995 .. 11031 , 
11765. .11816 

GI Descrip. (AL133315) MTN3-like protein [Arabidopsis thaliana] 



Seq. No. 17209 

Gene No. 36169 

Start 9625 

Name OJ990317_01 . 9C23 .C5.ol.tm 

Start 9808 

GI • none " 
Exons 



Seq. ID OJ990317_01. 9C23.C5 
Strand 

End 11932 

Method TBLASTX : Maize 

End 11817 

Score 84 



9808. .9966, 9881. .9967, 10104. .10238, 10105. .10227, 
10320. .10406, 10327. .10365, 1044 1 .. 10572, 10473 .. 10697 , 
10569. .10697, 10998 .. 11033, 11763 .. 11816, 11764. .11817 



Seq. No. 17209 

Gene No. 36169 

Start 9625 

Name OJ990317_01 . 9C23 . C5 . ol . ts 

Start 9880 

GI none 
Exons 



Seq. ID OJ990317_01. 9C23.C5 
Strand 

End 11932 

Method TBLASTX : Soybean 

End 10718 

Score 66 



9880.. 9954, 9881.. 9955, 10104 .. 10238, 10326 .. 10403, 
10450. .10572,. 10473. .10718, 10630. .10698 



Seq. No. 17209 

Gene No. 36169 

Start 9625 

Name OJ990317_01 . 9C23 . C5 . ol . tc 

Start 9892 

GI none 
Exons 



Seq. ID OJ990317_01. 9C23.C5 
Strand 

End 11932 

Method TBLASTX: Cress 

End 10718 

Score 95 



9892.. 9951, 10107 .. 10238, 10108 10227 , 10326 10406, 
10450. .10575, 10473. .10712, 10569.. 10718 



Seq. No. "'• 17209 

Gene No. 36169 

Start 9625 

Name OJ990317_01 . 9C23 . C5 . ol . tw 

Start 10123 

GI none 
Exons 



Seq. ID OJ990317_01. 9C23.C5 
Strand 

End 11932 

Method TBLASTX: Wheat 

End 10658 

Score 102 



10123. .10224, 10131. .10238, 10326 .. 10397 , 10444 .. 10566, 
10488. . 10658, 10569.. 10658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17209 
36169 
9625 

OJ990317_01 .9C23.C5.ol. gp 
10457 
1631901 



OJ990317 01.9C23.C5 



Seq. ID 
Strand 

End 11932 
Method AAT/GAP 
End 11932 
Score 7 62 
10457. .10698, 10995 .. 11031, 11765.. 11932 

5001447/gb|AAD37017.1| 1.0e-25 (AF151726) putative ■ MtN3-like 
protein [Dianthus caryophyllus] 



Seq. No. 
Gene No. 



17210 
36170 



Seq. ID OJ990317_01.9C23.C7 
Strand + 



17696 



Start 
Name 
Start 
GI 

Exons 



OJ990317_01 . 9C23 . C7 . ol . gs 
2 

none 

2. .67, 490..538, 1434. .171' 



End 

Method 

End 

Score 



1777 
GEN SCAN 
1714 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17210 
36170 
2 

OJ990317_01.9C23.C7.ol.np 

1100 

1381090 



Seq. ID OJ990317 01.9C23.C7 



Strand 
End 

Method 
End 
' Score 



+ 

1777 
AAT/NAP 
1777 
63 



1100. .1295, 1332. .1434, 1552. .1588, 1653. .1777 
(U51723) V-SERA 3 [Plasmodium vivax] 



Seq. No. 


17211 


Seq. ID 


OJ990317_01.9C23.C9 


Gene No. 


36171 


Strand 


+ 


Start 


437 


End 


1401 


Name 


OJ990317 01.9C23.C9.ol.np 


Method 


AAT/NAP 


Start 


437 


End 


1401 


GI 


5852180 


Score 


553 


Exons 


437. .561, 613. .1024, 1377. .1401 




GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


17211 


Seq. ID 


OJ990317_01. 9C23.C9 


Gene No. 


36172 


Strand 




Start 


■ 572 


End 


1007 


Name 


OJ990317 0l'.9C23.C9.ol.gs 


Method 


GENSCAN 


Start 


572 


End 


1007 


GI 


none 


Score 


.48 


Exons 


572. .696, 768. .1007 






Seq. No. 


17212 


Seq. ID 


OJ990317__01. 9C23.C10 


Gene No. 


36173 


Strand 


+ 


Start 


361 


End 


4748 


Name 


OJ990317 01.9C23.C10.ol.np * 


Method 


AAT/NAP 


Start 


361 


End 


4748 


GI 


6815062 


Score 


5885 


Exons 


361. .1870, 2089. .2161, 2434.. 


2704, 2795 


. .3196, 3273. .3464, 




3557. .3762, 3806. .4151, 4233. 


.4331, 4409. .4748 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudr A 


like protein (AC004561) [Oryza 




sativa] 







Seq. No. 


17212 






Seq. ID 


OJ990317_01. 9C23 


C10 


Gene No. 


36173 






Strand 


+ 




Start 


361 






End 


4748 




Name 


OJ990317 


01.9C23.C10.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


402 ' 






End 


944 




GI 


none 






Score 


141 




Exons 


402. .527, 


406. .549, 578. 


.868, 


S79..944 


, 901.. 924 




Seq. No. 


17212 






Seq. ID 


OJ990317 01.9C23. 


C10 


Gene No. 


36173 






Strand 


+ 




Start 


361 






End 


4748 




Name 


OJ990317 


01.9C23.C10.ol. 


gs 


Method 


GENSCAN 




Start 


561 






End 


4748 





17697 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .54 

561. .1539, 1645. .1870, 2089. .2161, 2434. .2704, 2799. .3196, 
3273. .3464, 3557. .3762, 3806. .4151, 4233. .4331, 4409. .4748 



17212 - 

36173 

361 

OJ990317_01. 9C23.C10.o3.tm 

2542 

none 

2542.. 2727, 2544. .2720, 2788. 
2926. .3021, 2930. .3025 



Seq. ID OJ990317_01.9C23.C10 

Strand + 

End 4748 

Method TBLASTX: Maize 

End 3025 

Score 218 

.2874, 2789.-2896, 2891.. 2920, 



Seq. No. 17212 Seq. ID 

Gene No. 36173 Strand 

Start 361 End 

Name OJ990317_01 . 9C23 . C10 . ol . tm Method 

Start 3028 End 

GI none Score 

Exons 3028.. 3192, 3029.. 3199, 3261.. 3332, 3354 

3563.. 3730, 3563.. 3730, 3737.. 3763, 3855 



OJ990317_01 . 9C23 .C10 
+ 

4748 

TBLASTX: Maize 
4492 
203 

3395, 3405.. 3482, 
4151, 4394. .4492 



Seq. No. 17213 Seq. ID 

Gene No. 36174 Strand 

Start 1 End 

Name OJ990317_01 . 9C23 . Cll . ol . np Method 

Start 1 End 

GI 6815062 Score 

Exons 1..328 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ990317_01.9C23.C11 
+ 

328 

AAT/NAP 

328 

288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



17213 Seq. ID OJ990317_01 . 9C23 . Cll 

36175 Strand 

1 End 1583 

OJ990317_01. 9C23.Cll.o2.np Method AAT/NAP 

1 End 1429 

4539658 Score 54 

1..24, 1293. .1429 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



17213 
36175 
1 

OJ990317_01. 9C23.Cll.ol.gs 
46 

none 

46. .150, 176. .453 

17213 
•36175 
1 

OJ990317_01. 9C23.Cll.ol. tm 

1188 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_01.9C23.C11 

1583 
GENSCAN 
453 
.73 



OJ990317_01. 9C23.C11 
1583 

TBLASTX: Maize 

1583 

97 



17698 




Exons 


1188.. 1307, 1188.. 1331, 1189 


..1323, 1290.. 1346, 


1306. .1413, 




1306.. 1416, 1314.. 1418, 1421 


..1570, 1422.. 1583 








Seq. No. 


17214 


Seq. ID 


OJ990317 


_01. 


9C23 


-C12 


Gene No. 


36176 


Strand 


+ 








OLdl L 


545 


End 


i. J 4 o 








Name 


OJ990317 01.9C23.C12.o2.np 


Method 


7\ TV rp / M TV T~~> 

AAT/NAP 








Start 


545 


End 










GI 


6069659 


Score 


1U3 








Exons 


545.. 583, 2097.. 2199, 2309.. 


2343 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


17214 


Seq. ID 


OJ990317_ 


_01. 


9C23 


.C12 


Gene No. 


36176 


Strand 










O Lai L 


545 


End 


Z J 4 o 








Name 


OJ990317 01. 9C23.C12.ol.np 


Method 


AAT/NAP 








Start 


1385 


End 


i y o / 








GI 


6907088 


Score 


con 

o^y 








Exons 


1385.. 1522, 1698.. 1937 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


17214 


Seq. ID 


OJ990317_ 


_01. 


9C23 


.C12 


Gene No. 


36176 


Strand 


+ 








Start 


545 


End 


2343 








Name 


OJ990317 01.9C23.C12.ol.gp 


Method 


AAT/GAP 








Start 


2198 


End 


2343 








GI 


5667165 


Score 


255 








Exons 


2198. .2343 












GI Descrip. 


5670155/gb|AF161269.1|AF161269 4 .0e-86 


Oryza sativa 


subsp. 




japonica BAC clone 34K24, complete sequence 








Seq. No. 


17214 


Seq. ID 


OJ990317_ 


_0L. 


9C23 


C12 


bene ino . 


36177 


Strand 










Start 


832 


End 


1321 








Name 


OJ990317 01. 9C23.C12.ol.gs 


Method 


GENSCAN 








Start 


832 


End 


1321 








GI 


none 


Score 


.94 








Exons 


832. .905, 1312. .1321 












Seq. No. 


17215 


Seq. ID 


OJ990317_ 


_ 01 - 


9C23 


C13 


Gene No. 


36178 


Strand 










O L.QI L- 


206 


End 


853 








Name 


OJ990317 01. 9C23.C13.ol.np 


Method 


AAT/NAP 








Start 


206 


End 


802 








GI 


6002795 


Score 


821 








Exons 


206. .802 












GI Descrip. 


(AF149813) retrotransposon dell-46 homolog [Oryza sativa] 


Seq. No. 


17215 


Seq. ID 


OJ99031^_ 


01. 


9C23. 


C13 


Gene No . 


36178 


Strand 










Start- 


206 


End 


853 








Name 


OJ990317 01. 9C23.C13.ol.gs 


Method 


GENSCAN 








Start 


282 


End 


802 








GI 


none 


Score 


. 69 








Exons 


282. .802 












Seq. No. 


17215 


Seq. ID 


OJ990317_ 


01. 


9C23. 


C13 



17699 




bene no . 


Jol /o 




Strand 






Start 


206 




End 


853 




Name 


OJ990317 01. 9C23.C13.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


288 




End 


554 




GI 


none 




Score 


176 




Exons 


288. .554, 296. .553 










Seq. No. 


17215 




Seq. ID 


OJ990317JD1.9C23 


.C13 


Gene No . 


36178 ■ 




Strand 






Start 


206 




End 


853 




Name 


OJ990317 01. 9C23.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


290 




End 


566 




GI 


none 




Score 


182 




Exons 


290. .565, 291. .566 










Seq. No. 


17215 




Seq. ID 


OJ990317_01.9C23 


.C13 


Gene No . 






Strand 






Start 


206 




End 


853 




Name 


OJ990317 01. 9C23.C13.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


569 




End 


853 




GI 


none 




Score 


56 




Exons 


569.-667, 570. .644, 743, 


. .853, 


750. .845 






Seq. No. 


17216 




Seq. ID 


OJ990317_01.9C23 


.C14 


Gene No. 


3617 9 




Strand 


+ 




Start 


161 




End 


341 




Name 


OJ990317 01.9C23.C14.ol, 


. gs 


Method 


GENSCAN 




Start 


161 




End 


341 




GI 


none 




Score 


.64 




Exons 


161. .341 










Seq. No. 


17217 




Seq. ID 


OJ990317_01. 9C23 


.C16 


bene No. 


3oloU 




Strand 


+ 




Start 


336 




End 


816 




Name 


OJ990317 01. 9C23.C16.ol. 


.gs 


Method 


GENSCAN 




Start 


336 




End 


816 




GI 


none 




Score 


.98 




Exons 


336. .448, 681. .816 










Seq. No. 


17217 




Seq. ID 


OJ990317_01.9C23 


.C16 


Gene No . 


JDlol 




Strand 


+ 




Start 


1034 




End 


1657 




Name 


OJ990317 01.9C23.C16.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1017 




End 


1369 




GI 


none 




Score 


65 




Exons 


1017. .1229, 1019. .1369, 


1105. 


.1218, 1273. .1359 




Seq. No. 


17217 




Seq. ID 


OJ990317_01. 9C23 


.C16 


Gene No. 


36181 




Strand 


+ 




Start 


1034 




End 


1657 




Name 


OJ990317 01.9C23.C16.o2. 


gs 


Method 


GENSCAN 




Start 


1034 




End 


1657 




GI 


none 




Score 


.84 




Exons 


1034. .1657 










Seq. No. 


17218 




Seq. ID 


OJ990317_01. 9C23, 


.C17 


Gene No. 


36182 




Strand 


+ 





17700 



Start 
Name 
Start 
GI 

Exons 



481 End 613 

OJ990317_01 . 9C23 .C17 . ol . gs Method GENSCAN 

481 End 613 

none Score . 5 
481. . 613 



Seq. No. 17219 Seq. ID- OJ990317_01.9C23.C18 

Gene No. 36183 Strand 

Start 1 , End 800 

Name OJ990317_01 . 9C23 . C18 . ol . np Method AAT/NAP 

Start 1 End 800 

GI 6815062 Score 1064 

Exons 1..315, 392.. 800 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



O n /-* Til a 

beq. No. 


1 /Zl 9 










Seq. ID 


OJ990317_01 . 9C23 


.C18 


Gene No. 


36183 










Strand 






Start 


1 










End 


800 




Name 


OJ990317 


01 


.9C23.C18 


.ol. 


gs 


Method 


GENSCAN 




Start 


124 










End 


553 




GI 


none 










Score 


.45 




Exons 


124. .315, 


392. .553 












Seq. No. 


1 11 1 9 










Seq. ID 


OJ990317 01.9C23 


. C18 


Gene No. 


36183 










Strand 






Start 


1 










End 


800 




Name 


OJ990317 


01 


.9C23.C18 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


253 










End 


778 




GI 


none 










Score 


42 




Exons 


253. .327, 


2i 


36. .318, 


389. 


.676, 


389. .700 


, 393. .698, 728.. 


778 


Seq. No. 


17220 










Seq. ID 


OJ990317JD1.9C23 


.C19 


Gene No. 


36184 










Strand 


+ 




Start 


27 










End 


88 




Name 


OJ990317 


01 


9C23.C19 


.ol. 


gs 


Method 


GENSCAN . 




Start 


27 










End 


88 




GI 


none 










Score 


.91 




Exons 


27. .88 
















Seq. No. 


17221 










Seq. ID 


OJ990317__01.9C23 


.C20 


Gene No. 


36185 










Strand 


+ 




Start 


396 










End 


556 




Name 


OJ990317 


01. 


9C23.C20 


.ol. 


gs 


Method 


GENSCAN 




Start 


396 










End 


556 




GI 


none 










Score 


.92 




Exons 


396. .556 
















Seq. No. 


17222 










Seq. ID 


OJ990317_01.9C23 


.C21 


Gene No. 


36186 










Strand 






Start 


1 










End 


151 




Name 


OJ990317 


01. 


9C23.C21 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 










End 


151 




GI 


6815062 










Score 


154 





Exons 1 . . 151 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 



17701 






F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


17222 


Seq. ID 


OJ990317 01.9C23.C21 


Gene No. 


36186 


Strand 




Start 


1 


End 


151 


Name 


OJ990317 01. 9C23.C21. ol.gs 


Method 


GENSCAN 


Start 


10 


End 


131 


GI 


none 


Score 


.66 


Exons 


10. .131 






Seq. No. 


17223 


Seq. ID 


OJ990317_01 . 9C23 . C23 


Gene No. 


oolo / 


Strand 




Start 


66 


End 


104 


Name 


OJ990317 01. 9C23.C23.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


104 


GI 


none 


Score 


.78 


Exons 


66. .104 






Seq. No. 


17224 


Seq. ID 


OJ990317 01 . 9C23 . C24 


Gene No. 


Joloo 


Strand 


+ 


Start 


361 


End 


990 


Name 


OJ990317 01. 9C23.C24 .ol.gs 


Method 


GENSCAN 


Start 


361 


End 


990 


GI 


none 


Score 


.5 


Exons 


361. .511, 962. .990 






Seg. No. 


17225 


Seq. ID 


OJ990317_01 . 9C23 . C26 


Gene No . 


36189 


Strand 


+ 


Start 


478 


End 


2990 


Name 


OJ990317 01. 9C23.C26. ol.gs 


Method 


GENSCAN 


Start 


478 


End 


2990 


GI 


none 


Score 


.81 


Exons 


478. .914, 1141. .1548, 1817. .2039, 2323 


..2436, 2517. .2990 


Seq. No. 


17225 


Seq. ID 


OJ990317_01.9C23.C26 


Gene No. 


36190 


Strand 




Start 


3534 


End 


3781 


Name 


OJ990317 01. 9C23.C26.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3523 


End 


3773 . 


GI 


none 


Score 


52 


Exons 


3523. .3564, 3528. .3773, 3601. 


.3771, 3606. .3773 


Seq. No. 


17225 


Seq. ID 


OJ990317_01.9C23.C26 


Gene No. 


36190 


Strand 




Start 


3534 


End 


3781 


Name 


OJ990317 01.9C23.C26.ol.np 


Method 


AAT/NAP 


Start 


3534 


End 


3781 


GI 


4544372 


Score 


120 


Exons 


3534. .3781 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


17226 


Seq. ID 


OJ990317_01. 9C23.C27 


Gene No. 


36191 


Strand 




Start 


15 


End 


1952 


Name 


OJ990317 01. 9C23.C27. ol.gs 


Method 


GENSCAN 



17702 



Start 
GI 

Exons 



15 End 1952 

none Score .82 

15. .631, 662. .1448, 1784. .1952 



Seq. No. 17226 Seq. ID 

Gene No. 36191 Strand 

Start . 15 End - 

Name OJ990317_01 . 9C23 . C27 . o2 . ts Method . 

Start 131 End 

GI none Score 

Exons 131.. 529, 309.. 425 

Seq. No. 17226 Seq. ID 

Gene No. 36191 Strand 

Start 15 End 

Name OJ990317_01 . 9C23 . C27 . ol . tm Method 

Start 152 End 

GI none Score 

Exons 152.. 376, 374.. 532 

Seq. No. 17226 Seq. ID 

Gene No. 36191 Strand 

Start 15 End 

Name OJ990317_01 . 9C23 . C27 . o2 . tw Method!' 

Start 257 End 

GI none Score 

Exons 257.. 361, 386.. 550 



OJ990317__01.9C23.C27 
1952 

TBLASTX: Soybean 

529 

92 



OJ990317__01 . 9C23 . C27 
1952 

TBLASTX: Maize 

532 

95 



OJ990317_01.9C23.C27 
1952 

"TBLASTX : Wheat 
550 
147 



Seq. No. 17226 Seq. ID 

Gene No. 36191 Strand 

Start 15 End 

Name OJ990317_01 . 9C23 . C27 . ol . tw Method 

Start 950 End 

GI none Score 

Exons 950.. 1222, 1259.. 1348 



OJ990317_01.9C23.C27 
1952 

TBLASTX: Wheat 

1348 

80 



Seq. No. 17226 Seq. ID 

Gene No. 36191 Strand 

Start 15 End 

Name OJ990317_01 . 9C23 . C27 . ol . ts Method 

Start 983 End 

GI none Score 
Exons 



OJ990317_01 . 9C23 . C27 
1952 

TBLASTX : Soybean 

1393 

82 



983. .1234, 1068. .1235, 1256. .1393, 1260. .1391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17227 
36192 
954 

OJ990317_01. 9C23.C28.ol.tw 

7-55- 

none 



Seq. ID OJ990317_01.9C23. 

Strand + 

End 1472 

Method TBLASTX : Wheat 

End 1102 . 

Score 117 



C28 



755. .880, 757. .882, 881. .1102, 895. .1092, 902. .1102 



Seq. No. 17227 Seq. ID 

Gene No. 36192 Strand 

Start 954 End 

Name OJ990317_01 . 9C23 . C28 . ol . gs Method 

Start 954 End 



OJ990317_01.9C23.C28 
+ 

1472 

GENSCAN 

1472 



17703 




GI 


none 




Score 


. 66 




Exons 


954. .1152, 1343. .1472 










Seq. No. 


17228 




Seq. ID 


OJ990317_01.9C23 


.C29 


Gene No. 


36193 




Strand 


+ 




Start 


320 




End 


691 




Name 


OJ990317 01.9C23.C29.ol 


. gs 


Method 


GEN SCAN 




Start 


320 




End 


691 




GI 


none 




Score 


.89 




Exons 


320. .401, 597. . 691 










Seq. No. 


17229 




Seq. ID 


OJ990317 01.9C23 


.C31 


Gene No. 


36194 




Strand 


+ 




Start 


802 




End 


1492 




Name 


OJ990317 01.9C23.C31.ol 


.np 


Method 


AAT/NAP 




Start 


802 




End 


1492 




GI 


6907088 




Score 


448 




Exons 


802. .939, 1115. .1492 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


17229 




Seq. ID 


OJ990317_01.9C23 


.C31 


Gene No. 


36195 




Strand 






Start 


254 




End 


870 




Name 


OJ990317 01.9C23.C31.ol 


.gs 


Method 


GENSCAN 




Start 


254 




End 


870 




GI 


none 




Score 


.■'81 




Exons 


254. .327, 816. .870 










Seq. No. 


17230 




Seq. ID 


OJ990317 01.9C23 


.C35 


Gene No. 


36196 




Strand 






bt art 


81 




End 


515 




Name 


OJ990317 01. 9C23.C35.ol 


.np 


Method 


AAT/NAP 




Start 


81 




End 


515 




GI 


6002795 




Score 


415 




Exons 


81. .515 










GI Descrip. 


(AF14 9813) retrotransposon 


dell-46 homolog [Oryza sativa] 


Seq. No. 


17230 




Seq. ID 


OJ990317_01.9C23 


.C35 


Gene No. 


36196 




Strand 






Start 


81 




End 


515 




Name 


OJ990317 01.9C23.C35.ol 


gs 


Method 


GENSCAN 




Start 


157 


End 


413 




GI 


none 




Score 


.79 




Exons 


157. .413 










Seq. No. 


17230 




Seq. ID 


OJ990317_01.9C23 


C35 


Gene No . 


36196 




Strand 






Start 


81 




End 


'515 




Name 


OJ990317 01.9C23.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


163 




End 


429 




GI 


none 




Score 


176 




Exons 


163. .429, 171. .428 










Seq. No. 


17230 




Seq. ID 


OJ990317_01.9C23. 


C35 


Gene No. 


36196 




Strand 






Start 


81 




End 


515 




Name 


OJ990317 01. 9C23.C35.ol. 


tw 


Method 


TBLASTX: Wheat 





17704 



Start 


165 




End 


440 








GI 


none 




Score 


177 








Exons 


165. .440, 166. .438 














Seq. No. 


17231 




Seq. ID 


OJ990317_ 


_01 


.9C23 


.C36 


Gene No. 


36197 




Strand 










Start 


391 




End 


1194 








Name 


OJ990317 01.9C23.C36.ol 


. np 


Method 


AAT/NAP 








Start 


391 




End 


1194 








GI 


4539658 




Score 


116 








Exons 


391. .569, 1113. .1194 














GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 














Seq. No. 


17231 




Seq. ID 


OJ990317 


01 


. 9C23 


.C36 


Gene No. 


36197 




Strand 










Start 


391 




End 


1194 








Name 


OJ990317 01.9C23.C36.ol 


. gs 


Method 


GENSCAN 








Start 


850 




End 


923 








GI 


none 




Score 


1 








Exons 


850. . 923 














Seq. No. 


17232 




Seq. ID 


OJ990317 


01 


9C23 


.C37 


Gene No. 


36198 ' 




Strand 


+ 








Start 


810 " 




End 


1677 








Name 


OJ990317 01.9C23.C37.ol 


.np ' 


Method 


AAT/NAP 








Start 


810 




End 


1677 








GI 


6907086 




Score 


961 








Exons 


810 . . 1677 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


17232 




Seq. ID 


OJ990317 


01 


9C23 


.C37 


Gene No. 


36198 




Strand 


+ 








Start 


810 




End 


1677 








Name 


OJ990317 01. 9C23.C37.ol 


. gs 


Method 


GENSCAN 








Start 


1013 




End 


1546 








GI 


none 




Score 


. 92 








Exons 


1013. .1546 














Seq. No. 


17233 




Seq. ID 


OJ990317_ 


_01. 


9C23 


.C38 


Gene No. 


36199 




Strand 


-I- 








Start 


808 




End 


963 








Name 


OJ990317 01.9C23.C38.ol 


.gs 


Method 


GENSCAN 








Start 


808 




End 


963 








GI 


none 




Score 


.54 








Exons 


808. .963 














Seq. No. 


17233 




Seq. ID 


OJ990317_ 


_01. 


9C23 


.C38 


Gene No. 


36200 




Strand 


+ 








Start 


1893 




End 


2390 








Name 


OJ990317 01. 9C23.C38.o2 


.gs 


Method 


GENSCAN 








Start 


1893 




End 


2390 








GI 


none 




Score 


.69 








Exons 


1893. .2390 














Seq. No. 


17234 




Seq. ID 


OJ990317_ 


01. 


9C23 


C41 


Gene No. 


36201 




Strand 











17705 




otart 


£ 1 / 




End 


bill 








Name 


OJ990317 01.9C23.C41.ol 


.np 


Method 


AAT/NAP 








Start 


217 




End 


601 








GI 


6907088 




Score 


484 








Exons 


217. .601 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


17235 




Seq. ID 


OJ990317 


_01. 


9C23 


.C44 


Gene No . 






Strand 










Start 


66 




End 


444 








Name 


OJ990317 01.9C23.C44.ol 


.gs 


Method 


GENSCAN 








Start 


66 




End 


444 








GI 


none 




Score 


. 69 








Exons 


66. .133, 336. .444 














Seq. No. 


17236 




Seq. ID 


OJ990317_ 


_01. 


9C23 


.C46 


Gene No . 






Strand 










Start 


1145 




End 


1257 








Name 


OJ990317 01. 9C23.C46.ol 


.gs 


Method 


GENSCAN 








Start 


1145 


End 


1257 








GI 


none 




Score 


.97 








Exons 


1145. .1257 














Seq. No. 


17237 




Seq. ID 


OJ990317_ 


_01. 


9C23 


.C47 


Gene No. 


36204 




Strand 










Start 


145 




End 


24 0 








Name 


OJ990317 01. 9C23.C47.ol 


.gs 


Method 


GENSCAN 








Start 


145 




End 


240 








Gi * 


none 




Score 


.89 








Exons 


145. .240 














Seq. No. 


17238 




Seq. ID 


OJ990317_ 


_01. 


9C23 


C48 


Gene No. 


0 /c 0 r\ c 

36205 




Strand 










Start 


170 




End 


825 








Name 


OJ990317 01.9C23.C48.ol 


.gs 


Method 


GENSCAN 








Start 


170 




End 


825 








GI 


none 




Score 


.46 








Exons 


170. .264, 771. .825 














Seq. No. 


17239 




Seq. ID 


OJ990317_ 


01. 


9C23 


C50 


Gene No . 






Strand 










Start 


1231 




End 


2273 








Name 


OJ990317 01.9C23.C50.ol 


.gs 


Method 


GENSCAN 








Start 


1231 




End 


2273 








GI 


none 




Score 


.54 








Exons 


1231.. 1397, 2123.. 2273 














Seq. No. 


17240 




Seq. ID 


OJ990317_ 


01. 


9C23. 


C51 


Gene No. 


36207 




Strand 


+ 








Start 


244 




End 


556 








Name 


OJ990317 01.9C23.C51.ol 


.gs 


Method 


GENSCAN 








Start 


244 




End 


556 








GI 


none 




Score 


.5 








Exons 


244. .319, 423. .556 














Seq. No. 


17241 




Seq. ID 


OJ990317_ 


01. 


9C23. 


C52 


Gene No. 


36208 




Strand 











17706 



Start 
Name 
Start 
GI 

Exons 



687 End 

OJ990317_01 . 9C23 . C52 . ol . gs Method 

687 End 

none Score 
687. .766 



766 

GENSCAN 

766 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17242 
36209 
1748 

OJ990317_01. 9C23.C53.ol.gs 

1748 

none 



Seq. ID OJ990317_01.9C23.C53 
Strand 

End 3267 

Method GENSCAN 

End 3267 

Score . 52 



1748. .1878, 2084. .2216, 2360. .2435, 3233. .3267 



17242 
36210 
6708 

OJ990317_01. 9C23.C53.ol.np 

6708 

5777623 



Seq. ID OJ990317_01.9C23.C53 
Strand 

End 12260 

Method AAT/NAP 

End 12260 

Score 959 



6708. .6804, 8307. .8544, 9373. .9885, 10331 .. 10675, 12191. .12260 
(AJ245900) CAA303711.1 protein [Oryza sativa] 



17242 
36210 
6708 

OJ990317_01. 9C23.C53.o3.gs 

7497 

none 

7497.. 7570, 8036.. 8090 

17243 
36211 
396 

OJ990317_01.9C23.C54.ol.gs 

396 

none 

396. .1004, 1234. .1356, 1524. 

17244 
36212 
272 

OJ990317_01.9C23.C56.ol.gs 

272 

none 

272. .573, 701. .708 



Seq. ID OJ990317_01.9C23.C53 
Strand 

End 12260 

Method GENSCAN 

End 8090 

Score .82 



Seq. ID OJ990317_01.9C23.C54 
Strand + 

1650 
GENSCAN 
1650 
.49 



End 

Method 
End 
Score 
1650 



Seq. ID OJ990317_01.9C23.C56 
Strand 

End 708 

Method GENSCAN 

End 708 . 

Score .47 



17245 
36213 
608 

OJ990317_01. 9C23.C57.o2.gp 
608 

uC-osflcyp033a04bl 
608. .988 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ990317_01.9C23.C57 

Strand + 

End 988 

Method AAT/GAP . 

End 988 

Score 654 



17707 




Seq. No. 


17245 Seq. ID 


OJ990317 


_01. 


9C23 


.C57 


Gene No. 


36214 Strand 










b tart 


jjo bna 


1 1 QQ 








Name 


OJ990317 01. 9C23.C57.ol.np Method 


AAT/NAP 








Start 


536 End 


1188 








GI 


4680186 Score 


236 








Exons 


536. .740, 1121. .1188 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


17245 Seq. ID 


OJ990317 


_01. 


9C23, 


.C57 


bene no. 


obzl4 Strand 










Start 


536 End 


1188 








Name 


OJ990317 01.9C23.C57.ol.gs Method 


GENSCAN 








Start 


588 End 


890 








GI 


none Score 


.77 








Exons 


588. .740, 837. .890 










Seq. No. 


17246 Seq. ID 


OJ990317 


_01. 


9C23. 


.C58 


Gene No. 


36215 Strand 










Start 


1 End 


306 








Name 


ojyyu oi / ui . ycz j . coo . oi . gp Method 


AAT/ GAP 








Start 


1 End 


306 








GI 


uOosflcyp033a04bl Score 


511 








Exons 


1. .306 










GI Descrip. 


■6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ■ 










Seq. No. 


17246 ' Seq. ID 


OJ990317 


_01. 


9C23, 


,C58 


Gene No. 


36216 Strand 










otart 


1 IT 1 r-\ /-J 

i hna 


R O 
JO 








Name 


OJ990317 01. 9C23.C58.ol.np Method 


AAT/NAP 








Start 


1 End 


58 








GI 


4680186 Score 


91 








Exons 


1. .58 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


17247 Seq, ID 


OJ990317 


_01. 


9C23, 


,C59 


Gene No. 


36217 Strand 


+ 








Start 


66 End 


386 








Name 


ujyyuoi/ ui . ytzo . coy . oi . gp Metnoa 


AAT / GAP 








Start 


66 End 


386 








GI 


uC-osflcyp033a04bl Score 


512 








Exons 


66. .386 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ■ 










Seq. No. 


17247 Seq. ID 


OJ990317 


J)l. 


9C23. 


C59 


Gene No. 


36218 Strand 


- 








Start 


1 End 


1158 








Name 


OJ990317 01. 9C23.C59.ol.np Method 


AAT/NAP 








Start 


1 End 


1158 








GI 


4680186 Score 


99 








Exons 


1..138, 1140. .1158 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 









Seq. No. 17248 Seq. ID OJ990317_01.9C23.C60 

Gene No. 36219 Strand 



17708 



Start 
Name 
Start 
GI 

Exons 



363 End 494 

OJ990317_01. 9C23.C60.ol.gs Method GENSCAN 

363 End 494 

none Score .49 
363. .494 



Seq. No. 17249 

Gene No. 36220 

Start 1 

Name OJ990317J31 . 9C23 .C62 . ol .np 

Start 1 

GI 4680179 

Exons 1..2024 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 17249 

Gene No. 36220 

Start 1 

Name OJ990317_01 . 9C23 . C62 . o5 . tm 

Start 2 

GI none 

Exons 2.. 190, 3.. 191 



Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method AAT/NAP 

End 2024 

Score 3230 

sativa subsp. indica] 

Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method TBLASTX : Mai ze 

End 191 

Score 127 



Seq. No. 17249 

Gene No. 36220 

Start 1 

Name OJ990317_01 . 9C23 . C62 . o3 . tw 

Start 11 

GI none 

Exons 11.. 472, 12.. 416 



Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method TBLASTX : Wheat 

End 472 

Score 281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



17249 
36220 
1 

OJ990317_01. 9C23.C62.o2.tm 

194 

none 

194. .301, 197. .514, 198. .503 

17249 
36220 
1 

OJ990317_01. 9C23.C62.o2.ts 

431 

none 

431. .691, 432. .686 

17249 
36220 
1 • 

OJ990317JD1. 9C23.C62.ol.tc 

455 

none 

455. .598, 456. .596, 599. .781 

17249 
36220 



Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method TBLASTX: Maize 

End 514 

Score 82 



Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method TBLASTX : Soybean 

End 691 

Score 161 



Seq. ID OJ990317_01.9C23.C62 

Strand - .. 

End 2024 

Method TBLASTX : Cress 

End 781 

Score 91 



Seq. ID OJ990317_01.9C23.C62 
Strand 



17709 



Start 1 End 

Name OJ990317_01 . 9C23 . C62 . o2 . tw Method 

Start 479 End 

GI none Score 

Exons 479.. 958, 480.. 863, 512.. 940 

Seq. No. 17249 Seq. ID 

Gene No. 36220 Strand 

Start 1 End 

Name OJ990317JD1 . 9C23 . C62 . o4 . tm Method 

Start 515 End 

GI none Score 

Exons 515.. 829, 516.. 794 



2024 

TBLASTX: Wheat 

958 

284 



OJ990317_01.9C23.C62 
2024 

TBLASTX: Maize 

829 

147 



Seq. No. 17249 

Gene No. 36220 

Start 1 

Name OJ990317_01 . 9C23 . C62 . ol . gs 

Start 678 

GI none 

Exons 678.. 1339, 1436.. 1915 

Seq. No. 17249 

Gene No. '36220 

Start 1 

Name OJ990317_01 . 9C23 . C62 . ol . tw 

Start 962 

GI none 

Exons 962.. 1471, 1053.. 1439 

Seq. No. 17249 

Gene No. 36220 

Start 1 

Name OJ990317_01 . 9C23 . C62 . ol . tm 

Start 1046 

GI none 

Exons 1046.. 1399, 1061,. 1357, 1131. 

Seq. No. 17249 

Gene No. 36220 

Start 1 

Name OJ990317_01 . 9C23 . C62 . o3 . ts 

Start 1220 

GI none 

Exons 1220.. 1462 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_01.9C23.C62 

2024 
GENSCAN 
1915 
.43 



OJ990317_01.9C23.C62 
2024 

TBLASTX,: Wheat 

1471 

304 



Seq. ID OJ990317_01.9C23.C62 
Strand 

2024 

TBLASTX: Maize 
1399 
140 



End 

Method 
End 
Score 
1397 



Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method TBLASTX : Soybean 

End 14 62 

Score 191 



Seq. No. 17249 Seq. ID 

Gene No. " 36220 Strand 

Start 1 End 

Name OJ990317_01 . 9C23 . C62 . o3 . tm Method 

Start 1436 End 

GI none Score 

Exons 1436.. 1771, 1445.. 1684, 1757. .1936 

Seq. No. 17249 Seq. ID 

Gen.e No. 36220 Strand 

Start 1 End 



OJ990317_01 . 9C23 . C62 
2024 

TBLASTX: Maize 

1936 

56 



OJ990317 01.9C23.C62 



2024 



17710 



Name OJ990317J31 . 9C23 . C62 . o4 . tw 

Start 1472 

GI none 

Exons 1472.. 1774, 1473.. 1736 

Seq. No. 17249 

Gene No. 36220 

Start . 1 

Name OJ990317__01 . 9C23 . C62 . ol . ts 

Start 1487 

GI none 
Exons 



Method 

End 

Score 



TBLASTX: Wheat 

1774 

201 



Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method TBLASTX : Soybean 

End 1882 

Score 126 



1487. .1846, 1488. .1730, 1705. .1839, 1769. .1843, 1850. .1882, 
1850. .1882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



17249 
36220 
1 

OJ990317_01 . 9C23 . C62 . o5 . tw 

1775 

none 



Seq. ID OJ990317_01.9C23.C62 
Strand 

End 2024 

Method TBLASTX : Wheat 

End 2024 

Score 133 



1775. .1945, 1802. .1918, 1821. .1949, 1949. .2023, 1953. .2024 



17250 
36221 
1 

OJ990317_01. 9C23.C63.ol.np 
1 

6721517 
1..1006, 1055. .1246 

.(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa 



Seq. ID OJ990317_01.9C23.C63 
Strand 

End 1246 

Method AAT/NAP 

End 1246 

Score 1652 



17250 
36221 
1 

OJ990317_01. 9C23.C63.ol.tw 
64 

none 



Seq. ID OJ990317_01.9C23.C63 
Strand 

End 1246 ' 

Method TBLASTX: Wheat 

End 425 

Score 192 



64. .318, 66. .320, 326 . . 421 , 333 . . 425 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



17250 
36221 
1 

OJ990317_01. 9C23.C63.ol.tm 

121 

none 



Seq. ID OJ990317_01.9C23.C63 
Strand 

End 1246 

Method TBLASTX : Mai ze 

End 412 

Score 156 



121. .312, 123. .314, 335. .412, 339. .410 



17250 
36221 
1 

OJ990317_01. 9C23.C63.o2.tw 

596 

none 

596. .949, 632. .766, 810. .950 

17250 
36221 



Seq. ID OJ990317_01.9C23.C63 
Strand 

End 1246 

Method TBLASTX : Wheat 

End 950 

Score 75 



Seq. ID OJ990317_01.9C23.C63 
Strand 



17711 






Start 


1 




End 


1246 






Name 


OJ990317 01.9C23.C63.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


683 




End 


1003 






GI 


none 




Score 


210 






Exons 


683. .1003 












Seq. No. 


17251 




Seq. ID 


OJ990317_01. 9C23 


.C64 




Gene No. 


36222 




Strand 








Start 


362 




End 


2020 






Name 


OJ990317 01. 9C23.C64.ol 


• gs 


Method 


GENSCAN 






Start 


362 




End 


2017 






GI 


none 




Score 


.52 






Exons 


362. .381, 727. .2017 












Seq. No. 


17251 




Seq. ID 


OJ990317_01. 9C23 


.C64 




Gene No. 


36222 




Strand 








Start 


"3 C "1 




End 


2020 






Name 


OJ990317 01.9C23.C64.ol 


. np 


Method 


AAT/NAP 






Start 


652 




End 


2020 






GI 


4680179 




Score 


1527 






Exons 


652. .2020 












GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


17251 




Seq. ID 


OJ990317_01.9C23 


.C64 




Gene No. 


36222 




Strand 


~~ 




r rs 


Start 


362 




End ■ 


2020 




: e 


Name 


OJ990317 01.9C23.C64.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


707 




End 


943 




r 


GI 


none 




Score 


78 




! : 5 

' z 


Exons 


707. .871, 729. .824, 878 


. . 943 








\'\ I 


Seq. No. 


17251 




Seq. ID 


OJ990317_01.9C23 


.C64 




Gene No. 


36222 




Strand 






IX 


Start 


362 




End 


2020 




. : si. 


Name 


OJ990317 01.9C23.C64.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


1211 




End 


1507 






GI 


none 




Score 


104 






Exons 


1211. .1507, 1320. .1490 












Seq. No. 


17251 




Seq. ID 


OJ990317_01.9C23 


.C64 




Gene No. 


36222 




Strand 








Start 


362 




End 


2020 






Name 


OJ990317 01.9C23.C64.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


1388 




End 


1751 






GI 


none 




Score 


82 






Exons 


1388. .1747, 1389. .1622, 


1647. 


.1751 








Seq. No. 


17252 




Seq. ID 


OJ990317_01.9C23 


.C65 




Gene No. 


36223 . } 




Strand 


+ 






Start 


1 




End 


1767 






Name 


OJ990317 01. 9C23.C65.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1767 






GI 


5295955 




Score 


545 






Exons 


1..79, 473. .600, 881. .1767 









GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



17712 




Seq. No. 


17253 




Seq. ID 


OJ990317_01.9C23. 


X67 


Gene No. 


36224 




Strand 


+ 




b car c 


1 




End 


-700 




Name 


OJ990317 01.9C23.C67.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


732 




GI 


5777623 




Score 


552 




Exons 


1. .732 










GI Descrip. 


(AJ245900) CAA303711.1 


protein [Oryza 


sativa] 




Seq. No. 


17254 




Seq. ID 


OJ990317_01.9C23. 


C68 


Gene No. 


36225 




Strand 






b car c 


1 




End 


841 




Name 


OJ990317 01.9C23.C68.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


841 




GI 


4680179 




Score 


460 




Exons 


1..588, 691. .841 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


17254 




Seq. ID 


OJ990317_01.9C23. 


C68 


Gene No. 


O £1 O O C 




Strand 






Start 


1 




End 


841 




Name 


OJ990317 01. 9C23.C68.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


155 




End 


554 




GI 


none 




Score 


78 




Exons 


155. .319, 204. .323, 332 


. . 553, 


399. .554 






Seq. No. 


17254 




Seq. ID 


OJ990317_01.9C23. 


C68 


Gene No. 


36225 




Strand 






Start 


1 • 




End 


841 




Name 


OJ990317 01. 9C23.C68.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


236 




End 


560 




GI 


none 




Score 


56 




Exons 


236. .556, 236. .559, 447 


. . 560 








Seq. No. 


17255 




Seq. ID 


OJ990317_01.9C23. 


C69 


Gene No. 


36226 




Strand 






bcarc 


i 




End 


1621 




Name 


OJ990317- 01. 9C23.C69.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


976 




GI 


4680179 




Score 


430 




Exons 


1. .976 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


17255 




Seq. ID 


OJ990317_01.9C23. 


C69 


Gene No. 


O f O O f" 




Strand 






Start 


1 




End 


1621 




Name 


OJ990317 01.9C23.C69.ol 


.gs 


Method 


GENSCAN 




Start 


53 




End 


1621 




GI 


none - s 




Score 


.45 




Exons 


53. .1147, 1439. .1621 










Seq. No. 


17255 




Seq. ID 


OJ990317_01.9C23. 


C69 


Gene No. 


36226 




Strand 






Start 


1 




End 


1621 




Name 


OJ990317 01.9C23.C69.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


98 




End 


499 




GI 


none 




Score 


240 





17713 



# 



Exons 



98. .499 



Seq. No. 17255 Seq. ID 

Gene No. 36226 Strand 

Start 1 End 

Name OJ990317_01 . 9C23 . C69 . ol . tw Method 

Start 380 End 

GI none Score 

Exons 380.. 757 



OJ990317_01.9C23.C69 
1621 

TBLASTX: Wheat 

757 

268 



Seq. No. 17255 

Gene No. 36226 

Start 1 

Name OJ990317_01 . 9C23 . C69 . o2 . np 

Start 1467 

GI 6002794 

Exons 1467 . . 1595 

GI Descrip. (AF149813) unknown [Oryza sativa] 



Seq. ID OJ990317_01.9C23.C69 
Strand 

End 1621 

Method AAT/NAP 

End 1595 

Score 183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17256 Seq. ID 

36227 Strand 

1 End 

OJ990317_01 . 9C23 . C70 . o2 . np Method 

1 End 

5295955 Score 



OJ990317_01.9C23.C70 
+ 

2718 
AAT/NAP 
2718 
225 



1..42, 1050. .1170, 1713. .1827, 2508. .2718 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 17256 Seq. ID 

Gene No. 36228 Strand 

Start 1 End 1880 

Name OJ990317JD1 . 9C23 . C70 . ol . np Method AAT/NAP 

Start 1 End 929 

GI 6907086 Score 623 

Exons 1..492, 550.. 929 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990317 01.9C23.C70 



Seq. No. 17256 Seq. ID 

Gene No. 36228 - Strand 

Start 1 End 

Name OJ990317_01 . 9C23 . C70 . ol . gs Method 

Start 567 End 

GI none Score 

Exons 567. .1004, 1010. .1167, 1817. .1880 



OJ990317_01.9C23.C70 

1880 
GEN SCAN 
1880 
.86 



Seq. No. 17257 Seq. ID 

Gene No. 36229 Strand 

Start ... 204 End ' 

Name OJ990317_01 . 9C23 . C7 1 . ol . gs Method 

Start 204 End 

GI none Score 

Exons 204 . .857 



OJ990317_01.9C23.C71 
868 

GENSCAN 

857 

.98 



Seq. No. 
Gene No. 
Start 



17257 
36229 
204 



Seq. ID 

Strand 

End 



OJ990317 01.9C23.C71 



868 



17714 



# 



Name 


OJ990317 01.9C23.C71.ol.np 


Start 


207 


GI 


4680179 


Exons 


207. .868 


GI Descrip. 


(AF111709) polyprotein [Oryza 


Seq. No. 


17257 


Gene No . 


"5 CO 0 Q 

j ozz y 


Start 


204 


Name 


OJ9.90317 0-l.9C23.C71.o2.tm 


Start 


231 


GI 


none 


Exons 


231. .443 


Seq. No. 


17257 


Gene No . 


Jozzy 


Start 


204 


Name 


OJ990317 01.9C23.C71.ol.tw 


Start 


252 


GI 


none 


Exons 


252. . 680, 316. .654 


Seq. No. 


17257 


bene No. 


Jozzy 


Start 


204 


Name 


OJ990317 01.9C23.C71.ol.tm 


Start 


444 


GI 


none 


Exons 


444. .866, 448. .867 


Seq. No. 


17257 


Gene No. 


oozzy 


Start 


204 


Name 


OJ990317 01.9C23.C71.o2.tw 


Start 


681 


GI 


none 


Exons 


681. .854, 682. .867 


Seq. No. 


17258 


Gene No. 




Start 


1067 


Name 


OJ990907 04. 9C03 . C2 . ol . gp 


Start 


1067 


GI 


none 


Exons 


1067. .1221, 1309. .1489 


Seq. No. 


17258 


Gene No. 


36231 


b tar l. 


0 4 d 


Name 


OJ990907 04.9C03.C2.ol.gs 


Start 


645 


GI 


none 


Exons 


645. .713, 788. .859, 959. .1030, 




2378.. 2449, 2544.. 2764, 2814., 


Seq. No. 


17258 


Gene No. 


36232 



Method AAT/NAP 
End 868 
Score 1026 

sativa subsp. indica] 

Seq. ID OJ990317_01.9C23.C71 

Strand _ - 

End 868 

Method TBLASTX: Maize 

End 443 

Score 193 



Seq. ID OJ990317_01.9C23.C71 

Strand 

End 8 68 

Method TBLASTX : Wheat 

End 680 

Score 151 



Seq. ID OJ990317_01.9C23.C71 

Strand 

End 8 68 

Method TBLASTX: Maize 

End 867 

Score 253 



Seq. ID OJ990317_01.9C23.C71 

Strand 

End 8 68 

Method TBLASTX: Wheat 

End 8 67 

Score 151 



Seq. ID OJ990907_04 . 9C03.C2 

Strand + 

End 1489 

Method AAT/GAP 

End 1489 

Score 64 8 



Seq. ID OJ990907_04 . 9C03.C2 
Strand 

End 2901 

Method GENSCAN. 

End 2901 

Score .85 

1289. .1450, 1549. .1751, 
2901 

Seq. ID OJ990907_04 . 9C03.C2 
Strand 



17715 



# 



Start 
Name 
Start 
GI 

Exons 



2811 End 3005 

OJ990907_04 . 9C03 . C2 . o2 . gp Method AAT/GAP 

2811 End 3005 

none Score 285 
2811. .3005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17258 
36233 
5668 

OJ990907_04.9C03.C2.ol.tw 
485 
none 



OJ990907 04.9C03.C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

485. .559, 501. .584, 611. .712, 620. .706, 633. .713, 645. .713, 
646. .714, 785. .811, 823. .858, 823. .858, 958. .1029, 1097. .1162, 
1110. .1181, 1111. .1182, 1112. .1186, 1259. .1369, 1262. .1357, 
1291. .1371, 1342. .1422 



9817 

TBLASTX: Wheat 

1422 

44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17258 Seq. ID 

36233 Strand 

5668 End 

OJ990907_04 . 9C03 . C2 . ol . ts Method 

787 End ' 

none Score 

787. .858, 958. .1029, 1114. .1143, 1256. 



OJ990907_04.9C03.C2 
9817 

TBLASTX: Soybean 

2656 

39 

.1324, 1291. .1323, 



,1470, 1337.. 1450, 1548.. 1616:, 



1306. .1437, 1306. .1431, 1336. 
1702. .1791, 2543. .2656 

17258 
36233 
5668 

OJ990907_04 . 9C03 . C2 . o2 . gs 
5668 
none 

5668. .5758, 6538. .6604, 6688. .6739, 7728. .7886, 7982. .8031, 
9522. .9817 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_04.9C03.C2 

9817 
GENSCAN 
9817 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17258 Seq. ID 

36233 Strand 

5668 End 

OJ990907_04 . 9C03 . C2 . o3 . gp Method 

77 95 End 

LIB34 33-04 6-P1-K1-C9 Score 
7795. .7886, 8006. .8116 

, 576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3' '-end sequence 1 



OJ990907_04.9C03.C2 

9817 
AAT/GAP 
8116 
339 



17259 
36234 
2803 

OJ990907_04 . 9C03 . C3 . ol . gs 

2803 

none 



Seq. ID OJ990907 04.9C03.C3 



Strand 
End 

Method 

End 

Score 



+ 

9943 
GENSCAN 
9943 
.82 



2803. .2838, 5123. .5468, 5996. .6205, 6520. .6587, 6678. .6752, 
6957. .7307, 7610. .7662, 7884. .8028, 8516. .8568, 8922. .9023, 
9113. .9491, 9597. .9648, 9705. .9943 



Seq. No. 



17259 



Seq. ID OJ990907_04.9C03.C3 



17716 



# 



Gene No. 


*3 C O *3 A 


Strand 


+ 






Start 


2803 


End 


9943 






Name 


OJ990907 04.9C03.C3.o2.gp 


Method 


AAT/GAP 






Start 


2815 


End 


5430 






GI 


3761975 


Score 


805 






Exons 


2815. .2838, 4679.. 4785, 4919 


..5040, 5123.. 5186, 


5277. .5430 


Seq. No. 


17259 


Seq. ID 


n TQQAQm 


n/i arm 




Gene No. 


36234 


Strand 


*r 






b tar z. 


2803 


End 


? y h o 






Name 


OJ990907 04.9C03.C3.ol.np 


Method 


AAT/NAP 






Start 


6315 


End 


8203 






GI 


6856203 


Score 


195 






Exons 


6315.. 6371, 7077.. 7475, 7578 


..7662, 78 


31. .8028, 


8114 . .8 


203 


GI Descrip. 


(AF180473) Not2p [Homo sapiens] 








Seq. No. 


17259 


Seq. ID 


OJ990907 


_04.9C03 


(~~* O 


Gene No; 


36234 


Strand 


+ 






Start 


2803 


End 


9943 






Name 


OJ990907 04.9C03.C3.o3.gp 


Method 


AAT/GAP 






OLdlL 


7994 


End 


8782 






GI 


77266 1.R1084 


Score 


814 






Exons 


7994.. 8028, 8111.. 8221, 8339 


..8408, 8516. .8782 






GI Descrip. 


'3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 41 . 


Qt/p, 




protein gb 1001369 from sequence of Synechocystis sp. 






gb_D64006. [Arabidopsis "thaliana] 1 








Seq. No. 


17259 


Seq. ID 


OJ990907_ 


_04 . 9C03 


. Lj 


Gene No . 


36235 


Strand 


+ 






Start 


10715 


End 


14632 






Name 


OJ990907 04.9C03.C3.o2.gs 


Method 


GENSCAN 






Start 


10715 


End 


14632 






GI 


none 


Score 


.88 






Exons 


10715. .10753/ 12238. .12673, 


13524. .13933, 14057 


. .14632 




Seq. No. 


17259 


Seq. ID 


OJ990907_ 


J)4 . 9C03 


. Lj 


Gene No . 


36236 


Strand 


+ 






Start 


15886 


End 


16856 






Name 


OJ990907 04.9C03.C3.o3.gs 


Method 


•GENSCAN 






Start 


15886 


End 


16856 






GI- 


none 


Score 


.45 






Exons 


15886. .15973, 16693.. 16856 










Seq. No. 


17259 


Seq. ID 


OJ990907_ 


__04 .9C03 


.C3 


Gene No. 


36237 


Strand 








Start 


18077 


End 


24238 






Name 


OJ990907 04 . 9C03.C3.o4 .gp 


Method 


AAT/GAP 






Start 


17393 


End 


17488 






GI 


uC-osflcyp022c06b2 


Score 


142 






Exons 


17393. . 17488 











GI Descrip. 1 5042437/gb | AC00778 9 . 1 | AC00778 9 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 17259 

Gene No. 36237 

Start 18077 

Name . OJ990907_04 . 9C03 . C3 . o4 . gs 



Seq. ID OJ990907_04 . 9C03.C3 
Strand 

End 24238 

Method GENSCAN 



17717 




Start 
GI 

Exons 



18077 End 24238 

none Score .83 

18077. .18496, 18761 .. 18885, 19069 19234 , 194 14 1954 9, 

19659. .19745, 204 53 .. 20475, 21381 .. 21635, 22933 22971, 

23276. .23414, 23673 .. 23804 , 23889.. 24238 



Seq. No. 17259 Seq. ID OJ990907_04 . 9C03 . C3 

Gene No. 36238 Strand 

Start 26276 End 29217 

Name OJ990907_04 . 9C03 . C3 . o5 . gp Method AAT/GAP 

Start 26276 End 29217 

GI 16970_1.R1084 Score 1568 

Exons 26276. .26681, 27056 .. 27204 , 27690 .. 27791, 27879 .. 27954 , 

28148. .28185, 29131. .29217 
GI Descrip. ' 1710521/sp | P50888 | RL24_HORVU 4.0e-58 60S RIBOSOMAL PROTEIN L24 

>gi_1154859_emb_CAA63960_ (X94296) L24 ribosomal protein 

[Hordeum vulgare] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17259 
36238 
26276 

OJ990907_04 . 9C03 . C3 . o2 . np 

26537 

1710521 



Seq. ID OJ990907_04.9C03.C3 
Strand 

End 29217 
Method AAT/NAP 
End 27965 
Score 660 

26537. .26681, 27056 .. 27204 , 27690 .. 277 91 , 27879.. 27965 

60S RIBOSOMAL PROTEIN L24 gi | 1154859 | emb | CAA63960 | (X94296) L24 

ribosomal protein [Hordeum vulgare] 



17259 
36239 
30946 

OJ990907_04, 
4678 
none 
4678. 
4890. 
6005, 
6318, 
6522, 
6946. 
7277. 
7626. 



.4722, 
.5030, 
. 6205, 
.6386, 
. 6593, 
.7146, 
,7351, 
,7661 



9C03.C3.ol. tm 



4679.. 4726, 4723, 

4894.. 5058, 5126. 

6006.. 6221, 6007. 

6321.. 6380, 6509. 

6677.. 6730, 6679. 

6956.. 7162, 6957. 

7278.. 7355, 7345. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4788, 4725 
.5416, 5126 
.6210, 6293 
.6586, 6516 
.6729, 6720 



OJ990907 04.9C03.C3 



35705 

TBLASTX: Maize 
7662 
41 

4787, 4864.. 5043, 

5404, 6005.. 6205, 

6370, 6316.. 6381, 

6593, 6520.. 6588, 

6755, 6912.. 7151, 

7175, 7206. .7310, 7264. .7323, 

7500, 7352. .7501, 7621. .7662, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17259 Seq. ID 

36239 Strand 

30946 End 

OJ990907_04 . 9C03 . C3 . o2 . ts Method 

7035 End 

none Score 



OJ990907_04.9C03.C3 
35705 

TBLASTX: Soybean 

7935 

68 



7035. .7169, 7259. .7351, 7260. .7355, 7351. .7500, 7352. .7498, 
7619. .7660, 7731. .7775, 7894. .7935 



Seq. No. 17259 Seq. ID 

Gene No. 36239 Strand 

Start 30946 End 

Name OJ990907_04 . 9C03 . C3 . o2 . tw Method 

Start 11033 End 



OJ990907_04 . 9C03.C3 
35705 

TBLASTX: Wheat 
11308 



17718 



GI 


none 






Exons 


11033. 


.11080, 11084, 


. .11167, 


Seq. No. 


17259 






Gene No. 


36239 






Start 


30946 






Name 


OJ990907 04.9C03.C3, 


. o3.tm 


Start 


11120 






GI 


none 






Exons 


11120. 


.11167, 11225, 


. .11308, 


Seq. No. 


17259 






Gene No. 


36239 






Start 


30946 






Name 


OJ990907 04.9C03.C3, 


. o2 . tm 


btart 


26532 






GI 


none 






Exons 


26532. 


.26621, 26533. 


. .26619, 




27092. 


.27205, 27092, 


. .27205, 




27676. 


.27792, 27688. 


. .27795, 




27867. 


.27956, 27877, 


. .27954, 


Seq. No. 


17259 






Gene No. 


36239 






Start 


30946 






Name 


OJ990907 04.9C03.C3. 


.ol. tc 


Start 


27055 






GI 


none 






Exons 


27055. 


.27204, 27092. 


. .27193, 




27690. 


.27794, 27690. 


, .27794, 




27877. , 


.27957 





Score 102 



Seq. ID OJ990907_04.9C03.C3 
Strand 

End 35705 

Method TBLASTX: Maize 

End 11596 

Score 67 



Seq. ID OJ990907_04.9C03.C3 
Strand 

End 35705 

Method TBLASTX : Maize 

End 27957 

Score 112 



,27204, 
,27794, 
.27953, 



Seq. ID OJ990907_04.9C03.C3 
Strand 

End' 35705 
Method TBLASTX : Cress 
End 27957 
Score 119 

7676. .27774, 27 688 .. 27792 , 
7864. .27956, 27877 .. 27 957 , 



Seq. No. 17259 

Gene No. 36239 

Start 30946 

Name OJ990907JD4 . 9C03 . C3 . ol . ts 

Start 27055 

GI none 

Exons 27055. .27204, 27092 .. 27 193, 
27867. .27956, 27877.. 27957 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_04 . 9C03.C3 
35705 

TBLASTX : Soybean 

27957 

125 



27 688. .27792, 27 690. .27794, 



Seq. No. 17259 

Gene No. 36239 

Start 30946 

Name OJ990907_04 . 9C03.C3.ol. 

Start 27139 

GI none 

Exons 27139. .27204, 27140.. 27 
27676. .27795, 27867. .27 

Seq. No. 17259 

Gene No. 36239 

Start 30946 

Name OJ990907_04 . 9C03.C3.o3. 

Start 30946 

GI 2231329 

Exons 30946. .31045, 31937.. 32 



Seq. ID OJ990907_04.9C03.C3 
Strand 

End 35705 
tw Method TBLASTX : Wheat 

End 27957 

Score 96 
205, 27141. .27206, 27675 .. 277 94 , 
956, 27877. .27954, 27877.. 27957 .. 

Seq. ID OJ990907_04.9C03.C3 
Strand 

End 35705 

np Method AAT/NAP 

End 35705 

Score 71 
119, 35645.. 35705 



17719 



GI Descrip. (U77049) bactinecin 11 [Ovis aries] 



Seq. No. 17260 

Gene No. 36240 

Start 454. 

Name OJ990907_04 . 9C03 . C4 . ol . gs 

Start 454 

GI none 

Exons 454.. 532, 770.. 831 



Seq. ID OJ990907_04 . 9C03.C4 

Strand + 

End 831 

Method GENSCAN 

End 831 

Score . 8 



Seq. No. 17261 Seq. ID OJ990907 

Gene No. 36241 Strand + 

Start 215 End 4282 

Name OJ990907_04 . 9C03 . C7 . ol . gp Method AAT/GAP 

Start 215 End 1261 

GI 72738_1.R1084 Score 1353 

Exons 215.. 453, 570.. 631, 840.. 1261 

GI Descrip. ' 1877026/dbj | BAA11351 | 3.0e-42 
[Oryza sativa] 1 



04 . 9C03.C7 



(D78336) ribosomal protein S19 



Seq. No. 17261 

Gene No. 36241 

Start 215 

Name OJ990907_04 . 9C03 . C7 . ol . gs 

Start 360 

GI none 
Exons 



Seq. ID OJ990907_04 . 9C03.C7 

Strand + 

End 4282 

Method GENSCAN 

End 4282 

Score .41 



360. .453, 840. .922, 3400. .3513, 3647. .3769, 4052. .4282 



Seq. No. 17261 Seq. ID OJ990907_04 . 9C03 . C7 

Gene No. 36242 Strand + 

Start 12760 ' End 12825 

Name OJ990907_04 . 9C03 . C7 . o2 . gp Method AAT/GAP 

Start 12760 End 12825 

GI 5607332 Score 77 

Exons 12760.. 12825 

GI Descrip. 1877026/dbj | BAA11351 | 3.0e-42 (D78336) ribosomal protein S19 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17261 Seq. ID OJ990907 

36243 Strand + 

12824 End 15437 

OJ990907_04 . 9C03 . C7 . o2 . np Method AAT/NAP 

12824 End 15437 

1173302 Score 94 
12824 . . 12911, 



04.9C03.C7 



13186. 



13330, 15251.. 15437 
MITOCHONDRIAL RIBOSOMAL PROTEIN S3 gi | 7 69732 | db j | BAA047 92 | 
(D21251) ribosomal protein S3 [Oryza sativa] 



Seq. No. 17261 Seq. ID 

Gene No. 36244 Strand 

Start 17838 End 

Name OJ990907_04 . 9C03 . C7 . 06 . gs Method 

Start 17838 End 

GI none Score 

Exons 17838. .18084, 18319.. 18632 



OJ990907_04 .-9C03.C7 
+ 

18632 
GENSCAN 
18632 
.99 



Seq. No. 



17261 



Seq. ID OJ990907 04.9C03.C7 



17720 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36245 Strand + 

24983 End 26538 

OJ990907_04 . 9C03 . C7 . o9 . gs Method GENS CAN 

24983 End 26538 

none Score . 83 



24983. .25087,. 25105. 
26399. .26538 



,25263, 25335. .25452, 26131 .. 26367, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17261 
36246 
1 

OJ990907_04 . 9C03 . C7 . o3 . np 
1 

5734709 

1..20, 7325. .7430, 13744. 
26136. .26299 
(AC008075) Contains PF 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 13930, 15436 



OJ990907 04.9C03.C7 



26299 
AAT/NAP 
26299 
221 

. 15613, 



15837. .16011, 
00069 Eukaryotic protein kinase domain. 

OJ990907 04.9C03.C7 



17261 Seq. ID 

36246 Strand 

1 End 26299 

OJ990907JD4. 9C03 . C7 . ol . np Method AAT/NAP 

8348 End 9246 

4234852 Score 831 
8348. .9246 

(AF082133) gag-pol polyprotein . [ Zea mays] 



17261 Seq. ID OJ990907_04 . 9C03 . C7 

36246 Strand 

1 End 26299 

OJ990907_04 . 9C03 . C7 . o3 . gp Method AAT/GAP 

13789 End 14161 

67061JL.R108 4 Score 722 

13789. .14161 

, 576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 l? -end sequence 1 



17261 
36246 
1 

OJ990907_04 . 9C03 . C7 . o2 . tm 
14253 
none 
14253. 
14449. 
14634 . 



14312, 14254. 
14532, 14450. 
14681, 14635. 



,14310, 
,14542, 
,14682 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14255 

14454 



OJ990907 04.9C03.C7 



26299 

TBLASTX : Maize 
14682 
83 

14335, 14422. .14535, 
14543, 14632. .14682, 



17261 
36246 
1 

OJ990907__04 . 9C03 . C7 . o5 . gs 

14941 

none 



Seq. ID OJ990907_04 . 9C03.C7 



Strand 
End 

Method 

End 

Score 



26299 
GENSCAN 
17101 
.41 



14941. .15006, 15644. .15713, 16393 .. 16530, 1 6732 . . 1 684 6, 
16930. .17101 



17721 



Seq. No. 17261 

Gene No. 36246 

Start 1 

Name OJ990907_04 . 9C03 . C7 . 08 . gs 

Start 21965 

GI none 
Exons 



Seq. ID OJ990907_04.9C03.C7 

Strand - * ' 

End 26299 

Method GENSCAN 

End 24184 

Score . 65 



21965. .22868, 23283". . 23409, 23482 .. 23569, 23913 23963, 
23978. .24184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



17261 
36246 
1 

OJ990907_04 . 9C03 . C7 . ol . tm 

22092 

none 



Seq. ID OJ990907_04 .9C03.C7 
Strand 

End 26299 

Method TBLASTX : Mai ze 

End 22627 

Score 56 



22092. .22145, 22265 .. 224 17 , 22265 .. 22594 , 22266 .. 22508, 
22587. .22625, 22595.. 22627 



17261 
36246 
1 

OJ990907_04 . 9C03 . C7 . o4 . gp 
22750 

uC-osf lcypl07gllbl 



Seq. ID OJ990907_04.9C03.C7 
Strand 

End 26299 
Method AAT/GAP 
End 23605 
Score 906 
22750. .22868, 23044 .. 23106, 23283.. 23605 

'4204263 1.0e-10 (AC005223) 40409 [Arabidopsis thaliana] 1 



Seq. No. 


17262 






Seq. ID 


OJ990907 


Gene No. 


36247 






Strand 




Start 


1 






End 


912 


Name 


OJ990907 04 


. 9C03.C8 


.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


912 


GI 


5257279 






Score 


610 


Exons 


1. .912 










GI Descrip. 


(AP000364) 


Similar 


to Transposon MAGGY 


gag and 




homologues . 


(L35053 


) [Oryza 


sativa] 




Seq. No. 


17262 






Seq. ID 


OJ990907 


Gene No. 


36247 






Strand 




Start 


1 






End 


912 


Name 


OJ990907 04 


.9C03.C8 


.ol.tw 


Method 


TBLASTX: 


Start 


3 






End 


356 


GI 


none 






Score 


77 


Exons 


3. .-239, 4.. 


165, 99. 


.197, 300 


. .356 




Seq. No. 


17262 






Seq. ID 


OJ990907 


Gene No. 


36247 






Strand 




Start 


1 






End 


912 


Name 


OJ990907 04 


.9C03.C8 


.ol.gs 


Method 


GENSCAN 


Start 


63 




End 


655 


GI . 


none 






Score 


.92 


Exons 


63. . 655 










Seq. No. 


17263 






Seq. ID 


OJ990907 


Gene No. 


36248 






Strand 




Start 


2613 






End 


2773 


Name 


OJ990907 04 


. 9C03.C9 


. o2 . gs 


Method 


GENSCAN 



17722 




Start 


2613 


End 


2773 




GI 


none 


Score 


.8 




Exons 


2613. .2773 








Seq. No. 


17264 


Seq. ID 


OJ990907 


_04.9C03.C10 


Gene No. 


36249 


Strand 


+ 




Start 


796 


End 


1664 




Name 


OJ990907 04.9C03.C10.ol.gs 


Method 


GENSCAN 




Start 


796 


End 


1664 




GI 


none 


Score 


.51 




Exons 


796. .880, 972. .1048, 1236. .1664 






Seq. No. 


17264 


Seq. ID 


OJ990907 


_04.9C03.C10 


Gene No. 


36250 


Strand 






Start 


2041 


End 


2667 




Name 


OJ990907 04.9C03.C10.o2.gs 


Method 


GENSCAN 




Start 


2041 


End 


2667 




GI 


none 


Score 


.57 




Exons 


2041. .2189, 2214. .2282, 2607.. 


2667 






Seq. No. 


17265 


Seq. ID 


OJ990907 


_04.9C03.C11 


Gene No. 


36251 


Strand 


+ 




Start 


676 


End 


3921 




Name 


OJ990907 04.9C03.Cll.ol.gs 


Method 


GENSCAN 




Start 


67 6 


End 


3921 




GI 


none 


Score 


.55 




Exons 


676. .1741, 1769. .1937, 2041. .3460, 3562. .3921 




Seq. No. 


17265 


Seq. ID 


OJ990907 


_04 . 9C03.C11 


Gene No. 


36251 


Strand 


+ 




btart 


676 


End 


3921 




Name 


OJ990907 04. 9C03 . CI 1 . ol . np 


Method 


AAT/NAP 




Start 


676 


End 


3918 




GI 


6907089 


Score 


4283 




Exons 


676. .1937, 2041. .3918 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. ' 


17265 


Seq. ID 


OJ990907 


_04 . 9C03.C11 


Gene No. 


36252 


Strand 


+ 




Start 


15430 


End 


16603 




Name 


OJ990907 04.9C03.Cll.o4.np 


Method 


AAT/NAP 




Start 


15430 


End 


16603 




GI 


6721519 


Score 


85 




Exons 


15430. .15492, 1614 1 16177 , 16388. .16603 




GI Descrip. 


(AP001072) EST AU0821 16 (E4 026 ) 


corresponds to a 


region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


17265 


Seq. ID 


OJ990907_ 


_04.9C03.C11 


Gene No. 


36253 


Strand 






Start 


4 541 


End 


14505 




Name 


OJ990907 04.9C03.Cll.o2.gs 


Method 


GENSCAN 




Start 


4541 


End 


11625 




GI 


none 


Score 


.52 




Exons 


4541. .4679, 4892. .7812, 7896.. 


8078, 8157. .8369, 


8396.'. 8580, 




8611. .8710, 8747. .9246, 9252.. 


9322, 9360.. 9552, 


9661. . 9797, 




9815. .10509, 10563. . 10769, 11121 .. 11164, 11280. 


.11349, 



11394. .114 98, 11614. .11625 

17723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17265 Seq. ID OJ990907_04 . 9C03 . CI 1 

36253 Strand 

4541 End 14505 

OJ990907_04 . 9C03 . Cll . o2 . np Method AAT/NAP 

4544 End 9986 

6498441 Score 7062 

4544. .4824, 4918. .6315, 6487. .7210, 7385. .7519, 7703. .8078, 
8142.. 8604, 8935.. 9986 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



17265 
36253 
4541 

OJ990907_04.9C03.Cll.o3.np 

8199 

1076802 



OJ990907 04.9C03.C11 



Seq. ID 
Strand 

End 14505 
Method AAT/NAP 
End 13541 
Score 108 
8199.. 8320, 9706.. 10129, 13093.. 13541 

extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 211 147 6A 
extensin-like domain [Zea mays] 



Seq. No. 


17265 








Seq. ID 


OJ990907JD4 . 9C03 


.Cll 


Gene No. 


36253 








Strand 






Start 


4541 








End 


14505 




Name 


OJ990907 04 


.9C03 


.Cll.o3 


. gs 


Method 


GEN SCAN 




Start 


12634 








End 


14505 




GI 


none 








Score 


.51 




Exons 


12634. .12711, '13200. .13479, 


14492. .14505 




Seq. No. 


17265 








Seq. ID 


OJ990907_04.9C03 


.Cll 


Gene No. 


36254 








Strand 






Start 


14908 








End 


15678 




Name 


OJ990907 04 


.9C03 


.Cll.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


4553 








End 


5130 




GI 


none 








Score 


77 




Exons 


4553. .4678, 


4557 


. .4679, 


4738 


..5106, 4865. .5128, 4870. .5130 


Seq. No. 


17265 








Seq. ID 


OJ990907_04.9C03 


.Cll 


Gene No. 


36254 








Strand 






Start 


14908 








End 


15678 




Name 


OJ990907 04 


.9C03 


.Cll.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


5135 








End 


5536 




GI 


none 








Score 


242 




Exons 


5135. .5536, 


5155 


. .5535 










Seq. No.' 


17265 








Seq. ID 


OJ990907_04.9C03 


Cll 


Gene No. 


36254 








■ Strand 






Start 


14908 








End 


15678 




Name 


OJ990907 04 


. 9C03 


.Cll.ol 


. tm 


Method . 


TBLASTX: Maize 




Start 


5341 








End 


5673 




GI 


none 








Score 


86 




Exons 


5341. .5553, 


5350 


. .5673, 


5363 


. .5644 






Seq. No. 


17265 








Seq. ID 


OJ990907_04 . 9C03. 


Cll 



17724 




Gene No. 


36254 








Strand 




Start 


14908 








End 


15678 


Name 


OJ990907 04 


. 9C03 


.CII.08 


. tw 


Method 


TBLASTX: Wheat 


Start 


5866 








End 


6178 


GI 


none 








Score 


58 


Exons 


5866. .6126, 


5977 


. .6165, 


5990. 


.6178 




Seq. No. 


17265 








Seq. ID 


OJ990907_04.9C03 


Gene No. 


36254 








Strand 




Start 


14908 








End 


15678 


Name 


OJ990907 04 


. 9C03 


.Cll.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


5926 








End 


6492 


GI 


5666795 








Score 


68 


Exons 


5926. .6126, 


6181 


. .6318, 


6394. 


.6492 





GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 17265 

Gene No. 36254 

Start 14908 

Name OJ990907_04 . 9C03 . Cll . o5 . tw 

Start 6181 

GI none 

Exons 6181 . . 6330," 
6418. .6639 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_04 . 9C03.C11 
15678 

TBLASTX: Wheat 

6639 

80 



6182. .6319, 6196. .6321, 6374. .6550, 6391. .6615, 



Seq. No. 17265 . Seq. ID 

Gene No. 36254 " Strand 

Start 14908 End 

Name OJ990907_04 . 9C03 . Cll . ol . ts Method 

Start 7048 End 

GI none Score 

Exons 7048.. 7419, 7259.. 7402 



OJ990907_04 . 9C03.C11 
15678 

TBLASTX: Soybean 

7419 

81 



Seq. No. 17265 Seq. ID 
Gene No. 36254 Strand- 
Start 14908 End 
Name OJ990907_04 . 9C03 . Cll . o2 . tw ' Method 
Start • 7073 End 
GI none Score 
Exons 7073.. 7498, 7075.. 7497 



OJ990907_04 . 9C03.C11 
15678 

TBLASTX: Wheat 
7498 ' ■ 
321 



Seq. No. 17265 Seq. ID 

Gene No. 36254 Strand 

Start 14908 End 

Name OJ990907JD4 . 9C03 . CI 1 . o2 . tm Method 

Start 7171 End 

GI none Score 

Exons 7171.. 7554, 7190.. 7555 



OJ990907_04 . 9C03.C11 
15678 

TBLASTX: Maize 

7555 

220 



Seq. No. 17265 

Gene No. 36254 

Start 14908 

Name OJ990907_04 . 9C03 . Cll . o3 . tm 

Start 7582 

GI none 

Exons 7582.. 7698, 7582.. 7860, 7592. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7861, 7860.. 7940 



OJ990907__04 . 9C03.C11 
15678 

TBLASTX: Maize 
7940 
67 



17725 



Seq. No. 17265 

Gene No. 36254 

Start 14908 

Name OJ990907_04 . 9C03 . Cll . ol . tw 

Start 7606 

GI none 

Exons 7606.. 7857, 7610.. 7861, 
7873. .8070 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7613. .-7858, 



OJ990907 04.9C03.C11 



15678 

TBLASTX: Wheat 
8070 
215 

7626.. 7868, 7863.^8069, 



Seq. No. 17265 

Gene No. 36254 

Start 14908 

Name OJ990907_04 . 9C03.Cll.o4 

Start 8235 

GI none 

Exons 8235.. 8390, 8370.. 8525, 

Seq. No. 17265 

Gene No. 36254 

Start 14908 

Name OJ990907_04 . 9C03.Cll.o6 

Start 9458 

GI none 

Exons 9458.. 9715, 9492.. 9731, 



Seq. ID OJ990907_04 .9C03.C11 
Strand 

End 15678 

.tw Method TBLASTX : Wheat 

End 8720 

Score 105 
8381. .8719, 8387.. 8707, 8547. .8720 

Seq. ID OJ990907_04.9C03.C11 
Strand 

End 15678 

.tw Method TBLASTX : Wheat 

End 9796 

Score 99 
9698. .9796, 9699. .9779 



Seq. No.- 17265 Seq. ID 

Gene No. 36254 Strand 

Start 14908 End 

Name OJ990907_04 . 9C03 . Cll . o4 . tm Method 

Start 9560 End 

GI none Score 

Exons 9560.. 9808, 9561.. 9806 



OJ990907_04 . 9C03.C11 
15678 

TBLASTX: Maize 

9808 

107 



Seq. No. 


17265 




Seq. ID 


OJ990907 


_04 


.9C03 


.Cll 


Gene No. 


36254 




Strand 










Start 


14908 




End 


15678 








Name. 


OJ990907 04.9C03.C11 


. o4 .gs 


• Method 


GENSCAN 








Start 


14908 




End 


15678 








GI 


none 




Score 


. 51 








Exons 


14908. .14922, 15001. 


. 15084, 


15673. . 15678 








Seq. No. 


17266 




Seq. ID 


OJ990907 


_04 


9C03 


C12 


Gene No. 


36255 




Strand 


+ 








Start 


319 




End 


488 








Name 


OJ990907 04.9C03.C12 


. ol . gs 


Method 


GENSCAN 








Start 


319 




End 


488 








GI 


none 




Score 


. 69 








Exons 


319. .406, 473. .488 














Seq. No. 


17266 




Seq. ID 


OJ990907 


_04 


9C03 


C12 


Gene No. 


36256 




Strand 










Start 


1 




End 


613 








Name 


OJ990907 04.9C03.C12 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


613 








GI 


2126090 




Score 


1056 








Exons 


1. .613 















GI Descrip. transposase (insertion sequence IS10) - Escherichia coli 



17726 



gi I 455676|bbs| 140379 (S67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 4 02 aa] [Escherichia coli] 
gi | 6634720|gb|AAF19728. 1 |AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis t ha liana] 



Seq. No. -. 17267 

Gene No. 36257 

Start 458 

Name OJ990917_07 . 9C01 .CI . ol . tm 

Start 458 

GI none 
Exons 



Seq. ID OJ990917_07 . 9C01 .CI 
Strand 

End 759 

Method TBLASTX : Mai ze 

End 759 

Score 100 



458. .607, 492. .608, 493. .609, 682. .759, 683. .751, 684. .758 



Seq. No. 17268 Seq. ID OJ990917_07 . 9C01 . C4 

Gene No. 36258 Strand 

Start 1 End 2772 

Name OJ990917_07 . 9C01 .C4 . ol . np Method AAT/NAP 

Start 1 End 2357 

GI 6728879 Score 324 

Exons 1..31, 1023. .1351, 1496. .1646, 1746. .1862, 1927. .2027, 
2247. .2357 

GI Descrip. (AC008113) F12A21.7 [Arabidopsis thaliana] 



Seq. No. 17268 

Gene No. 36258 

Start 1 

Name OJ990917_07 . 9C01 . C4 . ol . gs 

Start 1089 

GI none 
Exons 



Seq. ID OJ990917_07. 9C01.C4 
Strand 

End 2772 , 

Method GEN SCAN 

End 2678 

Score .77 



1089. .1379, 1496. .1646, 1746. .1832, 1927. .2678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17268 
36258 
1 

OJ9909i7_07 .9C01.C4.ol. tm 

1533 

none 



Seq. ID OJ990917_07 . 9C01 .C4 
Strand 

End 2772 

Method TBLASTX: Maize 

End 2307 

Score 116 



1533. .164 9, 1535. .1654, 174 6. .18 62, 1748. .1834, 174 9. .1835, 
1920.. 2000, 1975.. 2028, 1977.. 2030, 2247.. 2306, 2248.. 2307 

17268 Seq. ID OJ990917_07 . 9C01 . C4 

36258 Strand 

1 End 2772 

OJ990917_07. 9C01.C4 .ol.gp Method AAT/GAP 

2318 End 2772 

55683_1.R1084 Score 8 68 

2318. .2772 

1 4 521193/dbj | ABO 134 50 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene ? 



Seq. No. 17269 Seq. ID OJ990917_07 . 9C01 . C5 

Gene No. 36259 Strand 

Start 693 End 6085 

Name OJ990917_07 . 9C01 . C5 . ol . gs Method GEN SCAN 

Start 693 End 6085 

GI none Score .69 



17727 




Exons 693.. 842, 1873.. 2077, 3095.. 3212, 3253.. 3356, 3484.. 3630, 

6083. .6085 



Seq. No. 


17270 


Seq. ID 


OJ990917 


_07.9C01.C6 


Gene No. 


36260 


Strand 


+ 




Start 


1882 


End 


2330 




Name 


OJ990917 07.9C01.C6.ol.gs 


Method 


GENSCAN 




Start 


1882 - 


End 


2330 




GI 


none 


Score 


.7 




Exons 


1882.. 1961, 2213.. 2330 








oeq. wo. 


1 / _ 1 u 


Seq. ID 


OJ990917 


_07.9C01.C6 


Gene No. 


36261 


Strand 






Start 


263 


End 


512 




Name 


OJ990917 07.9C01.C6.ol.gp 


Method 


AAT/GAP 




Start 


263 


End 


512 




GI 


3761181 


Score 


404 




Exons 


263. .512 








GI Descrip. 


4 521193/dbj | AB0134 50 . 1 | AB013 


450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








oeq. no. 


17270 


Seq. ID 


OJ990917 


• 07 . 9C01 . C6 


Gene No. 


36262 


Strand 






Start 


1822 


End 


6650 




Name 


OJ990917 07.9C01<cC6.ol.np 


Method 


AAT/NAP 




Start 


1822 


End 


6650 




GI 


5091513 


Score 


1476 




Exons 


1822.. 2290, 2442.. 2645, 3098 


. .3420, 3476. .4209, 


4963. .5592, 




6628. .6650 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


17270 


Seq. ID 


OJ990917 


_07.9C01.C6 


Gene No. 


36262 


Strand 






Start 


1822 


End 


6650 




Name 


OJ990917 07.9C01.C6.o2.gs 


Method 


GENSCAN 




Start 


3101 


End 


3697 




GI 


none 


Score 


.95 




Exons 


3101. .3697 








Seq. No. 


17270 


Seq. ID 


OJ990917_ 


_07. 9C01.C6 


Gene No. 


36262 


Strand 






Start 


1822 


End 


6650 




Name 


OJ990917 07.9C01.C6.o3.gs 


Method 


GENSCAN 




Start 


3814 


End 


5510 




GI 


none 


Score 


.95 




Exons 


3814.. 4224, 5015.. 5263, 5355 


. .5510 






Seq. No. 


17271 


Seq. ID 


OJ990917_ 


_07.9C01.C7- 


Gene No. 


36263 


Strand 






Start 


107 


End 


414 




Name 


OJ990917 07.9C01.C7.ol.gp 


Method 


AAT/GAP 




Start 


107 


End 


414 




GI 


72524 1.R1084 


Score 


426 




Exons 


107. .414 








GI Descrip. 


1 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e- 


84 Oryza sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence 1 



17728 



Seq. No. 


17271 


Seq. ID 


OJ990917 


_07.9C01.C7 


Gene No. 


36264 


Strand 


- 




Start 


413 


End 


630 




Name 


OJ990917 07.9C01.C7.o2.gp 


Method 


AAT/GAP 




Start 


413 


End 


630 




GI 


8022 1.R1084 


Score 


290 




Exons 


413. .630 








GI Descrip. 


, 5091496/dbj IAB023482.2 IAB023482 3.0e- 


37 Oryza 


sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


17272 


Seq. ID 


OJ990917 


JD7.9C01.C8 


Gene No. 


36265 


Strand 


+ 




Start 


386 


End 


5574 




Name 


OJ990917 07.9C01.C8.ol.gs 


Method 


GEN SCAN 




Start 


386 


End 


4195 




GI 


none 


Score 


.77 




Exons 


386. .451, 546. .690, 737. .775 


, 864. .929 


, 1963.. 2121, 2216.. 2340 




2409. .2603, 2895.. 3429, 3664 


. .3864, 3948. .4195 




Seq. No. 


17272 


Seq. ID 


OJ990917 


_07.9C01.C8 


Gene No. 


36265 


Strand 


+ 




Start 


386 


End 


5574 




Name 


OJ990917 07.9C01.C8.ol.np 


Method 


AAT/NAP 




Start 


1178 


End 


5574 




GI 


6907089 


Score 


256 




Exons 


1178... 1243, 1425.. 2121, 5530 


. .5574 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


17272* 


Seq. ID 


OJ990917 


_07.9C01.C8 


Gene No. 


36266 


Strand 


+ 




b tar l 


9555 


End 


13012 




Name 


OJ990917 07.9C01.C8.o3.np 


Method 


AAT/NAP 




Start 


9555 


End 


13012 




GI 


6721512 


Score 


148 




Exons 


9555. .9578, 11158. .11312, 11340. .114 82 


, 12976.. 


13012 


GI Descrip . 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


17272 


Seq. ID 


OJ990917 


_07.9C01.C8 


Gene No. 


36267 


Strand 






Start 


5306 


End 


21944 




Name 


OJ990917 07.9C01.C8.o2.gs 


Method 


GENSCAN 




Start 


5306 


End 


21944 




GI 


none 


Score 


.53 




Exons 


5306. .5501, 5864.. 6019, 6356 


. . 6519, 6674 . . 6824, 


6829. .7088, 




7100. .7499, 7680. .8074, 8316 


..8390, 8675. .9373, 


9440. .10113, 




10185. .11258, 12300. .12411, 


13228. .13338, 13457 


. .13506, 




13938. .14125,. 14 18 1 . . 14 321 , 


18748. . 18990, 19075 


. .19172, 




21942. .21944 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17272 
36267 
5306 

OJ990917 

6603 

none 



07.9C01.C8.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_07.9C01.C8. 
21944 

TBLASTX: Wheat 

7219 

63 



6603. .6734, 6604. .6729, 6759. .7076, 6955. .7062, 7058. .7219, 
7107. .7178 



17729 



Seq. No. 17272 Seq. ID OJ990917_07 . 9C01 . C8 

Gene No. 36267 Strand 

Start 5306 End 21944 

Name OJ990917_07 . 9C01 . C8 . o2 . np Method AAT/NAP 

Start 6627 End 8142 

GI 5922631 Score 1179 

Exons 6627.. 7834, 7874.. 8142 . 

GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 |dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


.17272 








Seq. ID 


OJ990917_07.9C01 


.C8 


Gene No. 


36267 








Strand 






Start 


5306 








End 


21944 




Name 


OJ990917 07 


. 9C01 


.C8.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


6726 








End 


6989 




GI 


none 








Score 


185 




Exons 


6726. . 6989 














Seq. No. 


17272 : 








Seq. ID 


OJ990917_07. 9C01, 


.C8 


Gene No. 


36267 








Strand 






Start 


5306 








•End 


21944 




Name 


OJ990917 07, 


. 9C01 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7221 








End 


7586 




GI 


none 








Score 


186 




Exons 


7221. .7586, 


7223 


. .7585 










Seq. No. 


17272 








Seq. ID 


OJ990917_07.9C01, 


.C8 


Gene No. 


36267 








Strand 






Start 


5306 








End 


21944 




Name 


OJ990917 07, 


. 9C01 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7412 








End 


7717 




GI 


none 








Score 


148 




Exons 


7412. .7717, 


7413 


. .7700 










Seq. No. 


17272 








Seq. ID 


OJ990917_07.9C01. 


.C8 


Gene No. 


36267 








Strand 






Start 


5306 








End 


21944 




Name 


OJ990917 07, 


, 9C01 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8223 








End 


8666 




GI 


none 








Score 


73 




Exons 


8223. .8459, 


8244 


. .8408, 


8272. 


.8457, 8496.-8666, 8497. .8631 


Seq. No. 


17272 








Seq. ID 


OJ990917_07.9C01. 


,C8 


Gene No. 


36267 








Strand 






Start 


5306 








End 


21944 




Name 


OJ990917 07. 


.9C01 


.C8.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9260 








End 


9658 




GI 


none 








Score 


83 




Exons 


9260. .9658, 


9360 


. .9635 










Seq. No. 


17272 








Seq. ID 


OJ990917_07.9C01. 


,C8 



17730 



Gene No. 


36267 


Start 


5306 


Name 


OJ990917 07.9C01.C8.o2.tm 


Start 


9422 


GI 


none 


Exons 


9422.. 9682 


Seq. No. 


17273 


Gene No. 


36268 


Start 


137 


Name 


OJ990917 07.9C01.C9.ol.gs 


Start 


137 


GI 


none 


Exons 


137. .269, 1500. .1522, 1738.. 




3125. .3237 


Seq. No. 


17274 


Gene No. 


36269 


Start 


1 


Name 


OJ990917 07 . 9C01 . CIO . ol . gp 


Start 


1 


GI 


uC-osflM202097dl0bl 


Exons 


1. .79 


GI Descrip. 


•"4062935/dbj | AB0034 95 . 1 1 ABOO 




dihydrof lavonol 4-reductase, 


Seq. No. 


17275 


Gene No. 


36270 


Start 


3043 


Name 


OJ990917 07. 9C01.Cll.ol.gp 


Start 


3043 


GI 


none 


Exons 


3043. .3320 


Seq. No. 


17275 


Gene No. 


O /*" O "1 1 

3oz7 1 


Start 


3735 


Name 


OJ990917 07.9C01.Cll.o2.gs 


Start 


3735 


GI . 


none 


Exons 


3735. .4259 


Seq. No. 


17275 


Gene No. 


36271 


Start 


3735 


Name 


OJ990917 07.9C01.Cll.ol.np 


Start 


3828 


GI 


169363 


Exons 


3828. .4256 


GI Descrip. 


(M75856) PVPR3 [Phaseolus vu 


Seq. No. 


17275 


Gene No. 


36272 


Start 


4778 


Name 


OJ990917 07.9C01.Cll.o2.gp 


Start 


4778 . 


GI 


3759837 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



21944 

TBLASTX: Maize 

9682 

192 



OJ990917_07.9C01.C9 

3237 
GENSCAN 
3237 
.66 



1906, 1924. .2041, 2062.. 2209, 



Seq. ID OJ990917_07.9C01.C10 

Strand .+ 

End 79 

Method AAT/GAP 

End 79 

Score 116 



Seq. ID OJ990917_07.9C01.C11 

Strand + 

End 3320 

Method AAT/GAP 

End 3320 

Score 552 



Seq. ID OJ990917_07.9C01.C11 

Strand + 

End 4259 

Method GENSCAN 

End 4259 

Score .98. 



Seq. ID OJ990917_07.9C01.C11 

Strand + 

End 4259 

Method AAT/NAP 

End. 4256 

Score 274 



Seq. ID OJ990917_07.9C01.C11 

Strand + 

End 5193 

Method AAT/GAP 

End 5193 

Score 731 



17731 



Exons 



4778. .5193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17275 
36273 
2225 

OJ990917_07 
2225 
none 

2225. .2330, 

17275 
36274 
4795 

OJ990917_07. 
4068 
none 

4068. .4229, 

17275 
36274 
4795 

OJ990917_07. 
4068 
none 

4068. .4229, 

17275 
36274 
4795 

OJ990917_07. 
4068 
none 

4068. .4229, 

17275 
36274 
4795 

OJ990917_07. 
4071 
none 

4071. .4229, 

17275 
36274 
4795 

OJ990917_07. 
4795 
none 

4795. .5011, 

17276 
36275 
1 

OJ990917_07. 
1 

4538901 
1. . 683 



. 9C01.Cll.ol.gs 
2886. .3199 

9C01.Cll.ol.tc 
4073. .4246, 4100. 

9C01.Cll.ol.tw 
4100. .4258 

9C01.Cll.ol.ts 
4073. .4261, 4100. 

9C01.Cll.ol.tm 
4073. .4258, 4100. 

9C01.Cll.o3.gs 
5327.. 5337 

9C01.C12.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4252 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4258 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4261 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_07.9C01.C11 

3199 
GENSCAN 
3199 
.85 



OJ990917_07.9C01.C11 
5337 

TBLASTX: Cress 

4252 

238 



OJ990917_07.9C01.C11 
5337 

TBLASTX: Wheat 

4258 

219 



OJ990917_07.9C01.C11 
5337 

TBLASTX: Soybean 

4261 

240 



OJ990917_07.9C01.C11 
5337 

TBLASTX: Maize 

4261 

224 



OJ990917_07.9C01.C11 

5337 
GENSCAN 
5337 
.84 



OJ990917_07.9C01.C12 
683 

AAT/NAP 

683 

192 



17732 



GI Descrip. (AL049482) RNA-directed DNA polyraerase-like protein [Arabidopsis 
thaliana] 



Seq. No. 


17276 


Seq. ID 


OJ990917_07.9C01.C12 


Gene No. 


36275 


Strand 


+ 


Start 


1 


End 


683 


Name 


OJ990917 07.9C01.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


27 


End 


188 


GI 


none 


Score 


181 


Exons 


27. .188, 36. .170 






Spa No 


17277 


OC^ . J. u 


O.TQQ0Q1 7 07 QPfll PI ^ 


Gene No. 


36276 


Strand 




Start 


1603 


End 


2526 


Name 


OJ990917 07. 9C01.C13.ol.gp 


Method 


AAT/GAP 


Start 


1603 


End 


2526 


GI 


85912 1.R1084 


Score 


762 


Exons 


1603. .1658, 2156. .2526 






GI Descrip. 


'4324 617/gb|AF106619|AF106619 


4.0e-36 


Cloning vector pDR114 9 




complete sequence ' 






Seq. No. 


17278 


Seq. ID 


OJ990917_07.9C01.C14 


Gene No. 


36277 


Strand 


- 


Start 


838 


End 


4107 


Name 


OJ990917 07.9C01.C14.ol.gs 


Method 


GENSCAN 


Start 


838 


End 


4107 


GI 


none 


Score 


.56 


Exons 


838. .910, 2290. .2301, 2703. .2 


894, 3024 


..3309, 3652.. 3776, 




4007. .4107 






Seq. No. 


17279 


Seq. ID 


OJ990917_07.9C01.C15 


Gene No. 


36278 


Strand 




Start 


835 


End 


1727 


Name 


OJ990917 07.9C01.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


835 


End 


1224 


GI 


none 


Score 


44 


Exons 


835.. 882, 837. .893, 838. .894, 


892. .972 


, 893. .973, 968. .1084, 




969.. 1085, 969.. 1085, 970.. 1086, 1184. 


1 O 1 Q 1 1 QC lOO/l 


Seq. No.- 


17279 


Seq. ID 


OJ990917_07 . 9C01 . C15 


Gene No. 


36278 


Strand 




Start 


835 


End 


1727 


Name 


OJ990917 07.9C01.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


984 


End 


1727 


GI 


none 


Score 


275 


Exons 


984. .1088, 1190. .1219, 1224..: 


L727 




Seq. No. 


17279 


Seq. ID 


OJ990917_07.9C01.C15 


Gene No. 


36278 .. 


Strand 




Start 


835 


End 


1727 


Name 


OJ990917 07.9C01.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


1410 


End 


1727 


GI 


none 


Score 


103 


Exons 


1410. .1592, 1492. .1590, 1629. 


.1727, 1668. .1724 


Seq. No. 


17280 


Seq. ID 


OJ990917_07.9C01.C16 


Gene No. 


36279 


Strand 





17733 




Start 


699 




End 


901 




Name 


OJ990917 07.9C01.C16.ol.gs 




Method 


GENSCAN 




Start 


699 




End 


901 




GI 


none 




Score 


.83 




Exons 


699. .839, 899. .901 










Seq. No. 


17281 




Seq. ID 


OJ990917_07.9C01 


.C17 


Gene No. 


36280 




Strand 






Start 


398 




End 


1598 




Name 


OJ990917 07.9C01.C17.o2.tm 




Method 


TBLASTX: Maize 




Start 


68 




End 


570 




GI 


none 




Score 


81 




Exons 


68. .127, 69. .128, 73. .129, 


73 


..129, 395. .523, 399. .524, 


544 


Seq. No. 


17281 




Seq. ID 


OJ990917 07.9C01 


.C17 


Gene No. 


36280 




Strand 






Start 


398 




End 


1598 




Name 


OJ990917 07.9C01.C17.ol.gs 




Method 


GENSCAN 




Start 


398 




End 


1598 




GI 


none 




Score 


.46 




Exons 


398. .490, 1533. .1598 










Seq. No. 


17281 




Seq. ID 


OJ990917_07.9C01 


.C17 


Gene No. 


36280 




Strand 






Start 


398 




End 


1598 




Name 


OJ990917 07.9C01.C17.ol.ts 




Method 


TBLASTX : Soybean 




Start 


425 




End 


936 




GI 


none 




Score 


95 




Exons 


425. .511, 426. .512, 663. .725, 


664. .771 


, 665.. 772, 860.. 


916, 




874. .936 










Seq. No. 


17281 




Seq. ID 


OJ990917_07.9C01 


.C17 


Gene No. 


36280 




Strand 






Start 


398 




End 


1598 




Name 


OJ990917 07.9C01.C17.ol.tm 




Method 


TBLASTX: Maize 




Start 


872 




End 


1590 




GI 


none 




Score 


117 




Exons 


872. .940, 873. .938, 874. .945, 


1191. .1253, 1191. .1259, 






1195. .1260, 1325. .1420, 1327. 


1419, 1530. .1589, 1533. .1589, 




1534. .1590, 1540. .1590 










Seq. No. 


17282 




Seq. ID 


OJ990917_07.9C01 


.C18 


Gene No. 


36281 




Strand 


+ 




Start 


1213 




End 


2935 




Name 


OJ990917 07.9C01.C18.o2.np 




Method 


AAT/NAP 




Start 


1213 




End 


2935 




GI 


4680183 




Score 


114 




Exons 


1213. .1288, 2420. .2640, 2796. 


2935 






GI Descrip. 


(AE111709) gag-pol prot.ein 


[Oryza sativa subsp. indica] 




Seq. No. 


17282 




Seq. ID 


OJ990917_07.9C01 


.C18 


Gene No. 


36282 




Strand 


+ 




Start • 


13132 




End 


19777 




Name 


OJ990917 07.9C01.C18.o3.gs 




Method 


GENSCAN 




Start 


13132 




End 


19777 




GI 


none 




Score 


.53 




Exons 


13132. .13332, 13566. .13639, 


14225. .14 501, 1624 6. .16336, 





17734 



16535. .16738, 17054 17317, 18755 .. 18949, 19323 19399, 
19691. .19777 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



17282 
36282 
13132 

OJ990917_07 . 9C01 . C18 . o5 . np 

17205 

1491712 



Seq. ID OJ990917_07.9C01.C18 

Strand + 

End 19777 

Method AAT/NAP 

End 18873 

Score 14 9 



17205. .17317, 18519. .18594, 18755.. 18873 
(X99961) unknown [Homo sapiens] 



Seq. No. 17282 

Gene No. 36283 

Start 123 

Name OJ990917_07 . 9C01 . C18 . ol . gs 

Start 123 

GI none 
Exons 



Seq. ID OJ990917_07.9C01.C18 
Strand 

End 7435 

Method GENSCAN 

End 7322 

Score .66 



123. .334, 768. .900, 1368. .1579, 2129. .2359, 2414. .2561, 
3057.. 3136, 4032.. 4154, 4993.. 5036, 5873.. 5942, 7045.. 7322 



Seq. No. 


17282 




Seq. ID 


OJ990917 


_07, 


. 9C01 


.C18 


Gene No. 


36283 




Strand 










Start 


123 




End 


7435 








Name 


OJ990917 07 


.9C01.C18.ol.np 


Method. 


AAT/NAP 








Start 


1368 * 




End 


1761 








GI 


6841336 




Score 


157 








Exons 


1368. .1761 














GI Descrip. 


(AF161534) 


HSPC04 9 [Homo sapiens] 










Seq. No. 


17282 




Seq. ID 


OJ990917 


_07. 


.9C01 


.C18 


Gene No. 


36283 




Strand 










Start 


123 




End 


7435 








Name 


OJ990917 07 


-9C01.C18.-o3.np 


Method 


AAT/NAP 








Start 


5728 




End 


7435 








GI 


6721512 




Score 


95 








Exons 


5728. .5834, 


7184. .7316, 7344. 


.7435 










GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


17282 




Seq. ID 


OJ990917 


_07, 


■ 9C01 


.C18 


Gene No. 


36284 




Strand 










Start 


9122 




End 


11656 








Name 


OJ990917 07 


-9C01.C18.o2.gs 


Method 


GENSCAN 








Start 


9122 


End 


11656- 








GI 


none 




Score 


.62 








Exons 


9122. .9470, 


11643. .11656 













Seq. No. 17282 Seq. ID 

Gene No. 36285 Strand 

Start 12961 End 

Name OJ990917_07 . 9C01 .C18 . ol . ts Method 

Start 1381 End 

GI none Score 

Exons 1381.. 1635, 1382.. 1636 



OJ990917_07.9C01.C18 
13271 

TBLASTX : Soybean 

1636 

141 



Seq. No. 
Gene No. 



17282 
36285 



Seq. ID 
Strand 



OJ990917 07.9C01.C18 



17735 




Start 


12961 




End 


T O O 1 1 

\3Z 1 1 




Name 


OJ990917 07.9C01.C18 


. o4 . np 


Method 


AAT/NAP 




Start 


12961 




End 


13271 




GI 


6815099 




Score 


73 




Exons 


12961. .13271 










GI Descrip. 


(AP001081) .hypothetical protein [Oryza 


sativa] 




Seq. No. 


17282 




Seq. ID 


OJ990917_07.9C01 


.C18 


Gene No. 


36286 




Strand 






Start 


16647 




End 


18941 




Name 


OJ990917 07.9C01.C18 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


16647 




End 


18873 




GI 


none 




Score 


71 




Exons 


16647 . .16727, 17222 . 


. 17323, 


17222. .17317, 18531. .18593, 






18745. . 18873, 18747 . 


. 18872 








Seq. No. 


17282 




Seq. ID 


OJ990917_07.9C01 


.C18 


Gene No. 


36286 




Strand 






Start 


16647 




End 


18941 




Name 


OJ990917__07.9C01.C18 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


17222 




End 


18941 




GI 


none 




Score 


64 




Exons 


17222. .17323, 18531. 


. 18593, 


18745. .18936, 18747. .18941 




Seq. No. 


17283 




Seq. ID 


OJ990917_07 . 9C01 


.C20 


Gene No. 


36287 




Strand 






Start 


215 




End 


688 




Name 


OJ990917_07.9C01.C20 


. ol . gs 


Method 


GENSCAN 




Start 


215 




End 


685 




GI 


none 




Score 


.91 




Exons 


215. . 374, 467 . . 685 










Seq. No. 


17283 




Seq. ID 


OJ990917_07. 9C01 


.C20 


Gene No. 


36287 




Strand 






Start 


215 




End 


688 




Name 


OJ990917__07.9C01.C20 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


545 




End 


688 




GI 


none 




Score 


161 




Exons 


545. . 688, 546. . 686, 


548. . 688 








Seq. No. 


17284 




Seq. ID 


OJ990917_07.9C01 


.C24 


Gene No. 


36288 




Strand 






Start 


147 




End 


437 




Name 


OJ990917 07.9C01.C24 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


147 




End 


437 




GI 


none 




Score 


192 




Exons 


147. .344, 182. .343, 


339. .437 








Seq. No. 


17284 




Seq. ID 


OJ990917_07. 9C01 


C24 


Gene No. 


36289 




Strand 






Start 


1015 




End 


1563 




Name 


OJ990917 07.9C01.C24 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


1015 




End 


1563 




GI 


none 




Score 


75 





Exons 1015. .1092, 1016. .1081, 1174. .1272, 1175. .1264, 1175. .1300, 

1471. .1563, 1480. . 1557 



17736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17285 
36290 
500 

OJ990917_07. 9C01.C25.ol.gs 

500 

none 



17285 
36291 
3499 

OJ990917_07 . 9C01 . C25 . ol . tm 

1850 

none 



Seq. ID OJ990917_07.9C01.C25 

Strand + 

End 2159 

Method GENSCAN 

End 2159 

Score .42 



500. .800, 1110. .1135, 1277. .2159 



Seq. ID OJ990917_07.9C01.C25 
Strand 

End 3662 

Method TBLASTX: Maize 

End 2126 

Score 47 



1850. .2101, 1851. .1886, 1857. .2126, 1875. .1898, 1925. .2101, 
1929. .2102 



Seq. No. 17285 

Gene No. 36291 

Start 3499 

Name OJ990 917_07 .9C01 . C25 . o2 . gs 

Start . 3499 

GI none 

Exons . 3499.-3662 



Seq. ID OJ990917_07.9C01.C25 
Strand 

End 3662 

Method GENSCAN 

End 3662 

Score . 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17285 
36292 
3976 

OJ990917_07 . 9C01 . C25 . ol . tw 

3976 

none 



Seq. ID OJ990917_07.9C01.C25 
Strand 

End 4331 

Method TBLASTX : Wheat 

End 4331 

Score 82 



3976. .4101, 4032. .4103, 4102. .4326, 4133. .4312, 4245. .4331 



17285 
36293 
4327 

OJ990917JD7 . 9C01 . C25 . o2 . tm 

4327 

none 

4327. .4365, 4390. .4479, 4473. 

17285 
36293 
4327 

OJ990917_07 .9C01.C25.o2.tw 

4545 

none 

4545. .4811, 4547. .4807 



Seq. ID OJ990917_07.9C01.C25 
Strand 

4811 

TBLASTX: Maize 
4808 ' • 

45 



End 

Method 
End 
Score 
.4808 



Seq. ID OJ990917_07.9C01.C25 
Strand 

End 4811 

Method TBLASTX : Wheat 

End 4811 

Score 228 



Seq. No. 17286 

Gene No. 36294 

Start 41 

Name OJ990827_07 . 9C08 . C2 . ol . gs 

Start 41 

GI none 

Exons 41. .69, 109. .179, 313. .425 



Seq. ID OJ990827_07.9C08.C2 

Strand + 

End 425 

Method GENSCAN 

End 425 

Score .83 



17737 




Seq. No. 


17286 






Seq. ID 


OJ990827 


_07. 


9C08 


.C2 


Gene No. 


36295 






Strand 










Start 


671 






End 


801 








Name 


OJ990827 07 


.9C08.C2.o2. 


gs 


Method 


GENSCAN 








Start 


671 






End 


801 








GI 


none 






Score 


.97 








Exons 


671. .696, 750. .801 














Seq. No. 


17287 






Seq. ID 


OJ990827 


_07. 


9C08 


.C3 


Gene No. 


36296 






Strand 


+ 








Start 


494 






End 


785 








Name 


OJ990827 07 


.9C08.C3.ol. 


gs 


Method 


GENSCAN 








Start 


494 






End 


785 








GI 


none 






Score 


.89 








Exons 


494. .623, 736.-785 














Seq. No. 


17287 






Seq. ID 


OJ990827 


_07. 


9C08 


.C3 


Gene No. 


36297 






Strand 


+ 








Start 


3326 






End 


4496 








Name 


OJ y 9voZ f (J / . 


. yCUo . C3 . 03 . 


gs 


Method 


GENSCAN 








Start 


3326 






End 


4496 








GI 


none 






Score 


.83 








Exons 


33Zb . . 3569, 


4 360. .44 96 














Seq. No. 


17287 






Seq. ID 


OJ990827_ 


_07. 


9C08 


.C3 


Gene No. 


36298 






Strand 










Start 


2050 






End 


2364 








Name 




. ycuo . C3 . OZ , 


9 s 


Method 


GENSCAN 








Start 


2050 






End 


2364 








GI 


none 






Score 


. 93 








Exons 


Zuou . . Zl lZf 


ZZ1Z . . ^ J 64 














Seq. No. 


i TOOT 

1 1 Zo I 






Seq. ID 


OJ990827_ 


_07. 


9C08 


.C3 


Gene No . 


36299 






Strand 










Start 


5144 






End 


5400 








Name 


OJ990827 07 


9C08 o4 


gs 


Method 


GENSCAN 








Start 


5144 






End 


5400 








GI 


none 






Score 


. 93 








Exons 


5144. .5152, 


5338. .5400 














Seq. No. 


17288 






Seq. ID 


OJ990827_ 


_07. 


9C08 


.C5 


Gene No. 


36300 






Strand 










Start 


423 






End 


671 








Name 


OJ990827 07. 


9C08.C5.ol. 


gs 


Method 


GENSCAN 








Start 


423 






End 


671 








GI 


none 






Score 


.98 








Exons 


• 423.. 671 
















Seq. No. 


17289 '< ". 






Seq. ID 


OJ990827_ 


_07. 


9C08 


.C7 


Gene No. 


36301 






Strand 










Start 


443 






End 


542 








Name 


OJ990827 07. 


9C08.C7.ol. 


gs 


Method 


GENSCAN 








Start 


4 43 






End 


542 








GI 


none 






Score 


.52 








Exons 


443. .542 
















Seq. No. 


17290 






Seq. ID 


OJ990827_ 


_07. 


9C08, 


.C8 



17738 



Gene No. 


36302 




Strand 


+ 








OLdiL 


i 

J- 




End 


t JO f 








Name 


OJ990827 07.9C08.C8. 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


545 








GI 


5042454 




Score 


174 








Exons 


1..146, 485.-545 














GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 








Seq. No. 


17290 




Seq. ID 


OJ990827_ 


07 


. 9C08 


.C8 


ucilc INO . 






Strand 


_i_ 








Start 


1 




End 


2387 








Name 


OJ990827 07.9C08.C8. 


ol . gs 


Method 


GENSCAN 








Start 


107 




End 


2387 








GI 


none 




Score 


.64 








Exons 


107. .277, 492. .663, 


2252. .2387 










Seq. No. 


17291 




oeq . xu 


OJ990827_ 


07 


.9C08 


.C9 


Gene No . 


jojUj 




Strand 


+ 








Start 


74 




End 


391 








Name 


OJ990827 07.9C08.C9. 


ol . gs 


L v Jc LI1UU 


GENSCAN 








Start 


74 




.una 


391 








GI 


none 




Score 


.86 








Exons 


74. .391 














Seq. No. 


17291 




oeq. xu 


.OJ990827_ 


07 


9C08 


.C9 


Gene No . 






Of- ranr l 

ouranu 


+ 








Start 


13569 




End 


14250 








Name 


OJ990827 07.9C08.C9. 


o5 . gs 


Method 


GENSCAN 








Start 


13569 




End 


14250 








GI 


none 




Score 


.93 








Exons 


13569. .13588, 13722. 


. 14250 












Seq. No. 


17291 




Seq. ID 


OJ990827_ 


07 


9C08 


.C9 


bene ino • 


jDjUj 




Strand 










Start 


8701 




End 


9372 








Name 


OJ990827 07.9C08.C9. 


o3.gs 


Method 


GENSCAN 








Start 


8701 




End 


9372 








GI 


none 




Score 


.99 








Exons 


8701.. 9372 














Seq. No. 


17291 




Seq. ID 


OJ990827_ 


07 


9C08 


.C9 


Gene No. 


36305 




Strand 












8701 




End 










Name 


OJ990827 07.9C08.C9. 


ol . np 


Method 


AAT/NAP 








Start 


8840 




End 


9237 








GI 


5734617 




Score 


464 








Exons 


8840. .9237 














GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 








Seq. No. 


17291 




Seq. ID 


OJ990827 


07.. 


9C08 


.C9 


Gene No. 


36306 




Strand 


- 








Start 


11747 




End 


12858 








Name 


OJ990827 07.9C08.C9. 


o2 . np 


Method 


AAT/NAP 








Start 


10255 




End 


12279 








GI 


4006856 




Score 


128 








Exons 


10255. .10280, 11853. 


.12279 












GI Descrip. 


(Z99707) receptor kinase-like 


protein 


[Arabidops 


is 


thaliane 



17739 



beg. no. 


17291 








beq. id 


Gene No. 


36306 








Strand 


Start 


11747 








End 


Name 


' OJ990827 07. 


9C08 


.C9.o4 . 


gs 


Method 


Start 


11747 








End 


GI 


none 








Score 


Exbns 


11747. . 12295, 12307 .. 12572, 


12780. . 128 


beq. no. 


17291 








beq. ID 


Gene No. 


36307 








Strand 


Start 


16058 








End 


Name 


OJ990827 07. 


9C08 


.C9.o6. 


gs 


Method 


Start 


16058 








End 


GI 


none 








Score 


Exons 


16058. .16113 








Seq. No. 


17292 








Seq. ID 


Gene No. 


36308 








Strand 


Start 


133 








End 


Name 


OJ990827 07. 


9C08 


.ClO.ol 


.gs 


Method 


Start 


133 






End 


GI 


none 








Score 


Exons 


133.. 257, 1898.. 


1967, 2153.. 


2587, 2655 




2926. .3450, 


3581 


. .4150 






beq . no . 


17292 








Seq. ID 


Gene No. 


36308 








Strand 


Start 


133 








End 


Name 


OJ990827 07. 


9C08 


.ClO.ol 


. ts 


Method 


Start 


1671 








End 


GI 


none 








Score 


Exons 


1671. . 1733, 


2224 


. .2355, 


2225 


. .2521 


beq. no. 


17292 








Seq. ID 


Gene No. 


36308 








Strand 


Start 


133 








End 


Name 


OJ990827 07. 


9C08 


.ClO.ol 


. tc 


Method 


Start 


1682 








End 


GI 


none 








Score 


Exons 


1682. .1756, 


1683 


. .1763, 


2207 


..2383, 22 


Seq. No. 


17292 








Seq. ID 


Gene No. 


36308 








Strand 


Start 


133 








End 


Name 


OJ990827 07. 


9C08 


.ClO.ol 


.np 


Method 


Start 


1683 






End 


GI 


6553905 








Score 


Exons 


1683. .1748, 


1905 


. .1967, 


2153 


..2776, 28. 




4004 . .4147 











12858 
GENSCAN 
12858 
.72 



16113 
GENSCAN 
16113 
.53 



+ 

4150 
GENSCAN 
4150 
.58 



+ 

4150 

TBLASTX : Soybean 

2521 

66 



+ 

4150 

TBLASTX: Cress 

2467 

94 



+ 

4150 
AAT/NAP 
4147 
1058 



GI Descrip. (AC012563) unknown protein [Arabidopsis thaliana] 



Seq. No. 17292 

Gene No. 36308 

Start 133 

Name OJ9 9 0827^07 . 9C08 . CIO . ol . tw 

Start 2218 



Seq. ID OJ990827_07. 9C08.C10 

Strand + 

End 4150 

Method TBLASTX: Wheat 

End 2512 



17740 




GI 


none 








Score 


244 




Exons 


2218. .2493, 


2219 


. .2512 










Seq. No. 


17292 








Seq. ID 


OJ990827_07. 9C08 


.C10 


Gene No. 


36308 








Strand 


+ 




Start 


133 








End 


4150 




Name 


OJ990827 07 


. 9C08 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2218 








End 


2521 




GI 


none 








Score 


255 




Exons 


2218. .2493, 


2219 


. .2521 










Seq. No. 


17292 








Seq. ID 


OJ990827_07.9C08 


.C10 


Gene No. 


36308 








Strand 


+ 




Start 


133 








End 


4150 




Name 


OJ990827 07 


. 9C08 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2731 








End 


3245 




GI 


none 








Score 


35 




Exons 


2731. .2754, 


2863 


. .2946, 


2864. 


.2947, 2926. .3054, 2953. .3051, 




2958. .3119, 


2988 


. .3122, 


3055. 


.3123, 3201. .3245 




Seq. No. 


17292 








Seq. ID 


OJ990827_07. 9C08 


.C10 


Gene No. 


36308 








Strand 


+ 




Start 


133 








End 


4150 




Name 


OJ990827 07, 


. 9C08 


.C10..ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


3292 








End 


3724 




GI 


none' 








Score 


141 




Exons 


3292. .3468, 


3584 


. .3724 










Seq. No. 


17292 








Seq. ID 


OJ990827_07. 9C08, 


.C10 


Gene No. 


36308 








Strand 


+ 




Start 


133 








End 


4150 




Name 


OJ990827 07. 


. 9C08 


.C10.o2. 


. ts 


Method 


TBLASTX: Soybean 




Start 


3292 








End 


3724 




GI 


none 








Score 


145 




Exons 


3292. .3465, 


3330 


. .3419, 


3584 . 


.3724, 3604.. 3678 




Seq. No. 


17292 








Seq. ID 


OJ990827_07.9C08. 


■ C10 


Gene No. 


36308 








Strand 


+ 




Start 


133 








End 


4150 




Name 


OJ990827 07. 


, 9C08 , 


.ClO.ol. 


. QP 


Method 


AAT/GAP 




Start 


3685 








End 


4064 




GI 


none 








Score 


736 




Exons 


3685. .4064 














Seq. No. 


17293 








Seq. ID 


OJ990827_07. 9C08. 


C12 


Gene No. 


36309 








Strand 


+ 




Start 


144 








End 


319 




Name 


OJ990827 07. 


9C08 . 


,C12.ol. 


as 


Method 


GENS CAN 




Start 


144 








End 


319 
.88 




GI 


none 








Score 




Exons 


144 . . 319 














Seq. No. 


17293 








Seq. .ID 


OJ990827_07.9C08. 


C12 


Gene" No . 


36310 








Strand 


+ 




Start 


2386 








End 


9565 




Name 


OJ990827 07. 


9C08. 


,C12.o2. 


gs 


Method 


GENSCAN 




Start 


2386 






End 


9565 





17741 




GI none Score .46 

Exons 2386.. 2500, 3005.. 3092, 5907.. 6042, 7071.. 7140, 7897.. 8021, 

8678..8926, 9272.. 9565 





Seq. No. 


17293 




Seq. ID 


OJ990827 07.9C08 


.C12 




Gene No. 


36311 




Strand 








Start 


3143 




End 


3424 






Name 


OJ990827 07.9C08.C12 


. ol .np 


Method 


AAT/NAP • 






Start 


3143 




End 


3424 






GI 


6539588 




Score 


102 






Exons 


3143. .3424 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


17293 




Seq. ID 


OJ990827_07.9C08 


.C12 




Gene No. 


36312 




Strand 








Start 


11212 




End 


13337 






Name 


OJ990827 07.9C08.C12, 


. o2 . np 


Method 


AAT/NAP 






Start 


10276 




End 


13337 






GI 


6016718 




Score 


547 






Exons 


10276. .10342, 12067., 


.12500, 


12594 . . 12780, 13191. .13337 






GI Descrip. 


(AC009325) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


17293 




Seq. ID 


OJ990827_07. 9C08 


.C12 




Gene .No . 


36312 




Str.and 








Start 


11212 




End 


13337 




• ^ 


Name 


OJ990827 07.9C08.C12. 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


11200 




End 


11575 




: a 


GI 


none 




Score 


56 






Exons 


11200. .11265, 11206. . 


.11265, 


1134 6. .11408, 1134 8. .114 07, 




L ..: 




11413. .11442, 11447. . 


. 11575, 


11451. . 11558 




. ~ 


Seq. No. 


17293 




Seq. ID 


OJ990827_07.9C08, 


.C12 




Gene No. 


36312 




Strand 






! y 


Start 


11212 




End 


13337 






Name 


OJ990827 07.9C08.C12, 


. o3 . gs 


Method 


GENSCAN 






Start 


11212 




End 


12310 




*•*§ 


GI 


none 




Score 


.51 






Exons 


11212. .11265, 11348.. 


.11647, 


11951. . 12310 




... 


Seq. No. 


17293 




Seq. ID 


OJ990827_07. 9C08 , 


.C12 




Gene No. 


36312 




Strand 








Start 


11212 




End 


13337 






Name 


OJ990827 07.9C08.C12, 


, ol . tm 


Method 


TBLASTX: Maize 






Start 


11580 




End 


12334 






GI 


none 




Score 


80 






Exons 


11580. .11660, 11582. . 


,11656, 


12002. .12334, 12008. .12334 






Seq. No. 


17293 




Seq.. ID 


OJ990827_07.9C08, 


,C12 




Gene No. 


36312 




-Strand 








Start 


11212 




End 


13337 






Name 


OJ990827 07.9C08.C12. 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


12050 




End 


13331 






GI 


none 




Score 


69 






Exons 


12050. . 12169, 12054. . 


12176, 


12179. .12280, 12179. .12319, 








12186. .12284, 12290. . 


12370, 


12313. .124 32, 12314. .12391, 








12403. . 12501, 12415. . 


12501, 


12592. .12780, 12593. .12787, 








13185. . 13238, 13242. . 


13331 









17742 



Seq. No. 17293 

Gene No. 36312 

Start 11212 

Name OJ990827_07 . 9C08 . C12 . ol . tc 

Start 12098 

GI none 

Exons 12098. . 12277, 12098 .. 12283, 
12383. .12502/ 12403.. 12501 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_07 . 9C08 . C12 
13337 

TBLASTX: Cress 

12502 

78 



12180. . 12284, 12300. .12329, 



Seq. No. 


17294 








Seq. ID 


OJ990827 


_07.9C08.C13 


Gene No. 


36313 








Strand 


+ 




Start 


103 








End 


552 




Name 


OJ990827 07. 


9C08, 


.C13.ol. 


.gs 


Method 


GEN SCAN 




Start 


103 








End 


552 




GI 


none 








Score 


.99 




Exons 


103. .552 














Seq. No. 


17294 








Seq. ID 


OJ990827 


_07.9C08.C13 


Gene No. 


36314 








Strand 


+ 




Start 


2180 








End 


3673 




Name 


OJ990827 07. 


9C08. 


,C13.o2, 


.gs 


Method 


GEN SCAN 




Start . 


2180 








End 


3673 




GI 


none 








Score,. 


. 61 




Exons 


2180. .2652, 


3039. 


. .3135, 


3208. 


.3248, 3272.. 3455, 


3554. .3673 



Seq. No. 17294 Seq. ID 

Gene No. 36315 Strand 

Start 4015 End 

Name OJ990827__07 . 9C08 . C13 . ol . tm Method 

Start 3736 ' End 

GI none Score 
Exons 



OJ990827 07.9C08.C13 



3736.. 3897, 3898.. 3945, 3899. .3949, 
4014. .5102, 4015. .5118, 4016. .5113 



6221 

TBLASTX : Maize 
5118 
54 

4006. .4362, 4013. .5113, 



Seq. No. 17294 

Gene No. 36315 

Start 4015 

Name OJ990827_07 . 9C08 . C13 . ol . tw 

Start 3843 

GI none 
Exons 



Seq. ID OJ990827_07.9C08.C13 
Strand 
End 

Method 
End 
Score 



6221 

TBLASTX: Wheat 

4406 

35 



3843. .3860, 3843. .3869, 3844. .3900, 3871. .3909, 3875. .3910, 
3985. .4401, 3986. .4405, 4017. .4406 



Seq. No. 17294 Seq. ID 

Gene No. 36315 Strand 

Start 4015 End 

Name OJ990827_07 . 9C08 . CI 3 . o3 . gs Method 

Start 4015 End 

GI none Score 

Exons 4015.. 4986, 6069.. 6143 



OJ990827_07.9C08.C13 

6221 
GENSCAN 
6143 
.6 



Seq. No. 17294 Seq. ID 

Gene No. 36315 Strand 

Start 4015 End 

Name OJ990827_07 . 9C08 . C13 . ol . np Method 

Start 4018 End 



OJ990827_07.9C08.C13 

6221 

AAT/NAP 

6143 



17743 



GI 4850383 Score 1520 

Exons 4018.. 5096, 6059.. 6143 

GI Descrip. (AC007357) Contains similarity to gi 14417304 F15011.7 putative 
beta-1, 4-mannosyl-glycoprotein 

beta-1, 4-N-acetylglucosaminyltransferase from Arabidopsis 
thaliana BAC gb|AC00644 6. 



Seq. No. 17294 

Gene No. 36315 

Start 4015 

Name OJ990827_07 . 9C08 . C13 . ol . ts 

Start 4021 

GI none 

Exons 4021. .4878, 4025. .4765, 4459. .4884 



Seq. ID OJ990827_07.9C08.C13 
Strand 

End 6221 

Method TBLASTX : Soybean 

End 4884 

Score 678 



Seq. No. 17294 Seq. ID 

Gene No. 36315 Strand 

Start 4015 : * End 

Name OJ990827_07 . 9C08 . C13 . ol . tc Method 

Start 4307 End 

GI none Score 

Exons 4307.. 4765, 4309.. 4773 



OJ990827_07.9C08.C13 
6221 

TBLASTX: Cress 

4773 

414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17294 Seq. ID OJ990827_07.9C08.C13 

36315 Strand 

4015 End 6221 

OJ990827_07 . 9C08 . C13 . ol . gp Method AAT/GAP 

4601 End 6221 

12781JL.R1084 Score 1248 

4601. .5115, 6069. .6221 

, 6016720/gb|AAF01546.1|AC009325_16 4.0e-66 (AC009325) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 


17294 








Seq. ID 


OJ990827 


_07.9C08 


.C13 


Gene No. 


36315 








Strand 








Start 


4015 








End 


6221 






Name 


OJ990827 07 


.9C08 


.C13.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


4885 








End 


5109 






GI 


none 








Score 


88 






Exons 


4885. .5109, 


4889 


. .4993, 


4891. 


.5097 








Seq. No. 


17295 








Seq. ID 


OJ990827 


_07.9C08 


>C14 


Gene No. 


36316 








Strand 


+ 






Start 


919 








End 


1749 






Name 


OJ990827 07 


.9C08 


.C14.ol 


.gs 


Method 


GENSCAN 






Start 


919 








End 


1749 






GI 


none 








Score 


.4 






Exons 


919. .1321, 


1697. 


.1749 












Seq. No. 


17295 








Seq. ID' 


' OJ990827 


_07.9C08 


C14 


Gene No. 


36317 








Strand 








Start 


1093 








End 


1535 






Name 


OJ990827 07 


.9C08 


.C14 .ol 


.np 


Method 


AAT/NAP 






Start 


1093 








End 


1535 






GI 


4680199 








Score 


107 






Exons 


1093. .1535 

















GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



17744 



Seq. No. 


1 / 


Seq. ID 


Gene No. 


36318 


Strand 


Start 


294 


End 


Name 


OJ990827 07.9C08.C15.ol.gs 


Method 


Start 


294 


End 


GI 


none . 


Score 


Exons 


294.. 351, 833.. 879 




Seq. No. 


17297 


Seq. ID 


Gene No. 


36319 


Strand 


Start 


210 


End 


Name 


OJ990827 07.9C08.C16.ol.gs 


Method 


Start 


210 


End 


GI 


none 


Score 


Exons 


210. .293, 744. .882, 1363. .1439 


beq. No. 


T *7 O Q*7 


beq. ID 


Gene No. 


36320 


Strand 


Start 


1828 


End 


Name 


OJ990827 07.9C08.C16.o2.gs 


Method 


Start 


1828 


End 


GI 


none 


Score 


Exons 


1828. .1969, 2217. .2266 ■ 




Seq. No. 


17298 


Seq. ib 


Gene No. 


36321 


Strand 


Start 


8 


End 


Name 


OJ990827 07.9C08.C17.ol.gs 


Method 


Start 


8 


End 


GI 


none 


Score 


Exons 


8. .142, 148. .261 




Seq. No. 


17299 


Seq. ID 


Gene No. 


36322 


Strand 


btar l 


1 


End 


Name 


OJ990827 07.9C08.C18.ol.np 


Method 


Start 


1 


End 


GI 


4850395 


Score 


Exons 


1..46, 264. .336, 1074. .1110 




GI Descrip. 


(AC007357) EST gb|N37870 comes from thi 




thaliana] 




Seq. No. 


17300 


Seq. ID i 


Gene No. 


36323 


Strand 


Start 


331 


End 


Name 


OJ990827 07.9C08.C19.ol.np 


Method 


Start 


331 


End 


GI ■ .. t 


4850395 


Score 


Exons 


331. .355, 1889. .2104, 2408., 


,2579, 3622. 


GI Descrip. 


(AC007357) EST gb|N37870 comes from thi; 




thaliana] 




Seq. No. 


17300 


Seq. ID i 


Gene No. 


36323 


Strand 


Start 


331 


End ! 


Name 


OJ990827 07.9C08.C19.ol.gs 


Method i 



OJ990827_07.9C08.C15 
+ 

879 

GENSCAN 

879 

.52 



OJ990827 07.9C08.C16 



1439 
GENSCAN 
1439 
. 66 



OJ990827_07 . 9C08 . CI 6 

2266 
GENSCAN 
2266 
.82 



OJ990827_07.9C08.C17 

261 . 
GENSCAN 
261 
.73 



OJ990827_07.9C08.C18 

1110 
AAT/NAP 
1110 
53 

s gene. [Arabidopsis 



OJ990827_07.9C08.C19 

5068 
AAT/NAP 
4238 
232 

.3781, 4202. .4238 
s gene. [Arabidopsis 



OJ990827_07.9C08.C19 

5068 
GENSCAN 



17745 




Start 


865 








End 


5068 


GI 


none 








Score 


. 94 


Exons 


865. .939, 1091.. 


1185, 1912.. 


2098, 2408 


. .2579, 3622. .3770, 




4400. .4523, 


4658 


. .4813, 


4922 


..5068 




Seq. No. 


17300 








Seq. ID 


OJ990827_07 . 9C08 . C19 


Gene No. 


36324 








Strand 




Start 


5268 








End 


5553 


Name 


OJ990827 07 


.9C08 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2408 








End 


4711 


GI 


none 








Score 


142 


Exons 


2408. .2578, 


2409 


. .2582, 


2509 


..2580, 2513. .2584, 3596. .3772, 




3621. .3776, 


3622 


. .3774, 


4391 


..4510, 4399. .4509, 4400. .4519, 




4640. .4711 












Seq. No. 


17300 








Seq. ID 


OJ990827_07 . 9C08 .C19 


Gene No. 


36324 








Strand 




Start 


5268 








End 


5553 


Name 


OJ990827 07 


.9C08 


.C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3646 








End 


4705 


GI 


none 








Score 


176 


Exons 


3646. .3774, 


3646 


. .3759, 


3648 


..3776, 4391. .4516, 4399. .4518, 




4400. . 4516, 


4658 


. . 4705, 


4663 


. .4704 




Seq. No. 


17300 








Seq. ID 


OJ990827 07.9C08.C19 


Gene No. 


36324 








Strand 




Start 


5268 








End 


5553 


Name 


OJ990827 07 


. 9C08 


.C19.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4766 








End 


5071 


GI 


none 








Score 


127 


Exons 


4766. . 4789, 


4921 


. . 5067, 


4925 


. .5071 




Seq. No. 


17300 








Seq. ID 


OJ990827_07 . 9C08 . C19 


Gene No. 


36324 








Strand 




Start 


5268 








End 


5553 


Name 


OJ990827 07 


. 9C08 


.C19.ol 


. gp 


Method 


AAT/GAP 


Start 


5268 








'End 


5553 


GI 


none 








Score 


517 


Exons 


5268 . . 5553 












Seq. No. 


17301 








Seq. ID 


OJ990827_07.9C08.C20 


Gene No. 


36325 








Strand 


+ 


Start 


1274 








End 


1590 


Name 


OJ990827 07 


. 9C08 


.C20.ol 


. gs 


Method 


GENSCAN 


Start 


1274 








End 


1576 


GI 


none 








Score 


1 


Exons 


1274. .1576 












Seq. No. 


17301 








Seq. ID 


OJ990827_07.9C08.C20 


Gene No. 


36325 








Strand 


+ 


Start 


1274 








End 


1590 


Name 


OJ990827 07 


. 9C08 


.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1340 






End 


1590 


GI 


4850396 








Score 


235 


Exons 


1340. .1590 













GI Descrip. (AC007357) F3F19.15 [Arabidopsis thaliana] 



Seq. No. 17301 Seq. ID 

Gene No. 36325 Strand 

Start 1274 End 

Name OJ990827_07 . 9C08 . C20 . ol . ts Method 

Start 1393 End 

GI none Score 

Exons 1393.. 1587, 1394.. 1588 



OJ990827_07 . 9C08 . C20 
+ 

1590 

TBLASTX : Soybean 

1588 

233 



Seq. No. 17302 Seq. ID 

Gene No. 36326 Strand 

Start 195 End 

Name OJ990827_07 . 9C08 . C21 . ol . gs Method 

Start 195 End 

GI none Score 

Exons 195.. 276 



OJ990827_07.9C08.C21 
+ 

276 

GENSCAN 

276 

.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17303 
.36327 
1 

OJ990827_07 . 9C08 . C22 . ol . np 
1 

4680183 
1..1140, 3918. .3940 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990827_07.9C08.C22 

Strand + 

End 394 0 

Method AAT/NAP 

End 3940 

Score 1662 



17303 Seq. ID 

36327 Strand 

1 End 
OJ990827_07.9C08.C22.ol.gs Method 

199 End 

none Score 

199. .992, 1024. .1276 



OJ990827JD7 . 9C08 . C22 
+ 

3940 
GENSCAN 
1276 
.72 



Seq. No. 17303 Seq. ID 

Gene No. 36327 Strand 

Start 1 End 

Name OJ990827_07 . 9C08 . C22 . o2 . np Method 

Start 4 1136 * ' End 

GI 4206306 Score 

Exons 1136.. 1273 

GI Descrip. (AF049110) prpol [Zea mays] 



OJ990827_07 . 9C08 . C22 
+ 

3940 
AAT/NAP 
1273 
102 



Seq. No. 17303 Seq. ID OJ990827_07.9C08.C22 

Gene No. 36328 Strand + 

Start 5824 End 5971 

Name OJ990827_07 . 9C08 . C22 . ol . gp Method AAT/GAP 

Start 5824 End 5971 

GI uC-osflcypl77g01al Score 239 

Exons 5824.. 5971 

GI Descrip. 1 4884864/gb | AAD31846. 1 | AF133530JL 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



Seq. No. 17303 Seq. ID 

Gene No. 36329 Strand 

Start 1592 End 

Name OJ990827_07 . 9C08 . C22 . o2 . gs Method 

Start 1592 End 



OJ990827_07 . 9C08 . C22 

4533 

GENSCAN 

4533 



17747 



GI 

Exons 



none Score .71 

1592. .1932, 1999. .2040, 2113. .2217, 2290. .2479, 2556. .2743, 
2818. .3194, 3276. .3451, 3649. .4533 



Seq. No. 17303 Seq. ID OJ990827_07.9C08.C22 

Gene No. 36329 Strand 

Start 1592 End 4533 

Name OJ990827_07 . 9C08 . C22 . o3 . np Method AAT/NAP 

Start 1595 End 4533 

GI 6691716 - Score 2276 

Exons 1595.. 2040, 2113.. 2229, 2380.. 2479, 2556.. 2759, 2930.. 3194, 

3276. .3451, 3649. .4533 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 |dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 17303 Seq. ID 

Gene No. 36329 Strand 

Start 1592 End 

Name OJ990827_07 . 9C08 . C22 . ol . tw Method 

Start 4123 End 

GI none Score 

Exons 4123.. 4413 



OJ990827_07 . 9C08 . C22 
4533 

TBLASTX: Wheat 

4413 

211 



Seq. No. 17304 Seq. ID 

Gene No. 36330 * Strand 

Start 232 End 

Name OJ990827_07 . 9C08 . C23 . ol . gs Method 

Start 232 End 

GI none Score 

Exons 232.. 365, 619.. 981 



OJ990827_07.9C08.C23 
+ 

981 

GENSCAN 

981 

.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17305 
36331 
1 

OJ990827_07. 9C08.C24 .ol.np 
1 

6739515 

1..522, 2590. .2967, 3140. .3161 

(AF136004) eukaryotic initiation factor 4B [Triticum aestivum] 



Seq. ID OJ990827_07.9C08.C24 

Strand + 

End 4877 

Method AAT/NAP 

End. 3161 

Score 968 



17305 
36331 
1 

OJ990827JD7 . 9C08 . C24 . ol . gs 

105 

none 



Seq. ID OJ990827 07.9C08.C24 



Strand 
End 

Method 

End 

Score 



+ 

4877 
GENSCAN 
4877 
.43 



105. .113, 149. .522, 2590. .2948, 3062. .3105, 4389. .4877 



Seq. No. 17305 Seq. ID 

Gene No. 36331 Strand 

Start 1 End 

Name • OJ990827_07 . 9C08 . C24 . ol . gp Method 

Start 3074 • End 

GI 2799476 Score 

Exons 3074.. 3277 



OJ990827_07 . 9C08 . C24 
+ 

4877 
AAT/GAP 
3277 
357 



17748 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17305 Seq. ID OJ990827_07.9C08.C24 

36332 Strand 

4168 End 6155 

OJ990827_07 . 9C08 . C24 . o2 . gp Method AAT/GAP 

4168 End 6155 

52301_1.R1084 Score 1830 

4168.. 4858, 5922.. 6155 

1 4 220518/emb | CAA22991 | 9.0e-34 (AL035356) hypothetical protein 
[Arabidopsis thaliana] ' 

17305 Seq. ID OJ990827_07.9C08.C24 

36332 Strand 

4168 End 6155 

OJ990827_07 . 9C08 . C24 . o2 . np Method AAT/NAP 

4387 End 6000 

4220518 Score 305 

4387. .4858, 5919. .6000 

(AL035356) hypothetical protein [Arabidopsis thaliana] 



17305 Seq. ID 

36332 Strand 

4168 End 
OJ990827_07 . 9C08 . C24 . o2 . gs • Method 

5672 End 

none Score 

5672. .5772, 5922. . 6081 



OJ990827_07.9C08.C24 

6155 
GENSCAN 
6081 
. 94 



Seq. No. 17305 Seq. ID 

Gene No. 36333 Strand 

Start 10254 End 

Name OJ990827_07 . 9C08 . C24 . ol . tm Method 

Start 37 End 

GI none Score 

Exons 37. .108, 38. .112, 107. .154, 178. .510, 211. .288, 212. .523, 

214. .522, 362. .511, 376. .504, 2587. .2673, 2588. .2677, 
2591. .2677, 2681. .2902, 2682. .2816, 2764. .2892, 2888.-2968, 
2937.. 2966 



OJ990827_07 . 9C08 . C24 
10999 

TBLASTX: Maize 

2968 

84 



Seq. No. 17305 

Gene No. 36333 

Start 10254 

Name OJ990827_07 . 9C08 . C24 . ol . tc 

Start 62 

GI none 

Exons 62. .154, 211. .288, 212. .295, 295. .339, 344 
416. .514, 421. .504, 519. .557 



Seq. ID OJ990827_07.9C08.C24 
Strand 

10999 

TBLASTX: Cress 
557 
55 

454, 397.. 453, 



End 

Method 

End 

Score 



Seq. No. 17305 Seq. ID 

Gene No. 36333 Strand 

Start 10254 End 

Name OJ990827_07 . 9C08 . C24 . ol . tw Method 

Start 4395 End 

GI none Score 

Exons 4395.-4649, 4402.. 4650 



OJ990827__07.9C08.C24 
10999 

TBLASTX: Wheat 

4650 

223 



Seq. No. 
Gene No. 



17305 
36333 



Seq. ID 
Strand 



OJ990827 07.9C08.C24 



17749 




Start 


10254 


End 


10999 






Name 


OJ990827 -07.9C08.C24.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


4410 


End 


4860 






GI 


none 


Score 


49 






Exons 


4410. .4523, 4417. .4506, 4536 


..4640, 4546. .4641, 


4650. .4859, 




4651. .4860 










Seq. No. 


17305 


Seq. ID 


OJ990827 


_07.9C08 


.C24 


Gene No. 


36333 


Strand 


- 






Start 


10254 


End 


10999 






Name 


OJ990827 07.9C08.C24.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


4644 


End 


4860 






GI 


none 


Score 


174 






Exons 


4644. .4859, 4645. .4860 










Seq. No. 


17305 


Seq. ID 


OJ990827 


_07.9C08 


.C24 


Gene No. 


36333 


Strand 








Start 


IuZdh 


End 


10999 






Name 


OJ990827 07.9C08.C24.o3.np 


Method 


AAT/NAP 






Start 


10254 


End 


10999 






GI 


4220515 


Score 


164 






Exons 


10254. .10334, 10419. .104 91, 


10833. .10999 






GI Descrip. 


(AL035356) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


17306 


Seq,. ID 


OJ990827 


_07.9C08 


.C25 


Gene No. 


36334 


Strand 








Start 


-i 
1 


End 


1658 






Name 


OJ990827 07.9C08.C25.ol.np 


Method 


AAT/NAP 






Start 


1 


' End 


1658 






GI 


4220515 


Score 


195 






Exons 


1..119, 470. .523, .918. .1014, 


1124. .1233, 1397. . 


1658 




GI Descrip. 


(AL035356) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


17306 


Seq. ID 


OJ990827 


_07.9C08 


.C25 


Gene No. 


36334 


Strand 








Start 


1 


End 


1658 






Name 


OJ990827 07.9C08.C25.ol.gs 


Method 


GENSCAN 






Start 


67 


End 


1492 






GI 


none 


Score 


.86 






Exons 


67. .185, 432. .523, 918. .1014 


, 1397. .1492 






Seq. No. 


17307 


Seq. ID 


OJ990827 


_07.9C08 


.C26 


Gene No. 


36335 


Strand 


+ 






Start 


822 


End 


1101 






Name 


OJ990827 07. 9C08 . C26 . ol . gp 


Method 


AAT/GAP 






Start 


822 


End 


1101 






GI 


4714099 


Score 


493 






Exons 


822. .1101 










Seq. No. 


17307 


Seq. ID 


OJ990827 


_07..9C08 


.C26 


Gene No. 


36336 


Strand 








Start 


448 


End 


1645 






Name 


OJ990827 07.9C08.C26.ol.gs 


Method 


GENSCAN 






Start 


448 


End 


1579 






GI 


none 


Score 


.65 






Exons 


448. .621, 1208. .1425, 1517.. 


1579 









17750 




Seq. No. 


17307 




Seq. ID 


OJ990827_07.9C08.C26 


Gene No. 


36336 




Strand 




Start 


448 




End 


1645 ' 


Name 


OJ990827 07.9C08.C26.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


1288 




End 


1645 


GI 


none 




Score 


193 


Exons *' 


1288. .1431, 1289. . 1423, 


1514. 


.1642, 1518,. .1643, 1574.. 1645 


Seq. No. 


17308 




Seq. ID 


OJ990827_07 . 9C08 . C27 


Gene No. 


36337 




Strand 




Start 


542 




End 


987 


Name 


OJ990827 07.9C08.C27.ol 


.gp 


Method 


AAT/GAP 


Start 


297 




End 


987 


GI 


1059 1.R1084 




Score 


1343 


Exons 


297. .987 








GI Descrip. 


1 24 94 261/ sp | Q4 34 67 | EFT1 


_S0YBN 


0. Oe+00 


ELONGATION FACTOR TU, 



CHLOROPLAST PRECURSOR (EF-TU) >gi_99903_pir S21567 translation 

elongation factor Tu precursor - soybean chloroplast 
>gi_1877 6_emb_CAA4 68 64_ (X66062) EF-Tu [Glycine max] 
>gi_4 4 8 921_prf 1918220A elongation factor Tu [Glycine max] 1 



Seq. No. 


17308 








Seq. ID 


OJ990827_07.9C08 


.C27 


Gene No. 


36337 








Strand 


- 




Start 


542 








End 


987 




Name 


OJ990827 


07. 9C08.C27 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


307 








End 


851 




GI 


none 








Score 


70 




Exons 


307. .372, 


314. .373, 


315 


. .371, 


316. .390, 


34 4.. 421, 354.. 


455, 




356. .418, 


412. .546, 


420 


. .851, 


423. .848, 


485. .850 




Seq. No. 


17308 








Seq. ID 


OJ990827_07.9C08 


.C27 


Gene No. 


36337 








Strand 






Start 


542 








End 


987 




Name 


OJ990827 


07.9C08.C27 


.ol 


.gs 


Method 


GEN SCAN 




Start 


542 








End 


946 




GI 


none 








Score 


.54 




Exons 


542. .946 














Seq. No. 


17308 








Seq. ID 


OJ990827_07.9C08 


.C27 


Gene No. 


36337 








Strand 






Start 


542 








End 


987 




Name 


OJ990827 


07.9C08.C27 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


542 








End 


985 




GI 


none 








Score 


113 




Exons 


542. .985, 


545. .667, 


561 


. . 980, 


716. . 985 






Seq. No. 


17308 








Seq. ID 


OJ990827_07.9C08 


.C27 


Gene No. 


36337 








Strand 






Start 


542 








End - 


987 




Name 


OJ990827 


07.9C08.C27 


.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


542 








End 


986 




GI 


none 








Score 


87 




Exons 


542. .979, 


548. .667, 


549 


. .980, 


570. .986, 


739. .984 




Seq. No. 


17308 








Seq. ID 


OJ990827_07.9C08 


.C27 


Gene No. 


36337 








Strand 






Start 


542 








End 


987 





17751 




Name 


OJ990827 07 . 9C08 .C27 .ol 


.np 


Method 


AAT/NAP 




Start 


545 




End 


987 




GI 


6525065 




Score 


740 




Exons 


545. . 987 










GI Descrip . 


(AF14 5053) chloroplast 


translational elongation 


factor Tu [Oryza 




sativa] 










Seq. No. 


17308 




Seq. ID 


OJ990827 


_07.9C08.C27 


Gene No. 


36337 




Strand 






Start 


542 




End 


987 




Name 


OJ990827 07.9C08.C27.ol 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


722 




End 


980 




GI 


none 




Score 


151 




Exons 


722. .976, 722. .979, 900 


. . 980 








Seq. No. 


17308 




Seq. ID 


OJ990827 


_07.9C08.C27 


Gene No. 


36337 




Strand 






Start 


542 




End 


987 




Name 


OJ990827 07.9C08.C27.o2 


. tm 


Method 


TBLASTX : 


Maize 


Start 


854 




End 


985 




GI 


none 




Score 


201 




Exons 


854. .985, 855. .983, 857 


. . 985 








Seq. No. 


17309 




Seq. ID 


OJ990827 


_07.9C08.C28 


Gene No. 


36338 




Strand 


+ 




Start 


1661 




End 


4657 




Name 


OJ990827 07.9C08.C28.ol 


.gp 


Method 


AAT/GAP 




Start 


1661 




End 


2097 




GI 


33510 1.R1084 




Score 


812 




Exons 


1661. .2097 










GI Descrip. 


'37 90188/emb|CAA7477 6| 


3.0e- 


39 (Y14431) 


NAD-dependent isocitrate 




dehydrogenase [Nicotiana tabacum] 1 






Seq. No. 


17309 




Seq. ID 


OJ990827 


_07.9C08.C28 


Gene No. 


36338 




Strand 


+ 




Start 


1661 




End 


4657 




Name 


OJ990827 07.9C08.C28.ol 


.gs 


Method 


GENSCAN 




Start 


1696 ' 




End 


4657 




GI 


none 




Score 


. 96 




Exons 


1696. .1902, 1938. .2237, 


3431 


..3670, 4013. .4091, 


4383. .4657 


Seq. No. 


17309 




Seq. ID 


OJ990827 


_07.9C08.C28 


Gene No. 


36338 




Strand 


+ 




Start 


1661 




End 


4657 




Name 


OJ990827 07.9C08.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1696 




End 


4654 




GI 


3790188 




Score 


1533 




Exons 


1696. .2237, 3431. .3670, 


4013 


. .4091, 4383. .4654 




GI Descrip. 


(Y14 4 31) NAD-dependent 


isocitrate ; dehydrogenase 


[Nicotiana 




tabacum] 










Seq. No. 


17309 




Seq. ID 


OJ990827 


_07.9C08.C28 


Gene No. 


36338 




Strand 


+ 




Start' 


1661 




End 


4657 




Name 


OJ990827 07.9C08.C28.o2 


.gp" 


Method 


AAT/GAP 




Start 


3427 




End 


4101 




GI 


12622 1.R1084 




Score 


589 





.17752 



Exons 3427.. 3670, 4013.. 4101 

GI Descrip. 1 37 90188/emb | CAA74 77 6 | 2.0e-87 (Y14431) NAD-dependent isocitrate 
dehydrogenase [Nicotiana tabacum] ' 



Seq. No. 17309 

Gene No. 36338 

Start 1661 

Name OJ990827_07 . 9C08 . C28 . o3 . gp 

Start 3685 

GI 12622_1.R1084 

Exons 3685.. 3721, 4012.. 4091, 4383, 
GI Descrip. 



Seq. ID OJ990827_07.9C08.C28 

Strand + 

End 4 657 

Method AAT/GAP 

End 4503 

Score 288 
.4503 

, 3790188/emb|CAA74776| 2.0e-87 (Y14431) NAD-dependent isocitrate 
dehydrogenase [Nicotiana tabacum] ' 



Seq. No. 17309 Seq. ID 

Gene No. 36339 Strand 

Start 5501 End 

Name OJ990827_07 . 9C08 . C28 . o2 . gs Method 

Start 5501 End 

GI none Score 

Exons 5501.. 6109 



OJ990827_07.9C08.C2S 
+ 

6109 
GENSCAN 
6109 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17309 Seq. ID 

36339 Strand 

5501 End 

OJ990827_07 . 9C08 . C28 . o2 . np Method 

5501 End 

4589960 Score 
5501. .6076 

(AC007169) unknown protein [Arabidopsis thaliana] 



OJ990827_07.9C08.C28 
+ 

6109 
AAT/NAP 
6076 
471 



17309 Seq. ID 

36340 Strand 

9232 End 
OJ990827_07. 9C08 . C28 . o3 . gs Method 

9232 End 

none Score 

9232.. 9607 . 



OJ990827_07.9C08.C28 
+ 

9607 
GENSCAN 
9607 
1 



Seq. No. 17309 Seq. ID 

Gene No. 36341 Strand 

Start 4474 End 

Name OJ990827_07 . 9C08 . C28 . o4 . gp Method 

Start 4474 End 

GI uC-osflcypl68b03al Score 

Exons 4474 . .4908 

GI Descrip. 1 3080424/emb | CAA18743 . 1 | 9.0e-21 
isocitrate dehydrogenase subunit 



OJ990827_07.9C08.C28 

4908 
AAT/GAP 
4908 
740 



(AL022604) NAD+ dependent 
1. [Arabidopsis thaliana] 1 



Seq. No. 17309 Seq. ID 

Gene No. 36342 Strand 

Start 6022 End 

Name OJ990827_07 . 9C08 . C28 . o4 . tm Method 

Start 1795 End 

GI none Score 
Exons 



OJ990827_07.9C08.C28 
6284 

TBLASTX: Maize 

2078 

216 



1795. .1920, 1810. .1920, 1812. .1925, 1928. .2068, 1929. .2078 



17753 




o c ^ • I 1 * \J • 


17309 










Seq. ID 


OJ990827 


07 9C08 C28 




36342 










Strand 






Start 


6022 










End 


6284 




Name 


OJ990827 07 


. 9C08. 


C28.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1798 










End 


4660 




GI 


none 










Score 


200 




P von ^ 


1798. . 


,1920, 


1810 . 


. 1920, 


1812 . 


.1925, 1929.. 2240, 


1931 2239. 




3428. . 


,3673, 


3429 . 


. 3635, 


3430 . 


.3675, 3431. .3664, 


4012 4092, 




4378. . 


.4506, 


4381 . 


. 4653, 


4382 . 


.4660 








. 17309 










Seq. ID 


OJ990827 


07 9C08 C28 


fjpnp Mo 


36342 










Strand 






Start 


6022 










End 


6284 




Name 


OJ990827 07 


. 9C08. 


C28.ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


1798 










End 


4663 




GI 


none 










Score 


198 




Exons 


1798. . 


,1920, 


1810. 


.1920, 


1812. 


.1928, 1929. .2240, 


1931. .2239, 




2166. . 


,2240, 


3428. 


.3673, 


3430. 


.3675, 3431. .3664, 


4012. .4095, 




4022. . 


,4105, 


4381. 


.4659, 


4382. 


.4663 







Seq. No. 17309 

Gene No. 36342 

Start 6022 

Name OJ990827_07 . 9C08 . C28 . ol . tw 

Start 1827 

GI none 

Exons 1827.. 1904, 1849.. 1905, 1977. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2195, 2108. .2188 



OJ990827_07 . 9C08 . C28 
6284 

TBLASTX: Wheat 
2195 
60 



Seq. No. 17309 Seq. ID 

Gene No. 36342 Strand 

Start 6022 End 

Name OJ990827_07 . 9C08 . C28 . o5 . tm Method 

Start 2078 End 

GI none Score 

Exons 2078.. 2188, 2079.. 2240 



OJ990827_07.9C08.C28 
6284 

TBLASTX: Maize 

2240 

190 



Seq. No. 17309 

Gene No. 36342 

Start 6022 

Name OJ990827_07 . 9C08 . C28 . o3 . tm 

Start 3406 

GI none 

Exons ' 3406.. 3675, 3407.. 3664, 4011, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4046, 4013. .4048 



OJ990827_07.9C08.C28 
6284 

TBLASTX : Maize 
4048 
416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17309 
36342 
6022 

OJ990827_07 . 9C08 . C28 . o2 . tw 
3590 
none 



Seq. ID OJ990827_07.9C08.C28 



Strand 
End 

Method 

End 

Score 



6284 

TBLASTX: Wheat 

4638 

60 



3590. .3631, 4458. .4592, 4462. .4638, 4469. .4636 



Seq. No. 17309 Seq. ID OJ990827_07.9C08.C28 

Gene No. 36342 Strand 

Start 6022 End 6284 

Name OJ990827_07 . 9C08 . C28 . ol . tm Method TBLASTX : Maize 

Start 4052 End 4814 



17754 



GI 


none 






Score 


97 




Exons 


4052. .4093, 4054 


. . 4095, 


4368 . 


.4634, 4369.. 4635, 


4381. 4644. 




4382 . . 4651, 4724 


. .4798, 


4725 . 


.4808, 4725.. 4814 




Seq. No. 


17309 






Seq. ID 


OJ990827 


_07.9C08.C28 


Gene No. 


36342 






Strand 


— 




Start 


6022 






End 


62.84 




Name 


OJ990827 07.9C08 


,C28.o2. 


ts 


Method 


TBLASTX : 


Sovbean 


Start 


5636 _ 






End 


5881 




GI 


none 






Score 


188 




Exons 


5636. . 5881, 5692 


. . 5880 










Sea No 


17309 






Seq. ID 


OJ990827 


07 9C08 C28 


Gene No. 


36342 






Strand 






Start 


6022 






End 


6284 




Name 


OJ990827 07.9C08 


.C28 .o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5696 ~ 






End 


6058 




GI 


none 






Score 


154 




Exon ^ 


5696 5887. 5698 


. . 5748, 


5839 . 


.6015, 5939.. 6025, 


6011 6058 




6019 . . 6057 












Seq. No. 


17309 






Seq. ID 


OJ990827 


_07.9C08.C28 


Gene No. 


36342 






Strand 






Start 


6022 






End 


6284 




Name 


OJ990827 07 9C08 


.C28 ,o2. 


tm 


Method 


TBLASTX: 


Mai ze 


Start ' 


5699 _ 






End 


6115 




GI 


none 






Score 


426 




Exons 

i_ \y no 


5699 6115. 5710 


. .6114 










Sea No 


17309 






Seq. ID 


OJ990827 


07 9C08 C28 


Gene f^O . 


36342 






Strand 






Start 


6022 






End 


6284 




Name 


OJ990827 07.9C08 


.C28.o5. 


gp 


Method 


AAT/GAP 




Start 


6022 






End 


6284 




GI 


82921 1.R1084 






Score 


491 




Exons 


6022. .6284 












GI Descrit). 


' 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza 


sa t* "i Vri flpnom i c 




DNA, chromosome 


6, clone 


:P0535G04 ■ 






Seq. No. 


17310 






Seq. ID 


OJ990827 


_07.9C08.C29 


Gene No. 


36343 






Strand 


+ 




Start 


2554 






End 


2925 




Name 


OJ990827 07.9C08 


.C29.ol. 


gp 


Method 


AAT/GAP 




Start 


2554 






End 


2925 




GI 


5003378 






Score 


656 




Exons 


2554. .2925 












Seq. No; 


17310 






Seq. ID 


OJ990827 


_07.9C08.C29 


Gene No. 


, 36344 






Strand 


+ 




Start 


2926 






End 


3371 




Name 


OJ990827 07.9C08 


.C29.o2. 


gp 


Method 


AAT/GAP 




Start 


2926 






End 


3371 




GI 


5003377 






Score 


808 




Exons 


2926. .3371 












Seq. No. 


17311 






Seq. ID 


OJ990827 


_07.9C08.C30 


Gene No. 


36345 






Strand 


+ 





17755 



Start 
Name 
Start 
GI 

Exons 



1442 End 1789 

OJ990827JD7 . 9C08 . C30 . ol . gs Method GENSCAN 

1442 End 1789 

none Score . 53 
1442. .1789 



Seq. No. 17311 

Gene No. 36346 

Start 3515 

Name OJ990827_07 . 9C08 . C30 . o2 . gs 

Start 3515 

GI none 

Exons 3515. .3628, 4338. .4471 

Seq. No. 17312 

Gene No. 36347 

Start 318 

Name OJ990827_07 . 9C08 . C32 . ol . gs 

Start 318 

GI none 

Exons 318 . .489 



Seq. ID OJ990827_07.9C08.C30 
Strand 

End 4471 

Method GENSCAN 

End 4471 

Score .77 



Seq. ID OJ990827_07.9C08.C32 

Strand + 

End 489 

Method GENSCAN 

End 489 

Score .76 



Seq. No. 17312 Seq. ID 

Gene No. 36348 Strand 

Start 1492 End 

Name OJ990827_07 . 9C08 . C32 . o2 . gs Method 

Start 1492 End 

GI none Score 

Exons 1492. . 1529 



OJ990827_07 . 9C08.C32 

1529 
GENSCAN 
1529 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17313 
36349 
1573 

OJ990827_07.9C08-C33.ol.gs 

1573 

none 

1573. . 1809 



Seq. ID OJ990827_07.9C08.C33 

Strand + 

End 1969 

Method GENSCAN 

End 1809 

Score .75 



Seq. No. 17313 Seq. ID 

Gene No. 36349 Strand 

Start 1573 End 

Name OJ990827_07 . 9C08 . C33 . ol . gp Method 

Start 1703 End 

GI none Score 

Exons 1703. .1969 



OJ990827_07 . 9C08 . C33 
+ 

1969 
AAT/GAP 
1969 
455 



Seq. No. 17314 

Gene No. 36350 

■;Start 743 

Name OJ990827_07 . 9C08 . C34 . ol . gs 

Start 743 

GI none 

Exons 743.-886, 1103.. 2149, 2582. 

Seq. No. 17314 

Gene No. 36350 

Start 743 



Seq. ID OJ990827_07.9C08.C34 

Strand + 

End 2 981 

Method GENSCAN 

End 2 981 

Score .59 
,2738, 2866.. 2981 

Seq. ID OJ990827_07.9C08.C34 

Strand + 

End 2981 



17756 




Name 


OJ990827 07 


.9C08 


.C34.ol 


.np 


Method 


AAT/NAP 


Start 


1038 ~~ 








End 


2200 


GI 


6016720 








Score 


1478 


Exons 


1038. .2200 












GI DescriD. 


(AC009325) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


17314 








Seq. ID 


OJ990827_07.9C08.C34 


Gene No. 


36350 








Strand 


+ 


Start 


743 








End 


2981 


Name 


OJ990827 07 


9C08 






Method 


AAT/GAP 


Start 


2184 _ 








End 


2577 


GI 


none 








Score 


769 


Exons 


2184 . .2577 












Seq. No. 


17314 








Seq. ID 


OJ990827_07.9C08.C34 


Gene No. 


36351 








Strand 




Start 


3542 








End 


3689 


Name 


OJ990827 07 


9P08 






Method 


TBLASTX: Maize 


Start 


1105 ~ 








End 


2329 


GI 


none 








Score 


87 


Exons 


1105. .2208, 


1106 


. . 1162, 


1118. 


.2215, 1217. .2206, 2300. .2329 


Seq. No. 


17314 








Seq. ID 


OJ990827_07.9C08.C34 


Gene No. 


36351 








Strand 




Start 


3542 








End 


3689 


Name 


OJ990827 07 








Method 


TBLASTX : Soybean 


Start 


1109 ~~ 








End 


1339 


GI 


none 








Score 


54 


Exons 


1109. . 1162, 


1178 


. .1321, 


1217. 


.1339, 1225. .1338 


Seq. No. 


17314 








Seq. ID 


OJ990827_07.9C08.C34 


Gene No. 


36351 








Strand 




Start 


3542 








End 


3689 


Name 


OJ990827 07 


. 9C08 


. C34 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1340 ~ 








End 


2197 


GI 


none 








Score 


1243 


Exons 


1340. .2197, 


1346 


. .2083, 


1438. 


.2193 




Seq. No. 


17314 








Seq. ID 


OJ990827_07.9C08.C34 


Gene No. 


36351 








Strand 




Start 


3542 








End 


3689 


Name 


OJ990827 07 


. 9C08 


,C34.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1445 ~~ 








End 


1911 


GI 


none 








Score 


667 


Exons 


1445 . . 1909, 


1451 


. .1906, 


1453. 


.1911 




Sea No 


17314 








Seq. ID 


OJ990827_07.9C08.C34 


Gene No. 


36351 








Strand 




Start 


3542 








End 


3689 


Name 


OJ990827 07 


.9C08 


.C34.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1812 ~~ 








End 


2403 


GI 


none 








Score 


289 


Exons 


1812. .2198, 


1813 


. .2199, 


1817. 


.2203, 1819. .2208, 1847. .2203, 




2244 . .2294, 


2319 


. .2354, 


2327. 


.2368, 2362. .2403, 2376. .2402 


Seq. No. 


17314 








Seq. ID 


OJ990827_07.9C08.C34 


Gene No. 


36351 








Strand 





17757 



Start 
Name 
Start 
GI 

Exons 



3542 End 3689 

OJ990827_07 . 9C08 .C34 . o2 . gs Method GENSCAN 

3542 End 3689 

none Score .87 
3542. .3689 



Seq. No. 17315 Seq. ID 

Gene No. 36352 Strand 

Start 135 End 

Name OJ990827_07 . 9C08 . C35 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135. . 273 



OJ990827_07.9C08.C35 
273 

GENSCAN 

273 

.78 



Seq. No. 17316 Seq. ID 

Gene No. 36353 Strand 

Start 75 • End 

Name OJ990827_07 . 9C08 . C36 . ol . gp Method 

Start 75 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 75 . .166 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990827_07 . 9C08 . C36 
+ 

166 

AAT/GAP 

166 

131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17317 Seq. ID 

36354 Strand 

1 End 

OJ990827_03. 9C01.C2.ol.np Method 

1 End 

3402693 Score 
1..50, 566. .629, 745. .763 

(AC004 697) unknown protein [Arabidopsis thaliana] 



OJ990827_03.9C01.C2 
+ 

763 

AAT/NAP 
763 
73 



17318 
36355 - 
49 

OJ990827_03. 9C01.C3.ol.gs 

49 

none 

49. .102, 184. 



Seq. ID OJ990827_03.9C01.C3 

Strand + 

End 1859 

Method GENSCAN 

End 1859 

Score .43 

,333, 437. .749, 1277. .1361, 1490. .1628, 1774. .1859 



17319 
36356 
88 

OJ990827_03. 9C01.C4 .ol.gs 
88 

none 

88. .179, 426. .489- 



Seq. ID OJ990827_03.9C01.C4 

Strand + 

End 489 

Method GENSCAN 

End 489 

Score .86 



Seq. No. 17319 Seq. ID 

Gene No. 36357 Strand 

Start 14 9 End 

Name OJ990827_03 . 9C01 . C4 . ol . gp Method 

Start 149 End 

GI 4245_1.R1084 Score 

Exons "149. .436, 675.-775 



OJ990827_03.9C01.C4 

775 

AAT/GAP 

775 

660 



17758 




GI Descrip. 1 1173187/sp | P4 6297 | RS23_FRAAN 2.0e-40 40S RIBOSOMAL PROTEIN S23 

(S12) >gi_1362041_pir S56673 ribosomal protein S23.e, cytosolic 

(clone RJ3) - garden strawberry >gi_643074 (U19940) putative 40S 
ribosomal protein sl2 [Fragaria x ananassa] ' 



Seq. No. 17320 

Gene No. 36358 

Start 144 

Name OJ990827_03 . 9C01 .C5.ol.gs 

Start 144 " ' 

GI none 

Exons 14 4. .315, 352. .1278, 1374. 

4633.. 4755, 4822.. 6375 



Seq. ID OJ990827 03.9C01.C5 



Strand 
End 

Method 

End 

Score 



+ 

6375 
GENSCAN 
6375 
.49 



,2776, 2840. .3531, 3588. .4428, 



Seq. No. 17320 

Gene No. 36358 

Start 144 

Name OJ990827_03 . 9C01 . C5 . ol . np 

Start 928 

GI 6498441 

Exons 928.. 1991, 2313.. 2776, 
4600.. 5997, 6091.. 6372 

GI Descrip. (AP000815) EST C72786 (E2258 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827 
+ 

6375 
AAT/NAP 
6372 
7141 



03.9C01.C5 



2840. .3213, 3397. .3531, 3705. .4428, 



of the 



corresponds to a region 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 . type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 17320 

Gene No. 36359 

Start 10423 

Name OJ990827_03 . 9C01 . C5 . o3 . gs 

Start 10423 

GI none 

Exons 10423. .10511, 11103 .. 11178 , 
13135. .13182, 13920.. 13989 



Seq. ID OJ990827_03. 9C01.C5 

Strand + 

End 13989 

Method GENSCAN 

End 13989 

Score . 6 
11503. .11673, 12189. .12325, 



Seq. No. 


17320 


Seq. ID 


OJ990827 


_03 


9C01 


.C5 


Gene No. 


36359 


Strand 


+ 








Start 


10423 


End 


13989 








Name 


OJ990827 03.9C01.C5.o3. 


np Method 


AAT/NAP 








Start 


12050 


End 


12338 








GI 


6539588 


Score 


200 








Exons 


12050. .12338 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


17320 


Seq. ID 


OJ990827 


_03. 


9C01 


.C5 


Gene No. 


36360 


Strand 










Start 


7006 • 


End 


10142 








Name 


OJ990827 03. 9C01.C5.o2. 


gs Method 


GENSCAN 








Start 


7006 


End 


10142 








GI 


none 


Score 


.92 








Exons 


7006.. 8745, 8907.. 9946, 


10013. . 10142 










Seq. No. 


17320 


Seq. ID 


OJ990827 


_03. 


9C01 


.C5 


Gene No. 


36360 


Strand 










Start 


7006 


End 


10142 








Name 


OJ990827 03.9C01.C5.o2. 


np Method 


AAT/NAP 








Start 


7009 


End 


10142 









17759 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6907089 Score 4130 

7009. .8779, 8880. . 10142 

(AP001129) hypothetical protein [Oryza sativa] 



17320 
36361 
15373 

OJ990827_03. 9C01 .C5.o6.tw 

1131 

none 



Seq. ID OJ990827_03.9C01.C5 
Strand 

End 15428 

Method TBLASTX : Wheat 

End 12337 

Score 116 



1131. .1229, 1148. .1228, 1212. .1286, 1286. .1468, 1291. .1434, 
12224. .12337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17320 
36361 
15373 

OJ990827_03. 9C01 . C5 . o3 . tw 

2197 

none 



Seq. ID OJ990827_03.9C01.C5 
Strand 

End 15428 

Method TBLASTX : Wheat 

End 2683 

Score 412 



2197. .2370, 2198. .2683, 2392. .2652, 2417. .2656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17320 
36361 
15373 

OJ990827J33. 9C01.C5.ol.tw 

2847 

none 



Seq. ID OJ990827_03. 9C01.C5 
Strand 

End 15428 

Method TBLASTX : Wheat 

End 3310 - 

Score 211 



2847. .3305, 2848. .3303, 2849. .3310, 2849. .3304 



Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827_03 . 9C01 . C5 . o2 . ts 

Start 2888 

GI none 

Exons 2888. .3112, 3119. .3253 



Seq. ID OJ990827_03. 9C01.C5 
Strand 

End 15428 

Method TBLASTX : Soybean 

End 3253 

Score 114 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



17320 
36361 
15373 

OJ990827_03. 9C01.C5.ol. tm 

2978 

none 



Seq. ID OJ990827_03. 9C01.C5 
Strand 

End . 15428 

Method TBLASTX : Maize 

End 3334 

Score 384 



2978.. 3334, 3013.. 3324, 3218.. 3334 



Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827_03 . 9C01 . C5 . o3 . tm 

Start 3361 

GI none 
Exons 



Seq. ID OJ990827_03.9C01.C5 
Strand 

End 15428 

Method TBLASTX : Maize 

End 3744 

Score 287 



3361. .3645, 3362. .3646, 3634. .3744 



Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827 03 . 9C01 . C5 . o2 . tw 



Seq. ID OJ990827__03.9C01.C5 
Strand 

End 15428 

Method TBLASTX : Wheat 



17760 



Start 3418 

GI none 

Exons 3418.. 3648, 3419.. 3649, 3631. 

Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827_03 . 9C01 .C5.ol.ts 

Start 3497 

GI none 

Exons 3497.. 3640, 3514.. 3639, 3637. 

Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827_03 . 9C01 . C5 . o5 . tw 

Start 4273 

GI none 

Exons 4273..4524, 4300.. 4551, 4365. 



End 3837 
Score 281 
.3837, 3657. .3812 



Seq. ID OJ990827_03.9C01.C5 
Strand 

15428 

TBLASTX : Soybean 
3867 
154 



End 

Method 
End 
Score 
.3867 



Seq. ID OJ990827_03.9C01.C5 
Strand 

End 15428 

Method TBLASTX : Wheat 

End 4734 

Score. ' 224 

.4550, 4585.. 4734, 4596.. 4733 



Seq. No. 17320 
Gene No. - 36361 

Start 15373 

Name OJ990827_03. 9C01 . C5 .08 . tw 

Start 4737 

GI none 

Exons 4*737.. 4913, 4789.. 5049 



Seq. ID OJ990827_03. 9C01.C5 
Strand 

End 15428 

Method TBLASTX : Wheat 

End 504 9 

Score 179 



Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827_03 . 9C01 . C5 . o2 . tm 

Start 5242 

GI none 

Exons 5242.. 5565, 5286.. 5552 



Seq. ID OJ990827_03. 9C01.C5 
Strand 

End 15428 

Method TBLASTX: Maize 

End 5565 

Score 356 



Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827__03 . 9C01 . C5 . o4 . tw 

Start 5379 

GI none 

Exons 5379.. 5780, 5380.. 5760 



Seq. ID OJ990827_03. 9C01.C5 
Strand" 

End 15428 

Method TBLASTX : Wheat 

End 5780 

Score 374 



Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827_03 . 9C01 . C5 . o7 . tw 

Start 5784 

GI none 

Exons 5784.. 5825, 5785.. 6045, 5787. 

6237.. 6359, 6238.-6363 



Seq. ID OJ990827_03.9C01.C5 
Strand 

End 15428 

Method TBLASTX : Wheat 

End 6363 

Score 41 

.6044, 5809. .6177, 5901. .6071, 



Seq. No. 17320 

Gene No. 36361 

Start 15373 

Name OJ990827 03 . 9C01 . C5 . o4 . tm 



Seq. ID OJ990827_03.9C01.C5 
Strand 

End 15428 

Method TBLASTX: Maize 



17761 



Start 
GI 

Exons 



6232 
none 

6232.. 6375, 6237.. 6371 



End 
Score 



Seq. No. 17320 Seq. ID 

Gene No. 36361 Strand 

Start 15373 End 

Name OJ990827_03 . 9C01 . C5 . o4 . gs Method 

Start 15373 End 

GI none Score 

Exons 15373. .15428 



6375 
183 



OJ990827JD3 . 9C01 . C5 
15428 

GENSCAN * 

15428 

.61 



Seq. No. 17321 Seq. ID 

Gene No. 36362 Strand 

Start 1798 End 

Name OJ990827_03 . 9C01 . C6 . ol . gs Method 

Start 1798 End 

GI none Score ■ 

Exons 1798.. 2108 



OJ990827_03.9C01.C6 
+ 

2108 
GENSCAN 
2108 
.51 



Seq. No. 17321 

Gene No. 36363 

Start 2075 

Name OJ990827_03 . 9C01 . C6 . ol . tm 

Start 1787 

GI none 

Exons 1787.. 2092, 1792.. 2091' 

Seq. No. 17321 

Gene No. 36363 

Start 2075 

Name OJ990827__03 . 9C01 . C6 . ol . ts 

Start 2025 

GI none 

Exons 2025.. 2210, 2051.. 2212 

Seq. No. 17321 

Gene No. 36363 

Start 2075 

Name OJ990827 _03 . 9C01 . C6 . ol . np 

Start 2075 

GI 6598613 

Exons 2075.. 2212 

GI Descrip. (AC006587) putative vacuolar 
thaliana] 

Seq. No. 17322 

Gene No. 36364 

Start 1 

Name OJ990827_03 . 9C01 . C7 . ol . np 

Start 1 

GI 6598613 

Exons 1..198 

GI Descrip. (AC006587) putative vacuolar 
thaliana] 



Seq. ID OJ990827_03.9C01.C6 
Strand 

End 2212 

Method TBLASTX : Mai ze 

End 2092 

Score 308 



Seq. ID OJ990827JD3.9C01.C6 
Strand 

End 2212 

Method TBLASTX : Soybean 

End 2212 

Score 175 



Seq. ID OJ990827_03.9C01.C6 
Strand 

End 2212 

Method AAT/NAP 

End 2212 

Score 211 

proton-ATPase subunit [Arabidopsis 



Seq. ID OJ990827_03.9C01.C7 
Strand 

End - 198 

Method ' AAT/NAP 

End 198 

Score 184 

proton-ATPase subunit [Arabidopsis 



Seq. No. 



17322 



Seq. ID OJ990827_03.9C01.C7 



17762 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36365 Strand 

4 82 . End 

OJ990827J33 . 9C01 . C7 . ol . tm Method 

3 End 

none Score 



600 

TBLASTX: Maize 

196 

35 



3. .35, 12. .35, 34. .84, 36. .104, 45. .89, 83 . . 187 , 83 . . 196, 
96. .194, 97. .195 



Seq. No. 17322 

Gene No. 36365 ■ 

Start 482 

Name OJ990827_03 . 9C01 . C7 . ol . ts 

Start 41 

GI none 

Exons 41. .196, 45. .113, 53. .196 



Seq. ID OJ990827_03. 9C01.C7 
Strand 

End 600 

Method TBLASTX : Soybean 

End 196 

Score 64 



Seq. No. 17322 

Gene No. 36365 

Start 482 

Name OJ990827JD3 . 9C01 . C7 . ol . gs 

Start 482 

GI none 

Exons 482 . . 600 



Seq. ID OJ990827_03.9C01.C7 
Strand 

End 600 

Method GENSCAN 

End 600 

Score .44 



Seq. No. 17323 

Gene No. 36366 

Start 2953 

Name OJ990827_03 . 9C01 . C8 . o2 . gs 

Start 2953 

GI none 
Exons 



Seq. ID OJ990827 _03 . 9C01 . C8 

Strand + . . 

End 8785 

Method GENSCAN 

End 8785 

Score' .72 



2953. .3019, 3503. .3554, 5915. .6179, 6461. .6598, 8225. .8785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



17323 
36367 
9339 

OJ990827_03 . 9C01 . C8 . o3 . gp 
9339 
5771201 
9339. . 9429 

287938/emb 1X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) 



Seq. ID OJ990827_03.9C01.C8 

Strand + 

End 9429 

Method AAT/GAP 

End 9429 : 

Score 107 ' 



17323 
36368 
1 

OJ990827_03. 9C01 . C8 . ol . np • 
1 

3402693 

1.-.563 ^ 

(AC004 697) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990827_03. 9C01 .C8 
Strand 

End 1984 

Method AAT/NAP 

End 563 

Score 229 



17323 
36368 
1 

OJ990827_03 . 9C01 . C8 . ol . gs 
34 

none 



Seq. ID OJ990827_03. 9C01.C8 
Strand 

End 1984 

Method GENSCAN 

End 1984 . 

Score .82 



17763 



Exons 



34. .525, 606. .675, 1300. .1633, 1831. .1984 



Seq. No. 17323 Seq. ID OJ990827_03 . 9C01 . C8 

Gene No. 36368 Strand 

Start 1 End 1984 

Name OJ990827_03 . 9C01 . C8 . ol . gp Method AAT/GAP 

Start 64 " , End 491 

GI " uC-osflcyp058c07bl -Score 832 

Exons 64 . . 491 

GI Descrip. ' 4895261/gb | AAD32845 . 1 | AC007658__4 1.0e-60 (AC007658) putative 
serine/threonine protein kinase, 5 fl partial [Arabidopsis 
thaliana] 1 



Seq. No. 


17323 


Seq. ID 


OJ990827 


Gene No. 


36369 


Strand 




Start 


4592 


End 


4875 


Name 


OJ990827 03.9C01.C8.o2.np 


Method 


AAT/NAP 


Start 


4592 


End 


4875 


GI 


6721512 


Score 


107 


Exons 


4592. .4729, 4758. .4875 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


17323 


Seq. ID 


OJ990827 


Gene No. 


36370 


Strand 




Start 


5617 


End 


5700 


Name 


OJ990827 03.9C01.C8.o2.gp 


Method 


AAT/GAP 


Start 


5617 


End 


5700 


GI 


5455354 


Score 


102 



Exons 5617 . . 5700 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17324 Seq. ID 

36371 Strand 

1 End 

OJ990827_03 . 9C01 . C9 . ol . np Method 

1 End 

2654868 Score 



OJ990827_03.9C01.C9 
+ 

12145 
AAT/NAP 
11629 
1946 



1..137, 7516. .7585, 7659. .7839, 8424. .8586, 8696. .8744, 
8850. .9773, 9861. .9956, 1004 9. .10164, 10252. .10354, 
10477. .10541, 10657. .10807, 108 60 . . 11048 , 11145. .11273, 
11358. .11436, 11523. .11629 

(AF015301) RbohApl08 [Arabidopsis thaliana] 



17324 
36371 
1 

OJ990827_03.9C01.C9.o2.gs 
8426 -. .. 

none 



Seq. ID OJ990827_03. 9C01.C9 
Strand + 

12145 
GENSCAN 
11654 
.79 



End 

Method 
End 
Score 

8426. .8586, 8696. .8744, 8850. .9773, 9861. .9956, 1004 9 .. 10164 , 
10252. .10354, 10667. .10807, 1114 5. .11654 



Seq. No. 17324 

Gene No. 36371 

Start 1 

Name OJ990827_03 . 9C01 . C9 . ol . gp 



Seq. ID OJ990827_03. 9C01.C9 

Strand + 

End 12145 

Method AAT/GAP 



17764 



Start 


8710 




End 9214 


GI 


uC-osflm202112fl2bl 


Score 7 67 


Exons 


8710. 


.8744, 8850. .9214 




GI Descrip. 


, 4585142/gb|AAD25300.1|AF088276 1 2.0e-27 (AF088276) NADPH 




oxidase; gp91; phox homolog 


[Lycopersicon esculentum] 1 


Seq. No. 


17324 




Seq. ID OJ990827_03.9C01.C9 


Gene No. 


36371 




Strand + 


Start 


1 




End 12145 


Name 


OJ990827 03.9C01.C9.o2.gp 


Method AAT/GAP 


Start 


11157 




End 12145 


GI 


6419 


1.R1084 


Score 1516 


Exons 


11157 


..11273, 11358. .11436, 


11523. . 12145 


GI Descrip. 


, 4585142/gb|AAD25300.1|AF088276 1 4.0e-37 (AF088276) NADPH 




oxidase; gp91; phox homolog 


[Lycopersicon esculentum] 1 


Seq. No. 


17324 




Seq. ID OJ990827_03.9C01.C9 


Gene No. 


36372 




Strand 


Start 


1819 




End 7837 


Name 


OJ990827 03.9C01.C9.ol.gs 


Method GENSCAN 


Start 


1819 




End 7837 


GI 


none 




Score .72 


Exons 


1819. 


.2395, 6229.. 6363, 7161 


. .7837 


Seq. No. 


17324 




Seq. ID OJ990827_03.9C01.C9 


Gene No. 


36373 




Strand 


Start 


11833 




End 12636 


Name 


OJ990! 


827__03.9C01.C9.ol.tc 


Method TBLASTX : Cress 


Start 


7692 




End 11671 


GI 


none ■. 




Score 120 


Exons 


7692. 


.7862, 8422. .8469, 8423 


..8497, 8452. .8586, 8477. .8587, 




8700. 


.8747, 8847. .8987, 8852 


..8989, 9018. .9683, 9119. .9385, 




9518. 


.9691, 9854. .9910, 9861 


..9959, 10033. .10170, 10043. .10 




10252 


..10356, 10253. . 10384, 


10654. .10809, 10661. .10807, 




10961 


..11023, 10962. . 11042, 


10962. . 11045, 11142. . 11276, 




11148 


. . 11273, 11150. . 11317, 


11355. . 11438, 11363. .11395, 




11522 


..11671 




Seq. No. 


17324 




Seq. ID OJ990827 03.9C01.C9 


Gene No. 


36373 




Strand 


Start 


11833 




End 12636 


Name 


OJ990827 03.9C01.C9.ol.ts 


Method TBLASTX : Soybean 


Start 


7779 




End 11637 


GI 


none 




Score 69 


Exons 


7779. 


.7862, 8423. .8488, 8455 


..8586, 8504. .8587, 8847. .8987, 




8852. 


.8989, 9045.. 9335, 9111 


..9215, 9113. .9241, 9336. .9485, 




9353. 


.9379, 9516.. 9773, 9554 


..9694, 9746. .9772, 9861. .9959, 




9864 . 


.9908, 10043. .10171, 10060 10170, 10252 .. 10326, 




10253 


..10354, 10654. .10794, 


10655. .10807, 10655. .10813, 




10959 


..11042, 10961. .11020, 


11133. .1127 6, 11147. .11275, 




11355 


..11438, 11363. . 11395, 


11513. .11632, 11521. .11637 


Seq. No. 


17324 




Seq. ID OJ990827 03.9C01.C9 


Gene No. 


36373 




Strand 


Start 


11833 




End 12636 


Name 


OJ990827 03. 9C01.C9.o3.tm 


Method TBLASTX : Maize 


Start 


9122 




End 9386 



17765 



GI none Score 296 

Exons 9122.. 9385, 9123.. 9386 



Seq. No. 17324 Seq. ID 

Gene No. 36373 Strand 

Start 11833 End 

Name OJ990827_03 . 9C01 . C9 . ol . tw Method 

Start 9332 End 

GI none Score 
Exons 



OJ990827_03.9C01.C9 
12636 

TBLASTX: Wheat 

9736 

395 



9332.. 9385, 9333.. 9683, 9443.. 9736 



Seq. No. 


17324 








Seq. ID 


OJ990827_03. 9C01.C9 


Gene No. 


36373 








Strand 




Start 


11833 








End 


12636 


Name 


OJ990827 03 


9C01 


,C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


9444 








End 


9911 


GI 


none 








Score 


37 


Exons 


9444 . . 9485, 


9489 


. .9683, 


9503. 


.9685, 9741. .9773, 9861.. 9911 


Seq. No. 


17324 








Seq. ID 


OJ990827_03.9C01.C9 


Gene No. 


36373 








Strand 




Start 


11833 








End 


12636 


Name 


OJ990827 03 


9C01 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


9860 








End 


10336 


GI 


none 








Score 


93 


Exons 


9860. .'9904, 


9861 


. .9959, 


9976. 


.10170, 


10043. .10171, 10252. .10335, 



10253. .10336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17324 
36373 
11833 
OJ990827 
10036 
none 
10036 
10248 
10462 
10653 
10896 
11146 
11503 
11667 
11759 
11835 



03.9C01.C9.ol.tm 



0170, 
0355, 
0566, 
0808, 
1045, 
1277, 
1628, 
1765, 
1833, 
1894 



10048. 
10250. 
10474. 
10654. 
10899. 
11150. 
11521. 
11677. 
11766. 



.10164, 
.10354, 
.10566, 
.10809, 
.11048, 
.11314, 
.11634, 
.11766, 
.11822, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

10049 

10252 

10476 

10655 

11145 

11355 

11522 

11678 



OJ990827 03.9C01.C9 



12636 

TBLASTX: Maize 
11896 
85 

10171, 10237. .10353, 
10356, 10253. .10381, 
10574, 10511. .10582, 
10807, 10796. .11023, 
11276, 11145. . 11270, 
11438, 11357. .11440, 
11635, 11522. . 11635, 
11767, 11758. .11820, 
11896, 



11767. .11847, 11834.. 



Seq. No. 

Gene No. 

Start 

Name ; 

Start 

GI 

Exons 



17324 
36373 
11833 

OJ990827_03. 9C01 . C9 . o3 . gs 
11833 



none 
11833. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_03.9C01.C9 

12636 
GENSCAN 
12539 
. 44 



12539 



Seq. No. 17324 Seq. ID OJ990827_03 . 9C01 . C9 

Gene No. 36373 Strand 

Start 11833 End 12636 

Name OJ990827 03 . 9C01 . C9 . o2 . tm Method TBLASTX : Maize 



17766 



Start 


12319 


End 


12636 




GI 


none 


Score 


137 




Exons 


12319. .12474, 12319. .12636, 


12342. .12635, 12520. .12636 




Seq. No. 


17324 


Seq. ID 


OJ990827_03. 9C01 


.C9 


Gene No. 


36373 


Strand 






Start 




End 


12636 




Name 


OJ990827 03. 9C01 . C9 . o2 . np 


Method 


AAT/NAP 




Start 


12327 


End 


12636 




GI 


6729552 


Score 


199 




Exons 


12327. .12636 








GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


17325 


Seq. ID 


OJ990827JD3. 9C01 


.C10 


Gene No. 


36374 


Strand 


+ 




Start 


214 


End 


858 




Name 


OJ990827 03. 9C01 . CIO . ol . tm 


Method 


TBLASTX: Maize 




Start 


210 


End 


727 




GI 


none 


Score 


147 




Exons 


210. .299, 212. .298, 217. .303, 217. .303, 


394.. 525, 395.. 


727, 




401. .724, 577. .726 








Seq. No. 


17325 


Seq. ID 


OJ990827JD3. 9C01 


.C10 


Gene No. 


36374 


Strand 


+ 




Start -v 


• 214 


End 


858 




Name 


OJ990827 03. 9C01 . C10 . ol . gs 


Method 


GENSCAN 




Start 


214 


End 


8il 




GI 


none 


Score 


.47 




Exons 


214. .297, 417. .811 








Seq. No. 


17325 


Seq. ID 


OJ990827_03 . 9C01 


.C10 


Gene No. 


36374 


Strand 


+ 




Start 


214 


End 


858 




Name 


OJ990827 03. 9C01 . C10 . ol . np 


Method 


AAT/NAP 




Start 


214 


End 


858 




GI 


3402693 


Score 


412 




Exons' 


214. .297, 417. .858 








GI Descrip.' 


(AC004 697) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


17325 


Seq. ID 


OJ990827JD3. 9C01 


.C10 


Gene No. 


36374 


Strand 


+ 




Start 


214 


End 


858 




Name 


OJ990827 03. 9C01 . C10 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


227 


End 


616 




GI 


none 


Score 


112 




Exons 


227. .298, 228. .299, 401. .616, 404. .613, 


417. . 614 




Seq. No. 


17325 


Seq. ID 


OJ990827_03. 9C01 


.C10 


Gene No. 


36374 


Strand 


+ 




Start 


214 


End 


858 




Name 


OJ990827 03. 9C01 . C10 . ol . gp 


Method 


AAT/GAP 




Start 


241 


End 


800 




GI 


LIB34 75-005-P1-K1-D4 


Score 


826 




Exons 


241. .297, 417. .800 









GI Descrip. 1 3402693 9.0e-43 (AC004697) unknown protein [Arabidopsis 
thaliana] 1 

17767 



Seq. No. 


17325 


Seq. ID 


OJ990827_03.9C01, 


.C10 


Gene No. 


36374 


Strand 


+ 




Start 


214 


End 


858 




Name 


OJ990827 


03.9C01.C10.ol.tw Method 


TBLASTX: Wheat 




Start 


412 


End 


679 




GI 


none 


Score 


134 




Exons 


412. .639, 


415. .525, 416. .679, 425. .628 






Seq. No. 


17326 


Seq. ID 


OJ990827_03.9C01. 


,C11 


Gene No. 


36375 


Strand 


+ 




Start 


372 


End 


2825 




Name 


OJ990827 


03. 9C01.Cll.ol.gs Method 


GEN SCAN 




Start 


372 


End 


2825 




GI 


none 


Score 


.83 




Exons 


372. .570, 


852. .932, 1039. .1140, 1470.. 


1609, 1834. .1951, 





2604. .2825 



Seq. No. 17326 
Gene No. 36375 
Start 372 

Name OJ990827_03 . 9C01 . Cll . ol . tm 

Start 504 
GI none 

Exons 504. .584, 505.. 573, 848. .934, 

1037. .1141, 1038. .1142, 1431. 
1469.. 1609, 1831.. 1878, 1832. 



Seq. ID OJ990827_03.9C01.C11 

Strand + 

End 2825 

Method TBLASTX: Maize 

End 1879 

Score 110 

850.. 933, 852.. 935, 102-6*. . 1141, 
1538, 1464. .1610, 1468. .1611, 
1879 



Seq. No. 17327 Seq. ID OJ990827_03.9C01.C12 

Gene No. 36376 Strand + 

Start 1670 End 5033 

Name OJ990827_03 . 9C01 . C12 . ol . gs Method GENSCAN 

Start 1670 End 5033 

GI none Score . 63 

Exons 1670. .1728, 1989. .2338, 2400. .2486, 2643. .2864, 3478. .3675, 
4761. .4909, 5025. .5033 



Seq. No. 17327 Seq. ID OJ990827_03.9C01.C12 

Gene No. 36376 Strand + 

Start 1670 End 5033 

Name OJ990827_03 . 9C01 . C12 . ol . gp Method AAT/GAP 

Start 1957 End 2589 

GI 18005_1.R1084 Score 1214 

Exons 1957.. 2589 

GI Descrip. ' 4512707/gb | AAD217 60 . 1 | 2.0e-16 (AC006569) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


17327 






Seq. ID 


OJ990827 


Gene No. 


36377 






Strand 




Start 


7376 






End 


9940 


Name 


OJ990827 03, 


.9C01.C12.o2 


. gs 


Method 


GENSCAN 


Start 


7376 






End 


9940 


GI 


none 






Score 


.61 


Exons 


7376. .7466, 


7897. .8122, 


8347. 


.8457, 9775. .9940 


Seq. No. 


17327 






Seq. ID 


OJ990827 


Gene No. 


36378 






Strand 




Start 


12202 






End 


16471 



17768 



Name 


OJ990827 03.9C01.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


2054 




End 


2287 




GI 


none 




Score 


72 




Exons 


2054.. 2191, 2090.. 2245, 215E 


. .2241, 2177. .2287 




Seq. No. 


17327 




Seq. ID 


OJ990827_03.9C01 


.C12 


Gene No. 


36378 




Strand 






Start 


12202 




End 


16471 




Name 


OJ990827_03.9C01.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11939 




End 


16471 




GI 


none 




Score 


41 




Exons 


11939 . . 11980, 11942 . 


. 11980, 


12083. . 12118, 12087. .12107, 






12121 . . 12183, 12148 . 


. 12189, 


12186. . 12389, 12186 12389, 






13391. .13489, 13432. 


. 13488, 


13564. .13704, 13572. .13703, 






13572 . . 13706, 13574 . 


. 13708, 


13807. .13839, 13814 .. 13999, 






138 15.. 14009, 13873. 


. 14001, 


15281. .15394, 15298 .. 15396, 






15298. .15396, 15486. 


.15635, 


15494. .15634, 16089 .. 16142, 






16093. .16131, 16279. 


.16470, 


16289, .16471 




Seq. No. 


17327 




Seq. ID 


OJ990827_03.9C01 


,C12 


Gene No. 


36378 




Strand 






Start 


12202 




End 


16471 




Name 


OJ990827_03. 9C01 .C12 


o3 ,gs 


Method 


GENSCAN 




Start 


12202 




End 


16464 




GI 


none 




Score 


.85 




Exons 


12202 . . 12387, 13385 . 


13487, 


13572. .13702, 13813. .14001, 






15304 . . 15392, 15493. 


15633, 


16094. .16329, 16352. .164 64 




Seq. No. 


17327 




Seq. ID 


OJ990827_03. 9C01 


,C12 


Gene No. 


36378 




Strand 






Start 


12202 




End 


16471 




Name 


OJ990827 03.9C01.C12 


ol . np 


Method 


AAT/NAP 




Start 


12205 




End 


16464 




GI 


4512707 




Score 


1194 




Exons 


12205. . 12387, 13382. 


13487, 


13572. .13702, 13813. .14001, 






15304 . .15392, 15490. 


15633, 


16094 . . 1617 


8, 16288. .16464 




GI Descrip. 


(AC006569) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


17327 




Seq. ID 


OJ990827_03.9C01 


.C12 


Gene No. 


36378 




Strand 






Start 


12202 




End 


16471 




Name 


OJ990827 03.9C01.C12 


o2.gp 


Method 


AAT/GAP 




Start 


13369 




End 


15352 




GI 


LIB3431-051-P1-K1-E5 




Score 


789 




Exons 


13369. . 13487, 13572.. 


13702, 


13813. .14001, 15304. .15352 




GI Descrip. 


'4512707/gb|AAD21760. 


11 5.0e 


-41 (AC006569) hypothetical 


protein 




[Arabidopsis thaliana] ' 








Seq. No. 


17327 




Seq. ID 


OJ990827_03.9C01 


.C12 


Gene No. 


36378 




Strand 






Start 


12202 




End 


16471 




Name 


OJ990827 03.9C01.C12. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


13388 




End 


16459 




GI 


none 




Score 


87 




Exons 


13388. .13489, 13572. . 


13703, 


13572. .1368 


8, 13649. .13705, 






13814. .13993, 13815. . 


13991, 


13815. .13994, 13862. .14002, 






13873. .14001, 15298. . 


15393, 


15307. .15393, 15486. .15635, 





17769 




15497. .15634, 16089. .16199, 16279. .16458, 16289. .16459 



Seq. No. 


17327 


Seq. ID 


OJ990827_03.9C01.C12 


Gene No. 


36378 


Strand 




Start 


12202 


. End 


16471 


Name 


OJ990827 03.9C01.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


15495 


End 


16438 


GI 


none 


Score 


156 


Exons 


154 95. .15635, 154 97. .15634, 


16089. .16142, 16279. .164 37, 




16289. . 16438 






Seq. No. 


17327 


Seq. ID 


OJ990827_03.9C01.C12 


Gene No. 


36378 


Strand 




Start 


12202 


End 


16471 


Name 


OJ990827 03.9C01.C12.o3.gp 


Method 


AAT/GAP 


Start 


16297 


End 


16469 


GI 


3107796 


Score 


334 


Exons 


16297. .16469 






GI Descrip. 


4 512707/gb|AAD217 60. 1 | 2.0e- 


16 (AC006569) hypothetical prot 




[Arabidopsis thaliana] 






Seq. No. 


17328 


Seq. ID 


OJ990827_03.9C01.C13 


Gene No. 


36379 


Strand 


+ 


Start 


1946 


End 


2040 


Name 


OJ990827 03. 9C01 . C13 . ol . gp 


Method- 


AAT/GAP 


Start 


1946 


End 


2040 


GI 


LIB34 33-04 9-P1-K1-G4 


Score 


162' 


Exons 


1946. .2040 






GI Descrip. 


' 287938/emb | X54204 | CVPRSET5C 


6.0e-47 Cloning vector pRSET5c 




(pBluescript KS plus derivative) 1 




Seq. No. 


17329 


Seq. ID 


OJ990827_03 . 9C01 .C14 


Gene No. 


36380 


Strand 


+ 


Start 


974 


End 


2427 


Name 


OJ990827 03. 9C01.C14 .ol.gs 


Method 


GENSCAN 


Start 


974 


End 


2351 


GI 


none 


Score 


.79 


Exons 


974. .1066, 1702. .1857, 1942. 


.2068, 2142 


..2229, 2256.. 2351 


Seq. No. 


17329 


Seq. ID 


OJ990827_03 . 9C01 .C14 


Gene No. 


36380 


Strand 


+ 


Start 


974 


End 


2427 


Name 


OJ990827 03.9C01.C14.ol.gp 


Method 


AAT/GAP 


Start 


975 


End 


2290 


GI 


LIB34 33-04 9-P1-K1-G4 


Score 


952 


Exons 


975. .1066, 1702. .1857, 1942. 


.2068, 2142 


. .2290 


GI Descrip. 


'287938/emb|X54204 | CVPRSET5C 


6.0e-47 Cloning vector pRSETSc 




(pBluescript KS plus derivative) 1 




Seq. No. 


17329 


Seq. ID 


OJ990827_03.9C01.C14 


Gene No. 


36380 


Strand 


+ 


Start 


974 


End 


2427 


Name 


OJ990827 03.9C01.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


1669 


End 


2427 


GI 


none 


Score 


213 


Exons 


1669. .1872, 1701. .1856, 1703 


..1867, 1939. .2070, 1943. .2068, 




2138.. 2284, 2142.. 2285, 2300 


..2413, 2305. .2418, 2340. .2426, 



17770 



2349.. 2417, 2350.. 2427 



Seq. No. 17329 Seq. ID 

Gene No. 36380 Strand 

Start . 974 End 

Name OJ990827_03 . 9C01 . C14 . ol . ts Method 

Start 1683 End 

GI none Score 

Exons 1683.. 1838, 1700.. 1870, 1701.. 1838, 1702 

1703. .1867, 1939. .2070, 1943. .2068, 2138 



OJ990827_03.9C01.C14 
+ 

2427 

TBLASTX: Soybean 
2302 
119 

1842, 1702.. 1872, 
2302, 2142.. 2291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17329 
36380 
974 

OJ990827_03 . 9C01 .C14 . ol . np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2279 

40S RIBOSOMAL PROTEIN S23 (S12) gi | 136204 1 | pir | | S56673 ribosomal 
protein S23.e, cytosolic (clone RJ3) - garden strawberry 
gi 1 643074 (U19940) putative 40S ribosomal protein sl2 [Fragaria 
x ananassa] 



1697 
1173187 
1697. . 1857, 



OJ990827_03.9C01.C14 
+ 

2427 
AAT/NAP 
2279 
641 



1942.. 2068, 2142. 



Seq. No. 17329 

Gene No. ...36380 
Start 974 

Name OJ990827_03 . 9C01 . C14 . ol . tw 

Start 1703 
GI none 
Exons 1703.. 1867, 

1943. .2068 



Seq. ID OJ990827_03.9C01.C14 

Strand + 

End 2427 

Method TBLASTX : Wheat 

End 2070 

Score 283 
1704. .1862, 1705. .1872, 1931. .2068, 1939. .2070, 



Seq. No. 17329 

Gene No. 36380 

Start 974 

Name OJ990827_03 . 9C01 . C14 . ol . tc 

Start 1732 

GI none 
Exons 



Seq. ID OJ990827 03.9C01.C14 



Strand 
End 

Method 

End 

Score 



+ 

2427 

TBLASTX: Cress 

2295 

196 



1732. .1872, 1733. .1867, 1939. .2070, 1943. .2068, 2138. .2293, 
2142. .2294, 2143. .2295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17330 
36381 
730 

OJ990827JD3. 9C01 . C15 . ol . gp 
730 

4245 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
730. .814, 902. .1121, 1243. .1372 

1 1173187/sp| P46297 |RS23_FRAAN 2.0e-40 40S RIBOSOMAL PROTEIN S23 ■ 

(S12) >gi_1362041_pir S56673 ribosomal protein S23.e, cytosolic 

(clone RJ3) - garden strawberry >gi_643074 (U19940) putative 40S 
ribosomal protein sl2 [Fragaria x ananassa] 1 



OJ990827_03 . 9C01 . C15 
+ 

1401 
AAT/GAP 
1372 
763 



Seq. No. 17330 Seq. ID 

Gene No. 36381 Strand 

Start 730 End 

Name OJ990827_03 . 9C01 . C15 . ol . np Method 



OJ990827_03.9C01.C15 
+ 

1401 
AAT/NAP 



17771 




Start 


900 




End 


1372 




GI 


22380 




Score 


377 




Exons 


900. .1121, 


1243. .1372 








GI Descrip. 


(X59714) CAAT-box DNA binding protein 


subunit B (NF-YB) 


[Zi 




mays ] 










Seq. No. 


17330 




Seq. ID 


OJ990827_03.9C01. 


C15 


Gene No. 


36381 




Strand 


+ 




Start 


730 




End 


1401 " 




Name 


OJ990827 03 


. 9C01.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


913 




End 


1375 




GI 


none 




Score 


264 




Exons 


913. .1122, 


993. .1121, 1240. 


.1371, 1244 


..1375, 1264. .1371 


Seq. No. 


17330 




Seq. ID 


OJ990827_03. 9C01 . 


C15 


Gene No. 


36381 




Strand 


+ 




Start 


730 




End 


1401 




Name 


OJ990827 03 


. 9C01.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


916 




End 


1401 




GI 


none 




Score 


246 




Exons 


916. . 1122, 


996. . 1121, 1244 . 


.1375, 1258 


. . 1401 




Seq. No. 


17330 




Seq. ID 


OJ990827JD3.9C01. 


C15 


Gene No. 


36381 




Strand 


+ 




Start 


730 




" End 


1401 




Name 


OJ990827 03 


.9C01.C15.ol.gs 


Method 


GENSCAN 




Start 


925 




End 


1372 




GI 


none 




Score 


.57 




Exons 


925. .1121, 


1243. . 1372 








Seq. No. 


17330 




Seq. ID 


OJ990827_03. 9C01. 


C15 


Gene No. 


36381 




Strand 


+ 




Start 


730 




End 


1401 




Name 


OJ990827 03 


.9C01.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


943 




End 


1375 




GI 


none 




Score 


278 




Exons 


943 . . 1122, 


992. .1009, 994.. 


1035, 996.. 


1121, 1099. .1122, 






1240. . 1371, 


1244.. 1375, 1261.. 1371 






Seq. No. 


17330 




Seq. ID 


OJ990827_03.9C01. 


C15 


Gene No. 


36381 




Strand 


+ 




Start 


730 




End 


1401 




Name 


OJ990827 03 


.9C01.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


970 




End 


1375 




GI 


none 




Score 


225 




Exons 


970. . 1122, 


996. .1121, 1244. 


.1375, 1258 


. .1371 




Seq. No. 


17331 




Seq. ID 


OJ990827_03.9C01. 


C16 


Gene No. 


36382 




Strand 






Start 


1 




End 


253 




Name 


OJ990827 03 


.9C01.C16.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


253 




GI 


3760976 




Score 


454 




Exons 


1. .253 











GI Descrip. 1173187/ sp| P4 6297 | RS23_FRAAN 2.0e-40 40S RIBOSOMAL PROTEIN S23 

(S12) >gi_1362041__pir S56673 ribosomal protein S23.e, cytosolic 

(clone RJ3) - garden strawberry >gi_643074 (U19940) putative 40S 



17772 



ribosomal protein sl2 [Fragaria x ananassa] 



Seq. No. 17332 Seq. ID 

Gene No. 36383 Strand 

Start 937 End 

Name OJ990827_03 . 9C01 . C17 . ol . gs Method 

Start 937 End 

GI none Score 

Exons 937.. 1095 



OJ990827_03 . 9C01 . C17 
+ 

1095 
GENSCAN 
1095 
.72 



Seq. No. 17332 Seq. ID 

Gene No. 36384 Strand 

Start 1384 End 

Name OJ990827_03 . 9C01 . C17 . o2 . gs Method 

Start 1384 End 

GI none Score 

Exons 1384.. 1775, 2202.. 2367- 

Seq. No. 17333 Seq. ID 

Gene No. 36385 Strand 

Start 736 End 

Name OJ990827_03 ..9C01 . C18 . ol . gs Method 

Start 736 End 

GI none Score 
Exons 



OJ990827_03.9C01.C17 

2367 
GENSCAN 
2367 
. 61 



OJ990827_03.9C01.C18 
+ 

6445 
GENSCAN 
6445 
. 67 



736. .828, 976. .979, 1253. .1326, 2893. .2912, 3011. .30.70, 
4157. .4563, 4893. .5190, 5295. .5398, 6180. .6445 



Seq. No. 


17334 


Seq. ID 


OJ990827_ 


_03 


9C01 


.C19 


Gene No. 


36386 


Strand 


+ 








Start 


267 


End 


1855 








Name 


OJ990827 


03 . 9C01 . C19 . ol . gs Method 


GENSCAN 








Start 


267 


End 


1548 








GI 


none 


Score 


.68 








Exons 


267. .407, 


673. .951, 1390. .1548 










Seq. No. 


17334 


Seq. ID 


OJ990827_ 


_03. 


9C01 


.C19 


Gene No. 


36386 


Strand 


+ 








Start ' 


267 


End 


1855 








Name 


OJ990827 


03. 9C01.C19.ol.np Method 


AAT/NAP 








Start 


297 


End 


1855 








GI 


4587987 


Score 


751 








Exons 


297. .407, 


673. .951, 1390. .1533, 1676.. 


1855 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598 931 | gb | AAF18726 . 1 | AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



17334 Seq. ID 

36386 Strand 
267 .End 
OJ990827_03. 9C01 . C19 . ol . gp Method 
305 End 
3768330 Score 
305. .407, 673. .951, 1390. .1472 

4895261/gb|AAD32845.1|AC007658_4 1.0e-60 (AC007658) putative 
serine/threonine protein kinase, 5 1 partial [Arabidopsis 
thaliana] 



OJ990827_03.9C01.C19 
+ 

1855 
AAT/GAP 
1472 
831 



17773 




Seq. No. 


17334 




Seq. ID 


OJ990827_03.9C01 


.C19 


Gene No. 


36387 




Strand 


+ 




Of vf 

b car l 


2638 




End 


4635 




Name 


OJ990827 03.9C01.C19.o2. 


gp 


Method 


AAT/GAP 




Start 


2625 




End 


3142 




GI 


uC-osflcypl51b02bl 




Score 


1020 




Exons 


2625. .3142 










GI Descrip. 


■517492/emb|X78846| ZM38G1 -6.0e-15 Z.Mays Zm38 gene, intron 1 


Seq. No. 


17334 




Seq. ID 


OJ990827_03.9C01 


.C19 


Gene No. 


36387 




Strand 


+ 




Start 


2638 




End 


4 635 




Name 


OJ990827_03 . 9C01 . CI 9 . o2 . 


gs 


Method 


GENSCAN 




Start 


2638 




End 


4635 




GI 


none 




Score 


1 




Exons 


2638 . . 4 635 










Seq. No. 


17334 




Seq. ID 


OJ990827 03.9C01 


.C19 


Gene No . 


36388 




Strand 


- 




Start 


44 64 




End 


7091 




Name 


OJ990827 03 . 9C01 . C19 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


297 




End 


954 




GI 


none 




Score 


137 




Exons 


297. .407, 299. .406, 670. 


. 954 , 


687 . . 953 






Seq. No. 


17334 




Seq. ID 


OJ990827_03. 9C01 


.C19 


bene No. 


36388 




Strand 






Start 


4464 




End 


7091 




Name 


OJ990827 03 . 9C01 . C19 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


297 




End 


954 




GI 


none 




Score 


162 




Exons 


297. .407, 298. .408, 299. 


. 406, 


668. .952 


, 670.. 954, 672.. 


953 


Seq. No. 


17334 




Seq. ID 


OJ990827_03.9C01 


. C19 


Gene No. 


36388 




Strand 






Of - -,4. 

btart 


4464 




End 


7091 




Name 


ojyyuoz / Uo . ycoi . ciy . oi . 


ts 


Method 


TBLASTX: Soybean 




Start 


668 




End 


1786 




GI 


none 




Score 


301 




Exons 


668. .952, 670. .954, 675. 


. 953, 


1363. .1533, 1369. .1542, 






1371.. 1535, 1457.. 1543, 


1673 . 


.1786, 1675. .1782 




Seq. No. 


± / 0.3 4 




Seq. ID 


OJ990827__03. 9C01 


. ci y 


Gene No . 


36388 




Strand 






Start 


4464 




End 


7091 




Name 


OJ990827 03.9C01.C19.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


1387 




End 


1543 




GI 


none 




Score 


211 




Exons 


1387.. 1533, 1390.. 1542, 


1392. 


.1535, 1460. .1543 




Seq. No. 


17334 




Seq. ID 


OJ990827JD3.9C01 


.C19 


Gene No. 


36388 




Strand 






Start 


4464 




End 


7091 




Name 


OJ990827 03.9C01.C19.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1673 




End 


2145 




GI 


none 




Score 


263 




Exons 


1673. .1852, 1673. .1852, 


1674 . 


.1856, 1675. .I860, 1852. . 1J 


390, 



17774 



2056.. 2088, 2110.. 2145 



Seq. No. 17334 

Gene No. 36388 

Start 4464 

Name OJ990827_03 . 9C01 . CI 9 . o5 . ts 

Start 3022 

GI none 

Exons 3022.. 3309, 3028.. 3312, 3034. 

3319.. 3408, 3322.. 3405, 3406. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 03.9C01.C19 



7091 

TBLASTX : Soybean 
4131 
83 

3255, 3127. .3408, 3316.. 3411, 
3459, 3778. .4131, 3781.. 3978, 



3781. .4035, 3781. .4104, 3781. .4131, 3874. .412* 



Seq. No. 17334 

Gene No. 36388 

Start 4464 

Name OJ990827JD3 . 9C01 . CI 9 . ol . tm 

Start 3028 

GI none 

Exons 3028.. 3243, 3072.. 3317, 3082. 

3316.. 3465, 3415. .3465, 3430. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 03.9C01.C19 



7091 

TBLASTX: Maize 
3717 
88 

3318, 3085. .3156, 3264.. 3464, 
3477, 3541. .3717 



Seq. No. 


17334 


Gene No . 


36388 


Start 


4464 


Name 


OJ990827 03 


Start 


3547 


GI 


none 


Exons 


3547 . . 3645, 


Seq. No. 


17334 


Gene No. 


36388 


Start 


4464 


Name 


OJ990827 03 


Start 


3547 


GI 


none 


Exons 


3547. .3693, 


Seq. No. 


17334 


Gene No. 


36388 


Start 


4464 


Name 


OJ990827 03 


Start 


4464 


GI 


none 


Exons 


4464 . .4856 


Seq. No. 


17334 


Gene No. 


36388 


Start 


4464 


Name 


OJ990827 03 


Start 


4485 


GI 


6572952 


Exons 


4485. .4598, 


GI Descrip. 


(AF189773) ] 




interacting 


Seq. No. 


17334 


Gene No. 


36388 



, 9C01.C19.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_03.9C01.C19 
7091 

TBLASTX: Cress. 

4458 

60 



,4430, 4117. .4431 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4454 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_03.9C01.C19 
7091 

TBLASTX : Soybean 

4596 

71 



OJ990827_03.9C01.C19 

7091 
AAT/GAP 
4856 
778 



OJ990827_03.9C01.C19 

7091 
AAT/NAP 
7091 
92 



5508. .5625, 5842. .5920, 5998. .6125, 7067. .7091 



Seq. ID 
Strand 



OJ990827 03.9C01.C19 



17775 



Start 
Name 
Start 
GI 

Exons 



4 4 64 End 

OJ990827_03 . 9C01 . CI 9 . o2 . tm Method 

4 963 End 

none Score 



7091 

TBLASTX: Maize 

6264 

59 



4963. .5019, 4963. .5028, 5027. .5080, 5028. .5075, 5029. .5076, 

5153. .5188, 5156. .5182, 5160. .5189, 5241. .5393, 5245. .5391, 

5250. .5393, 5469. .5624, 5479. .5628, 5485.. 5631, 5632.. 5646, 

5829. .5921, 5838. .5921, 5839. .5922, 5839. .5922, 5990. .6112, 

6009. .6125, 6009. .6119, 6010. .6126, 6010. .6144, 6205. .6264, 
6207.. 6239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17334 Seq. ID 

36388 Strand 

4 4 64 End 

OJ990827_03.9C01.C19.o3.gs Method 

5225 End 

none Score 



OJ990827_03.9C01.C19 

7091 
GENSCAN 
6335 
.79 



5225. .5345, 5839. .5920, 5998. .6118, 6207. .6335 



17334 
36388 
4464 

OJ990827_03. 9C01 . C19 . o4 . gp 
5250 

22778_1.R1084 

5250. .5390, 5472. .5625, 5839. 



OJ990827_03.9C01.C19 

7091 
AAT/GAP 
6335 
1110 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5920, 5998. .6118, 6207. .6335 



'2131751/pir MS64841 2.0e-16 hypothetical protein YLR019w 
yeast (Saccharomyces cerevisiae) >gi_1360322_emb_CAA9754 1_ 
(Z73191) ORF YLR019w [Saccharomyces cerevisiae]' 



17334 
36388 
4464 

OJ990827_03.9C01.C19.o3.ts 

5255 

none 

5255. .5377, 
54 99. .5573 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_03.9C01.C19 
7091 

TBLASTX: Soybean 

5573 

113 



5277. .5393, 5278. .5391, 5463. .5573, 5476. .5568, 



Seq. No. 17334 

Gene No. 36388 

Start 4464 

Name OJ990827_03 . 9C01 . C19 . o3 . tc 

Start 5277 

GI none 

Exons 5277.. 5393, 5278.. 5394, 5281. 

5464. .5565, 5491. .5571 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_03.9C01.C19 
7091 

TBLASTX: Cress 

5571 

113 



,5397, 5282. .5398, 5463.-5564, 



Seq. No. ^ 17334 

Gene No. 36388 

Start 4464 

Name OJ990827_03 . 9C01 . C19 . o4 . ts 

Start 5574 

GI none 

Exons 5574.. 5624, 5575.. 5628, 5838. 

5996. .6100, 5997. .6092, 5999, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 03.9C01.C19 



7091 

TBLASTX : Soybean 
6124 
62 

5921, 5839.. 5922, 5873.. 5935, 
6124 



17776 




Seq. No. 


17335 




Seq. ID 


OJ990827 


03 


.9C01.C21 


Gene No. 


36389 




Strand 


+ 






Start 


3374 




End 


8299 






Name 


OJ990827 03. 9C01.C21.o2 


. as 


Method 


GEN SCAN 






Start 


3374 ~~ 




End 


8299 






GI 


none 




Score 


.5 






Exons 


, 3374 . . 3696, 3801 .. 4020, 


4031 


.4104, 4237. .4582, 


6402. . 6443, 




7014.. 7 32 4, 7549.. 7641, 


7659. 


.7760, 7876.. 8299 






Seq. No. 


17335 




Seq. ID 


OJ990827_ 


03 


. 9C01 . C21 


Gene No. 


36389 




Strand 


+ 






Start 


3374 




End 


8299 






Name 


OJ990827 03. 9C01.C21.o2 


.np 


Method 


AAT/NAP 






Start 


3545 




End 


4630 






GI 


4510387 




Score 


457 






Exons 


3545. .3696, 4237. .4630 












GI Descrip. 


(AC007017) unknown protein [Arabidopsis thaliana] 




Seq. No. 


17335 




Seq. ID 


OJ990827_ 


03 


9C01 C21 


Gene No. 


36389 




Strand 


+ 






Start 


3374 




End 


8299 






Name 


OJ990827 03.9C01.C21.ol 


.gp 


Method 


AAT/GAP 






Start 


3860 




End 


4267 






GI 


none 




Score 


507 






Exons 


3860. .4104, 4237. .4267 












Seq. No. 


17335 




Seq. ID 


OJ990827_ 


03 


9C01 C21 


Gene No. 


36389 




Strand 


+ 






Start 


3374 




End 


8299 






Name 


OJ990827 03. 9C01.C21.o2 


.gp 


Method 


AAT/GAP 






Start 


4269 




End 


-6752 






GI 


67576 1.R1084 




Score 


1257 






Exons 


4269. . 4582, 6402. . 6752 












GI Descrip. 


1 451038 6/gb|AAD21474 .1 | 


2.0e- 


10 (AC007017) unknown 


protein 




[Arabidopsis thaliana] ' 












Seq. No. 


17335 




Seq. ID 


OJ990827_ 


_03 


. 9C01/C21 


Gene No. 


36390 




Strand 








Start 


349 




End 


3588 






Name 


OJ990827 03.9C01.C21.ol 


.gs 


Method 


GENSCAN 






Start 


349 




End 


3287 






GI 


none 




Score 


.43 






Exons 


349. .363, 478. .536, 768 


.939, 


2564. .2610, 3089.. 


3287 


Seq. No. 


17335 




Seq. ID 


OJ990827_ 


03 


. 9C01.C21 


Gene No. 


36390 




Strand 








Start 


349 




End 


3588 






Name 


OJ990827 03.9C01.C21.ol 


np . 


Method 


AAT/NAP 






Start 


886 




End 


3588 






GI 


5042454 




Score 


182 






Exons 


886. .946, 1340. .1507, 3232. .3588 








GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 






Seq. No. 


17335 




Seq. ID 


OJ990827_ 


03 


9C01.C21 


Gene No. 


36391 




Strand 








Start 


8677 




End 


12078 






Name 


OJ990827 • 03.9C01.C21.o2. 


tm 


Method 


TBLASTX: Maize 



17777 



Start 
GI 

Exons 



3500 End 4484 

none Score 175 

3500. .3697, 3589. .3699, 3971. .4042, 3973. .4041, 4031. .4105, 

4037. .4105, 4048. .4107, 4234. .4482, 4235. .4483, 4235.-4483, 
4332. .4484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17335 
36391 
8677 

OJ990827_03 . 9C01 . C21 . ol . tw 

3589 

none 



Seq. ID OJ990827_03.9C01.C21 
Strand 

End 12078 

Method TBLASTX : Wheat 

End 4 37 5 

Score 182 



3589. .3699, 3590. .3697, 3961. .4041, 3962. .4042, 4031. .4105, 
4031. .4105, 4048. .4107, 4234. .4368, 4235. .4375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17335 
36391 
8677 

OJ990827_03 . 9C01 . C21 . o2 . ts 

3589 

none 



Seq. ID OJ990827_03.9C01.C21 
Strand 

End 12078 

Method TBLASTX : Soybean 

End 64 67 

Score 135 



3589. .3699, 3590. .3697, 3967. .4041, 3968. .4042, 4031. .4105, 
4049. .4105, 4234. .4368, 4235. .4372, 4361. .4582, 4402. .4545, 
6408. .6467, 6413. .6463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17335 
36391 
8677 

OJ990827_03.9C01.C21.o2.tc 

3589 

none 



Seq. ID OJ990827_03.9C01.C21 
Strand 

End 12078 

Method TBLASTX : Cress 

End 6470 

Score 130 



3589. .3693, 3590. .3697, 3944. .4042, 4031. .4105, 4235.-4375, 
4264. .4362, 4412. .4549, 4441. .4536, 4547. .4585, 4547. .4621, 
6381. .6470 



Seq. No. 17335 

Gene No. 36391 

Start 8677 

Name OJ990827_03 . 9C01 . C21 . o3 . ts 

Start 7873 

GI none 
Exons 



Seq. ID OJ990827_03.9C01.C21 
Strand 

End 12078 

Method TBLASTX: Soybean 

End 8284 

Score 193 



7873. .8040, 7898. .8041, 8053. .8115, 8090. .8119, 8231. .8284 



Seq. No. 17335 

Gene No. 36391 

Start 8677 

Name OJ990827_03 . 9C01 . C21 . o3 . gs 

Start 8677 

GI none 
Exons 



Seq. ID OJ990827_03.9C01.C21 
Strand 

End 12078 
Method GENSCAN 
End 12078 
Score . 9 

8677. .8700, 9577. .9682, 9832. .9927, 10012 .. 10139, 10778 .. 11038 , 
11121. .11206, 11302. .11394, 114 98 .. 11593, 11724. .12078 



Seq. No. 17335 

Gene No. 36391 

Start 8677 

Name OJ990827_03 . 9C01 . C21 . o3 . gp 

Start 9097 



Seq. ID OJ990827_03.9C01.C21 
Strand 

End 12078 

Method AAT/GAP 

End 9336 



17778 




GI 


none 




Score 


472 




Exons 


9097. . 


9336 








Seq. No. 


17335 




Seq. ID 


OJ990827_03. 9C01 


.C21 


Gene No.. 


36391 




Strand 






Start 


8677 




End 


12078 




Name 


OJ9908 


27_03.9C01.C21.o3.np 


Method 


AAT/NAP 




Start 


9350 




End 


12078 




GI 


664821 


1 


Score 


1526 




Exons 


9350. . 


9490, 9577.. 9682, 9832.. 9927, 10012 10139, 10778 


. .11038, 




11121. 


.11206, 11302. .11394, 


11498. .11593, 11724.. 12078 




GI Descrip. 


(AC013 


483) putative serine 


carboxypeptidase II [Arabidopsis 




thaliana] 








Seq. No. 


17335 




Seq. ID 


OJ990827_03. 9C01 


.C21 


Gene No. 


36391 




Strand 






Start 


8677 




End 


12078 




Name 


OJ990827 03.9C01.C21.o3.tc 


Method 


TBLASTX: Cress 




Start 


9353 




End 


9930 




GI 


none 




Score 


119 




Exons 


9353 . . 


9493, 9354. .9494, 957 


4. .9684, 9629. .9685, 9832. .9930, 




9834 . . 


9929 








Seq. No. 


17335 




Seq. ID 


OJ990827_03. 9C01 


.C21 


Gene No. 


36391 




Strand 






Start 


8677 




End 


12078 




Name 


OJ9908 


27_03.9C01.C21.o3.tm 


Method 


TBLASTX: Maize 




Start 


9354 




End 


9685 




GI 


none 




Score 


125 




Exons 


9354. . 


9524, 9356.. 9490, 958 


6. .9684, 95 


87. . 9685 




Seq. No. 


17335 




Seq. ID 


OJ990827_03.9C01 


.C21 


Gene No. 


36391 




Strand 






Start 


8677 




End 


12078 




Name 


OJ9908 


27_03.9C01.C21.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9356 




End 


12009 




GI 


none 




Score 


113 




Exons 


9356. . 


9493, 9357. .9491, 955 


4. .9685, 95 


71. .9687, 9S74..9 


687, 




9575. . 


9703, 9834.. 9929, 983 


7. .9926, 98 


38.. 9930, 10009.. 


10140, 




10012. 


.10131, 10014. . 10139, 


10778. .108 


40, 10779. .10832, 






10841. 


.10897, 10901. . 11038, 


10902. .11039, 10971. .11039, 






11118. 


.11210, 11119. .11208, 


11292. .11387, 11294. .11395, 






11297. 


.11389, 11301. .11396, 


114 93. . 11591, 11500. .11592, 






11704. 


.11856, 11714. .11857, 


118 63. .12009, 118 64. .12001 




Seq. No. 


17335 




Seq. ID 


OJ990827J33. 9C01 


.C21 


Gene No. 


36391 




Strand 






Start 


8677 




End 


12078 




Name 


OJ990827 03.9C01.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


9832 




End 


12003 




GI 


none 




Score 


93 " 




Exons 


9832. . 


9930, 9832.. 9909, 9834.. 9929, 10009 .. 10140, 10014 


. .10139, 




10808. 


. 11038-, 10812. . 11039, 


11118. .11210, 11119. .11208, 






11294 . 


.11404, 11297. . 11389, 


11498. .11590, 11499. .11591, 






11500. 


.11592, 11704. .11781, 


11704. .11961, 11717. .11962, 






11968. 


.12003 









17779 




Seq. No. 


17335 


Seq. ID 


OJ990827 


03 9C01 


. C21 


Gene No. 


36391 


Strand 








Start 


8677 


End 


12078 






Name 


OJ990827 03. 9C01 . C21 . o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


10035 _ 


End 


11338 






GI 


none 


Score 


66 






Exons 


10035. 10121, 10036. . 10119, 


10808. .10864, 10904 


11038, 






10928. 11038, 11142 .. 11210, 


11294. . 11338 






Sea. No. 


17335 


Seq. ID 


OJ990827 


03 . 9C01 


. C21 


Gene No. 


36391 


Strand 








Start 


8677 


End 


12078 






Name 


OJ990827 03. 9C01 . C21 . ol . tc 


Method 


TBLASTX: 


Cress 




Start 


11339 — 


End 


12006 






GI 


none 


Score 


120 






Exons 


11339.. 11377, 114 93. . 11591, 


11500. .11592, 11704 


. . 11856, 






11717 . . 11857, 118 63. . 12006, 


11864. .12004 






Seq. No. 


17336 


Seq. ID 


OJ990827 


_03.9C01 


.C22 


Gene No. 


36392 


Strand 








Start 


70 


End 


2893 






Name 


OJ990827 03 9C01 C22 ol as 


Method 


GEN SCAN 






Start 


70 _ 


End 


1056 






GI 


none 


Score 


.42 






Exons 


- 70 153, 325 434. 618 716. 


831. . 1056 








Sea No 


17336 


Seq. ID 


OJ990827 


03 9C01 


C22 


Gene No. 


36392 


Strand 








Start 


70 


End 


2893 






Name 


OJ990827 03. 9C01 . C22 . ol . np 


Method 


AAT/NAP 






Start 


134 


End 


2893 






GI 


6539570 


Score 


187 






Exons 


134. .188, 2444. .2510, 2699.. 


2893 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


17337 


Seq. ID 


OJ990827 


_03.9C01 


C23 


Gene No. 


36393 


Strand 


+ 






Start 


7410 


End 


8470 






Name 


OJ990827 03. 9C01 . C23 . o2 . gs 


Method 


GENSCAN 






Start 


7410 


End 


8470 






GI 


none 


Score 


.68 






Exons 


7410. .7565, 8345. .8470 










Seq. No. 


17337 


Seq. ID 


OJ990827 


_03. 9C01. 


C23 


Gene No. 


36394 


Strand 


+ 






Start 


9435 


End 


10171 






Name 


OJ990827 03. 9C01 . C23 . o2 . gp 


Method 


AAT/GAP 






Start 


9435 


End 


10171 






GI 


none 


Score 


1449 






Exons 


9435. .10171 










Seq. No. 


17337 


Seq. ID 


OJ990827 


_03.9C01. 


C23 


Gene No. 


36395 


Strand 


+ 






Start 


12836 


End 


13549 






Name 


OJ990827 03. 9C01 . C23 . o3 . np 


Method 


AAT/NAP 






Start 


12836 


End 


13549 






GI 


3153821 


Score 


71 







17780 



Exons 12836. .13155, 13267.. 13549 

GI Descrip. (AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 03.9C01.C23 



17337 
36396 
228 

OJ990827_03.9C01.C23.ol.gp 

228 

231_1.R1084 

228.. 570, 1506.. 1602, 1702. 
3533.. 3846, 4611.. 4752, 4977. 
6341.. 6400, 7583.. 7684 

'2506139/sp|P4 96611 COPDJDRYSA 0.0e+00 COATOMER DELTA SUBUNIT 
( DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



7684 
AAT/GAP 
7684 
3643 

1764, 2611.. 2764, 2835.. 3021, 
,5219, 5553..5776, 6121. .6160, 



Seq. No. 17337 

Gene No. 36396 

Start 228 

Name OJ990827_03 . 9C01 . C23 . ol . gs 

Start 481 

GI none 
Exons 



Seq. ID OJ990827_03.9C01.C23 
Strand 

End 7684 

Method GENS CAN 

End 5750 

Score .72 



481. .570, 1506. .1602, 1702. .1764, 2611. .2764, 2835. .3021, 
3533. .3846, 4611. .4752, 4977. .5188, 5600. .5750 



Seq. No. 17337 

Gene No. 36396 

Start 228 

Name OJ990827_03 . 9C01 . C23 . ol . np 

Start 484 

GI 2506139 

Exons 484.. 570, 1506.. 1602, 1702.. 

3533. .3846, 4611. .4752, 4977 

GI Descrip. 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 



OJ990827 03.9C01.C23 



7684 
AAT/NAP 
6163 
2373 

1764, 2611. .2764, 2835. .3021, 
..5219, 5553. .5776, 6121. .6163 



COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) 
(ARCHAIN) gi| 1314049 |emb|CAA91901| (Z67962) 
[Oryza sativa] 



(DELTA-COP) 
archain/delta-COP 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17337 Seq. ID 

36397 Strand 

7821 End 
OJ990827_03 . 9C01 . C23 . o2 . np Method 

7821 End 

2739366 Score 

7821. .7885, 9839. .10110, 10218 .. 1034 3, 



OJ990827_03.9C01.C23 

14170 
AAT/NAP 
13240 
439 

10481. . 10598, 



1087 6. .11108, 11609. .11998, 13178. .13240 

(AC002505) putative SF16 protein {Helianthus annuus} 

[Arabidopsis thaliana] 



Seq. No. 17337 

Gene No. 36397 

Start 7821 

Name OJ990827JD3 . 9C01 . C23 . o3 . gs 

Start 9651 

GI none 
Exons 



Seq. ID OJ990827_03.9C01.C23 
Strand 

End 14170 

Method GENSCAN 

End 14170 

Score .66 



9651. .10343, 10887. .11108, 11609. .11895, 13219. .13388, 



17781 






13548. . 13759, 13926.. 14170 








Seq. No. 


17337 








Seq. ID 


OJ990827 


_03.9C01.C23 


Gene No. 


36397 








Strand 






Start 


7821 








End 


14170 




Name 


OJ990827 03 


.-9C01 


.C23.o3 


.gp 


Method 


AAT /GAP 




Start 


11645 








End 


• 12198 




GI 


none 








Score 


854 




Exons 


11645. .11998, 12092.. 12198 








Sea. No 


17337 








Seq. ID 


OJ990827 


03 9C01 C23 


Gene No 


36398 








Strand 






Start 


14295 








End 


17521 




Name 


OJ990827 03 


.9C01 


.C23.o2 


. tm 


Method 


TBLASTX : 


Ma i ze 


Start 


473 








End 


6161 




GI 


none 








Score 


89 




Exons 


473. .571, 478. .609, 478 


. .573, 


1485. .1604, 1504. 


.1608, 




1702. . 1761, 


1704 


. .1766, 


2606. . 


2740, 2610. .2777, 


2613 2762. 




2614 . .2778, 


2831 


. .2938, 


2836. . 


3024, 2847.. 3023, 


2848 3108 




3530. .3796, 


3530 


. .3796, 


3550. . 


3801, 3663.. 3797, 


4581 4637 




4702. .4758, 


4974 


. .5228, 


4978. . 


5217, 5550.. 5774, 


5550 5777 

s-/ _r \J m m J film 




5602. .5778, 


6069 


. .6161 










Sea No 


17337 








Seq. ID 


OJ990827 


_03.9C01..C23 


Gene No. 


36398 








Strand 






Start 


14295 








End 


17521 




Name 


OJ990827 03 


. 9C01 


.C23.o4 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


481 








End • 


1767 




GI 


none 








Score 


-67 




P. von s 


481. .573, 485. .571, 148 


5. . 1604 


, 1488.. 


1565, 1504. .1611, 




1676. .1765, 


1702 


. .1767, 


1704. . 


1766 






Seq. No. 


17337 








Seq. ID 


OJ990827 


_03.9C01.C23 


Gene No . 


36398 








Strand 






Start 


14295 








End 


17521 




Name 


OJ990827 03 


. 9C01 


.C23.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


- " 14 85 








End 


5778 




GI 


none 








Score 


71 




Exons 


1485. .1592, 


1504 


. .1590, 


1702. . 


1767, 1704.. 1766, 


2608. .2775, 




2610. .2780, 


2899 


. .3024, 


3529. . 


3672, 3530.. 3673, 


3530. .3697, 




3674. .3766, 


3705 


. .3767, 


4974 . . 


5228, 4978.. 5217, 


5535. .5774, 




5550. .5771, 


5551 


. .5778, 


5602. . 


5772 






Sea No 


17337 








Seq. ID 


OJ990827 


_03.9C01.C23 


Gene No. 


36398 








Strand 






Start 


14295 








End 


17521 




Name 


OJ990827 03 


. 9C01 


.C23.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2643 








End 


3739 




GI 


none 








Score 


130 




Pvnnq 

J-J xv \J L 1 O 


2643. .2780, 


2644 


. .2775, 


2672. . 


2794, 2899. .3042, 


2899. .3024, 




3530. .3676, 


3530 


. .3676, 


3692. . 


3739, 3695.. 3739 




Seq. No. 


17337 








Seq. ID 


OJ990827 


_03.9C01.C23 


Gene No. 


36398 








Strand 






Start 


14295 








End 


17521 




Name 


OJ990827 03 


. 9C01 


.C23.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3740 








End 


5774 





17782 




GI 


none 




Score 


237 


Exons 


3740. . 


3796, 4974. .5243, 4974 


..5228, 5540.. 5719, 5550.. 5771, 




5550. . 


5774, 5605.. 5772 






Seq. No. 


17337 




Seq. ID 


OJ990827_03 . 9C01 . C23 


Gene No. 


36398 




Strand 




Start 


14295 




End 


17521 


Name 


OJ9908 


27J)3. 9C01.C23.ol.tm 


Method 


TBLASTX : Maize 


Start 


9520 




End 


10984 


GI 


none 




Score 


39 


Exons 


9520. . 


9549, 9521.. 9562, 9651 


..9842, 9661. .9840, 9837. .10055, 




9838. . 


10227, 9839.. 10183, 9841.. 10197, 


10125. . 10226, 




10155. 


.10346, 10234. .10344, 


10234. .10377, 10239 .. 1034 6, 




10482. 


.10568, 10487. .10609, 


10489. . 10608, 10589. . 10609, 




10884. 


.10982, 10886. .10984 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17337 Seq. ID 

36398 Strand 

14295 End 

OJ990827_03. 9C01 . C23 . o3 . ts Method 

10143 End 

none Score 



OJ990827_03.9C01.C23 
17521 

TBLASTX: Soybean 

10346 

105 



10143. .10343, 10177. .10341, 10203. .10346 



Seq. No.- 17337 

Gene No. 36398 

Start 14295 

Name OJ990827_03 . 9C01 . C23 . o5 . ts 

Start 10890 

GI none 

Exons 10890. .11066, 10936 .. 1107 6, 11609.. 11671 



Seq. ID OJ990827_03.9C01.C23 
Strand 

End 17521 

Method TBLASTX : Soybean 

End 11671 

Score 98 



Seq. No. 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



17337 
36398 
14295 
OJ990827 
10986 
none 
10986 
11609 
11947 



03. 9C01.C23.o3.tm 



11102, 10986. .11066, 
11836, 11779. . 11841, 
11994, 12038. . 12184, 



Seq. ID OJ990827_03.9C01.C23 
Strand 

End 17521 

Method TBLASTX: Maize 

End 12184 

Score 132 
11607. . 11702, 11609. . 11830, 
11915. . 12001, 11928. .11993, 
12091. .12174, 12093. .12179 



Seq. No. 


17337 


Seq. ID 


OJ990827 


_03, 


. 9C01 


.C23 


Gene No. 


36398 


Strand 










Start 


14295 


End 


17521 








Name 


OJ990827 03.9C01.C23.o4.np 


Method 


AAT/NAP 








Start 


14295 


End 


17521 








GI 


5852093 


Score 


112 








Exons 


14295. . 14322, 16003. .16141 


, 17481. .-17521 








GI Descrip. • 


(AL117264) zwhl6.'l [Oryza 


sativa] 










Seq. No. 


17338 


Seq. ID 


OJ990827 


_03. 


, 9C01 


.C24 


Gene No. 


36399 


Strand 


+ 








Start 


1 


End 


4259 








Name 


OJ990827 03.9C01.C24.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


4259 








GI 


226743 


Score 


98 









17783 



Exons 


1..40, 1449. .1623, 3670. .3735, 3823.. 


3888, 4240. .4259 




GI Descrip. 


sulfated surface glycoprotein 


SSG185 


[Volvox carteri] 




Seq. No. 


17338 


Seq. ID 


OJ990827 03.9C01 


.C24 


Gene No. 


36400 


Strand 






Start 


JJOO 


End 


4258 




Name 


OJ990827 03. 9C01.C24 .ol.gp 


Method 


AAT/GAP 




Start 


3354 


End 


3821 




GI 


LIB34 33-008-Q6-K1-F8 


Score 


813 




Exons 


3354. .3821 








GI Descrip. 


, 2062705/gb|U90552|HSU90552 1 


. 0e-10 Human butyrophilin 


(BTF5) 




mRNA, complete cds 1 








Seq. No. 


17338 


Seq. ID 


OJ990827_03.9C01 


.C24 


Gene No. 


36400 


Strand 






Start 


3586 


End 


4258 




Name 


OJ990827 03. 9G01.C24 .ol.tm 


Method 


TBLASTX: Maize 




Start 


3552 


End 


3840 




GI 


none 


Score 


124 




Exons 


3552.. 3620, 3580.. 3681, 3586. 


.3681, 3703. .3840, 3704. .3817 


Seq. No. 


17338 


Seq. ID 


OJ990827_03. 9C01 


.C24 


Gene No. 


36400 


Strand 


— 




Start 


3586 


End 


4258 




Name 


OJ990827 03. 9C01.C24 .ol.gs 


Method 


GENSCAN 




Start 


3586 


End 


4207 




GI 


none 


Score 


. 69 




Exons 


3586. .4207 








Seq. No. 


17338* 


Seq. ID 


OJ990827_03.9C01 


.C24 


Gene No. 


36400 


Strand 






Start 


3586 


End 


4258 




Name 


OJ990827 03. 9C01.C24 .o2.tm 


Method 


TBLASTX: Maize 




Start 


4036 


End 


4258 




GI 


none 


Score 


191 




Exons 


4036. .4254,. 4040. .4258, 4073. 


4258 






Seq. No. 


17339 


Seq. ID 


OJ990827_03. 9C01 


.C25 


Gene No. 


364 01 


Strand 


+ 




Start 


8232 


End 


13302 




Name 


OJ990827 03. 9C01 . C25 . o2 . gs 


Method 


GENSCAN 




Start 


8232 


End 


• 13261 




GI 


none 


Score 


.57 




Exons 


8232. .8449, 8863. .9194, 10376. 


. 10551, 


11731. . 11775, 






12866. .12988, 13100. .13261 






Seq. No. 


17339 


Seq. ID 


OJ990827_03. 9C01 


C25 


Gene No. 


36401 * 


Strand 


+ 




Start 


8232 -j 


End 


13302 




Name 


OJ990827 03. 9C01 . C25 . ol . np 


Method 


AAT/NAP 




Start 


10408 


End 


13302 




GI 


6598613 


Score 


386 




Exons 


10408. .10551, 11731. . 11775, 128 66 .. 12988 , 13100 .. 13302 




GI Descrip. 


(AC006587) putative vacuolar proton-ATPase- subunit [Arabidops 




thaliana] 








Seq. No. 


17339 


Seq. ID 


OJ990827_03.9C01. 


C25 



17784 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36402 Strand 

39 End 7910 

OJ990827J33 . 9C01 . C25 . ol . gs Method GENSCAN 

39 End 7910 

none " Score . 41 

39. .301, 793. .821, 1060. .1251, 1305. .1479, 1574. .1599, 

2215. .2406, "4635. .4741, 5059. .5261, 5275. .5465, 6368.-6433, 

7238.-7399, 7454.-7576, 7667.. 7910 



Seq. No. 17339 Seq. ID 

Gene No. 36402 Strand 

Start 39 End 

Name OJ990827_03 . 9C01 . C25 . ol . gp Method 

Start 2590 End 

GI none Score 

Exons 2590.. 2696, 2969.. 3071 



OJ990827_03.9C01.C25 

7910 
AAT/GAP 
3071 
324 



Seq. No. 17339 

Gene No. 36403 

Start 12863 

Name OJ990827_03 . 9C01 . C25 . ol . ts 

Start 12863 

GI none 

Exons 12863. .12943, 12863. . 12931, 
13084. .13191, 13085. .13192 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_03.9C01.C25 
13192 

TBLASTX: Soybean 

13192 

118 



128 65. .129.42, 12 957. .12 98 9, 



Seq. No. 17340 

Gene No. 36404 

Start 1 

Name OJ990827_03 . 9C01 . C26 . ol . np 

Start 1 

GI 6598613 

Exons 1..272, 498. .635, 824. .931, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1048. .1155, 1254. .1413 
(AC006587) putative vacuolar proton-ATPase subunit [Arabidopsis 
thaliana] 



OJ990827__03.9C01.C26 

1413 
AAT/NAP 
1413 
670 



Seq. No. 17340 Seq. ID 

Gene No. 36404 Strand 

Start 1 End 

Name OJ990827_03 . 9C01 . C26 . ol . tc Method 

Start 137 End 

GI none Score 
Exons 



OJ990827_03.9C01.C26 
+ 

1413 

TBLASTX: Cress 

1409 

135 



137. .268, 138. .272, 482. .637, 495. .638, 824. .940, 1045. .1143, 



1047. .1145, 1047. .1145, 1048. 
1259. .1408 



1164, 1055. .1174, 1251. .1409, 



Seq. No. 17340 Seq. ID 

Gene No. 36404 Strand 

Start 1 End 

Name OJ990827JD3 . 9C01 . C26 . ol . gs Method 

Start 171 End 

GI none Score 

Exons 171. .272, 1048. .1155, 1254. .1402 



OJ990827_03.9C01.C26 
+ 

1413 
GENSCAN 
1402 
.73 



Seq. No. 
Gene No. 
Start 



17340 
36404 
1 



Seq. ID OJ990827_03.9C01.C26 
Strand + 
End 1413 



17785 




Name 


OJ990827 .03.9C01.C26.ol.ts 


Method 


TBLASTX: Soybean 


Start 


177 


End 


1409 


GI 


none 


Score 


121 


Exons 


177. .272, 179. .268, 494. .637, 495. .638, 823. .945, 824. .940, 




1047. .1145, 1047. .1154, 104 


8. .1164, 1055. .1174, 1230. .1409, 




1253. .1408 






Seq. No. 


17341 


^Seq. ID 


OJ990827_03.9C01.C30 


Gene No. 


36405 


Strand 


4- 


Start 


1 


End 


586 


Name 


OJ990827 03.9C01.C30.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


586 


GI 


LIB34 32-018-P1-K1-D2 


Score 


552 


Exons 


1..45, 139. .322, 405. .495, 


544. .586 




GI Descrip. 


'4567273/gb|AAD23686. 1 |AC006841_14 9.0e-43 (AC006841) putative 




vacuolar proton ATPase subunit [Arabidopsis thaliana] 1 


Seq. No. 


17341 


Seq. ID 


OJ990827_03.9C01.C30 


Gene No. 


36405 


Strand 


+ 


Start 


1 


End 


586 


Name 


OJ990827 03.9C01.C30.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


488 


GI 


4539327 


Score 


266 


Exons 


1..322, 405.. 488 






GI Descrip. 


(AL035679) putative proton 


pump [Arabidopsis th~aliana] 


Seq. No. 


17341 


Seq. ID 


OJ990827_03.9C01.C30 


Gene No. 


36405 


Strand 


+ 


Start 


1 


End 


586 


Name 


OJ990827 03. 9C01 . C30 . ol . tm 


Method 


TBLASTX: Maize - 


Start 


2 


End 


473 


GI 


none 


Score 


65 


Exons 


2. .46, 2. .46, 3. .47, 7. .48, 


111. .326, 


134. .331, 136. .321, 




137. .322, 400. .426, 409. .468, 411. .467 


, 443. .472, 444. .473 


Seq. No. 


17341 


Seq. ID 


OJ990827_03.9C01.C30 


Gene No. 


36405 


Strand 


+ 


Start 


1 


End 


586 


Name 


OJ990827 03.9C01.C30.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


488 


GI 


none 


Score 


298 


Exons 


2. .46, 134. .331, 145. .309, 


153. .353, 401. .481, 401. .487, 




420. .488 






Seq. No. 


17341 


Seq. ID 


OJ990827 03.9C01.C30 


Gene No. 


36405 


Strand 


+ 


Start 


1 


End 


586 


Name 


OJ990827 03.9C01.C30.ol.tc 


Method 


TBLASTX: Cress 


Start 


104 


End 


485 


GI 


none 


Score 


70 


Exons 


104. .295, 111. .320, 140. .337, 145. .312 


, 402. .476, 420. .485 


Seq. No. 


17342 


Seq. ID 


OJ991106_43.0105.C1 


Gene No. 


36406 


Strand 




Start 


1 


End 


768 


Name 


OJ991106 43.0105.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


688 




177 


86 





GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



294845 Score 376 

1..74, 407. .688 

(L13655) membrane protein [Saccharum hybrid cultivar H65-7052] 



17342 
36406 
1 

OJ991106_43.0105.Cl.ol.ts 

383 

none 



Seq. ID OJ991106_43.0105.C1 

Strand 

End 768 

Method TBLASTX : Soybean 

End 602 

Score 62 



383. .493, 411. .494, 488. .592, 510. .602 



17342 
36406 
1 

OJ991106_43.0105.Cl.ol.tw 

407 

none 



Seq. ID OJ991106_43.0105.C1 

Strand 

End 768 

Method TBLASTX : Wheat 

End 602 

Score 141 



407. .493, 411. .494, 456. .602, 488. .601 



17342 
36406 
1 

OJ991106_43.0105.Cl.ol.tc 

410 

none 



Seq. ID OJ991106_43.0105.C1 
Strand 



End 

Method 

End 

Score 



768 

TBLASTX: Cress 

607 

49 



410. .487, 411. .488, 500. .607, 510. .602 



17342 
36406 
1 

OJ991106_43.0105.Cl.ol.tm 

410 

none 

410. .604, 411. .605 



Seq. ID OJ991106_43.0105.C1 

Strand 

End 768 

Method TBLASTX: Maize 

End 605 

Score 295 



17342 
36406 
1 

OJ991106_43.0105.Cl.ol.gp 
411 

15773_1.R1084 
411. .768 

'294845/ gb | AAA0 274 7.1 | 1.0e-105 (L13655) membrane protein 
[Saccharum hybrid cultivar H65-7052] 1 



Seq. ID OJ991106_43.0105.C1 
Strand 

End 7 68 

Method AAT/GAP 

End 768 

Score 667 



17343 
36407 
1 

OJ991106__43. 0105.C2.ol.np 
1 

4490317 



Seq. ID OJ991106__43.0105.C2 

Strand + 

End 7993 

Method AAT/NAP 

End 3626 

Score 105 



1..39, 3183. .3255, 3421. .3626 

(AL035678) putative protein [Arabidopsis thaliana] 



17343 
36407 



Seq. ID OJ991106_43.0105.C2 
Strand + 



17787 




Start 


1 




End 


7993 






Name 


OJ991106 43. 0105. C2 


. ol . gs 


Method 


GEN SCAN 






Start 


226 




End 


7993 






GI 


none 




Score 


.46 






Exons 


226. .283, 544. .688, 


1610. .1744, 2822.. 


3079, 3193 


. .3439, 






3561.. 3660, 4737.. 4757, 5267 


..5373, 7432.. 7506, 


7618. .7655 




7906. .7993 












Seq. No. 


17343 




Seq. ID 


OJ991106_ 


43.0105 


.C2 


Gene No. 


36408 




Strand 


+ 






Start 


8860 




End 


9466 






Name 


OJ991106 43. 0105. C2 


o2 . gs 


Method 


GENSCAN 






Start 


8860 




End 


9466 






GI 


none 




Score 


.46 






Exons 


8860.. 8865, 9218.. 9466 










Seq. No. 


17343 




Seq. ID 


OJ991106_ 


43.0105 


.C2 


Gene No. 


36409 




Strand 








Start 


13747 




End 


19489 






Name 


OJ991106 43. 0105. C2 


o2.gp 


Method 


AAT/GAP 






Start 


13441 




End 


13635 






GI 


3106499 




Score 


308 






Exons 


13441. . 13635 












Seq. No. 


17343 




Seq. ID 


OJ991106_ 


43. 0105 


.C2 


Qeftg No . 


36409 




Strand 








Start 


13747 




End 


19489 






Name 


OJ991106 43. 0105. C2 


o3 . gs 


Method 


GENSCAN 






Start 


13747 




End 


19489 






GI 


none 




Score 


.91 






Exons 


13747. .14169, 15643 


.16052, 


16130. . 16304, 16881. 


.16912, 






16966. .17167, 17390 


.17623, 


17721. . 17822, 17911. 


.18648, 






18761. . 18878, 18974 


.19224, 


19325. . 19489 






Seq. No. 


17343 




Seq. ID 


OJ991106_ 


43.0105 


.C2 


Gene No. 


36409 




Strand 








Start 


13747 • 




End 


19489 






Name 


OJ991106 43. 0105. C2 


o2 . np 


Method 


AAT/NAP 






Start 


13756 




End 


19489 






GI 


6850882 




Score 


1889 






Exons 


13756. .14169, 15643 


.15901, 


15941. . 16055, 16130. 


.16304, 






17390. .17623, 17721 


.17822, 


17911. . 18159, 18199. 


.18648, 






18761. .18878, 18974 


.19168, 


19306. . 194 


89 






GI Descrip. 


(AL137898) homeobox 


protein 


[Arabidopsis thaliana] 




Seq. No. 


17343 




Seq. ID 


OJ991106_ 


43.0105 


.C2 


Gene No. 


36410 




Strand 








Start , 


19549 




End 


20052 






Name 


OJ991106 43. 0105. C2 


o3.gp 


Method 


AAT/GAP 






Start 


19549 




End 


20052 






GI 


uC-osflM202046d07bl 




Score 


992 






Exons 


19549. .20052 












GI Descrip. 


'2252840 3.0e-09 (AF013293) 


contains regions of 


similarity 



Haemophilus influenzae permease (SP: P38767 ) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



17788 



Seq. No. 17343 

Gene No. 36411 

Start 20747 

Name OJ991106_4 3 . 0105 . C2 . o3 . ts 

Start 13605 

GI none 
Exons 



25778 

TBLASTX : Soybean 
14170 
37 

13605. .13661, 13771. .13893, 13772 .. 13897 , 13781 .. 13897 , 
13783. .13899, 13969 .. 14 169, 13994.. 14170 



Seq. ID OJ991106_43.0105.C2 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17343 

36411 

20747 

OJ9911 

13768 

none 

13768. 

13982. 

15797. 

16153. 

17538. 

17915. 

18752. 

19009. 



06 43.0105.C2.ol.tc 



.13860, 13769. 

.14179, 15670. 

.15883, 15946. 

.16287, 17385. 

.17624, 17715. 

.17998, 18016. 

.18880, 18762. 
. 19116 



.13864, 
.15786, 
.16053, 
.17444, 
. 17819, 
.18123, 
.18875, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13861. .13893, 



OJ991106 43. 0105. C2 



25778 

TBLASTX: Cress 
19116 
99 

13981. .14169, 
15687. .15725, 157 96. .15882, 
15974. .16051, 16134. .16307, 
17387. .17443, 17501 .. 17 623, 
17722. .17820, 17911 .. 17 997 , 
18020. .18112, 18421. .18651, 
18973. .19053, 18977 .. 19015, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17343 
'36411 
20747 

OJ991106_4 3. 0105.C2.o3.tm 
13768 
none 
13768. 
13993. 

17343 
36411 
20747 

OJ991106_4 3.0105.C2.ol.tm 

15637 

none 



OJ991106 43. 0105. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13896, 13768. .13893, 137 69 .. 138 97 , 13985 .. 14 170, 
14169, 16236. .16307, 17387 .. 17446, 17495.. 17542 



25778 

TBLASTX: Maize 

17542 

89 



Seq. ID OJ991106_43.0105.C2 



Strand 
End 

Method 

End 

Score 



25778 

TBLASTX: Maize 

1623.6 

159 



15637. .15885," 15638 .. 15727 , 15640 .. 15828, 157 91 .. 15883, 
15934. .16056, 15959 .. 16057 , 16131 .. 16235, 16132.. 16236 



Seq. No. 17343 
Gene No. 36411 
Start 20747 

Name OJ991106_4 3 . 0105 . C2 . ol . ts 

Start 15667 
GI none 
Exons 15667. 

15943. 

17385. 

17718. 



15732, 15667. 
16056, 15962. 
17435, 17387. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991106 43. 0105. C2 



,15783, 15796. 
,16069, 16131. 
,17455, 17501. 



25778 

TBLASTX : Soybean 
17790 ■ 
61 

15882, 15797. .15883, 
16307, 16135. .16287, 
17623, 17538. .17624, 



17789, 17734. .17790 



Seq. No. 
Gene No, 
Start 



17343 
36411 
20747 



Seq. ID 

Strand 

End 



OJ991106 43. 0105. C2 



25778 



17789 




Name 


OJ991106 43. 0105. C2 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


17543 




End 


18147 


GI 


none 




Score 


127 


Exons 


17543. . 17623, 17544 


. . 17624, 


17718. .178 


19, 17728. .17820, 




17911. .18060, 17912 


. .18061, 


18061. .181 


23, 18076.. 18147 


Seq. No. 


17343 




Seq. ID 


OJ991106_43.0105 


Gene No. 


36411 




Strand 




Start 


20747 




End 


25778 


Name 


OJ991106 43. 0105. C2 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


18418 ~ 




End 


18835 


GI 


none 




Score 


103 


Exons 


18418 . . 18651, 18761 


. . 18835 






Seq. No. 


17343 




Seq. ID 


OJ991106 43.0105 




36411 




Strand 




Start 


20747 




End 


25778 


Name 


OJ991106 43. 0105. C2 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


18520 




End 


19116 


GI 


none 




Score 


102 


Exons 


18520. .18651, 18752 


. .18880, 


18761. .188 


74, 18973. .19053, 




19009. .19116 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17343 
36411 
20747 

OJ991106_43.0105.C2.o4 .gs 
20747 



none 

20747, 

24147, 



End 

Method 
End 
Score 

20820, 21773. .21939, 224 98 .. 22669, 23088 
24523, 24792. .24814, 25271 .. 25331, 25419 



Seq. ID OJ991106_43.0105.C2 
Strand 

25778 
GENSCAN 
25778 
.54 



.24001, 
.25613, 



25625. .25778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17343 
36411 
20747 

OJ991106_43.0105.C2.o4.np 

21541 

1857256 



Seq. ID OJ991106_43.0105.C2 
Strand 

End 25778 

Method AAT/NAP 

End 24547 

Score 445 



21541. .21677, 21773 .. 21943, 22010 .. 2294 9, 24490. .24547 
(U75360) MURAZC [Zea mays] 



17343 Seq. ID 

36411 Strand 

20747 End 

OJ991106_4 3. 0105.C2 .o3.np Method 

21583 End 

2992160 Score 
21583. .21673, 21773.. 22487 

(AB012392) MuDR-like element [Oryza sativa] 



OJ991106_43.0105.C2 

25778 
AAT/NAP 
22487 
378 



Seq. No. 17343 Seq. ID OJ991106_43 . 0105 . C2 

Gene No. 36411 Strand 

Start 20747 End 25778 

Name 0 J99 1 1 0 6_4 3.0105.C2.o4.tm Method TBLASTX : Mai ze 

Start 22443 End 22947 

GI none Score 103 



17790 




Exons 22443. .22757, 224 68 .. 22686, 22521 22757, 22785 .. 22850, 

22860. .22940, 22897.. 22947 



Seq. No. 


17344 


Seq. ID 


OJ991106 43. 0105. C3 


Gene No. 


36412 


Strand 


+ 


Start 


8839 


End 


10872 


Name 


OJ991106 43.0105.C3.o2. 


gs Method 


GEN SCAN 


Start 


8839 


End 


- 10872 


GI 


none 


Score 


.6 


Exons 


8839. .8902, 9011. .9111, 


10301 . . 10440, 


10680. .10872 


Seq. No. 


17344 


Seq. ID 


OJ991106 43. 0105. C3 


Gene No. 


36413 


Strand 




Start 


8207 


End 


8565 


Name 


OJ991106 43.0105.C3.ol. 


gp Method 


AAT/GAP 


Start 


8207 


End 


8565 


GI 


4716016 


Score 


646 


Exons 


8207. .8565 






Seq. No. 


17344 


Seq. ID 


OJ991106_43.0105.C3 


Gene No. 


36414 


Strand 




Start 


10495 


End 


10906 


Name 


OJ991106 43.0105.C3.o2. 


gp Method 


AAT/GAP 


Start 


10495 


End 


10906 


GI 


uC-osflm202101allbl 


Score 


787 


Exons 


10495. .10906 






GI Descrip. 


'2252840 3.0e-09 (AF013293) contains regions of similarity 




Haemophilus influenzae 


permease (SP:P3 


8767) [Arabidopsis 



thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana]' 



Seq. No. 


17344 




Seq. ID 


OJ991106_43.0105 


.C3 


Gene No. 


36414 




Strand 






Start 


10495 




End 


10906 




Name 


OJ991106 43. 0105. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10592 




End 


10747 




GI 


none 




Score 


187 




Exons 


10592. .10747, 10592 


. .10657, 


10594. .10731, 10694. .10747 




Seq. No. 


17345 




Seq. ID 


OJ991106_43.0105 


.C4 


Gene No. 


36415 




Strand 


+ 




Start 


11679 




End 


12013 




Name 


OJ991106 43. 0105. C4 


. o4 . gp 


Method 


AAT/GAP 




Start 


11679 




End 


12013 




GI 


1854325 




Score 


662 




Exons 


11679. .12013 










Seq. No. 


17345 




Seq. ID 


OJ991106_43.0105 


.C4 


Gene No. 


36416 




Strand 






Start 


1 




End 


616 




Name 


OJ991106 43. 0105. C4 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


616 




GI 


4539457 




Score 


510 




Exons 


1..171, 292. .616 










GI Descrip. 


(AL049500) heat shock transcription factor-like protein 





[Arabidopsis thaliana] 



17791 




Seq. No. 


17345 




Seq. ID 


OJ991106_43. 


0105. C4 


Gene No. 


36417 




Strand 






Start 


6388 




End 


8493 




Name 


OJ991106 43.0105.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


6167 




End 


6706 




GI 


81907 1.R1084 




Score 


738 




Exons 


6167. .6481, 6619. .6706 










GI Descrip. 


•1173555 9.0e-41 (U31544) UDP-galactose-4-epimerase 


[Pisum 




jal L V HI 1 1 J 










Seq. No. 


1 7 ^4 S 




Seq. ID 


OJ991106_43. 


0105. C4 


Gene No. 


~J U *± -L ' 




Strand 






Start 


6388 




End 


8493 




Name 


OJ991106_43.0105.C4.o2. 


gs 


Method 


GEN SCAN 




Start 


6388 




End 


8428 




GI 






Score 


. 94 




Exons 




6826 


..6908, 7019. .7100, 718 


8 . .7415, 




7SQQ 7700 77R7 7RSft 


7923 


..8022, 8058. .8428 




Seq. No. 


1 7 ^4 S 




Seq. ID 


OJ991106_43. 


0105. C4 


Gene No. 


36417 




Strand 






Start 


6388 




End 


8493 ' 




Name 


OJ991106 43.0105.C4 .o2. 


np 


Method 


AAT/NAP 




Start 


6400 




End 


8407 




GI 


1173555 




Score 


1038 




Exons 


6400. .6481, 6619. .6710, 


6826 


,.6908, 7019. .7100, 7188. .7415, 




7599.. 7700, 7787.. 7922, 


8058 


..8107, 8213. .8407 




GI Descrip. 


(U31544 ) UDP-galactose- 


•4-epimerase [Pisum sativum] 




Seq. No. 


17345 




Seq. ID 


OJ991106_43. 


0105. C4 


Gene No. 


36417 




Strand 






Start 


6388 




End 


8493 




Name 


OJ991106 43.0105.C4.o2. 


gp 


Method 


AAT/GAP 




Start 


7163 




End 


7695 




GI 


1631971 




Score 


595 




Exons 


7163. .7415, 7599. .7695 










GI Descrip. 


1173555 9.0e-41 (U31544) UDP 


-galactose 


-4-epimerase 


[ Pisum 




sativum] 










Seq. No. 


17345 




Seq. ID 


OJ991106_43. 


0105. C4 


Gene No . 


36417 




Strand 






Start 


6388 




End 


8493 




Name 


OJ991106 43.0105.C4".o3. 


gp 


Method 


AAT/GAP 




Start 


8039 




End 


8493 




GI 


66487 1.R1084 




Score 


612 




Exons 


8039. .8107, 8213. .8493 










GI Descrip. 


! 2129759/pir| IS62783 4. 


Oe-21 


UDPglucose 4-epimerase 


(EC 5.1 




- Arabidopsis thaliana ~ 


>gi 1143392 emb 


CAA90941 (Z54214) 




uridine diphosphate glucose < 


epimerase 


[Arabidopsis 


thaliana 


Seq. No. 


17345 




Seq. ID 


OJ991106_43. 


0105. C4 


Gene No. 


36418 




Strand 






Start 


11883 




End 


12575 




Name 


OJ991106 43.0105.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


70 




End 


490 




GI 


none 




Score 


118 





17792 



Exons 



70. .177, 77. .202, 292. .489, 293. .490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17345 

36418 

11883 

OJ991106 

73 

none 
73. .177, 

17345 

36418 

11883 

OJ991106_ 

86 

none 
86. .202, 



43.0105.C4.o2.ts 



Score 

77. .202, 287. .490, 292. .489 



Seq. ID OJ991106_43.0105.C4 
Strand 

End 12575 
Method TBLASTX : Soybean 
End 4 90 

121 



43.0105.C4 .ol.tw 



Seq. ID OJ991106_43.0105.C4 
Strand 

End 12575 

Method TBLASTX : Wheat 

End 4 93 

Score 14 4 



J7..170, 88. .177, 288. .347, 292. .492, 293. .493 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17345 

36418 

11883 

OJ991106_ 

126 

none 

126. . 170, 
293. .493 



Seq. ID OJ991106_43.0105.C4 
Strand 

End 12575 

Method TBLASTX: Maize 

End 4 93 

Score 61 

126. .170, 127. .177, 128. .202, 288. .347, 292. .492, 



43.0105.C4.o2.tm 



Seq. No. 17345 

Gene No. 36418 - - 

Start 11883 

Name OJ991106__4 3 . 0105 . C4 . o3 . tm 

Start 6394 
GI none 

Exons 6394. .64 80, 64 02. .6470, 6409. 

6619. .6708, 6806. .6910, 6826. 
7017. .7100, 7018. .7101, 7021. 



Seq. ID 
Strand. 
End 

Method 
End 
Score 



OJ991106 43. 0105. C4 



12575 

TBLASTX : Maize 
7250 
78 

6471, 6416. .6493, 6618, 
6909, 6881.. 6910, 6960. 



, 6731, 
,7100, 



.7101, 7110. .7250, 7158. .7250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17345 
36418 
11883 

OJ991106_4 3.0105.C4.o4.ts 

6409 

none 

6409. .6480, 6412. .6471, 6416. 
7017.. 7100, 7596.. 7703, 7597. 
8066. .8110, 8219. .8386, 8268. 

17345 
36418 
11883 

OJ991106_4 3.0105.C4 .o2. tc 

6412 

none 

6412'.. 6480, 6416. .6487, 6618. 
6821. .6910, 7017. .7100, 7018. 
7596. .7700, 7597. .7701, 7790. 
8219. .8389 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6487, 
.7701, 
.8381 



OJ991106_43.0105.C4 
12575 

TBLASTX: Soybean 
8386 
60 

6618. . 6713, 6625. . 6711, 
7784. .7879, 7788. .7880, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991106 43. 0105. C4 



12575 

TBLASTX : Cress 
8389 
64 

6713, 6625. .6711, 6808. .6909, 
7098, 7158. .7418, 7183. .7383, 
7879, 8055. .8108, 8217. .8381, 



17793 



Seq. No. 


17345 


Seq. ID 


OJ991106_43.0105 


.C4 


Gene No. 


36418 


Strand 






Start 


11883 


End 


12575 




Name 


OJ991106 43.0105.C4.o3. ts 


Method 


TBLASTX : Soybean 




Start 


6826 


End 


7418 




GI 


none 


Score 


87 




Exons 


6826. .6909, 6827. .6910, 7038. .7067, 7164. .7418, 7186. .7395 


Seq. No. 


17345 


Seq. ID 


OJ991106_43.0105 


.C4 


Gene No. 


36418 


Strand 






Start 


11883 


End 


12575 




Name 


OJ991106 43.0105.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


7251 


End 


8398 




GI 


none 


Score 


122 




Exons 


7251. .7418, 7252. .7416, 7254. ,7418, 7596. .7703, 7597. .7698 




7784. .7930, 7788. .7880, 8246. .8398, 8271. .8381 




Seq. No. 


17345 


Seq. ID 


OJ991106_43.0105 




Gene No. 


36418 


Strand 






Start 


11883 


End 


12575 




Name 


OJ991106 43.0105.C4.o2.tw 


Method 


TBLASTX: Wheat . 




Start 


8551 


End 


12563 




GI 


none 


Score 


74 




Exons 


8551. .8655, 12336 .. 12407 , 12336. .12407 


, 12337. .12453, 






12338 12430 12406 12510 


12406. .12555, 12407 .. 12556, 






12416. . 12562, 1248 6. .12563 








Seq. No. »- 


17345 


Seq. ID 


OJ991106_43.0105 




Gene No. 


36418 


Strand 






Start 


11883 


End 


12575 




Name 


OJ991106 43.0105.C4 .o3.np 


Method 


AAT/NAP 




Start 


11883 


End 


12575 




GI 


6957733 


Score 


417 




Exons 


11883. . 12575 








GI Descrip. 


(AC021640) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


17345 


Seq. ID 


OJ991106_43.0105 


C4 


Gene No. 


36418 


Strand 






Start 


11883 


End 


12575 




Name 


OJ991106 43.0105.C4.ol.tm 


Method 


TBLASTX : Maize 




Start 


11923 


End 


12554 




GI 


none 


Score 


311 




Exons 


11923. .12393, 1194 2. .12391, 


12501. . 12554 




Seq. No. 


17345 


Seq. ID 


OJ991106_43.0105. 


C4 


Gene No. 


36418 


Strand 






Start 


11883 


End 


12575 




Name 


OJ991106 43.0105.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12059 


End 


12575 




GI 


none 


Score 


278 




Exons 


12059. .12391, 12061. .12429, 


12077. .12430, 12403. .12462, 






12405. .12431, 12507. . 12575 








Seq. No. 


17345 


Seq. ID 


OJ991106_43.0105. 


C4 


Gene No. 


36418 


Strand 






Start 


11883 


End 


12575 





17794 



Name 

Start 

GI 

Exons 



OJ991106_4 3.0105.C4 .o3.tc Method TBLASTX : Cress 

12143 End 12554 

none Score 162 

1214-3. .12367, 1214 5 12390, 12152 12391, 12501.. 12554 



Seq. No. 17345 Seq. ID 

Gene No. 36418 . Strand 

Start 11883 - End 

Name OJ991106_4 3 . 0105 . C4 . o5 . gp Method 

Start 12391 End 

GI none Score 

Exons 12391. . 12575 



OJ991106_43.0105.C4 

12575 
AAT/GAP 
12575 
288 



Seq. No. 17346 

Gene No. 36419 

Start 485 

Name OJ991106_4 3 . 0105 . C5 . ol . gs 

Start 485 

GI none 

Exons 485.. 521, 1587.. 1779, 1861. 
2961. .3494 



Seq. ID OJ991106_43.0105.C5 



Strand 
End 

Method 
End 
Score 
.1945, 2085. 



+ 

3517 
GEN SCAN 
3494 
.63 

.2228, 2475. 



,2543, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17346 Seq. ID 

36419 Strand 

485 End 

OJ991106_4 3. 0105.C5.o2.np Method 

2812 End 

6006381 Score 
2812.. 3086, 3360.. 3517 

(AP000559) hypothetical protein [Oryza sativa] 



OJ991106_43.0105.C5 
+ 

3517 
AAT/NAP 
3517 
235 



17346 



Seq. ID OJ991106 43. 0105. C5 



36420 Strand + 

12487 End 20768 

OJ991 106_43 . 0105 . C5 . o3 . np Method AAT/NAP 

11788 End 16457 

6069646 Score 222 

11788. .11816, 15903. .16457 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 17346 

Gene No. 36420 

Start 12487 

Name OJ991106_4 3 . 0105 . C5 . o3 . gs 

Start 12487 

GI none 

Exons 12487. .12580, 12707 .. 12768, 
14139. .14218, 20305. .20768 



Seq. ID OJ991106_43.0105.C5 

Strand + 

End 20768 

Method GEN SCAN 

End ' 20768 

Score .52 
12862. .12940, 13375 .. 13447 , 



Seq. No. 17346 Seq. ID 

Gene No. 36420 Strand 

Start 12487 End 

Name OJ991106_43 . 0105 . C5 . o2 . gp Method 



OJ991106_43.0105.C5 
+ 

20768 
AAT/GAP 



17795 



Start 
GI 

Exons 



13978 End 14233 

none Score 216 

13978. .14051, 14139. .14233 



Seq. No. 17346 Seq. ID 

Gene No. 36421 Strand 

Start 1773 End 

Name OJ991106_43.0105.C5.ol.gp Met hod 

Start 1773 End 

GI none Score 

Exons 1773.. 2029 



OJ991106_43.0105.C5 

2029 
AAT/GAP 
2029 
484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17346 Seq. ID 

36421 Strand 

1773 End 

OJ991106_43 . 0105 . C5 . ol . np Method 

1776 End 

6957733 Score 
1776. .1869 

(AC021640) unknown protein [Arabidopsis thaliana] 



OJ991106_43.0105.C5 

2029 
AAT/NAP 
1869 
97 



17346 
36422 
5116 

OJ991106_4 3.0105.C5.o2. 

5116 

none 

5116. .5210, 5529. .5635, 
9067. .9182 



gs 



5995, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6210, 



OJ991106 43. 0105. C5 



9182 
GEN SCAN 
9182 
.61 

6604. .7069, 



8558. .8697, 



Seq. No. 17346 Seq. ID 

Gene No. 36423 Strand 

Start 21083 End 

Name OJ991106_4 3 . 0105 . C5 . o4 . gs Method 

Start 21083 End 

GI none Score 

Exons 21083. .21162, 2155.3 .. 21751, 

22345. .22730, 22847.. 23119 



OJ991106_43.0105.C5 

23119 
GENSCAN 
23119 
.48 

21834. .21900, 22180 .. 22287, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17346 
36424 
23405 

OJ991106_43.0105.C5.o2. tw 
1772 
none 

1772. .1858, 1772. .1816, 1774. .1908 



17346 

36424. ; 

23405 

OJ991106_4 3.0105.C5.o2.tm 

12426 

none 

12426. .12464, 12519 12590, 
12693. .12767, 12709. .12768, 
13373. .13471, 13374. .134 63, 
13817. .138 61, 13825. .13884, 



Seq. ID OJ991106_43.0105.C5 
Strand 
End 

Method 
End 
Score 



28466 

TBLASTX: Wheat 

1908 

111 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12523. . 12606, 
12864 . . 12941, 
13713. . 13751, 
14000. .14047, 



OJ991106 43. 0105. C5 



28466 

TBLASTX: Maize 
,26192 
56 

12523. .12585, 
12865. .12942, 
13817. .13870, 
14001. . 14051, 



17796 




14152. .14220, 14160. .14219, 25092 25130, 25189 25272, 
25189. .25251, 25375.-25434, 25531 25608, 26094 .. 2 6192, 
26095. .26151 



Seq. No. 


17346 




Seq. ID 


OJ991106_43.0105. 


C5 


Gene No. 


36424 




Strand 


_ 




Start 


23405 




End 


28466 




Name 


OJ991106 43. 0105. C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15917 




End 


16375 




GI 


none 




Score 


253 




Exons 


15917. .16249, 16283 


. . 16375 








Seq. No. 


17346 




Seq. ID 


OJ991106_43.0105. 


C5 


Gene No. 


36424 




Strand 






Start 


23405 




End 


28466 




Name 


OJ991106 43. 0105. C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16048 




End 


16378 




GI 


none 




Score 


145 




Exons 


16048. .16188, 16052 


. .16249, 


16267. .16356, 16268. .16378 




Seq. No. 


17346 




Seq. ID 


OJ991106_43.0105. 


C5 


Gene No. 


36424 




Strand 






Start 


23405 




End 


28466 




Name 


OJ991106 43. 0105. C5 


. o5.gs 


Method 


GENSCAN 




Start 


23405 




End 


28466 




GI 


none 




Score 


.46 




Exons 


23405. .2,3537, 26679 


. .26806, 


27099. .27302, 28249.. 28466 




Seq. No. 


17347 




Seq. ID 


OJ991106_43.0105. 


C6 


Gene No. 


36425 




Strand 






Start 


1318 




End 


1443 




Name 


OJ991106 43. 0105. C6 


. ol . gs 


Method 


GENSCAN 




Start 


1318 




End 


1443 




GI 


none 




Score 


. 64 




Exons 


1318. .1443 










Seq. No. 


17348 




Seq. ID 


OJ991106_43.0105. 


C7 


Gene No. 


36426 




Strand 


+ 




Start 


78 




End 


4085 




Name 


OJ991106 43. 0105. C7 


.ol.gs 


Method 


GENSCAN 




Start 


78 




End 


4085 




GI 


none 




Score 


. 6 




Exons 


78. .325, 1181. .1648, 


, 3308.. 


3437, 3530. 


.3803, 3835.. 4085 




Seq. No. 


17348 




Seq. ID 


OJ991106_43.0105. 


C7 


Gene No. 


36426 




Strand 


+ 




Start 


78 




End 


4085 




Name 


OJ991106 43. 0105. C7 


. ol . np 


Method 


AAT/NAP 




Start 


84 




End 


1646 




GI 


5926718 




Score 


649 




Exons 


84. .325, 1181. .1646 










GI Descrip. 


(AB007911) PRA2 [Pisum sativum] 






Seq. No. 


17348 




Seq. ID 


OJ991106_43.0105. 


C7 


Gene No. 


36426 




Strand 


+ 




Start 


78 




End 


4085 




Name 


OJ991106 43. 0105. C7 


.ol.gp 


Method 


AAT/GAP 





17797 




Start 202 End 1819 

GI 2435_1.R1084 Score 1485 

Exons 202.. 325, 1181.. 1819 

GI Descrip. • 303736/dbj | BAA02109 | 2.0e-59 (D12541) GTP-binding protein 

[Pisum sativum] >gi 738934 prf 2001457B GTP-binding protein 
[Pisum sativum] 1 



Seg. No. 


17348 








Seg. ID 


OJ991106 43.0105 


.C7 


Gene No. 


36427 








Strand 


- 




Start 


4 369 








End 


7020 




Name 


OJ991106 


43. 0105. C7 


. ol . tc 




Method 


TBLASTX: Cress 




Start 


132 








End 


1517 




GI 


none 








Score 


271 




Exons 


132. .326, 


146. .328, 


1178. 


.1345, 1179.. 


1349, 1359.. 1517 




Seg. No. 


17348 








Seg. ID 


OJ991106 43.0105 


,C7 


Gene No. 


36427 








Strand 


- 




Start 


4369 








End 


7020 




Name 


OJ991106 


43. 0105. C7 


.ol.ts 




Method 


TBLASTX: Soybean 




Start 


132 








End 


1511 




GI 


none 








Score 


263 




Exons 


132. .326, 


143. .328, 


1179. 


.1349, 1181.. 


1345, 1359.. 1511 




Seg. No. 


17348 








Seg. ID 


OJ991106 43.0105 


.C7 


Gene No. 


36427 








Strand 


- 




Start 


4369 








End 


7020 




Name 


OJ991106 


43. 0105. C7 


. ol . tm 




Method 


TBLASTX: Maize 




Start 


135 








End 


316 




GI 


none 








Score 


269 




Exons 


135. .314, 


143. .316, 


203. . 


316 








Seg. No. 


17348 








Seg. ID 


OJ991106_43.0105 


.C7 


Gene No. 


36427 








Strand 






Start 


4369 








End 


1 f\ O f\ 

7020 




Name 


OJ991106 


43. 0105. C7 


. ol . tw 




Method 


TBLASTX: Wheat 




Start 


135 








End 


-1253 




GI 


none 








Score 


268 




Exons 


135. .326, 


143. .325, 


1179. 


.1253, 1187.. 


1252 




Seg. No. 


17348 








Seg. ID 


OJ991106 43.0105 


.C7 


Gene No. 


36427 








Strand 


- 




Start 


4369 








End 


7020 




Name 


OJ991106 


43. 0105. C7 


.o2. tm 




Method 


TBLASTX: Maize 




Start 


1212 








End 


1505 




GI 


none 








Score 


169 




Exons 


1212. .1361, 1214. .1345, 1359. 


.1505 






Seg. No. 


17348 








Seg. ID 


OJ991106_43.0105 


.C7 


Gene No. 


. 36427 








Strand 






Start 


4369 








End 


7020 




Name 


OJ991106 


43. 0105. C7 


.o2. tw 




Method 


TBLASTX: Wheat 




Start 


1257 








End 


1514 




GI 


none 








Score 


103 




Exons 


1257. .1349, 1368. .1514 










Seg. No. 


17348 








Seg. ID 


OJ991106_43.0105 


.C7 


Gene No. 


36427 








Strand 







17798 



Start 


4369 








Name 


OJ991106 43 


.0105. 


C7.o2. 


tc 


Start 


4363 








GI 


none 








Exons 


4363. .4443, 


4591. 


.4677, 


4591. 


Seq. No. 


17348 








Gene No. 


36427 








Start 


4369 








Name 


OJ991106 43 


.0105. 


C7.o2. 


ts 


Start 


4 36*3 








GI 


none 








Exons 


4363. .4443, 


4588. 


.4653, 


4775. 


Seq. No. 


17348 








Gene No. 


36427 








Start 


4369 








Name 


OJ991106 43 


.0105. 


C7.o2. 


gs 


Start 


4369 








GI 


none 








Exons 


4369. .4444, 


4589. 


.4679, 


4780. 




6702. .6830, 


6941. 


.7020 




Seq. No. 


17348 








Gene No. 


36427 








Start 


4369 








Name 


OJ991106 43 


.0105. 


C7.o2. 


np 


Start 


4372 








GI 


416641 








Exons 


4372. .4444, 


4589. 


.4679, 


4771. 



End 7020 

Method TBLASTX : Cress 

End 4909 

Score 72 



Seq. ID OJ991106_43.0105.C7 
Strand 

End 7020 

Method TBLASTX : Soybean 

End 4 907 

Score 61 



Seq. ID OJ991106_43.0105.C7 
Strand 

End 7020 

Method GENSCAN 

End 7020 

Score .72 
.4906, 4977. .5186, 5222. .5405, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4902 



OJ991106_43.0105.C7 

7020 
AAT/NAP 
4902 
197 



GI Descrip. INDOLE- 3- ACETIC ACID INDUCED PROTEIN ARG4 

gi|287568 |dbj IBAA03309I (D14413) ORF [Vigna radiata] 



Seq. No. 


17348 










Gene No. 


36427 










Start 


4369 










Name 


OJ991106 43 


.0105 


.C7.o3. 


tm 


Start 


4372 










GI 


none 










Exons 


4372. . 


4446, 


4588 


. .4677, 


4588. 


Seq. No. 


17349 










Gene No. 


36428 










Start 


1315 










Name 


OJ991106 43 


.0105 


.C8.ol. 


tm 


Start 


1256 










GI 


none 










Exons 


1256. . 


1402, 


1285 


. .1401, 


1285. 




1513. . 


1626, 


1562 


. .1750, 


1617. 




1672. . 


1755, 


1832 


. . 1948, 


1833. 




2019. . 


2093, 


2024 


. .2056, 


2033. 




4170. . 


4253, 


4170 


. .4259, 


4171. 


Seq. .No. 


17349 










Gene No. 


36428 










Start 


1315 










Name 


OJ991106_43 


.0105, 


.C8.ol. 


np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_43.0105.C7 
7020 

TBLASTX: Maize 
4909 
83 

.4689, 4793. .4909, 4796. .4900 

Seq. ID OJ991106_43.0105.C8 
Strand 

End 4269 

Method TBLASTX : Maize 

End 4269 

Score 118 
.1407, 1496. .1648, 1512. .1619, 
.1649, 1627. .1674, 1665. .1751, 
.1949, 1834. .1950, 1875. .1949, 
.2131, 2034. .2129, 4170. .4265, 
.4269 

Seq. ID OJ991106_43.0105.C8 
Strand 

End 4269 
Method AAT/NAP 



17799 



Start 


1315 








End 


4265 




GI 


4539315 








Score 


433 




Exons 


1315. . 1392, 


1508 


. .1653, 


1856. 


.1948, 2032. .2128, 


4173. . 4265 


GI Descrip. 


(AL035679) 


putative zinc finger protein [Arabidopsis thalia 


Seq. No. 


17349 








Seq. ID 


OJ991106 


_43.0105.C8 


Gene No. 


36428 








Strand 


— 




Start 


1315 








End 


4269 




Name 


OJ991106 43 


.0105 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


1508 








End 


4265 




GI 


none 








Score 


.53 




Exons 


1508. . 1743, 


2032 


. .2128, 


4173. 


.4265 






Seq. No. 


17349 








Seq. ID 


OJ991106 


__43. 0105.C8 


Gene No. 


36428 








Strand 






Start 


1315 








End 


4269 




Name 


OJ991106 43 


.0105 


.C8.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1508 








End 


4259 




GI 


none 








Score 


38 




Exons 


1508. .1633, 


1633 


. . 1692, 


1712. 


.1753, 1726. .1755, 


1833. . 1949, 




1834 . .1974, 


1843 


. . 1950, 


1875. 


.1952, 2024. .2056, 


2033. . 2131, 




2034. .2168, 


4170 


. .4259, 


4179. 


.4253 






Seq. No. 


17349 








Seq. ID 


OJ991106 


_43. 0105.C8 


Gene No.- 


36428 








Strand 






Start 


1315 








End 


4269 




Name 


OJ991106 43 


.0105 


.C8 .ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1733 








End 


4256 




GI 


none 








Score 


121 




Exons 


1733. . 1750, 


1833 


. . 1910, 


1875. 


.1952, 1905. .1958, 


2024 . .2056, 




2033. .2131, 


2034 


. .2129, 


4170. 


.4256 






Seq. No. 


17350 








Seq. ID 


OJ991106 


_43. 0105.C9 


Gene No. 


36429 








Strand 


-f 




Start 


4378 








End 


8808 




Name 


OJ991106 43 


. 0105 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


4378 








End 


8808 




GI 


none 








Score 


.65 




Exons 


4378. .4452, 


4588 


. .5157, 


5243. 


.5356, 5450.. 5521, 


5801. .5890, 




5950. . 6074, 


6201 


. . 6534, 


6658. 


.6774, 6875. .7630, 


7761. .8011, 




8095. . 8380, 


8602 


. .8808 










Seq. No. 


17350 








Seq. ID 


OJ991106 


_43.0105.C9 


Gene No. 


36429 








Strand 


+ 




Start 


4378 








End 


8808 




Name 


OJ991106_43 


.0105 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


4594 








End 


8406 




GI 


4539314 








Score 


1288 




Exons 


4594 . . 4780, 


4855 


. .4944, 


5057. 


.5157, 5243. .5356, 


5450. .5572, 




5629. . 5713, 


5950 


. . 6074, 


6201. 


.6534, 6658. .6757, 


6867. .7118, 




7381. .7990, 


8059 


. .8406 










GI Descrip. 


(AL035679) 


kinesin like 


protein [Arabidopsis thaliana] 


Seq. No. 


17350 








Seq. ID 


OJ991106_ 


J3.0105.C9 


Gene No. 


36430 








Strand 






Start 


1521 








End 


3367 




Name 


OJ991106 43 


.0105 


C9.ol. 


np 


Method 


AAT/NAP 





17800 




Start 


1521 




End 


3367 


GI 


5852093 




Score 


93 


Exons 


1521.. 1575, 3230. 


. 3367 






GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 




Seq. No. 


17350 




Seq. ID 


OJ991106 43. 0105. C9 


Gene No. 


36431* 




Strand 




Start 


5851 




End 


6481 


Name 


OJ991106 43.0105. 


C9.ol. tm 


Method 


TBLASTX: Maize 


Start 


5056 




End 


5710 


GI 


none 




Score 


147 


Exons 


5056.. 5157, 5058. 


.5111, 5240. 


.5356, 52^ 


2. .5355, 5447 . . 5530, 




5644. .5709, 5645. 


. 5710 






Seq. No. 


17350 




Seq. ID 


OJ991106_43.0105.C9 


Gene No. 


36431 




Strand 




Start 


5851 




End 


6481 


Name 


OJ991106 43.0105. 


C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


5074 




End 


5860 


GI 


none 




Score 


128 


Exons 


5074 . .5157, 5076. 


.5111, 5212. 


.5322, 5240.. 5323, 5308.. 5454, 




5309.. 5356, 5432. 


.5530, 5626. 


.5709, 5645.. 5713, 5800.. 5859, 




5801. .5860 








Seq. No. 


17350 




Seq. ID 


OJ991106_43.0105.C9 


Gene No. , 


36431 




Strand 




Start 


5851 




End 


6481 


Name 


OJ991106 43.0105. 


C9.ol. tc 


Method 


TBLASTX: Cress 


Start 


5281 




End 


6009 


GI 


none 




Score 


106 


Exons 


5281.. 5355, 5282. 


.5356, 5432. 


.5530, 544 


8. .5543, 5645. .5713, 




5656.. 5709, 5800. 


. 5865, 5801 . 


.5866, 5949. .6008, 5950. .6009 


Seq. No. 


17350 




Seq. ID 


OJ991106_43.0105.C9 


Gene No. 


36431 




Strand 




Start 


' 5851 




End 


6481 


Name 


OJ991106 43.0105. 


C9.o4.tm 


Method 


TBLASTX: Maize 


Start 


5801 




End 


6074 


GI 


none 




Score 


62 


Exons 


5801.. 5860, 5950. 


.6072, 5950. 


.6063, 5952.. 6074 


Seq. No. 


17350 




Seq. ID 


OJ991106_43.0105.C9 


Gene No. 


36431 




Strand 




Start 


5851 




End 


6481 


Name 


OJ991106 43.0105. 


C9.ol.gp 


Method 


AAT/GAP 


Start 


5851 




End 


6284 


GI 


uC-osflcypl72a08bl 


Score 


864 


Exons 


5851. .6284 








GI Descrip. 


, 2262101/gb|AAB63609.1| 2 . Oe- 


21 (AC002343) kinesin heavy chain 




isolog [Arabidops 


is thaliana] 


i 




Seq. No. 


17350 




Seq. ID 


OJ991106_43.0105.C9 


Gene No. 


36431 




Strand 




Start 


5851 




End 


6481 


Name 


OJ991106 43.0105. 


C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5991 




End 


6481 


GI 


none 




Score 


96 



17801 



Exons 



5991.. 6074, 5992.. 6072, 6198.. 6464, 6199.. 6465, 6203.. 6481 



Seq. No. 17350 

Gene No. 36431 

Start 5851 

Name OJ991106_4 3 . 0105 . C9 . o3 . tm 

Start 6211 

GI -none 

Exons 6211.. 6462, 6213.. 6389 



Seq. ID OJ991106_43.0105.C9 
Strand 

End 6481 

Method TBLASTX : Maize 

End - 64 62 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17350 
36432 
7791 

OJ991106_4 3.0105.C9.o2.tm 

7791 

none 



Seq. ID OJ991106_43.0105.C9 
Strand 

End 8353 

Method TBLASTX : Maize 

End 8353 

Score 253 



7791. .7970, 7794. .7967, 7811. .8017, 8089. .8250, 8093. .8251, 
8255. .8353, 8263. .8349 



Seq. No. 17350 

Gene No. 36432 

Start 7791 

Name OJ991106_43 . 0105 . C9 . o3 . ts 

Start 7803 

GI none 
Exons 



Seq. ID OJ991106_43.0105.C9 
Strand 

End 8353 

Method TBLASTX : Soybean 

End 8353 

Score 197 



7803. .7970, 7803. .7961, 7832. .7963, 8089. .8352, 8093. .8353 



Seq. No. 17351 

Gene No. 36433 
Start . 258 

Name OJ991106_4 3 . 0105 .C10 . ol . gs 

Start 258 

GI none 

Exons 258.. 506 



Seq. ID OJ991106_43. 0105. C10 

Strand + 

End 506 

Method GENSCAN 

End 506 

Score . 6 



Seq. No. 17351 

Gene No. 36433 

Start 258 

Name OJ991106_4 3 . 0105 . C10 . ol . np 

Start 258 

GI 1350889 

Exons 258.. 442 

GI Descrip. PUTATIVE 30S RIBOSOMAL PROTEIN S31, CHLOROPLAST PRECURSOR 



Seq. ID OJ991106_43. 0105. C10 

Strand + 

End 506 

Method AAT/NAP 

End 442 

Score 289 



Seq. No. 17351 

Gene No. 36434 

Start 423 

Name OJ991106_43 . 0105 . C10 . ol . ts 

Start 323 

GI none 
Exons 



Seq. ID OJ991106_43. 0105. C10 

Strand + 

End 839 

Method TBLASTX : Soybean 

End 506 

Score 133 



323. .505, 365. .505, 399. .506, 462. .506 



Seq. No. 17351 

Gene No. 36434 

Start 423 

Name OJ991106_43 . 0105 . C10 . ol . tm 

Start 329 



Seq. ID OJ991106_43. 0105. C10 

Strand + 

End 839 

Method TBLASTX: Maize 

End 478 



17802 




GI 


none 




Score 


169 




Exons 


329.. 478, 365.. 475 










Seq. No. 


17351 




Seq. ID 


OJ991106_43. 


0105. C10 


Gene No. 


364 34 




Strand 


+ 




Start 


423 




End 


839 




Name 


OJ991106 43. 0105. CIO. ol 


. gp 


Method 


AAT/GAP 




Start 


423 




End 


839 




GI 


2798553 




Score 


726 




Exons 


423. .839 










Seq. No. 


17352 




Seq. ID 


OJ991106_43. 


0105. C12" 


Gene No . 


36435 




Strand 






Start 


151 




End 


608 




Name 


OJ991106 43.0105.C12.ol 


. gs 


Method 


GENSCAN 




Start 


151 




End 


608 




GI 


none 




Score 


.9 




Exons 


151. .291, 450. .608 










Seq. No. 


17353 




Seq. ID 


OJ991106_43. 


0105. C13 


Gene No. 


36436 




Strand 






Start 


1 




End 


798 




Name 


OJ991106 43.0105.C13.ol 


gp 


Method 


AAT/GAP 




Start 


1 - 




End 


335 




GI 


1631971 




Score 


224 




Exons 


1..54, 239. .335 










GI Descrip. 


1173555 9.0e-41 (U31544) 


UDP- 


galactose 


-4-epimerase 


[Pisum 



sativum] 



Seq. No. 


17353 


Seq. ID 


OJ991106_43.0105 


Gene No. 


36436 


Strand 




Start 


1 


End 


798 


Name 


OJ991106 43.0105.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


798 


GI 


1173555 


Score 


258 


Exons 


1..54, 239. .340, 427. .562, 698. .798 




GI Descrip. 


(U31544) UDP-galactose-4-epimerase [Pisum sativum] 


Seq. No. 


17353 


Seq. ID 


OJ991106_43.0105- 


Gene No. 


36436 


Strand 




Start 


1 


End 


798 


Name 


OJ991106 43.0105.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


236 


End 


565 


GI 


none 


Score 


90 


Exons 


236. .340, 237. .341, 430. .564, 


431. .565 




Seq. No. 


17353 


Seq. ID 


OJ991106_43.0105 


Gene No. 


36436 


Strand 




Start 


1 


End 


798 


Name 


OJ991106 43.0105.C13.ol. tm 


Method 


TBLASTX: Maize 


Start 


236 


End 


571 


GI 


none 


Score 


91 


Exons 


236. .343, 237. .338, 424. .570, 


428. .571 




Seq. No. 


17353 


Seq. ID 


OJ991106_43. 0105 


Gene No. 


36436 


Strand 




Start 


1 


End 


798 



17803 



Name 

Start 

GI 

Exons 



OJ991106_4 3 . 0105 . C13 . ol . ts Method TBLASTX : Soybean 

236 End 568 

none Score 108 

236. .343, 237. .341, 424. .561, 428. .568 



Seq. No. 17353 

Gene No. 36436 

Start 1 

Name OJ991106_4 3 . 0105 . C13 . ol . gs 

Start 239 

GI none 

Exons 239.. 340, 427.. 498, 563.. 747 



Seq. ID OJ991106_43.0105.C13 

Strand 

End 798 

Method GENSCAN 

End 747 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17354 
36437 
1 

OJ991106_4 3. 0105.C14.ol.np 
1 

5902445 
1. .467 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991106_43.0105.C14 
Strand 

End 4 67 

Method AAT/NAP 

End 4 67 

Score 443 



17354 
36437 
1 

OJ991106_4 3.0105.C14.ol.tw 

13 

none 



Seq. ID OJ991106_43.0105.C14 
Strand 

End 4 67 

Method TBLASTX : Wheat 

End 398 

Score 45 



13. .186, 183. .398, 208. .249, 295. .384 



Seq. No. 17354 

Gene No. 36437 

Start 1 

Name OJ991106_4 3 . 0105 . C14 . ol . gs 

Start 23 

GI none 

Exons 23. .344, 381. .440 



Seq. ID OJ991106_43.0105.C14 
Strand 

End 4 67 

Method GENSCAN 

End 440 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17355 
36438 
1 

OJ991106_4 3.0105.C16.ol.np 
1 

2498930 
1..40, 122. .183, 306. .330 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ991106_43.0105.C16 
Strand 

End 330 

Method AAT/NAP 

End 330 

Score 4 3 



17355 
36438 
1 

OJ991106_43.0105.C16.ol.gs 

124 

none 

124 . . 183 



Seq. ID OJ991106_43.0105.C16 
Strand 

End 330 

Method GENSCAN 

End 183 

Score .99 



Seq. No. 



17356 



Seq. ID OJ991106 42. 0103. CI 



17804 



Gene No . 


36439 


Strand 


+ 




Start 


1488 


End 


8964 




Name 


OJ991106 42.0103.Cl.ol.gs 


Method 


GENSCAN 




Start 


1488 


End 


8964 




GI 


none 


Score 


.48 




Exons 


1488. .1745, 2044. .2172, 2314 


..2438, 2743. .2824, 


3387 . . 3425, 




3576. .3672, 5148. .5296, 5511 


..5620, 7428.. 7693, 


8382. .8586, 




8832. .8964 








Seq. No. 


17356 


Seq. ID 


OJ991106^ 


42. 0103. CI 


Gene No . 


36439 


•Strand 


+ 




Start 


1488 


End 


8964 




Name 


OJ991106 42.0103.Cl.o2.np 


Method 


AAT/NAP 




Start 


1488 


End 


3957 




GI 


4512678 


Score 


726 




Exons 


1488. .1745, 2044. .2172, 2293 


..2438, 2483.. 2640, 


2743. .2843, 




3116.. 3174, 3387. .3425, 3576 


. .3687, 3830. .3957 




GI Descrip. 


(AC006931) unknown protein [Arabidops 


is thaliana] 


Seq. No. 


17356 


Seq. ID 


OJ991106_ 


42. 0103. CI 


Gene No. 


36440 


Strand 


+ 




Start 


16100 


End 


20040 




Name 


OJ991106 42.0103.Cl.o3.gs 


Method 


GENSCAN 




Start 


16100 


End 


20040 




GI 


none 


Score 


.52 




Exons 


16100. .16221, 17857. . 17937, 


18585. .18647, 19434. 


.20040 


Seq. No. 


17356 


Seq. ID 


OJ991106_ 


42. 0103. CI 


Gene No . 


36441 


Strand 


+ 




Start 


23709 


End 


26658 




Name 


OJ991106 42.0103.Cl.o2.gp 


Method 


AAT/GAP 




Start 


23628 


End 


24150 




GI 


43289 1.R1084 


Score 


778 




Exons 


23628. .23799, 23892.. 24150 








GI Descrip. 


' 544250/sp| P35402IERD2 ARATH 


9.0e-27 ER LUMEN PROTEIN RETAINING 




RECEPTOR (HDEL RECEPTOR) >gi 


_541860_pir A49677 


endoplasmic 




reticulum retention receptor 


Erd2 - Arabidopsis 


thaliana 1 


Seq. No. 


17356 


Seq. ID 


OJ991106_ 


42. 0103. CI 


Gene No. 


36441 ' 


Strand 


+ 




Start 


23709 


End 


26658 




Name 


OJ991106 42.0103.Cl.o5.gs 


Method 


GENSCAN 




Start 


23709 


End 


26525 




GI 


none 


Score 


.8 




Exons 


23709. .23799, 23892 .. 24 157 , 


24643. .24701, 25829. 


.25902, 




25987. .26050, 26432.. 26525 








Seq. No. 


17356 


Seq. ID 


OJ991106_ 


_42.0103.C1 


Gene No. 


36441 


Strand 


+ 




Start 


23709 


End 


26658 




Name 


OJ991106 42.0103.Cl.o5.np 


Method 


AAT/NAP 




Start 


23709 


End 


26158 




GI ■ 


6685428 


Score 


724 




Exons 


23709. .23799, 23892 .. 24 165, 


25050. .25157, 25829. 


.25902, • 



25987. .26050, 26125.. 26158 
GI Descrip. ER LUMEN PROTEIN RETAINING RECEPTOR (HDEL RECEPTOR) 
gi | 4105782 (AF049922) PGP169-12 [Petunia x hybrida] 



(PGP169-12) 



17805 



Seq. No. 17356 Seq. ID OJ991106_42 . 0103 . CI 

Gene No. 36441 Strand + 

Start 23709 End 26658 

Name OJ991106_42 . 0103 . CI . o3 . gp Method AAT/GAP 

Start ' 26008 End 26658 

GI 42190_1.R1084 Score 1089 

Exons 26008. .26050, 26125.. 26658 

GI Descrip. ' 4 17 6420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 17356 Seq. ID 

Gene No. 36442 Strand 

Start 27323 End 

Name OJ991106_42 . 0103 . CI . 06 . gs Method 

Start 27323 End 

GI none Score 

Exons 27323.. 28051 



OJ991106_42.0103.C1 
+ 

28051 
GENSCAN 
28051 
.99 



Seq. No. 17356 Seq. ID 

Gene No. 36442 Strand 

Start 27323 End 

Name OJ991106_42 . 0103 . CI . 06 . np Method 

Start 27323 End 

GI 2244800 Score 

Exons - 27323.. 28030 

GI Descrip. (Z97336) carnitine racemase like protein [Arabidopsis thaliana] 



OJ991106_42.0103.C1 
+ 

28051 

AAT/NAP . 

28030 

500 



Seq. No. 


17356 


Seq. ID 


OJ991106_42.0103.C1 


Gene No. 


36443 


Strand 




Start 


1 


End 


1824 


Name 


OJ991106 42.0103.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1824 


GI 


4680186 


Score 


202 


Exons 


1..446, 1778. .1824 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp . 


indica] 


Seq. No. 


17356 


Seq. ID 


OJ991106_42.0103.C1 


Gene No. 


36444 


Strand 




Start 


4009 


End 


4210 


Name 


OJ991106 42.0103.Cl.ol.gp 


Method 


AAT/GAP 


Start 


4009 


End 


4210 


GI 


46775 1.R1084 


Score 


342 


Exons 


4009. .4210 






GI Descrip. 


t 4585976/gb|AAD25612.1|AC005287 14 3.0e-21 (AC005287) Unknown 




protein [Arabidopsis thaliana] 1 




Seq. No. 


17356 


Seq. ID 


OJ991106_42.0103.C1 


Gene No. 


36445 


Strand - 




Start 


9575 


End 


16244 


Name 


OJ991106 42.0103.Cl.o3.np 


Method 


AAT/NAP 


Start 


9575 


End 


14197 


GI 


3184291 


Score 


738 


Exons 


9575. .9605, 12209. .12457, 


12763. .12982, 


13421. .14197 


GI Descrip. 


(AC004136) similar to prokaryotic DNA polymerase III gamma 




subunit [Arabidopsis thaliana] 





17806 



Seq. No. 


17356 






Seq. ID 


OJ991106_42.0103.C1 


Gene No. 


36445 






Strand 




Start 


9575 






End 


16244 


Name 


OJ991106 42.0103 


.CI, 


, o2 . gs 


Method 


GENSCAN 


Start 


10076 






End 


15184 


GI 


none 






Score 


.81 


Exons 


• 10076. . 10155, 10773". 


.-. 11321, 


12763. . 12982, 13421. .15184 


Seq. No. 


17356 






Seq. ID 


OJ991106_42.0103.C1 


Gene No. 


36445 






Strand 




Start 


9575 






End 


16244 


Name 


OJ991106 42.0103 


.CI. 


o 4 . np 


Method 


AAT/NAP 


Start 


10717 






End 


16244 


GI 


4539401 






Score 


1658 


Exons 


10717. .10915, 10991. 


. 11321, 


11948. . 12079, 12224. .12457, 




12763. .12982, 13379. 


. 14379, 


14 410. . 14 545, 14712. .14875, 




15115. . 15143, 16171. 


. 16244 






GI Descrip. 


(AL035526) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


17356 






Seq. ID 


OJ991106_42.0103.C1 


Gene No. 


36446 






Strand 




Start 


21106 






End 


21820 


Name 


OJ991106 42.0103 


.CI. 


o4 . gs 


Method 


GENSCAN 


Start 


21106 






End 


21820 


GI 


none 






Score 


.71 


Exons 


21106. .21170, 21277. 


. 21396, 


21772. .21820 


Seq. No. 


17356 






Seq. ID 


OJ991106_42.0103.C1 


Gene No . 


36447 






Strand 




Start 


29877 






End 


31887 


Name 


OJ991106 42.0103. 


.CI. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


2042 






End 


3960 


GI 


none 






Score 


136 


Exons 


2042. .2173, 2043, 


..2174, 2043 


..2174, 2044. .2175, 2044. .2175, 




2288. .2419, 2292, 


..2420, 2292 


..2423, 2293. .2424, 2410. .2640, 




2516. .2638, 2520, 


..2654, 2530 


..2640, 2738. .2827, 2741. .2821, 




2742. .2846, 2743, 


..2826, 3575 


..3649, 3576. .3650, 3898. .3960 


Seq. No. 


17356 






Seq. ID 


OJ991106_42.0103.C1 


Gene No . 


36447 






Strand 




Start 


29877 






End 


31887 


Name 


OJ991106 42.0103, 


.CI. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


2044 






End 


2830 


GI 


none 






Score 


221 


Exons 


2044. .2175, 2046, 


..2174, 2047 


..2175, 22 


92. .2423, 2293. .2424, 




2516. .2638, 2517, 


,.2639, 2518 


..2640, 27 


38. .2830, 2741. .2812, 




2743. .2826 










Seq. No. 


17356 






Seq. ID 


OJ991106_42.0103.C1 


Gene No. 


36447 






Strand 




Start 


29877 






End 


31887 


Name 


OJ991106 42.0103. 


CI. 


o4 . tc 


Method 


TBLASTX: Cress 


Start 


2044 






End 


2175 


GI 


none 






Score 


205 


Exons 


2044. .2175, 2046. 


.2162, 2047 


. .2169 




Seq. No. 


17356 






Seq. ID 


OJ991106_42.0103.C1 



17807 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36447 Strand 
29877 End 
OJ991106_42 .0103. CI .o2. tc Method 
2286 End 
none Score 

2286.-2423, 2296.. 2424, 2298.. 2-423, 2300 

2516.. 2638, 2518.. 2658, 2743.. 2826, 2743 



31887 

TBLASTX: Cress 
2830 
49 

2470, 2509.. 2592, 
2826, 2744.. 2830 



Seq. No. 17356 

Gene No. 36447 

Start 29877 

Name OJ991106_42 . 0103 . CI . o7 . tm 

Start 11016 

GI none 
Exons 



Seq. ID OJ991106_42.0103.C1 
Strand 
End 

Method 
End 
Score 



31887 

TBLASTX: Maize 

11176 

113 



11016. . 11174, 11016. . 11174, 11017 .. 11175, 11018. .11176 



Seq. No. 17356 
Gene No. 36447 
Start 29877 

Name OJ991106_42 . 0103 . CI .o5 . tm 

Start 11176 
GI none 
Exons 11176. 

11950. 

12238. 
- 12763. 

13415. 



, 11334, 11180, 

,12069, 12075, 

,12462,. 12273. 

, 13020, 12764 . 

,13498, 13421. 



11323, 
,12140, 
12461, 
,12919, 
,13501, 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method TBLASTX : Maize 

End 13502 

Score 154 
11877. .12071, 1194 9. .12065, 
12076. .1214 7, 12189. .12311, 
1274 9. .1297 6, 127 62. .13016, 
12904. .12975, 1314 7. .13182, 
13422. .13502 



Seq. No. 17356 

Gene No. 36447 

Start 29877 

Name OJ991106_4 2 . 0103 . CI . o5 . ts 

Start 12773 

GI none 

Exons 12773. .12922, 12777. .12932, 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method TBLASTX : Soybean 

End 12960 

Score 162 
12777. .12959, 12895. .12960 



Seq. No. 17356 

Gene No. 36447 

Start 29877 

Name OJ991106_42 . 0103 . CI . o3 . tm 

Start 13754 

GI none 

Exons 13754. .14 035, 13755. .14036 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method TBLASTX : Mai ze 

End 14036 

Score 399 



Seq. No. 17356 

Gene No. 36447 

Start 29877 

Name OJ991106_4 2 . 0103 . CI . o2 . ts 

.Start 13835 

GI none 

Exons 13835. .14119, 13836. .14129, 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method TBLASTX : Soybean 

End 14141 

Score 319 
13851. .14141 



Seq. No. 17356 

Gene No. 36447 

Start 29877 

Name OJ991106_4 2 . 0103 . CI . 08 . tm 

Start 21113 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method TBLASTX : Mai ze 

End 23044 



17808 



GI 

Exons 



none 



Score 



85 



21113. .21172, 21115. .21171, 21117 .. 21188, 21118 .. 21189, 
21255. .21350, 21275 .. 21409, 21275 .. 21397 , 21300 .. 21398, 
21767. .21919, 21767 .. 21856, 23000 .. 2304 4 , 23004.. 23042 



Seq. .No. 17356 
Gene No. 36447 
Start 29877 

Name OJ991106_42 . 0103 . CI . ol . tc 

Start 23702 
GI none 
Exons 23702 . 

25039. 

25985. 

26105. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_42.0103.C1 
31887 

TBLASTX: Cress 

26166 

137 



.23800, 23703. .23801, 23887. 
.25158, 25047. .25157, 25818. 



.24087, 23888. 
.25901, 25835. 



.26041, 25986. .26027, 25986. . 26042, 25987. 
.26161, 26122.. 26166 



,24169, 
.25921, 
.26052, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17356 Seq. ID 

36447 Strand 

29877 End 

OJ991106_42. 0103.Cl.ol. tw Method 

23703 End 

none Score 



OJ991106_42.0103.C1 
31887 

TBLASTX: Wheat 

23973 

151 



23703. .23801, 23705 .. 23803, 23888 .. 23971, 23889 .. 23972, 
23890. .23973, 23890.. 23973 



Seq. No. 17356 

Gene No. 36447 

Start 29877 

Name OJ991106_42 . 0103 . CI . o2 . tm 

Start 23703 

GI none 
Exons 



Seq. ID OJ991106_42 . 0103. CI 
Strand 

End 31887 

Method TBLASTX : Maize 

End 26055 

Score 162 



23703. .23801, 23705 .. 23803, 23888 .. 24169, 2388 9 23978 , 
23890. .24156, 23990 .. 24 166, 25039 .. 25158 , 25041 .. 25157, 
25821. .25901, 25828 .. 25905, 25828 .. 25908 , 25987.. 26055 



Seq. No. 17356 Seq. ID 

Gene No. 36447 Strand 

Start 29877 End 

Name OJ991106_42 . 0103 . CI . o4 . ts Method 

Start 23709 End 

GI none Score 

Exons 23709. .23801, 23718 .. 23801, 23887 .. 24 090, 23888 

23990. .24091, 25039. . 25158, 25039 .. 25152 , 25053 

25830. .25901, 25847 .. 25879, 25983 .. 2 604 5 , 25989 
26123. .26209 



OJ991106 42. 0103. CI 



31887 

TBLASTX : Soybean 
26209 
115 

.24169, 
.25157, 
.26027, 



Seq. No. 17356 

Gene No. • 36447 
Start 29877 

Name OJ991106_42 . 0103 . CI . o3 . tc 

Start 27320 
GI none 

Exons 27320. .27415, 274 91 .. 27520, 

27692. .27859, 27694 .. 27852 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
27604 . .27684, 
27899. .28000 



OJ991106 42. 0103. CI 



31887 
TBLASTX 
28000 
100 

27605 



Cress 



,27694, 



Seq. No. 
Gene No. 



17356 
36447 



Seq. ID 
Strand 



OJ991106 42. 0103. CI 



17809 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29877 End 

OJ991106_42 . 0103 . CI . 06 . tm Method 

27320 End 

none Score 



31887 

TBLASTX: Maize 

27739 

103 



27320. .27418, 27488 27520, 27520 .. 27729, 27521.. 27739 



17356 
36447 
29877 

OJ991106_42.0103.Cl.o3.ts 

27323 

none 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method TBLASTX : Soybean 

End 27952 

Score 122 



27323. .27418, 274 91 27520 , 27604 .. 2784 9, 27605.. 27952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17356 
36447 
29877 

OJ991106_42.0103.Cl.o4.tm 

27749 

none 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method TBLASTX : Maize 

End 28064 

Score 364 



27749. .28051, 2774 9 .. 28063, 27966.. 28064 



Seq. No. 17356 

Gene No. 36447 

Start 29877 

Name ' OJ991106_42 . 0103 . CI . o7 . gs 

Start 29877 

GI none 
Exons 



Seq. ID OJ991106_42.0103.C1 
Strand 

End 31887 

Method GENSCAN 

End 31887 

Score ' .44 



29877. .29942, 30395 30607 , 30968 .. 31031 , 31850.. 31887 



Seq. No. 17357 

Gene No. 36448 

Start 544 

Name OJ991106_42 . 0103 . C2 . ol . gs 

Start 544 

GI none 

Exons 544 . . 602 



Seq. ID OJ991106_42.0103.C2 

Strand + 

End 602 

Method GENSCAN 

End 602 

Score .8 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. ^ 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



17358 
36449 
1 

OJ991106_42.0103.C3.ol.np 
1 

4580461 

1..343, 435..S32, 702. .828, 941. .1029 

(AC006081) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991106_42.0103.C3 
Strand ■ + 
End 1259 
Method AAT/NAP 
End 1029 
Score 537 



17358 
36449 
1 

OJ991106_42.0103.C3.ol.gs 

176 

none 

176. .343, 435. .532, 702. .833 

17358 
36449 



Seq. ID OJ991106_42.0103.C3 

Strand + 

End 1259 c '' 

Method GENSCAN 

End 833 

Score .9 



Seq. ID OJ991106_42.0103.C3 
Strand + 



17810 



Start 1 End 1259 

Name OJ991106_42 . 0103 . C3 . ol . gp Method AAT/GAP 

Start 297 End 1259 

GI 18432_1.R1084 Score 1032 

Exons 297. .343, 435. .532, 702. .828, 941. .1259 

GI Descrip; 1 6069643/dbj | AP00061 6 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 17358 

Gene No. 36450 

Start 6356 

Name OJ991106_42 . 0103 . C3 . o3 . gs 

Start 6356 

GI none 
Exons 



Seq. ID OJ991106_42.0103.C3 

Strand + 

End 20072 

Method GENSCAN 

End 19592 

Score . 7 



6356. .6430, 7092. .7212, 9002. .9327, 9407. .9715, 9820. .9890, 
9895. .9998, 10004. .10191, 11921. .12022, 12372. .12444, 
12526. .12753, 14331 .. 14485, 15143 .. 15265, 15619 .. 15710, 
17677. . 18076, 19407.. 19592 ..' 



Seq. No. 17358 

Gene No. 36450 

Start 6356 

Name OJ991106_42 . 0103 . C3 . o3 . gp 

Start 14961 

GI 4878407 

Exons ' 14961. .15387 

GI Descrip. 606964 3/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. ID OJ991106_42.0103.C3 

Strand + 

End 20072 

Method AAT/GAP 

End 15387 

Score 672 



Seq. No. 


17358 


Seq. ID 


OJ991106_42.0103.C3 


Gene No. 


36450 


Strand 


+ 


Start 


6356 


End 


20072 


Name 


OJ991106 42.0103.C3.o5.np 


Method 


AAT/NAP 


Start 


16719 


End 


20072 


GI 


4753660 


Score 


1194 


Exons 


16719. .16785, 17472 .. 18088 , 


19061. .19309, 19407. .19529, 




19875. .20072 






GI Descrip. 


(AL049751) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


17358 


Seq. ID 


OJ991106__42.0103.C3 


Gene No. 


36451 


Strand 




Start 


933 


End 


4246 


Name 


OJ991106 42.0103.C3.o2.gs 


Method 


GENSCAN 


Start 


933 


End 


4246 


GI 


none 


Score 


.87 


Exons 


933. .1005, 1281. .1495, 2058. 


.2129, 309^ 


'..3159, 3562. .3696, 




3939. .4046, 4124. .4246 






Seq. No. 


17358 


Seq. ID 


OJ991106_42.0103.C3 


Gene No . 


36451 


Strand 




Start 


933 


End 


4246 


Name 


OJ991106 42.0103.C3.o2.gp 


Method 


AAT/GAP 


Start 


1461 


End 


1843 


GI 


3107501 


Score 


759 


Exons 


1461. . 1843 






Seq. No. 


17358 


Seq. ID 


OJ991106_42.0103.C3 



17811 




Gene No. 


36452 




Strand 






Start 


10165 




End 


13223 




Name 


OJ991106 42. 0103. C3 


. o2 . np 


Method 


AAT/NAP 




Start 


10165 




End 


13223 




GI 


6069653 




Score 


367 




Exons 


10165. .10274, 11797 


..12780, 12808. .13051, 13112. .13223 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sa t i va ] 




Seq. No. 


17358 




Seq. ID 


OJ991106 42 0103 


C3 


Gene No. 


36453 




Strand 






Start 


13204 




End 


15688 




Name 


OJ991106 42 0103 C3 


. ol . tc 




TBLASTX: Cress 




Start 


174 




End 


993 




GI 


none 




Score 


253 




Exons 


174. .296, 175. .360, 


178. .336, 


418. .531, 


419. . 532, 699 


827 




716. .826, 939. .992, 


940. .993 








Seq. No. 


17358 




Seq. ID 


OJ991106 42 0103 


,C3 


Gene No. 


36453 




Strand 






Start 


13204 




End 


15688 




Name 


OJ991106 42. 0103. C3 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


175 




End 


800 




GI 


none 




Score 


274 




Exons 


175. .342, 175. .342, 


177. .344, 


227. .361, 


420 521 432 


530, 




433. .531, 433. .531, 


699. .800, 


699. .800 






Seq. No. 


17358 




Seq. ID 


OJ991106 42 0103 


.C3 


Gene No. 


36453 




St rand 






Start 


13204 




End 


15688 




Name 


OJ991106 42. 0103. C3 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


187 




End 


797 




GI 


none 




Score 


197 




Exons 


187. .360, 418. .528, 


419. .532, 


699. .797, 


699 . . 794 




Seq. No. 


17358 




Seq. ID 


OJ991106 42.0103 


.C3 


Gene No. 


36453 




Strand 






Start 


13204 




End 


15688 




Name 


OJ991106 42. 0103. C3 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


698 




End 


1040 




GI 


none 




Score 


186 




Exons 


698. .826, 699. .827, 


699. .827, 


916. .1038 


, 939. .1040 




Seq. No. 


17358 




Seq. ID 


OJ991106_42.0103 


.C3 


Gene No. 


36453 




Strand 






Start 


13204 




End 


15688 




Name 


OJ991106 42. 0103. C3 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


3555 




End 


4187 




GI 


none 




Score 


63 




Exons 


3555.. 3626, 3557.. 3640, 3560. 


.3697, 3565. .3696, 4116. .4187, 




4124 . .4186 










Seq. No. 


17358 




Seq. ID 


OJ991106_42.0103 


.C3 


Gene No. 


36453 




Strand 






Start 


13204 




End 


15688 




Name 


OJ991106 42. 0103. C3. 


o3 . np 


Method 


AAT/NAP 




Start 


13204 




End 


14940 




GI 


6907088 




Score 


262 





17812 




Exons 


13204. . 


,13590, 14341 


. .14583, 


14807. .14940 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


17358 






Seq. ID 


OJ991106_42.0103 


• C3 


Gene No. 


36453 






Strand 






Start 


13204 






End 


15688 




Name 


OJ991106 42. 0103. C3 


. o4 . np 


Method 


AAT/NAP 




Start 


14807 






End 


15688 




GI 


4680186 




Score 


167 


* 


Exons 


14807. . 


,14956, 15534 


. .15688 








GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 




Seq. No. 


17358 






Seq. ID 


OJ991106_42.0103 


.C3 


Gene No. 


36454 






Strand 






Start 


17471 






End 


18031 




Name 


OJ991106 42. 0103. C3 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


17471 






End 


17680 




GI 


none 






Score 


247 




Exons 


17471. . 


17680, 17476 


. .17598 








Seq. No. 


17358 






Seq. ID 


OJ991106_42.0103, 


.C3 


Gene No. 


36454 






Strand 






Start 


17471 






End 


18031 




Name 


OJ991106 42. 0103. C3 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


17477 






End 


17788 




GI 


none 






Score 


287 




Exons 


17477. . 


17788, 17482 


. . 17610 








Seq. No. 


17358 






Seq. ID 


OJ991106_42.0103, 


.C3 


Gene No. 


36454 






Strand 






Start 


17471 






End 


18031 




Name 


OJ991106 42. 0103. C3 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17489 






End 


18031 




GI 


none 






Score 


289 




Exons 


17489. . 


17815, 17510 


. . 17770, 


17842. .18030, 17852. .18031 




Seq. No. 


17358 






Seq. ID 


OJ991106_42.0103. 


,C3 


Gene No. 


36455 ■ 






Strand 






Start 


19073 






End 


20119 




Name 


OJ991106 42. 0103. C3 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


19073 






End 


20024 




GI 


none 






Score 


153 




Exons 


19073. . 


19312, 19141, 


. .19311, 


19419. . 19529, 19896 .. 20024 , 






19898. . 


19987 










Seq. No. 


17358 






Seq. ID 


OJ991106_42.0103. 


,C3 


Gene No. 


36455 






Strand 






Start 


19073 






End 


20119 




Name 


OJ991106 42. 0103. C3. 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


19193 






End 


19534 




GI 


none 






Score 


121 




Exons 


19193. . 


19315, 19195. 


. .19311, 


194 01. .19529, 194 06. .19534 




Seq. No. 


17358 






Seq. ID 


OJ991106_42.0103. 


C3 


Gene No. 


36455 






Strand 






Start 


19073 






End 


20119 




Name 


OJ991106 42. 0103. C3. 


. o3 . tm 


Method 


TBLASTX: Maize 





-17813 



Start 


19914 


End 


20119 








GI 


none 


Score 


220 








Exons 


19914 . .20078, 19915 .. 20118 , 


19916. .20119 








Seq. No. 


17359 


Seq. ID 


OJ991106_ 


4 2 


.0103, 


.C4 


Gene No. 


36456- 


Strand 


*+ 








Start 


390 


End 


22852 








Name 


OJ991106 42.0103.C4.ol.np 


Method 


AAT/NAP 








Start 


390 


End 


14690 








GI 


6692107 


Score 


343 








Exons 


390. .563, 968. .1177, 5853. .6026, 14587 


. .14690 








GI Descrip. 


(AC007764) F22C12.23 [ Arabidopsis thaliana] 








Seq. No. 


17359 


Seq. ID 


OJ991106_ 


4 2 


.0103, 


.C4 


Gene No. 


36456 


Strand 


+ 








Start 


390 


End 


22852 








Name 


OJ991106 42.0103.C4.ol.gs 


Method 


GEN SCAN 








Start 


732 


End 


2085 








GI 


none 


Score 


.81 








Exons 


732. .1177, 1905. .2085 












Seq. No. 


17359 


Seq. ID 


OJ991106_ 


4 2 


.0103, 


,C4 


Gene No. 


36456 


Strand 


+ 








Start 


390 


End 


22852 








Name 


OJ991106 42. 0103. C4 . o2 . gs 


Method 


GENSCAN ■ 








Start 


4889 


End 


5400 








GI 


none 


Score 


.74 








Exons 


4889. .5068, 5166. .5334, 5396 


. .5400 










Seq. No. 


17359 


Seq. ID 


OJ991106_ 


4 2 


.0103. 


,C4 


Gene No. 


36456 


Strand 


+ 








Start 


390 


End 


22852 








Name 


OJ991106 42.0103.C4.o3.gs 


Method 


GENSCAN 








Start 


5824 


End 


8717 








GI 


none 


Score 


.45 








Exons 


• 5824. .5963, 6795. .6936, 7215 


..7363, 7729. .7816, 


8119. .8346, 




8538. .8717 












Seq. No. 


17359 


Seq. ID 


OJ991106_ 


4 2 


.0103. 


.C4 


Gene No. 


36456 


Strand 


+ 








Start 


390 


End 


22852 








Name 


OJ991106 42.0103.C4.o2.np 


Method 


AAT/NAP 








Start 


8128 


End 


8669 








GI 


6225976 


Score 


269 








Exons 


8128. .8346, 8538. .8669 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



SOS RIBOSOMAL PROTEIN L20 gi I 38 61153 | emb | CAA15053 | (AJ235272) 
CYANELLE SOS RIBOSOMAL PROTEIN L20 (rplT) [Rickettsia 
prowazekii] 



17359 
36456 
390 

OJ991106_42.0103.C4 .oS.gs 
12737 



End 

Method 
End 

none Score 
12737. .13406, 134 89 .. 13648 , 13734 13782 , 14436 
16179. .16601, 17693. . 18076, 1834 6 .. 184 61 , 18604 



Seq. ID OJ991106_42.0103.C4 
Strand + 

22852 
GENSCAN 
22828 
.59 



14549, 
18710, 



17814 




18817. .19010, 19192. .19389, 19490 .. 19618 , 19712 .. 19790, 
21441.. 22828 



Seq. No. 


17359 


Seq. ID 


OJ991106 42.0103 


.C4 


Gene No. 


36456 


Strand 


+ 




Start 


o n n 

j y U a ~ . 


End 


22852 




Name 


OJ991106 42.0103.C4 .o3.np 


Method 


AAT/NAP 




Start 


13355 


End 


20285 




GI 


2654870 


Score 


* 3241 




Exons 


13355. .13406, 13489 13648, 


13734. .13782, 14 4 36. . 1454 9, 






16179. .16601, 17693. .18076, 


18165. .18260, 1834 6. .184 61, 






18 604. .18771, 18851. .19010, 


19192. .19389, 194 90. .19618, 






19712. .19790, 20179.. 20285 








GI Descrip. 


(AF015302) RbohAOsp [Oryza 


sativa] 






Seq. No. 


17359 


Seq. ID 


OJ991106 42.0103 


.C4 


Gene No. 


36456 


Strand 


+ 




Start 


390 


End 


22852 




Name 


OJ991106 42.0103.C4.ol.gp 


Method 


AAT/GAP 




Start 


19733 


End 


20667 




GI 


10760 1.R1084 


Score 


1026 




Exons 


19733. . 19790, 20179 .. 20667 , 








GI Descrip. 


•2654870 7.0e-22 (AF015302) 


RbohAOsp 


[Oryza sativa] 1 




Seq. No. 


17359 


Seq. ID 


OJ991106_42.0103 


.C4 


Gene No. 


36456 


Strand 


+ 




St&rt 


390 


End 


22852 




Name 


OJ991106 42.0103.C4.o4.np 


Method 


AAT/NAP 




Start 


21422 


End 


22852 




GI 


2191136 


Score 


563 




Exons 


21422. .21832, 21890. .22852 








GI Descrip. 


(AF007269) Similar to UTP-Glucose Glucosyltransf erase; < 


^oded 




by A. thaliana cDNA T46230; 


coded for 


by A. thaliana cDNA 




H76538; coded for by A. thaliana cDNA 


H7 6290 [Arabidopsis 




thaliana] 








Seq. No. 


17359 


Seq. ID 


OJ991106_42.0103 


,C4 


Gene No. 


36457 


Strand 


+ 




Start 


24072 


End 


24194 




Name 


OJ991106 42.0103.C4.o6.gs 


Method 


GENSCAN 




Start 


24072 


End 


24194 




GI 


none 


Score 


.56 




Exons 


24072. .24194 








Seq. No. 


17359 


Seq. ID 


OJ991106_42.0103 


,C4 


Gene No. 


36458 


Strand 


+ 




Start 


25543 


End 


25866 




Name 


OJ991106 42.0103.C4.o7.gs 


Method 


GENSCAN 




Start 


25543 .. 


End 


25866 




GI 


none 


Score 


.87 




Exons 


25543. .25866 








Seq. No. 


17359 


Seq. ID 


OJ991106_42.0103, 


.C4 


Gene No. 


36459 


Strand 






Start 


9867 


End 


12306 




Name 


OJ991106 42.0103.C4.o4.gs 


Method 


GENSCAN 




Start 


9867 


End 


12306 





17815 



GI none Score .46 

Exons 9867.. 9975, 10989. .-11079, 11545 11620, 11766 .. 11874 , 

12161. .12306 



Seq. No. 17359 

Gene No. 36460 

Start 27337 

Name OJ991106_42 .0103 . C4 . 06 . ts 

Start 1073 

GI none 

Exons 1073.. 1177, 
5850. .6002 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_42.0103.C4 
27384 

TBLASTX : Soybean 

6002 

163 



1074. .1178, 5838..S963, 5843. .5962, 5845. .5973, 



Seq. No. 17359 

Gene No. 36460 

Start 27337 

Name OJ991106_42 . 0103 . C4 . o3 . 

Start 8124 

GI none 

Exons 8124.. 8348, 8157.. 8324, 
8538. .8687 

Seq. No. 17359 

Gene No. 364 60 

Start 27337 

Name OJ991106_42 . 0103 . C4 . o5 . 

Start 8137 

GI none 

Exons 8137.. 8256, 8149.. 8349, 
8537. .8686, 8538. .8687, 



Seq. ID OJ991106_42.0103.C4 
Strand 

End 27384 

tc Method TBLASTX : Cress 

End 8695 

Score 93 
8158. .834 6, 8537. .8677, 8537. .8695, 



Seq. ID OJ991106_42.0103.C4 
Strand 

End 27384 

tm Method TBLASTX : Mai ze 

End 8732 

Score 341 
8151. .8348, 8302. .8358, 8536. .8685, 
8691. .8732 



Seq. No. 17359 Seq. ID 

Gene No. 36460 Strand 

Start 27337 End 

Name OJ991106_42 . 0103 . C4 . o4 . ts Method 

Start 8140 End 

GI none Score 
Exons 



OJ991106_42.0103.C4 
27384 

TBLASTX : Soybean 

8687 

327 



8140. .8349, 8148. .8348, 8536.-8637, 8537. .8686, 8538. .8687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17359 

36460 

27337 

OJ991 

12875 

none 

12875 

13487 

13704 

14433 

16209 

17824 

18345 

18849 

19271 

19487 

19711 



106 42.0103.C4 .ol. tc 



. .12931, 
. .13537, 
. .13790, 
. .14552,. 
. . 16634, 
. .18036, 
. .18461, 
. .19004, 
. .19390, 
. .19621, 
. .19803, 



13037. 
13488, 
13735. 
14443. 
17690. 
18158. 
18604. 
18894 . 
19278. 
19495. 
19711. 



. 13150, 
. 13649, 
. 13794, 
. 14568, 
.17824, 
.18265, 
.18768, 
. 19007, 
. 19382, 
. 19623, 
. 19797, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13042 

13491 

13735 

16178 

17697 

18165 

18605 

19266 

19297 

19501 

20174 



OJ991106_42.0103.C4 
27384 

TBLASTX: Cress 
20290 
78 

13140, 13256. . 13408, 
13649, 13604. .13654, 
13791, 13884. .13925, 
16540, 16178. .16624, 
17756, 17807. .18076, 
18266, 18340. . 18465, 
18769, 18848. .18970, 
19379, 19267. . 19389, 
19389, 19298. . 19390, 
19632, 19709. . 19792, 
20290, 20178.. 20288 



17816 



Seq. No. 


17359 






Gene No. 


36460 






Start 


27337 






Name 


OJ991106 42. 0103. C4 


,o5. ts 


Start 


13027 






GI 


none 






Exons 


13027. 


.13146, 13037 


. .13150, 


Seq. No. 


17359 






Gene No. 


36460 






Start 


27337 






Name 


OJ991106 42. 0103. C4 


. o7 . tm 


Start 


13096 






GI 


none 






Exons 


13096. 


.13146, 13097 


. .13150, 




13232. 


.13306, 13291 


. .13407, 




13488. 


.13574 




Seq. No. 


17359 






Gene No. 


36460 






Start 


27337 






Name 


OJ991106 42. 0103. C4 


o3 . ts 


Start 


13487 






GI 


none 






Exons 


13487. 


.13546, 13488 


.13649, 




13705. 


.13788, 14433 


.14552, 




16251. 


.16550, 16323 


. 16535, 




16551. 


.16604, 18165 


.18266, 




18340. 


.18465, 18604 


.18753, 




18844 . 


.18954, 18848 


.18964, 




19287. 


.19382, 19492 


.19623, 




19711. 


.19791, 20175 


.20288 


Seq. No. 


17359 






Gene No. 


36460 






Start 


27337 






Name 


OJ991106 42. 0103. C4 . 


06 . tm 


Start 


.16242 






GI 


none 






Exons 


16242. 


.16550, 16331. 


.16540 


Seq. No. 


17359 






Gene No. 


36460 






Start 


27337 






Name 


OJ991106 42. 0103. C4. 


o2.tw 


Start 


16548 






GI 


none 






Exons 


16548. 


16604, 16571. 


.16609, 




17,810. 


17998, 17824. 


.18030 


Seq. No. 


17359 






Gene No. 


36460 






Start 


27337 






Name 


OJ991106 42. 0103. C4. 


o2 . tm 


Start 


16563 






GI 


none 






Exons 


16563. . 


16601, 16564. 


. 16599, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13195 

13310 



OJ991106_42.0103.C4 
27384 

TBLASTX : Soybean 

13390 

126 



OJ991106 42. 0103. C4 



27384 

TBLASTX: Maize 
13574 
74 

13302, 13196. .13303, 
13408, 13487. .13546, 



Seq. ID OJ991106_42.0103.C4 
Strand 

End 27384 

Method TBLASTX : Soybean 

End 20288 

Score 188 
13604 . . 13.654, 13704 . . 137 90, 
14433. .14588, 16250. .16300, 
16334. .16591, 1654 4. .16609, 
18168. . 18266, 18339 .. 184 61 , 
18 605. .18754, 18 635. .18754, 
18852. .19010, 19279. . 1938 6, 
19493. .19621, 19709. .19792, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_42.0103.C4 
27384 

TBLASTX: Maize 

16550 

340 



OJ991106_42.0103.C4 
27384 

TBLASTX: Wheat 

18034 

69 

31, 17777. . 18034, 



Seq. ID OJ991106_42.0103.C4 
Strand 
End 

Method 
End 
Score 



27384 

TBLASTX: Maize 

18215 

66 



17817 



17690. .18109, 17910. . 18104, 18164 .. 18214 , 18165. .18215 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



17359 
36460 
27337 

OJ991106_42.0103.C4 .o2.ts 

17690 

none 



Seq. ID OJ991106_42.0103.C4 
Strand 

End 27384 

Method TBLASTX : Soybean 

End 18076 

Score 131 



17690. .17791, 17690. .17791, 17810 .. 18076, 17810 .. 18016, 
17812. .18075 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17359 
36460 
27337 

OJ991106_42 .0103.C4 .o4.tw 

18165 

none 



Seq. ID OJ991106_42.0103.C4 
Strand 
End 

Method 
End 
Score 



27384 

TBLASTX: Wheat 

18688 

90 



18165. .18266, 18 168 .. 18263, 18340 .. 184 65, 1834 5 .. 184 61 , 
18604. .18687, 18605. .18688 



Seq. No. 17359 Seq. ID 

Gene No. 36460 Strand 

Start 27337 . End 

Name OJ991106_42 . 0103 .C4 . o4 . tm Method 

Start 18216 End 

GI none Score 

Exons 18216. .18266, 18216 .. 18263, 18218 

18374. .18475, 18376 18465, 18604 

18849. .18995, 18851 .. 18997 , 18851 



OJ991106 42. 0103. C4 



27384 

TBLASTX: Maize 
18997 
81 

18265, 18373. .18474, 
18771, 18605. .18769, 
18970, 18858.. 18983 



Seq. No. 17359 
Gene No. 36460 
Start 27337 

Name OJ991106_4 2 . 0103 . C4 . o3 . tm 

Start 19272 

GI none 

Exons 19272. .19388, 19272 .. 19388 , 19273 .. 19389, 19273 

19487. .19621, 1948 9 .. 19620 , 19514 .. 19621 , 19709 
19711. .19797, 19720. . 19803, 20174 
20179. .20295, 20179.. 20286 



Seq. ID OJ991106_42.0103.C4 
Strand 

27384 

TBLASTX: Maize 
20295 
145 



End 

Method 

End 

Score 



,20284, 20175. 



,19389, 
,19792, 
,20291, 



Seq. No. 17359 
Gene No. 36460 
Start 27337 

Name OJ991106_42 . 0103 . C4 . ol . tm 

Start 21422 
GI none 
Exons 21422 . 

21719. 

22165. 

22199. 



.21634, 21440. 

.22087, 21942. 

.22191, 22166. 

.22315, 22373. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_42.0103.C4 
27384 

TBLASTX: Maize 

22648 

124 



.21634, 21615. .21650, 21661 .. 21702 , 

.22010, 22093. .22131, 22094 22135 , 

.22192, 22189. .22314, 22190 .. 22315 , 

.22642, 22402. .22641, 22463.-22648 



Seq. No. 17359 Seq. ID 

Gene No. 36460 Strand 

Start 27337 End 

Name OJ991106_42 . 0103 .C4 . ol . ts Method 

Start 21434 End 



OJ991106_42.0103.C4 
27384 

TBLASTX : Soybean 
22630 



17818 



GI 

Exons 



none 



Score 



69 



21434 . .21547, 21595 21624 , 21707 21829, 21899 .. 22081 , 
22042. .22305, 22103 22309, 22133 22309, 22382 .. 22621, 
22402. .22620, 22466.. 22630 



Seq. No. 17359 

Gene No. 364 60 

Start 27337 

Name OJ991106_42 . 0103 . C4 . o2 . tc 

Start 21524 

GI none 

Exons 21524 . .21721, 21719 21853, 
22148. .22315, 22373 22510, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21908 

22402 



OJ991106 42. 0103. C4 



27384 

TBLASTX: Cress 
22510 
87 

22087, 22147. .22344, 
22509 



Seq. No. 17359 Seq. ID 

Gene No. 364 60 Strand 

Start 27337 End 

Name OJ991106_42 . 0103 . C4 . o3 . tw Method 

Start 21710 End 

GI none Score 

Exons 21710. .22024 



OJ991106_42.0103.C4 
27384 

TBLASTX: Wheat 

22024 

216 



Seq. No. 17359 Seq. ID 

Gene No. 364 60 Strand 

Start 27337 End 

Name OJ991106_42 . 0103 . C4 . ol . tw Method 

Start 22250 End 

GI none Score 

Exons 22250. .22309, 22252 22305, 22397 .. 22621 , 22423 .. 22623, 
22610. .22687 



OJ991106_42.0103.C4 
27384 

TBLASTX: Wheat . 
22687 
72 



Seq. No. 17359 Seq. ID 

Gene No. 364 60 Strand 

Start 27337 End 

Name OJ991106_42 . 0103 . C4 . 08 . gs Method 

Start 27337 End 

GI none Score 

Exons 27337. .27384 



OJ991106_42.0103.C4 

27384 
GEN SCAN 
27384 
.78 



Seq. No. 17360 

Gene No. 36461 

Start 3374 

Name OJ991106_42 . 0103 . C5 . o2 . gs 

Start 3374 

GI none 

Exons 3374.. 4810 



Seq. ID OJ991106_42.0103.C5 

Strand + 

End 4810 

Method GENSCAN 

End 4810 

Score .82 



Seq. No. 17360 Seq. ID 

Gene No. 36462 Strand 

Start 6724 End 

Name OJ991106_42 . 0103 . C5 . o3 . gs Method 

Start 6724 End 

GI none Score 

Exons 6724.. 7195, 7298.. 7434 



OJ991106_42.0103.C5 
+ 

7434 
GENSCAN 
7434 
.86 



Seq. No. 
Gene No. 



17360 
36463 



Seq. ID OJ991106_42.0103.C5 
Strand + 



17819 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



11547 End 13656 

OJ991106_42.0103.C5.o2.np Method AAT/NAP 

11547 End 13656 

2501492 Score 372 

11547. .11601, 12836. . 12938, 12975^.13656 

FLAVONOL 3-O-GLUCOSYLTRANSFERASE 2 (UDP-GLUCOSE FLAVONOID 
3-O-GLUCOSYLTRANSFERASE 2) gi | 542018 | pir | | S4 1954 UTP-glucose 
glucosyltransf erase - cassava (fragment) gi | 4 53255 | emb | CAA54 611 | 
(X774 61) UTP-glucose glucosyltransf erase [Manihot esculenta] 



Seq. No. 


.17360 




Seq. ID 


OJ991106_42.0103.C5 


Gene No. 


36464 




Strand 


+ 


Qf orf 


17425 




End 


18523 


Name 


OJ991106 42. 


0103.C5.ol.gp 


Method 


AAT/GAP 


Start 


17425 




End 


18523 


GI 


4107143 




Score 


2114 


Exons 


17425. .18523 






GI Descrip. 


5803242/dbj | AP000399 . 1 | AP000399 7 . Oe- 


30 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 




O C q . IN O . 


17360 




Seq. ID 


OJ991106_42.0103.C5 


Gene No. 


36465 . 




Strand 


+ 


Start 


18549 




End 


18712 


Name 


OJ991106 42. 


0103.C5.o3.np 


Method 


AAT/NAP 


Start 


18419 




End 


18712 


GI 


5420389 




Score 


78 


Exons 


18419.. .18712 






GI Descrip. 


(AJ24 34 60) proteophosphoglycan [Leishmania major] 


Seq. No. 


17360 




Seq. ID 


OJ991106_42.0103.C5 


Gene No. 


36465 




Strand 


+ 


Start 


18549 




End 


18712 


Name 


OJ991106 42. 


0103.C5.o5.gs 


Method 


GENSCAN 


Start 


18549 




End 


18701 


GI 


none 




Score 


.96 


Exons 


18549. .18701 






Seq. No. 


17360 




Seq. ID 


OJ991106_42.0103.C5 


Gene No. 


36466 




Strand 




Start 


4134 




End 


15091 


Name 


OJ991106 42. 


0103.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1016 




End 


10439 


GI 


none 




Score 


216 


Exons 


1016. .1150, 


9957. . 10439, 9982. . 10362 




Seq. No. 


17360 




Seq. ID 


OJ991106_42.0103.C5 


Gene No. 


36466 




Strand 




Start 


4134 




End 


15091 


Name 


OJ991106 42. 


0103.C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


3487 




End 


13655 


GI 


none 




Score 


76 


Exons 


3487. .3609, 


3536.. 3619, 3713 


..3925, 3715. .3924, 4007. .4066, 




4088. .4162, 


4168. .4197, 4169 


..4198, 4189. .4245, 4190. .4237, 




4235. .4345, 


4238.. 4312, 4378 


..4614, 4379. .4615, ' 4583. .4771, 




4622. .4711, 


4826. .4891, 6886 


..6957, 7024. .7275, 7066. .7299, 




12838. .12966 


, 13003. .13032, 


13024 . . 13071, 1302 9. . 13079, 




13075. .13161, 13086. .13160, 


13170. .13535, 13174. .13473, 
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13441. .13653, 13479.. 13655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17360 Seq. ID 

36466 Strand 

4134 End 

OJ991106_42 .0103 .C5.ol.tc Method 

4073 . - End 

none Score 



OJ991106_42.0103.C5 
15091 

TBLASTX: Cress 

13533 

126 



4073. .4237, 4087. .4134, 4168. .4263, 4241. .4312, 4255. .4308, 
4378. .4599, 4379. .4675, 1284 1 .. 12903, 12934 .. 13071, 
13074. .13160, 13075. . 13161, 13192 .. 13533, 13236.. 13421 



Seq. No. 17360 
Gene No. 36466 
Start 4134 

Name OJ991106_42 . 0103 . C5 . ol . ts 

Start 4100 
GI none 
Exons 4100. .4132, 

4378. .4776, 

13038. .13070, 

13210. .13407, 



4154.. 4237, 4171 
4379.. 4780, 6721 
13074. .13184, 
13236. . 13643 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. .4239, 4237. 
..6837, 6886. 
13075. .13158, 



OJ991106 42. 0103. C5 



15091 

TBLASTX : Soybean 
13643 
38 

4311, 4238. .4312, 
6942, 13006. .13086, 
13210. .13638, 



Seq. No. 17360 

Gene No. 364 66 

Start 4134 

Name OJ991106_42 . 0103 . C5 . ol . np 

Start 4134 

GI 6466937 

Exons ' 4134 . . 4264, 
GI Descrip. (AC011621) 
thaliana] 



Seq. ID OJ991106_42.0103.C5 
Strand 

End 15091 

Method AAT/NAP 

End 15091 

Score 2316 
7694. .11876, 15062. .15091 
putative retroelement pol polyprotein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17360 
36466 
4134 

OJ991106_42.0103.C5.o6.tw 

4262 

none 



Seq. ID OJ991106_4 2.0103.C5 
Strand 
End 

Method 
End 
Score 



15091 

TBLASTX: Wheat 

13452 

56 



4262. .4312, 4387. .4554, 4388. .4594, 13096 .. 131 64 , 13138 .. 13158, 
13231. . 13452, 13231 13395, 13245. .13412 



17360 
36466 
4134 

OJ991106_42. 

7664 

none 

7664 . .7900, 
7928. .8239 



0103.C5.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_42.0103.C5 
15091 

TBLASTX: Maize 

8287 

79 



7665. .7817, 7670. .7849, 7886. .8287, 7920. .8186, 



Seq. No. 
Gene No. 
Start 
Name 
Start .' 
GI 



17360 
36466 
4134 

OJ991106 

7817 

none 



42.0103.C5.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_42.0103.C5 
15091 

TBLASTX: Wheat 

8224 

139 



17821 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



7817. .8224, 7851. .8171 



17360 
36466 
4134 

OJ991106_42, 
8288 - 
none 

8288. .8527, 

17360 
36466 
4134 

OJ991106_42. 

8294 

none 

8294. .8527, 
8533. .8844 



0103.C5.o5.tw 



8526. .8675 



Seq. ID OJ991106_42.0103.C5 
Strand 

End 15091 

Method . TBLASTX : Wheat 

End 8675 - 

Score 122 



0103.C5.ol.tm 



17360 
36466 
4134 

OJ991106_42, 

8526 

none 

8526. .8906, 

17360 
36466 
4134 

OJ991106_42. 

8763 

none 

8763. .9158, 

17360 
36466 
4134 

OJ991106_42. 

8931 

none 

8931. .9164, 

17360 
36466 
4134 

OJ991106_42. 

9342 

none 

9342. .9599, 

17360 
36466 
4134 

OJ991106_42. 

9357 

none 



Seq. ID OJ991106_42.0103.C5 
Strand 

End 15091 

Method TBLASTX: Maize 

End 8930 

Score 175 
8295. .8525, 8324. .8530, 8526. .8699, 8526. .8930, 



Seq. ID "OJ991106_42.0103.C5 
Strand 

End 15091 

0103 . C5 . o3 . ts Method TBLASTX : Soybean 

End 8906 

Score 158 

8533. .8895 

0103.C5.o3.tw 
8776. .9000 

0103.C5.o6.tm 
9153. .9356, 9184, 

0103.C5.o5.ts 
9448. .9597 

0103.C5.o2.tm 



Seq. ID OJ991106__42.0103.C5 
Strand 

End 15091 

Method TBLASTX : Wheat 

End 9158 

Score 132 



Seq. ID OJ991106_42.0103.C5 
Strand 

15091 

TBLASTX: Maize 
9356 
97 



End 

Method 
End 
Score 
.9354 



Seq. ID OJ991106_42.0103.C5 
Strand 

End 15091 

Method TBLASTX : Soybean 

End 9599 

Score 91 ■ 



Seq. ID OJ991106_42.0103.C5 
Strand 

End 15091 

Method TBLASTX : Mai ze 

End 9879 

Score 223 



17822 




Exons 


9357.. 9878, 9562.. 9879 








Seq. No. 


17360 


Seq. ID 


OJ991106_42.0103 


.C5 


flavid Mo 


JOfi OD 


O +- V V» *4 

otrana 






Start 


4134 


End 


15091 




Name 


OJ991106 42.0103.C5.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


9507 


End 


9908 




GI 


none 


Score 


127 




Exons 


9507. .9908, 9613. . 9906 








Seq. No. 


17360 


Seq. ID 


OJ991106_42.0103 


.C5 


(Cpn P Mo 
OcllC LV \J . 


J D *s V \J 


O +- V -1 « ^-J 

btrand 






Start 


4134 


End 


15091 




Name 


OJ991106 42.0103.C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9621 


End 


9992 




GI 


none 


Score 


111 




Exons . 


9621. .9992, 9643. .9819 








Seq. No. 


17360 


Seq. ID 


OJ991106_42.0103 


.C5 




36466 


Strand 






Start 


4134 


End 


15091 




Name 


OJ991106 42.0103.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


9903 


End 


10387 




GI 


none 


Score 


39 




Exons 


9903.. 10379, 9932.. 9982, 9976.. 10374, 


10142. .10387 




Seq. No. 


17360 


Seq. ID 


OJ991106_42.0103, 


.C5 




36466 


Strand 






Start 


4134 


End 


15091 




Name 


OJ991106 42.0103.C5.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


10200 


End 


10400 




GI 


none 


Score 


100 




Exons 


10200. . 10400, 10201. .10377, 


10206. .10400 




Seq. No. 


17360 


Seq. ID 


OJ991106_42.0103. 


,C5 


Gene No. 


36466 


Strand 






Start 


4134 


End 


15091 




Name 


OJ991106 42.0103.C5.o7.tm 


Method 


TBLASTX: Maize 




Start 


10653 


End 


11270 




GI 


none 


Score 


72 




Exons 


10653. .10745, 10827 .. 11075 , 


10834. .11046, 11145. .11270, 






11158. .11238 








Seq. No. 


17361 


Seq. ID 


OJ991106_42.0103. 


C6 


UdllC IN (J. 


36467 


Strand 


+ 




Start 


74 


End 


580 




Name 


OJ991106 42.0103.C6.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


580 




GI 


none 


Score 


.98 .. 




Exons 


74. .580 








Seq. No. 


17361 


Seq. ID 


OJ991106 42.0103. 


C6 


Gene No. 


36468 


Strand 


+ ' 




Start 


4137 


End 


6029 




Name 


OJ991106 42.0103.C6.o2.np 


Method 


AAT/NAP 




Start 


4137 


End 


6012 




GI 


4115536 


Score 


415 





17823 



Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4137.. 4158, 5383.. 6012 

(AB012115) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 
mungo] 



17361 Seq. ID 

36468 Strand 

4137 ' - End ■ 

OJ991106_42.0103.C6.o3.gs Method 

5283 End 

none Score 
5283.. 5287, 5351.. 6029 



OJ991106__42.0103.C6 
+ 

6029 
GENSCAN 
6029 
.9 



Seq. No. 17361 Seq. ID 

Gene No. 36469 Strand 

Start 9415 End 

Name OJ991 106_4 2 .0103 . C6 . o5 . gs Method 

Start 9415 End 

GI none Score 

Exons 9415.. 10833 



OJ991106_42.0103.C6 
+ 

10833 
GENSCAN 
10833 
1 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17361 Seq. ID OJ991106_42 . 0103 . C6 

36469 Strand + 

9415 End 10833 

OJ991106_4 2 . 0103.C6.o3.np Method AAT/NAP 

9691 End 10812 

4115538 Score 709 

9691. . 10812 

(AB012116) UDP-glycose: f lavonoid glycosyltransf erase [Vigna 
mungo] 



17361 Seq. ID 

36470 Strand 

12216 End 

OJ991106_42. 0103.C6.o6.gs Method 

12216 End 

none Score 
12216. .13634 



OJ991106_42.0103.C6 
+ 

13634 
GENSCAN 
13634 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17361 Seq. ID OJ991106 42. 0103. C6 

36470 Strand 

12216 End 

OJ991106_42. 0103.C6.o4 .np Method 

12492 End 

4115538 Score 
12492. .13613" 

(AB012116) UDP-glycose: f lavonoid glycosyltransf erase [Vigna 
mungo] 



OJ991106__42. 
+ 

13634 
AAT/NAP 
13613 
715 



17361 Seq. ID 

36471 Strand 

794 ■ End 5142 

OJ991106_42 . 0103 . C6 . ol . np Method AAT/NAP 

794 End 5142 

2586082 Score 4687 
794 . .5142 

(U72725) retrofit [Oryza longistaminata] 



OJ ; 991106__42.0103.C6 



17824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17361 Seq. ID 

36471 Strand 

794 End 

OJ991106_42 . 0103 . C6 . o2 . gs Method 

1318 End 

none Score 



OJ991106_42.0103.C6 

5142 
GENSCAN 
5031 
.42 



1318.. 1386, 1529.. 2961, 3646.-4828, 4876.. 5031- 



17361 Seq. ID 

36472 Strand 

7639 End 

OJ991106_42 . 0103 . C6 . o4 . gs Method 

7639 End 

none Score 



OJ991106_42.0103.C6 

8976 
GENSCAN 
8976 
.7 



7639. .7665, 8404. .8496, 8526. .8652, 8864. .8976 



17361 
36473 
14447 

OJ991106_42. 
94 

none 

94.. 213, 95. 
5436. .5522, 
9901. .10074, 
10369. . 10764 
12534. .12647 
12981. .13124 
14643. . 14897 
15123. .15152 



OJ991106 42. 0103. C6 



0103.C6.ol.ts 



15852 

TBLASTX: Soybean 

15350 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.253, 95. .244, 263. .325, 5387 ... 5434 , 5435 .. 5533, 
5553. .5819, 5597. .5779, 5841. .-6002, 9730. .9849, 
. 9909. .10073, 10161. .10325, 10180 .. 10323, , 
, 10380. .10640, 12227. .12289, 12531 .. 12650 , 

12875, 
13378, 
15083, 



12710. 
13170. 



12874, 12711. 

13565, 13181. 

14686. .14889, 14934. 
15198. .15350 



12977. .13126, 
14463. .14585, 
14935. . 15087, 



Seq. No. 17361 Seq. ID 

Gene No. 36473 Strand 

Start 14447 End 

Name OJ991106_42 . 0103 . C6 . o4 . tw Method 

Start 95 End 

GI none Score 
Exons 



OJ991106_42.0103.C6 
15852 

TBLASTX: Wheat 

15521 

136 



95. .301, 9712. .9858, 9894. .10028, 9895. .10026, 12513 .. 12659, 
12513. . 12662, 12641 12694, 12695 .. 127 60 , 12 696 .. 12827 , 
14702. .14776, 15232 154 65 , 15232 .. 15363 , 15234 .. 154 64 , 
15471.. 15521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17361 

36473 

14447 

OJ99110 

98 

none 
98. .304 
5436. .5 
5597. .5 
9646. 
10156 
10380 
12447 
12894 
13004 



6 42.0103.C6.ol.tm 



, 374. .445, 482. .514, 
522, 5453.. 5521, 5532 
833, 5805.. 5981, 9406 
708, 9733.. 9921, 9789 
10323, 10203. .10319, 
10622, 10630. .10767, 
12509, 12534. .12896, 
12971, 12909. .12944, 
13120, 13005. .13124, 



Seq. ID OJ991106_42.0103.C6 
Strand 

End 15852 

Method TBLASTX : Maize 

End 15843 

Score 122 

5.51. .571, 5384. .5431, 5385. .5432, 



..5834, 5536. .5616, 5568. .5756, 
..9618, 9423. .9617, 9645. .9707, 
..9848, 10006. .10095, 10114 .. 10197 , 
10351. .1054 8, 10360. .10650, 
12216. . 12419, 12224. .12427, 
12534. .12 650, 12 694. .12762, 
12960. .13007, 12977. .13006, 
13152. .1334 9, 13161. .13451, 
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13181. .13423, 13431. .13568, 14625. .15059, 14683. .15060, 

15058. .15087, 15096. .15167, 15097. .15168, 15165. .15245, 

15324. . 15464, 15328 .. 154 62 , 15637 .. 15678 , 15736. . 15843, 
15750. .15842 



Seq. No. 17361 
Gene No. 36473 
Start 14447 

Name OJ991106_42 . 0103 . C6 . 06 . tw 

Start 401 
GI none 

Exons 401. .445, 461. .514, 551. .592 

5592. .5636, 5597. .5638, 5642 
10176. .10325, 10180. .10323, 
10426. . 104 82, 12831. . 12908, 
12977. .13126, 12981 13124 , 
13227. .13283, 14785 .. 14823, 
14875. .15087, 14913 .. 15119, 
15195. .15230 



Seq. ID OJ991106_42.0103.C6 
Strand 

End 15852 

Method TBLASTX : Wheat 

End 15230 - 

Score 39 
, 5436.. 5576, 5453.. 5521, 
..5698, 5643.. 5696, 10030 .. 10104 , 
10378. .10422, 10383 10424 , 
12905. .12934, 12906. .12938, 
1317 9. .13223, 13181. .13225, 
14823. .14885, 1484 4. .15125, 
15123. .15155, 15153. .15230, 



Seq. No. 


17361 






Seq. ID 


OJ991106_42.0103 


.C6 


Gene No. 


36473 






Strand 






Start 


14447 






End 


15852 




.Name 


OJ991106 42 


.0103 


.C6.o4 . tc 


Method 


TBLASTX : Cress 




Start 


818 






End 


1267 




GI 


none 






Score 


46 




Exons 


818. .1012, 


825. . 


1013, 1052.. 


1168, 1053 


. .1139, 1178. .1267 


Seq. No. 


17361 






Seq. ID 


OJ991106_42.0103 


.C6 


Gene No. 


36473 






Strand 






Start 


14447 






End 


15852 




Name 


OJ991106 42 


.0103 


.C6.o2.ts 


Method 


TBLASTX: Soybean 




Start 


845 






End 


1441 




GI 


none 






Score 


209 




Exons 


845. .1441, 


846. . 


1247, 1314 . . 


1439 






Seq. No. 


17361 






Seq. ID 


OJ991106_42.0103 


.C6 


Gene No. 


36473 






Strand 






Start 


14447 






End 


15852 




Name 


OJ991106 42 


.0103 


.C6.o2.tm 


Method 


TBLASTX : Maize 




Start 


851 






End 


1274 




GI 


none 






Score 


128 




Exons 


• 851. .1138, 


900. . 


1139, 1140.. 


1274, 1145, 


..1273 




Seq. No. 


17361 






Seq. ID 


OJ991106_42.0103, 


.C6 


Gene No. 


36473 






Strand 






Start 


14447 






End 


15852 




Name 


OJ991106 42 


.0103 


.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1205 






- End- 


1642 




GI 


none 






Score 


43 




Exons 


1205. .1642, 


1206 


..1247, 1320 


. .1640 






Seq. No. 


17361 






Seq. ID 


OJ991106_42.0103, 


X6 


Gene No. 


36473 






Strand 






Start 


14447 






End 


15852 




Name 


OJ991106 42 


.0103 


.C6.o5. tm 


Method 


TBLASTX : Maize 




Start 


1277 






End 


1528 





17826 




GI 


none 








Score 


70 




Exons 


1277. .1528, 


1283 


. .1450, 


1314. 


.1523 






Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103 


.C6 




£/l "7 1 
OOh f O 








Strand 






Start 


14447 








End 


15852 




Name 


OJ991106 42 


.0103 


.C6.o5. 


tc 


Method 


TBLASTX: Cress 




Start 


1508 








End 


1759 




GI 


none 








Score 


79 




Exons 


1508. .1741, 


1514 


. .1759 










Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103 


.C6 


bene wo . 


"3 CA "7 "3 








Strand 






Start 


14447 








End 


15852 




Name 


OJ991106 42 


.0103 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1583 








End 


2023 




6 GI 


none 








Score 


52 




Exons 


1583. .2023, 


1623 


. .1670, 


1704. 


.1817, 1848. .2015 




Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103. 


.C6 


bene ino • 










Strand 






Start 


14447 








End' 


15852 




Name 


OJ991106 42 


.0103 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1643 








End 


2156 




GI 


none 








Score 


106 




Exons 


" 1643. .1819, 


1811 


. .2155, 


1847 . 


.2140, 18 


163. .2156 . 




Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103. 


.C6 


Gene "No . 


36473 








Strand 






o uar l 


1 A A A "7 
1 H 4 fi / 








End 


15852 




Name 


OJ991106 42. 


.0103 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1820 








End 


2350 




GI 


5509260 








Score 


135 




Exons 


1820. .2323, 


1833, 


. .1997, 


2037. 


.2201, 2069.. 2350 




GI Descrip. 


- 














Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103. 


C6 












Strand 






Start 


14447 








End 


15852 




Name 


OJ991106 42. 


,0103. 


.C6.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1937 








End 


2208 




GI 


none 








Score 


116 




Exons 


1937. .2206, 


1946. 


. .2203, 


1956. 


.2207, 2116. .2208 




Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103. 


C6 


bene no ■ 


O £ yi 7 O 
jOfl / J 








Strand 






Start 


14447 








End 


15852 




Name 


OJ991106 42. 


0103. 


,C6.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


2027 .. 








End 


2297 




GI 


none 








Score 


92 




Exons 


2027. .2296, 


2067. 


.2297 










Seq. No. 


17361 








Seq. ID 


OJ991106_42. 0103. 


C6 


Gene No. 


36473 








Strand 






Start 


14447 








End 


15852 




Name 


OJ991106 42. 


0103. 


C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2729 








End 


3367 
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GI 

Exons 



none Score 
2729.. 2875, 2903.. 3367, 3005.. 3355 



112 



Seq. No. 


17361 








Seq. ID 


OJ991106 42.0103 


Gene No. 


36473 








Strand 


_ 


Start 


14447 








End 


15852 


Name 


OJ991106 42, 


.0103 


,C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2910 








End 


3250 * 


GI 


none 








Score 


71 


Exons 


2910 . . 3023, 


2912 


. . 3250, 


3041 . 


. 3112 




Seq. No. 


17361 








Seq. ID 


OJ991106 42.0103 


Gene No. 


36473 








Strand 


_ 


Start 


14447 








End 


15852 


Name 


OJ991106 42. 


.0103 


.C6.06. 


tm 


Method 


TBLASTX: Maize 


Start 


2918 








End 


3254 


GI 


none 








Score 


82 


Exons 


2918 . . 3247 , 


3072 


. . 3254 








Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103 


Gene No. 


36473 








Strand 




Start 


14447 








End 


15852 


Name 


OJ991106 42. 


.0103 


.C6.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2921 








End 


3340 


GI 


none 








Score 


266 


Exons 


2921 . . 3340 












Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103 


Gene No. 


36473 








Strand 




Start 


14447 








End 


15852 


Name 


OJ991106 42. 


,0103 


-C6.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


3362 








End 


3775 


GI 


none 








Score 


89 


Exons 


3362 . . 3541, 


3557 


. . 3664 , 


3674 . 


. 3775 


- 


Seq. No. 


17361 








Seq. ID 


OJ991106_4'2.0103 


Gene No. 


36473 








Strand 


_ 


Start 


14447 








End 


15852 


Name 


OJ991106 42,. 


:0103 


.C6.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


3866 








End 


4156 


GI 


none 








Score 


84 


Exons 


38 66. .4156, 


3884 


. .4156 








Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103 


Gene No. 


36473 








Strand 




Start 


14447 








End 


15852 


Name 


OJ991106 42. 


0103 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3866 








End 


4247 


GI 


none ■ 








Score 


141 


Exons 


3866. .4216, 


3875 


. .4198, 


4152. 


. 4247 




Seq. No. 


17361 








Seq. ID 


OJ991106_42.0103 


Gene No. 


36473 








Strand 




Start 


* 14447 








End 


15852 


Name 


OJ991106 42. 


0103 


.C6.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


4565 








End 


4798 


GI 


none 








Score 


85 
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Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4565. .4798, 4578. .4757 

17361 
36473 
14447 

OJ991106_42.0103.C6.o4 .tm 

4619 

none 



Seq. ID OJ991106_42.0103.C6 
Strand 
End 

Method 
End 
Score 



15852 

TBLASTX: Maize 

5064 

115 * 



4619. .4873, 4626.-4847, 4873. .4920, 4939. .5064, 4940. .5053 



17361 
36473 
14447 
OJ99110 
5387 
none 
5387. .5 
5597. .5 
10182. . 
12327. . 
12983. . 
.14758. . 
1.5387. . 



6 42.0103.C6.ol.tc 



Seq. ID OJ991106_42.0103.C6 
Strand 

End 15852 

Method TBLASTX : Cress 

End 15464 

Score 68 



431, 

704, 

10325 

12422 

13126 

14895 

154 64 



5388. .5432, 5435. .5521, 5436. .5522, 5562. .5705, 
9409. .9540, 9724. .9870, 9901. .10098, 10177 .. 10323, 
10360. . 10491, 10380. .10490, 12213 12290, 
12525. . 12650, 12702 .. 12890, 12933 .. 13124 , 
13161. .13292, 13181. .13291, 14757. .14 906, 
14886. . 15113, 14887. .15081, 15171 15359, 



Seq. No. 17361 

Gene No. 36473 

Start 14447 

Name OJ991106_42 . 0103 . C6 . 08 . tw 

Start 9426 

GI none 
Exons 



Seq. ID OJ991106_42 . 0103.C6 
Strand 
End 

Method 
End 
Score 



15852 

TBLASTX: Wheat 

15852 

83 



9426. .9539, 9427. .9540, 12228 .. 12290, 12240 .. 12323, 
12389. . 12415, 1564 6 .. 1584 6, 1564 6 .. 15852 , 15725. .15850 



Seq. No. 17361 Seq. ID OJ991106_42 . 0103 . C6 

Gene No. 36473 Strand 

Start 14447 End 15852 

Name OJ991106_42 . 0103 . C6 . o5 . np Method AAT/NAP 

Start 14447 End 15569 

GI 4115538 . Score 694 

Exons 14447.. 15569 

GI Descrip. (AB012116) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 
mungo] 



Seq. No. 17362 Seq. ID 

Gene No. 36474 Strand 

Start 4397 End 

Name OJ991106_42 . 0103 . C7 . o2 . gs Method 

Start 4397 End 

GI none - Score 

Exons 4397.. 5158 



OJ991106_42.0103.C7 
+ 

5158 
GENSCAN 
5158 
.91 



Seq. No. 17362 Seq. ID 

Gene No. 36474 Strand 

Start 4397 End 

Name OJ991106_42 . 0103 . C7 . o2 . np Method 

Start 4442 End 

GI 3702334 Score 



OJ991106_42.0103.C7 
+ 

5158 
AAT/NAP 
5125 
275 
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Exons 


4442. .5125 






GI Descrip. 


(AC005397) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


17362 


Seq. ID 


OJ991106 42. 0103. C7 


Gene No. 


36475 


Strand 


+ 


Start 


12072 


End 


1294 9 


Name 


OJ991106 42 . 0103 . C7 . o4 . gs 


Method 


GENSCAN 


Start 


- 12072 


End 


12949 


GI 


none 


Score 


. 93 


Exons 


12072 .. 12351, 12584.. 12949 






Seq. No. 


17362 


Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36475 


Strand 


+ 


Start 


n o r\ *7 o 

12072 


End 


12949 


Name 


OJ991106_42 . 0103 . C7 . o2 . gp 


Method 


AAT/GAP 


Start 


12642 


End 


12949 


GI 


39796 1 . R1084 


Score 


584 


Exons 


12642 . .1294 9 






GI Descrip. 


1 4 4 54032/emb 1 CAA23029 . 1 | 1 . Oe 


-35 (AL035394) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


17362 


Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36476 


Strand 




Start 


■ 499 


End 


2684 


Name 


OJ991106_42 . 0103 . C7 . ol . gs 


Method 


GENSCAN 


Start 


4 99 


End 


2684 


GI 


none 


Score 


.62 


Exons 


499. .2054, 2228. .2260, 2499.. 


2523, 2622.. 2684 


Seq. No. 


17362 


Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36476 


Strand 




Start 


499 


End 


2684 


Name 


OJ991106 42.0103.C7.ol.np 


Method 


AAT/NAP 


Start 


517 


End 


1644 


GI 


4115538 


Score 


723 


Exons 


517. .1644 






GI Descrip. 


(AB012116) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 




mungo] 






Seq. No. 


17362 


Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36477 


Strand 




Start 


7782 


End 


12370 


Name 


OJ991106 42.0103.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


703 


End 


1929 


GI 


none 


Score 


149 


Exons 


703. .852, 703. .1011, 746. .1033, 973.. 


1134, 1001. .1135, 




1132. .1200, 1133. .1162, 1171. 


.1242, 1172. .1243, 1205. .1273, 




1206. .1274, 1359. .1454, 1366. 


.1644, 1403. .1597, 1720, .1782, 




1721. .1777, 1798. .1917, 1852. 


.1929 




Seq. No. 


17362 


Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36477 


Strand 




Start 


7782 


End 


12370 


Name 


OJ991106 42.0103.C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


727 


End 


1629 


GI 


none 


Score 


123 


Exons 


727. .1221, 752. .940, 1010. .1219, 1255 


. .1437, 1447. .1629 
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Seq. No. 


17362 




Seq. ID 


OJ991106 


_42.0103 


-C7 


Gene No. 


36477 




Strand 








Start 


7782 




End 


12370 






Name 


OJ991106 42.0103.C7.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


835 . 




End 


1917 






GI 


none 




Score 


90 






Exons 


835.. 984, 836.. 928, 1003. .1188, 1007.. 


1156, 1246. .1434, 






1462. .1614, 1720. .1782, 


1807. . 


1917 








Seq. No. 


17362 




Seq. ID 


OJ991106 


_42.0103 


.C7 


Gene No. 


36477 




Strand 








Start 


7782 




End 


12370 






Name 


OJ991106 42.6l03.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


842 




End 


12370 






GI 


none 




Score 


60 






Exons 


842. .901, 844. .900, 904 


. .963, 


1006.. 1200, 1007. 


.1162, 






1009. .1164, 1198. .1230, 


1228. . 


1305, 2679.. 2831, 


12290. . 


1237 


Seq. No. 


17362 




Seq. ID 


OJ991106 


_42.0103 


. C7 


Gene No. 


36477 




Strand 








Start 


7782 




End 


12370 






Name 


OJ991106 42.0103.C7.ol. 


tw ■ 


Method 


TBLASTX: 


Wheat 




Start 


1309 




End 


1623 






GI 


none 




Score 


307 






Exons 


1309. .1623, 1313. .1552 












Seq. No. 


17362 




Seq. ID 


OJ991106 


_42.0103 


. C7 


Gene No. 


36477 




Strand 








Start 


7782 




End 


12370 






Name 


OJ991106 42.0103.C7.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1720 




End 


1929 






GI 


none 




Score 


182 






Exons 


1720. .1929, 1721. .1921, 


1855. . 


1929 








Seq. No.- 


17362 




Seq. ID 


OJ991106 


_42.0103 


-C7 


Gene No. 


36477 




Strand 








Start 


7782 




End 


12370 






Name 


OJ991106 42.0103.C7.ol. 


gp 


Method 


AAT/GAP 






Start 


7366 




End 


7439 






GI 


LIB3477-003-P1-K1-E9 




Score 


100 






Exons 


7366. .7439 












GI Descrip. 


, 24 98586/sp|Q4 0638 IMPOl 


_ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


17362 








Seq. ID 


OJ991106_42.0103 


.C7 


Gene No. 


36477 








Strand 






Start 


7782 








End 


12370 




Name 


OJ991106 42 


0103 


C7.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


7762 








End 


7983 




GI 


none 








Score 


153 




Exons 


7762. .7977, 


7770 


.7979, 


7783. 


.7983, 7800. .7982 




Seq. No. 


17362 








Seq. ID 


OJ991106_42.0103 


.C7 


Gene No. 


36477 








Strand 






Start 


7782 








End 


12370 





17831 




Name 


OJ991106 42.0103.C7.o3. 


gs 


Method 


GENSCAN 


Start 


7782 




End 


9978 


GI 


none 




Score 


.93 


Exons 


7782. .8471, 8792. .8852, 


9127 


..9341, 9681. .9938, 9976. .9978 


Seq. No. 


17362 




Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36477 




Strand 




Start 


7782 




End 


12370 


Name 


OJ991106 42.0103.C7.o3. 


np 


Method 


AAT/NAP 


Start 


7782 




End 


8476 


GI 


3702333 




Score 


439 


Exons 


7782.. 8109, 8137.. 8249, 


8290 


.8476 




GI Descrip. 


(AC005397) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


17362 




Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36477 




Strand 


- 


Start 


7782 




End 


12370 


Name 


OJ991106 42.0103.C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7798 




End 


7943 


GI 


none 




Score 


128 


Exons 


7798.-7929, 7800. .7943 








Seq. No.' 


17362 




Seq. ID 


OJ991106_42.0103.C7 


Gene No. 


36477 




Strand 




Start 


7782 




End 


12370 


Name 


OJ991106 42.0103.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7801 




End 


; 8090 


GI 


none 




Score 


70 


Exons 


7801.. 7866, 7806.. 7868, 


7848. 


.8027, 7£ 


49. .8010, 8049. .8090 


Seq. No. 


17363 




Seq. ID 


OJ991106_42.0103.C8 


Gene No. 


36478 




Strand 




Start 


1 




End 


584 


Name 


OJ991106 42.0103.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End . 


584 


GI • 


2498930 




Score 


619 


Exons 


1..357, 525. .584 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU LAT I ON 




PROTEIN) gi 11203794 (Ul 


8774) 


Sog [Qrosophila melanogaster ] 


Seq. No. 


17363 




Seq. ID 


OJ991106_42.0103.C8 


Gene No. 


36478 




Strand 




Start 


1 




End 


584 


Name 


OJ991106 42.0103.C8.ol. 


gs 


Method 


GENSCAN 


Start 


55 




End 


584 


GI' 


none 




Score 


.89 


Exons 


55. .357, 525. .584 








Seq. No. 


17364 




Seq. ID 


OJ991106_42.0103.C9 


Gene No. 


36479 




Strand 


+ 


Start 


48 




End 


447 


Name 


OJ991106 42.0103.C9.ol. 


gs 


Method 


GENSCAN 


Start 






End 


447 


GI 


none 




Score 


.83 


Exons 


48. .447 








Seq. No. 


17364 




Seq. ID 


OJ991106_42.0103.C9 



17832 



Gene No. 


36480 


Strand 






Start 


1 


End 


538 




Name 


OJ991106 42.0103.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


538 




GI 


4115538 


Score 


435 




Exons 


1. .538 








GI Descrip. 


(AB012116) UDP-glycose : f lavonoid glycosyltransf erase [Vigna 




mungo] 








Seq. No. 


17364 


Seq. ID 


OJ991106_42.0103 


.C9 


Gene No. 


36480 


Strand 






Start 


1 


End 


538 




Name 


OJ991106 42.0103.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


11 


End 


534 




GI 


none 


Score 


150 




Exons 


11. .148, 128. .418, 156. .398, 


230. . 427, 


346. .444, 433. .534 


Seq. No. 


17364 


Seq. ID 


OJ991106 42.0103 


.C9 


Gene No. 


36480 


Strand 






Start 


1 


End 


538 




Name 


OJ991106 42.0103.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


14 


End 


534 




GI 


none 


Score 


122 




Exons 


14. .409, 138. .398, 457. .534 








Seq. No. 


17364" 


Seq. ID 


OJ991106_42.0103 


.C9 


Gene No. 


36480 


Strand 






Start 


1 


End 


538 




Name 


OJ991106 42.0103.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


131 


End 


534 




GI 


none 


Score 


132 




Exons 


131. .403, 138. .395, 457. .534 








Seq. No. 


17364 


Seq. ID 


OJ991106_42.0103 


.C9 


Gene No. 


36480 


Strand 






Start 


1 


End 


538 




Name 


OJ991106 42.0103.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


167 


End 


513 




GI 


none 


Score 


97 




Exons 


167. .400, 219. .374, 281. .412 


, 433. .513, 


464. .508 




Seq. No. 


17365 


Seq. ID 


OJ991106_42.0103 


.C10 


Gene No. 


36481 


Strand 


+ 




Start 


1 


End 


283 




Name 


OJ991106 42.0103.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


283 




GI 


10760 1.R1084 


Score 


566 




Exons 


1..283 








GI Descrip. 


f 2654870 7.0e-22 (AF015302) 


RbohAOsp [Oryza sativa] 1 


"i 


Seq. No. 


17366 


Seq. ID 


OJ991106_30.0128 


CI 


Gene No. 


36482 


Strand 


+ . 




Start 


143 


End 


611 




Name 


OJ991106 30.0128.Cl.ol.gp 


Method 


AAT/GAP 




Start 


79 


End 


611 




GI 


25600 5.R1084 


Score 


637 




Exons 


79. .308, 411. .611 









.17833 




GI Descrip. 1 4 176420/dbj | BAA371 67 I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No. 


17366 




Seq. ID 


OJ991106_30.0128 


.CI 


Gene No. 


36482 




Strand 


+ 




Start 


143 




End 


611 




Name 


OJ991106 30. 0128. CI 


. ol . gs 


Method 


GEN SCAN 




Start 


143 




End 


499 




GI 


none 




Score 


. 98 




Exons 


143. .308, 411. .499 










Seq. No. 


17366 




Seq. ID 


OJ991106_30.0128 


.CI 


Gene No. 


36482 




Strand 


+ 




Start 


143 




End 


611 




Name 


OJ991106 30. 0128. CI 


. ol . np 


Method 


AAT/NAP 




Start 


143 




End 


611 




GI 


6689616 




Score 


295 




Exons 


143. .308, 411. .611 










GI Descrip. 


(AJ012301) proline- 


rich protein [Zea mays] 




Seq. No. 


17366 




Seq. ID 


OJ991106_30.0128 


.CI 


Gene No. 


36482 




Strand 


+ 




Start 


143 




End 


611 




Name 


OJ991106 30.0128/C1 


. ol . tm 


Method " 


TBLASTX: Maize 




Start 


248 




End 


609 




GI 


none 




Score 


92 




Exons 


248. .325, 270. .308, 


409. . 516, 


410. .517 


, 535. .564, 536. . 


565, 




580. . 609 










Seq. No. 


17366 




Seq. ID 


OJ991106' 30. 0128 


.CI 


Gene No. 


36482 




Strand 


+ 




Start 


143 




End 


611 




Name 


OJ991106 30. 0128. CI 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


248 




End 


585 




GI 


none 




Score 


91 




Exons 


248. .310, 256. .309, 


270... 311, 


416. .517 


, 417. .437, 418.. 


516, 




bio. .585, 536. .565 - 










Seq. No. 


17367 




Seq. ID 


OJ991106_30.0128 


.C3 


Gene No. 


36483 




Strand 


+ 




Start 


416 




End ■ 


556 




Name 


OJ991106 30. 0128. C3 


. ol . gs 


Method 


GENSCAN 




Start 


416 




End 


556 




GI ' 


none 




Score 


.45 




Exons 


416. .556 










Seq. No. 


17367 




Seq. ID 


OJ991106_30.0128 


.C3 


Gene No. 


36484 




Strand 


+ 




Start 


3165 




End 


9955 




Name 


OJ991106 30. 0128. C3 


.ol.gp 


Method 


AAT/GAP 




Start 


3135 




End 


3611 




GI 


2431531 




Score 


625 




Exons 


3135. .3336, 3440. .3611 








Seq. No. 


17367 




Seq. ID 


OJ991106_30.0128 


.C3 


Gene No. 


36484 




Strand 


+ 




Start 


3165 




End 


9955 





17834 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991106_30 . 0128 .C3 . ol . np Method AAT/NAP 

3165 End 6090 

6689616 Score 316 

3165. .3336, 3440. .3814, 5309. .5400, 6065. .6090 
(AJ012301) proline-rich protein [Zea mays] 



17367 . 

36484 

3165 

OJ991106_30.0128.C3.o2.gs 

3165 

none 



Seq. ID OJ991106_30.0128.C3 

Strand + 

End 9955 

Method GENSCAN 

End 6962 

Score .69 



3165. .3336, 3440. .3826, 4759. .4883, 5073. .5249, 5705. .5827, 
6873. . 6962 



Seq. No. 17367 

Gene No. 36484 

Start 3165 

Name OJ991106_30 . 0128 . C3 . o2 . np 

Start 4519 

GI 6714394 

Exons 4519.. 4639, 7688.. 7981, 9881.. 9955 
GI Descrip. (AC012393) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991106_30.0128.C3 

Strand + 

End 9955 

Method AAT/NAP 

End 9955 

Score 208 



Seq. No. 17367 

Gene No. 36484 

Start 3165 

Name OJ991106_30 . 0128 . C3 . o3 . gs 

Start 7579 

GI none 
Exons 



Seq. ID OJ991106_30.0128.C3 

Strand + 

End 9955 

Method GENSCAN 

End 8087 

Score .79 



7579. .7743, 7835. .7981, 8028. .8087 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17367 
36485 
8636 

OJ991106_30.0128 .C3.o3.np 

8636 

6689616 



Seq. ID OJ991106_30.0128.C3 
Strand 

End 13452 

Method AAT/NAP 

End 13415 

Score 454 



8636. .8 667, 1178 9. .12275, 13250. .13415 
(AJ012301) proline-rich protein [Zea mays] 



17367 
36485 " 
8636 

OJ991106_30.0128.C3.o4 . gs 

11830 

none 

11830. .12275, 13250.. 13394 



Seq. ID OJ991106_30.0128.C3 
Strand 

End 13452 

Method GENSCAN 

End 13394 

Score .99 



Seq. No. 17367 

Gene No. 36485 

Start 8636 

Name OJ991106_30 . 0128 . C3 . o2 . gp 

Start 12203 

GI 570201 

Exons 12203. . 12275, 13250.. 13452 



Seq. ID OJ991106_30.0128.C3 
Strand 

End 13452 

Method AAT/GAP 

End ■ 13452 

Score 472 



17835 




Seq. No. 


17367 


Seq. ID 


OJ991106_30.0128.C3 


Gene No. 


36486 


Strand 




Start 


15532 


End 


17518 


Name 


OJ991106_30.0128.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


O O O A 

328 4 


End 


12276 


GI 


none 


Score 


135 


Exons 


3284.. 3337, 3438.. 3545, 3439 


..3546, 3561.. 3653, 3562.. 3654, 




3678.. 3704, 3720.. 3746, 3721 


..3750, 11963. .12106, 11963.. 12064 




11989. .12129, 12118. .12243, 


12134. .12190, 12247. .12276, 




12252. .12275 






Seq. No. 


17367 


Seq. ID 


OJ991106_30.0128.C3 


Gene No. 


36486 


Strand 




Start 


15532 


End 


17518 


Name 


OJ991106 30.0128.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3284 


End 


13337 


GI 


none 


Score 


62 


Exons 


3284. .3337, 3297.. 3338, 3445 


..3546, 3447. .3545, 3561. .3662, 




3562. .3663, 12025 .. 12084 , 12061 .. 12129, 


12062. .12109, 




12118. .12234, 12134 . .12190, 


12148. .12207, 12247. .12270, 




13249. .13332, 13249 .. 13290, 


13281. .13337 


Seq. No. 


• 17367 


Seq. ID 


OJ991106_30.0128.C3 


Gene No. 


O C A O C 


Strand 




Start 


15532 


End 


17518 


Name 


OJ991106 30.0128.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


7660 


End 


9979 


GI 


none 


Score 


82 


Exons 


7660. .7740, 7661. .7741, 7662 


..7739, 7828. .7980, 7829. .7978, 




7829. .7981, 9862. .9972, 9874 


. . 9972, 9881. .9979 


Seq. No. 


17367 


Seq. ID 


OJ991106_30.0128.C3 


Gene No. 


36486 


Strand 




Start 


15532 


End 


17518 


Name 


OJ991106 30.0128.C3.o5.gs 


Method 


GENSCAN 


Start 


15532 


End 


17518 


GI 


none 


Score 


.74 


Exons 


15532. .15708, 16311. .1644 9, 


17047. .17178, 174 99. .17518 


Seq. No. 


17368 


Seq. ID 


OJ991106_30.0128.C5 


Gene No. 


36487 


Strand 


+ 


Start 


643 


End 


1704 


Name 


OJ991106 30.0128.C5.o3.gp 


Method 


AAT/GAP 


Start 


643 


End 


1704 


GI 


25600 2.R1084 


Score 


1300 


Exons 


643. .1385, 1500. .1704 






GI Descrip. 


, 3402282/emb|CAA04449| 8 . Oe- 


12 (AJ000997) proline-rich protein 




[Solanum tuberosum] 1 






Seq. No. 


17368 


Seq. ID 


OJ991106_30.0128.C5 


Gene No. 


36488 


Strand 


+ 


Start 


4706 


End 


5009 


Name 


OJ991106 30,.0128.C5.o5.gp 


Method 


AAT/GAP 


Start 


4693 


End 


4859 


GI 


25600 4.R1084 


Score 


285 


Exons 


4693. . 4859 






GI Descrip. 


'3402282/emb|CAA04449| 2.0e- 


13 (AJ000997) proline-rich protein 



17836 



[Solanum tuberosum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17368 
36488 
4706 

OJ991106_30.0128.C5.o2.np 
4703 
6689616 
4703. .4863, 4917. .5009 

(AJ012301) proline-rich protein [Zea mays] 



Seq. ID OJ991106 30. 0128. C5 



Strand 
End 

Method 

End 

Score 



+ 

5009 
AAT/NAP 
5009 
100 



17368 Seq. ID 

36488 Strand 

4706 End 

OJ991106_30 . 0128 . C5 . o3 .gs Method 

4706 End 

none Score 
4706. .4859 



OJ991106_30.0128.C5 
+ 

5009 
GENSCAN 
4859 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106 30. 0128. C5 



17368 
36489 
230 

OJ991106_30.0128.C5.o2.gp 
230 

69953JL.R1084 
230. .339 

, 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



339 

AAT/GAP 

339 

123 



17368 
36490 
867 

OJ991106_30.0128.C5.o4.gp 
627 

25600 1.R1084 



OJ991106 30. 0128. C5 



Seq. ID 
Strand 

End 4864 
Method AAT/GAP 
End 1719 
_ Score 1242 

627. .800, 846. .1387, 1502.. 1719 

, 3402282/emb|CAA04449| 1.0e-ll (AJ000997) proline-rich protein 
[Solanum tuberosum] 1 



Seq. No. 17368 Seq. ID 

Gene No. 364 90 Strand 

Start 8 67 End 

Name OJ991 106_30 . 0128 . C5 . ol . gs Method 

Start 867 End 

GI none Score 

Exons 867.. 1387, 1502.. 1655 



OJ991106_30.0128.C5 

4864 
GENSCAN 
1655 
1 



Seq. No. 17368 Seq. ID 

Gene No. 36490 Strand 

Start 867 End 4864 

Name OJ991106_30 . 0128 . C5 . ol . np Method AAT/NAP 

Start 876 End 1658 

GI 6689616 Score 604 ' 

Exons 876.. 1387, 1502.. 1658 

GI Descrip. (AJ012301) proline-rich protein [Zea mays] 



OJ991106 30. 0128. C5 



Seq. No. 



17368 



Seq. ID OJ991106_30.0128.C5 



17837 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36490 Strand 

867 End 

OJ991106_30 . 0128 . C5 . ol . tm Method 

880 End 

none Score 



4864 

TBLASTX: Maize 

4864 

67 



880. .984, 1078. .1164, 1083. .1193, 1084. .1194, 1191. .1385, 
1191. .1385, 1192. .1386, 1494. .1595, 1503. .1553, 4751. .4864, 
4777. .4857 



Seq. No. 17368 

Gene No. 36490 

Start 867 

Name OJ991106_30 . 0128 .C5.ol.tw 

Start 1146 

GI none 

Exons 1146.. 1205, 1182.. 1247, 1184, 



OJ991106_30.0128.C5 
4864 

TBLASTX: Wheat 

4858 

45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1240, 1236. .1382, 1243. .1380, 



1491. .1583, 1503. .1553, 4751. .4858, 4762. .4857 



Seq. No. 17369 Seq. ID 

Gene No. 364 91 Strand 

Start 4 638 End 

Name OJ991106_30 . 0128 . C6 . o2 . gs Method 

Start 4 638 ' End 

GI none Score 

Exons 4638.'. 4673, 4998.-5438* 



OJ991106_30.0128.C6 
+ 

5438 
GENSCAN 
5438 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



17369 Seq. ID 

36491 Strand 

4 638 End 

OJ991106_30. 0128 .C6.ol.np Method 

4727 End 

6689616 Score 
4727. .4894, 4991. .5361 

(AJ012301) proline-rich protein [Zea mays] 



OJ991106_30.0128.C6 
+ 

5438 
AAT/NAP 
5361 
221 



17369 Seq. ID 

36492 Strand 
17056 End 
OJ991106_30.0128.C6.o3.gp Method 
17056 End 
6756_1.R1084 Score 
17056. .17222 

'1351357/spl P48502 |UCR6_SOLTU 2.0e-24 UBIQUIN0L-CYT0CHROME C 
REDUCTASE COMPLEX 14 KD PROTEIN (CR14) >gi_633681_emb_CAA558 63_ 
(X79276) ubiquinol — cytochrome c reductase [Solanum tuberosum] 1 



OJ991106_30.0128.C6 
+ 

17222 
AAT/GAP 
17222 
240 



17369 Seq. ID 

36493 Strand 

3,9082 End 

OJ991106_30.0128.C6.o2.np Method 

19082 End 

6689616 Score 
19082. .19247, 19358. .19771 

(AJ012301) proline-rich protein [Zea mays] 



OJ991106_30.0128.C6 
+ 

19771 
AAT/NAP 
19771 
358 



17369 
36493 



Seq. ID OJ991106_30.0128.C6 
Strand + 



17838 




Start 


19082 - 


End 


19771 






Name 


OJ991106 30.0128.C6.o4.gp 


Method 


AAT/GAP 






Start 


19105 


End 


19529 






GI 


2431531 


Score 


435 






Exons 


19105. .19247, 19358.. 19529 










Seq. No. 


17369 


Seq. ID 


OJ991106_ 


30.0128 


.C6 


Gene No. 


36494 


Strand 








Start " 


6035 


End 


8832 






Name 


OJ991106 30.0128.C6.o3.gs 


Method 


GENSCAN 






Start 


6035 


End 


8832 






GI 


none 


Score 


.57 






Exons 


6035.. 6154, 7166.. 7268, 8361 


..8425, 8779.-8832 






Seq. No. 


17369 


Seq. ID 


OJ991106_ 


30.0128 


.C6 


Gene No. 


36495 


Strand 








Start 


19927 


End 


21452 






Name 


OJ991106 30.0128.C6.o5.gs 


Method 


GENSCAN 






Start 


19927 


End 


21452 






GI 


none 


Score 


.59 






Exons 


19927. .20021, 20145 20369, 


20607. .20730, 20900. 


.21034, 





21405. .21452 



Seq. No. 


17369 




Seq. ID 


OJ991106_30.0128 


.C6 


Gene No. 


36495 




Strand 






Start 


19927 




End 


21452 




Name 


OJ991106 30.0128.C6.o3.np 


Method 


AAT/NAP 




Start 


20082 




End 


20395 




GI 


6539588 


Score 


246 




Exons 


20082 


..20395 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


17369 




Seq. ID 


OJ991106_30.0128 


.C6 


Gene No. 


36496 




Strand 






Start 


. 22803 




End 


25448 




Name 


OJ991106 30.0128.C6.ol.tm 


Method 


TBLASTX: Maize 




Start ' 


4835 




End 


19689 




GI 


none 




Score 


50 




Exons 


4835. 


4894, 4842. .4904, 4991 


..5095, 4992. .5096, 5111. .5188, 




5112. 


5204, 5228.. 5254, 5270 


..5296, 5271. .5300, 19109.. 


1924 




19187 


.19249, 19356. .19463, 


19357. .19464, 19479 .. 19583, 






19480 


.19572, 19596. .19622, 


19645. .19689 




Seq. No. 


17369 




Seq. ID 


OJ991106_30.0128 


.C6 


Gene No. 


36496 




Strand 






Start 


22803 




End 


25448 




Name 


OJ991106 30.0128.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4841 




End 


19584 




GI, 


none 




Score 


68 




Exons 


4841. . 


4912, 4842.. 4895, 4995 


..5096, 4997. .5095, 5111. .5212, 




5112. . 


5213, 19187. .19249, 19363 .. 19464 , 


19365. .19463, 






19479. 


. 19580, 19480. . 19584 








Seq. No. 


17369 




Seq. ID 


OJ991106_30.0128 


.C6 


Gene No. 


36496 




Strand 






Start 


22803 




End 


25448 




Name 


OJ991106_30. 0128.C6.o6.gs 


Method 


GENSCAN 





17839 



Start 


22803 


End 


25448 






GI 


none 


Score 


.59 






Exons 


22803. .22948, 23108 


..23217, 23383. .23500, 23548. 


.23655, 






23711. .23845, 25163 


. .25448 








Seq. No. 


17370 


Seq. ID OJ991106 


30.0128 


.C7 


Gene No. 


36497 


Strand 


+ 






Start 


299 


End 


1577 






Name 


OJ991106 30. 0128. C7 


. ol.gs Method 


GENSCAN 






Start 


299 


End 


1577 






GI 


none 


Score 


.74 






Exons 


299. .498, 602. .767, 


781. .1027, 1318.. 


1364, 1407. 


. 1577 




Seq. No. 


17370 


Seq. ID OJ991106 


30.0128 


.C7 


Gene No. 


36497 


Strand 


+ 






Start 


299 


End 


1577 






Name 


OJ991106 30. 0128. C7 


. ol.np Method 


AAT/NAP 






Start 


333 


End 


1015 






GI 


6689616 


Score 


332 






Exons 


333. .498, 602. .1015 










GI Descrip. 


(AJ012301) proline-: 


rich protein [Zea 


mays] 







Seq. No. 17370 Seq. ID 

Gene No. 364 97 Strand 

Start 299 . End 

Name OJ991 106_30 . 0128 . C7 . ol . gp Method 

Start 34 9 .. End 

GI 2431531 Score 

Exons 349.. 498, 602.. 773" 



OJ991106_30.0128.C7 
+ 

1577 
AAT/GAP 
773 
408 



Seq. No. 17370 Seq. ID 

Gene No. 36498 Strand 

Start 9249 End 

Name OJ991106_30 . 0128 . C7 . ol . tm Method 

Start 387 End 

GI none Score 

Exons 387.. 500, 438.. 512, 600.. 707, 601 

840.. 866, 889.. 933, 9276.. 9416, 9354'X9416, '9523 

9524. .9625 



OJ991106_30.0128.C7 
+ 

9626 

TBLASTX: Maize 
9625 
71 

708, 723. .827, 724. .816, 
9624, 7'" 



Seq. No. 17370 Seq. ID 

Gene No. 36498 Strand 

Start 924 9 End 

Name OJ991106_30 . 0128 . C7 . ol . tw Method 

Start 411 End 

GI none Score 

Exons 411. .500, 438. .500, 607. .708, 609. .707, 723. .824, 724. .828, 
9354.. 9416, 9530.. 9625,. 9532.. 9624 



OJ991106_30.0128.C7 
+ 

9626 

TBLASTX: Wheat 

9625 

85 



Seq. No. 17370 Seq. ID 

Gene No. 364 98 Strand 

Start 9249 End 

Name OJ991106_30 . 0128 . C7 . o2 . np Method 

Start 9249 End 

GI 6689616 Score 

Exons 9249.. 9414, 9525.. 9626 

GI Descrip. (AJ012301) proline-rich protein [Zea mays] 



OJ991106_30.0128.C7 
+ 

9626 
AAT/NAP 
9626 
215 



17840 



oeq • wo . 


1 ' j / U 


Seq. ID 


OJ991106 


30 . 


0128 


. C7 


Gene No. 


36498 


Strand 


+ 








Start 


9249 


End 


9626 








Name 


OJ991106 30.0128.C7.o4.gs 


Method 


GENSCAN 








Start 


9249 


End 


9613 








GI 


none 


Score 


.93 








Exons 


9249. .9414, 94*73. 'i9613 












oeq . NO . 


T -7 O "7 n 


Seq. ID 


OJ991106 


30 . 


0128 


. C7 


Gene No. 


36498 


Strand 


+ 








Start 


9249 


End 


9626 








Name 


OJ991106 30.0128.C7.o2.gp 


Method 


AAT/GAP 








Start 


9273 


End 


9626 








GI 


2431531 


Score 


388 








Exons 


9273.. 9414, 9525.. 9626 












Seq. No. 


17371 


Seq. ID 


OJ991206_ 


19. 


0118 


.CI 


Gene No. 


36499 


Strand 










Of- -a y~f- 


1 


End 


706 








Name 


OJ991206 19.0118.Cl.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


703 








GI 


3152566 


Score 


261 








Exons 


1..120, 313. .415, 498. .703 












GI Descrip. 


(AC002986) Similar to hypothetical protein YLR002c, 


gb| 


Z7314 




from S. cerevisiae. [Arabidopsis thaliana] 








beq . no . 


17371 


Seq. ID 


OJ991206_ 


19. 


0118 


. CI 


Gene No. 


36499 


Strand 










Start 


1 


End 


706 








Name 


OJ991206 19.0118.Cl.ol.gs 


Method 


GENSCAN 








Start 


379 


End 


706 








GI 


none 


Score 


.9 








Exons 


379. .415, 498. .706 












Seq. No. 


17372 


Seq. ID 


OJ991206_ 


_19. 


0118 


.C2 


Gene No. 


36500 


Strand 


+ 








Start 


3162 


End 


18195 








Name 


OJ991206 19.0118.C2.ol.np 


Method 


AAT/NAP 








Start 


3162 


End 


15108 








GI 


4678949 


Score 


974 








Exons 


3162.. 3201, 7760.. 7809, 7905 


. .7949, 8068. .8141, 


10861. . 


10930 




11097. .114 92, 12361. .12421, 


12496. .12540, 12635. 


.12718, 





13395 
14294 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,13471, 13550. 
14354, 14440. 



13612, 14000. . 14070, 14 158 .. 14218, 

14520, 15053.. 15108 

(AL049711) dihydrolipoamide S-acetyltransf erase precursor 
[Arabidopsis thaliana] 



17372 
36500 
3162 

OJ991206_19.0118.C2.ol.gp 
3714 

388_1.R1084 

3714. .3793, 5895. .5969, 6066. 
7760. .7809, 7905. .7949, 8068. 



Seq. ID OJ991206_19.0118.C2 

Strand + 

End 18195 

Method AAT/GAP 

End 13455 

Score 1995 

.6122, 6434. .6470, 6531. .6564, 
8141, 10861. . 10930, 11097 .. 11492, 



12361. .12421, 12496. . 12540, 12 635 .. 12718 , 13395.. 13455 



17841 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 455399/dbj | BAA04 64 4 | 4.0e-48 (D21068) dihydrolipoamide 
acetyltransferase [Oryza sativa] 1 



17372 
36500 
3162 

OJ991206_19.0118.C2.o2.gs 

5336 

none 



Seq. ID OJ991206_19.0118.C2 

Strand + 

End 18195 

Method GENSCAN 

End 18195 

Score .78 



5336. .5541, 5895. .5969, 6006. .6069, 6186. .6236, 6531. .6564, 
7204. .7305, 7760. .7809, 8068. .8141, 9863. .9958, 108 61 .. 10930, 
11097. .11492, 12361. . 12421, 12635 .. 12718 , 13395 .. 13471 , 
13550. .13612, 14294. .14354, 14 440 .. 14 520, 14832 14856, 
15546. .15636, 1 6406 .. 16571 , 1664 5 .. 16750, 16774 .. 16917, 
17934. .18195 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_19.0118.C2 
+ 



Seq. No. 17372 
Gene No. 36500 
Start 3162 

Name OJ991206_19 . 0118 . C2 . o2 . gp 

Start 13550 
GI 4450JL.R1084 
Exons 13550. .13612, 14000 .. 14070, 

14440. .14520, 15053. .15405 
GI Descrip. 1 4 678 94 9/emb | CAB4 1340 . 1 1 1.0e-55 (AL049711) dihydrolipoamide 

S-acetyltransf erase precursor [Arabidopsis thaliana] 1 



18195 
AAT/GAP 
15405 
1243 



14158. .14218, 14294. .14354, 



Seq. No. 


17372 


Seq. ID 


OJ991206_19.0118.C2 


Gene No. 


36501 


Strand 




Start 


699 


End 


3394 


Name 


OJ991206 19.0118.C2.ol.gs 


Method 


GENSCAN 


Start 


699 


End 


3394 


GI 


none 


Score 


.62 


Exons 


699.. 758, 2300.. 2532, 2970.. 


3066, 3093. 


.3141, 3324.. 3394 


Seq. No. 


17372 


Seq. ID 


OJ991206_19.0118.C2 


Gene No. 


36502 


Strand 




Start 


4367 


End 


21480 


Name 


OJ991206 19.0118.C2.o2-.np 


Method 


AAT/NAP 


Start 


4367 


End 


21480 


GI 


6016874 


Score 


26 


Exons 


4367. .4384, 1654 1 .. 16615, 19816 .. 19883, 


21439. .21480 


GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116 ) correspond to 




region of the predicted gene 


. ; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


17372 


Seq. ID 


OJ991206_19.0118.C2 


Gene No. 


■ 36502 


Strand 




Start 


4367 


End 


21480 


Name 


OJ991206 19.0118.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


5941 


End 


10938 


GI 


none 


Score 


45 


Exons 


5941.. 5970, 6067.. 6117, 6203 


..6220, 6420. .6473, 6525. .6566, 



7746. .7808, 7750. .7809, 7756. .7827, 7903. .7941, 7904. .7945, 
7905. .7958, 8065. .8142, 8065. .8145, 10856 .. 10927, 108 60 .. 10925, 
10861. .10929, 10861. .10938, 10862. .10933 



17842 



Seq. No. 17372 
Gene No. 36502 
Start 4367 

Name OJ991206_19 . 0118 . C2 . ol . tc 

Start 7750 
GI none 
Exons 7750.. 7809, 77 

8065.. 8142, 80 

10862. .10933, 



65.. 7809, 7905 
65.. 8142, 8067 
11097. .11222, 



12351. 
12628. 
13549. 
14003. 
14291. 



12413, 
12717, 
13620, 
14068, 
14356, 



12361. 
12642. 
13550. 
14136. 
14296. 



12426, 
12713, 
13621, 
14222, 
14361, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
..7958, 7905 
. .8150, 
11136. . 



OJ991206 19. 0118. C2 



12491. 
13393. 
13997. 
14155. 
14438. 



21480 

TBLASTX: Cress 
14530 
51 

7958, 8059.. 8145, 
10861. .10938, 10862. .10933, 
11495, 11225. .11365, 
12535, 12492. .12539, 
13470, 13394. .13477, 
14068, 13999. . 14070, 
14226, 14156. . 14218, 
14530, 14439. . 14525 



Seq. No. 


17372 








Seq. ID OJ991206 


JL9.011 


Gene No. 


■ 36502 








Strand 




Start 


4367 








End 21480 




Name 


OJ99120 


6 19. 0118. C2. 


ol . tm 


Method TBLASTX : Mai ze 


Start 


11157 








End 15362 




GI 


none 








Score 315 




Exons 


11157. . 


11495, 


11159. 


.11527, 


12351. . 12425, 12353 


. .12424 


is. 


12360. . 


12425, 


12361. 


.12426, 


12493. .12540, 12494 


. .12538 


: 5 
■; 


12495. . 


12539, 


12622. 


. 12717, 


12632. .12721, 12633 


. .12716 




12640. . 


12747, 


13385. 


.13477, 


13399. .13470, 13549 


. .13614 


: : fs 


13550. . 


13615, 


13990. 


.14070, 


14003. .14068, 14152 


. .14214 


ru 


14156. . 


14218, 


14291. 


.14359, 


14293. .14379, 14438 


. .14527 




14439. . 


14522, 


14440. 


.14532, 


15051. .15146, 15051 


. .15152 




15052. . 


15171, 


15196. 


.15234, 


15200. .15286, 15308 


. .15361 




15309. . 


15362 













Seq. No. 


17372 








Seq. ID 


OJ991206 


J.9.011: 




Gene No. 


36502 








Strand 






J 


Start 


4367 








End 


21480 






Name 


OJ991206 19.0 


118. C2. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


11306 








End 


14527 






GI 


none 








Score 


43 




"\ 


Exons 


11306. 


.11338, 


11306. 


.11350, 


11451. .114 


95, 11453 


. .11524 


1 




12351. 


.12425, 


12361. 


.12426, 


12488. .12532, 12492 


. .12539 




12625. 


.12717, 


12633. 


.12716, 


13385. .13477, 13393 


. .13473 






13544 . 


.13621, 


13549. 


.13620, 


13999. .14070, 14003 


. .14068 






14152. 


.14217, 


14156. 


.14218, 


14291. . 14356, 14299 


. .14361 






14438. 


.14527, 


14439. 


.14522 









Seq. No. 17372 

Gene No. 36502 
Start ' 4367 

Name OJ991206_19 . 0118 . C2 . o3 . gs 

Start 19039 

GI none 

Exons 19039. . 19152, 19239 



Seq. ID OJ991206_19.0118.C2 
Strand 

End 21480 

Method GENSCAN 

End 19912 

Score . 7 
19403, 19436. . 19555, 19778.. 19912 



Seq. No. 17373 

Gene No. 36503 

Start 322 

Name OJ991206_19 . 0118 . C3 . ol . gs 

Start 322 



Seq. ID OJ991206_19.0118.C3 

Strand + 

End 4209 

Method GENSCAN 

End 4205 



17843 




GI 


none 


Score 


. 68 






Exons 


322.. 464, 864.. 1208, 1263.. 


1415, 1532. 


.2307, 3616. 


.4205 




Seq. No. 


17373 


Seq. ID 


OJ991206_19 


.0118 


.C3 


Gene No. 


36503 


Strand 


+ 






Start 


322 


End 


4209 






Name 


OJ991206 19.0118.C3.ol.np 


Method 


AAT/NAP * 






Start 


863 


End 


4209 






GI 


3269287 


Score 


1051 






Exons 


863.. 1208, 1314.. 1392, 1534 


..2382, 3616.. 4209 






GI Descrip. 


(AL030978) GH3 like protein 


[Arabidopsis thaliana] 






Seq. No. 


17373 


Seq. ID 


OJ991206_19 


0118 


.C3 


Gene No. 


36504 


Strand 


+ 






Start 


12987 


End 


14427 






Name 


OJ991206 19.0118.C3.o3.np 


Method 


AAT/NAP 






Start 


12987 


End 


14427 






GI 


2827663 


Score 


949 






Exons 


12987. . 14427 










GI Descrip. 


(AL021637 ) membrane-associated salt-inducible-like 


protein 




[Arabidopsis thaliana] 










Seq. No. 


17373 


Seq. ID 


OJ991206_19 


0118 


.C3 


Gene No. 


36505 


Strand 








Start 


3157 


End 


6894 






Name 


OJ991206 19.0118.C3.o2.np 


Method 


AAT/NAP 






Start 


3157 


End 


6810 






GI 


5669778 


Score 


641 






Exons 


3157. .3260, 5741. .6810 










GI Descrip. 


(AF108008) HV1LRR1 [Hordeum vulgare] 








Seq. No. 


17373 


Seq. ID 


OJ991206_19 


0118 


.C3 


Gene No. 


36505 


Strand 








Start 


3157 


End 


6894 






Name 


OJ991206 19.0118.C3.ol.gp 


Method 


AAT/GAP 






Start 


4311 


End 


4539 






GI . 


none 


Score 


384 






Exons 


4311. .4539 










Seq. No. 


17373 


Seq. ID 


OJ991206_19 


0118 


.C3 


Gene No. 


36505 


Strand 








Start 


3157 


End 


6894 






Name 


OJ991206 19.0118.C3.o2.gs 


Method 


GENSCAN 






Start 


5080 


End 


6894 






GI 


none 


Score 


.72 






Exons 


5080. .5482, 6056. .6894 










Seq. No. 


17373 


Seq. ID 


OJ991206_19. 


0118 


.C3 


Gene No. 


36506 


Strand 








Start 


17261 


' End 


18915 






Name 


OJ991206 19.0118.C3.o5. tm 


Method 


TBLASTX: Maize 




Start 


1584 


End 


1940 






GI 


none 


Score 


134 






Exons 


1584. .1829, 1656. .1835, 180 


5. . 1940 








Seq. No. 


17373 


Seq. ID 


OJ991206_19. 


0118 


.C3 


Gene No. 


36506 


Strand 









17844 




Start 


17261 








End 


18915 


Name 


OJ991206 19 


.0118 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1722 








End 


4177 


GI 


none 








Score 


170 


Exons 


1722 . . 1931, 


1749 


. . 1886, 


1995. 


.2120, 1997. .2119, 2111. .2245 




2112. .2246, 


2346 


. .2384, 


3603. 


.3704, 3615. .3776, 3804.. 3893 




3921. .3980, 


3989 


. .4177, 


3990. 


.4172 




Seq. No. 


17373 








Seq. ID 


OJ991206_19.0118.C3 


Gene No . 


36506 








Strand 




Start 


17261 








End 


18915 


Name 


OJ991206 19 


.0118 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1725 








End 


4177 


GI 


none 








Score 


162 


Exons 


1725. . 1895, 


1727 


. . 1906, 


2012 . 


.2308, 2013. .2312, 2346.-2384 




3615 . . 3761, 


3735 


. . 3872, 


3824 . 


.3871, 3898. .3981, 3989. .4177 




3990 . .4172 












Seq. No. 


17373 








Seq. ID 


OJ991206_JL9.0118.C3 


Gene No. 


36506 








Strand 




Start 


17261 








End 


18915 


Name 


OJ991206 19 


0118 


.C3 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2012 ~ 








End 


2384 


GI 


none 


2013 






Score 


211 


Exons 


2012. .2269, 


. . 2279, 


2346. 


.2384 




Seq. No. 


17373 








Seq. ID 


OJ991206_19.0118.C3 


Gene No. 


36506 








Strand 




Start 


17261 








End 


18915 


Name 


OJ991206 19 


0118 


,C3 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2025 ~~ 








End 


2384 


GI 


none 








Score 


220 


Exons 


2025. .2264, 


2036 


. .2251, 


2346. 


.2384 




Seq. No. 


17373 








Seq. ID 


OJ991206_19.0118.C3 


Gene No. 


36506 








Strand 




Start 


17261 








End 


18915 


Name 


OJ991206 19. 


0118"VC3.o3. 


tm 


Method 


TBLASTX: Maize 


Start- 


3735 ~ 








End 


4175 


GI' 


none 








Score 


85 


Exons 


3735. . 3872, 


3815 


. .3874, 


3909. 


.4175, 3923. .4174 


Seq. No. 


17373 








Seq. ID 


OJ991206_19.0118.C3 


Gene No. 


■ 36506 








Strand 




Start 


17261 








End 


18915 


Name 


OJ991206 19. 


0118 


.C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


5206 ~ 








End 


5415 


GI 


none 








Score 


87 


Exons 


5206. .5415, 


5228 


. .5407 






** 


Seq. No. 


17373 








Seq. ID 


OJ991206_19.0118.C3 


Gene No. 


36506 








Strand 




Start 


17261 








End 


18915 


Name 


OJ991206 19. 


0118 


C3.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5932 








End 


6858 


GI 


none 








Score 


111 


Exons 


5932. .6135, 


6157 


.6243, 


6238. 


.6309, 6316.. 6384, 6592.. 6858 



17845 






Seq. No. 


17373 






Seq. ID 


OJ991206 


19 . 0118 


. C3 




Gene No. 


36506 






Strand 










Start 


17261 






End 


18915 








Name 


OJ991206 19. 0118. C3 


.o2.tc 


Method 


TBLASTX : 


Cress 






Start 


13090 






End 


14226 








GI 


none 






Score 


70 








Exons 


13090. 


.13227, 13240 


13587. 


13288. .13491, 13330 


13680 








13393. 


.13599, 13434 


. . 13730, 


13435. .13791, 13543 


. . 13890, 








13576. 


.13794, 13629 


. . 13994, 


13639. . 13995, 13708 


13917, 








13732. 


.14058, 13786 


. . 14034, 


13821. . 14 


036, 13827 


. . 14057, 








13828. 


.13995, 14029 


. . 14202, 


14038. . 14226 








Seq. No. 


17373 






Seq. ID 


OJ991206 


19.0118 


. C3 




Gene No. 


36506 






Strand 










Start 


17261 






End 


18915 








Name 


OJ991206 19. 0118. C3 


. ol . tm 


Method 


TBLASTX:! 


Maize 






Start 


13108 






End 


14048 








GI 


none 






Score 


68 








Exons 


13108. 


.13215, 13240 


. . 13521, 


13422. .13763, 13423 


. .13767, 








13531. 


.13854, 13645 


. . 13986, 


13650. .13790, 13750 


1404 6, 








13758. 


.14048 












::r 


Seq. No. 


17373 






Seq. ID 


OJ991206 


19.0118 


C3 


:. "1 


Gene No . 


36506 






Strand 








: =r 


Start 


17-261 






End 


18915 








Name 


OJ991206 19. 0118. C3 


.o2.ts 


Method 


TBLASTX : ; 


Soybean 






Start 


13123 






End 


14211 




□ 


GI 


none 






Score 


45 








Exons 


; 13123. 


.13218, 13237 


. . 13425, 


13240. .13995, 13240 


13764 , 








13249. 


.13857, 13254 


. . 13382, 


13330. . 13680, 13407 


. .13649^ 








13423. 


.14010, 13494 


. . 13877, 


13663. . 13836, 13855 


. .14046, 




!*Lf 




13867. 


.14211, 13875 


. . 14078 












Seq. No. 


17373 






Seq. ID 


OJ991206 


_19.0118 


.C3 




Gene No. 


36506 






Strand 








Ms 


Start 


17261 






End 


18915 








Name 


OJ991206 19. 0118. C3 


. o2 . tm 


Method 


TBLASTX: Maize 




! i3 


Start 


14196 






End 


14433 








GI 


none 






Score 


258 








Exons 


14196. 


.14429, 14197 


. . 14433 












Seq. No. 


17373 






Seq. ID 


OJ991206_ 


JL9.0118 


.C3 




Gene No . 


36506 






Strand 










Start 


17261 






End 


18915 








Name 


OJ991206 19. 0118. C3. 


. o4 . gs 


Method ■ 


GENSCAN 








Start 


17261 






End 


18915 








GI 


none 






Score 


.64 








Exons 


17261. 


.17392, 17817. 


17979, . 


,18809. . 18! 


915 








Seq. No. 


■ 17374 






Seq. ID 


OJ991206_ 


JL9.0118 


.C4 




Gene No. 


36507 






Strand 


+ 








Start 


299 






End 


2393 








Name 


OJ991206 19. 0118. C4. 


. ol . gs 


Method 


GENSCAN 








Start 


299 






End 


2393 








GI 


none 






Score 


. 66 








Exons 


299. .319, 630. .704, 


978. .1038, 1243. .: 


L322, 2277 


. .2393 





17846 



oeq. no. 


1 / 0 / H 








oeq. id 




Gene No. 


36508 








Strand 


+ 


Start 


4718 








End 


4861 


Name 


OJ991206 19 


.0118. 


C4.o2. 


gs 


Method 


GENSCAN 


Start 


4718 








End 


4861 


GI 


none 








Score 


.66 


Exons 


4718. .4861 












becj . no . 


1 "7 *3 n c 
1 / O / 0 








0 Art th 

oeq. lu 


a TQQi one 


Gene No. 


36509 








Strand 


+ 


Start 


101 








End 


199 


Name 


OJ991206 19 


.0118. 


C5.ol. 


gs 


Method 


GENSCAN 


Start 


101 








End 


199 


GI 


none 








Score 


.66 


Exons 


101. . 199 












oeq . no . 


1 1 0 / 0 








oeq. lu 


a tqqi one 


Gene No. 


36510 








Strand 


+ 


Start 


3210 








End 


3535 


Name 


OJ991206 19, 


.0118. 


C5.ol. 


gp 


Method 


AAT/GAP 


Start 


3210 








End 


3535 


GI 


none 








Score 


644 


Exons 


3210. .3535 












Seq. --No . 


17375 








Seq. ID 


OJ991206 


t^ene no . 


^^CL 1 1 








Strand 




Start 


2832 








End 


9550 


Name 


OJ991206 19, 


.0118. 


C5.o2. 


gs 


Method 


GENSCAN 


Start 


2832 








End 


9550 


GI 


none 








Score 


.8 


Exons 


2832. .2965, 


3031. 


.3111, 


3730. 


.3767, 5275.. 5806, 




7327. .7430, 


7504 . 


.7622, 


8617. 


.8882, 9443. .9550 


oeq. in o . 


1/0/0 








Seq. ID 


OJ991206_ 


Gene No. 


36511 








Strand 




Start 


2832 








End 


9550 


Name 


OJ991206 19. 


.0118. 


C5.ol. 


tm 


Method 


TBLASTX : I 


Start 


3462 








End 


5501 


GI 


none 








Score 


103 


Exons 


3462. .3599, 


3508. 


. 3597, 


5259. 


.5501, 5271. .5501 


oeq. no. 


l/O/O 








Seq. ID 


OJ991206_ 


Gene No. 


36511 








Strand 




Start 


2832 








End 


9550 


Name 


OJ991206 19. 


,0118. 


C5.o2. 


gp 


Method 


AAT/GAP 


Start 


5433 








End 


6674 


GI 


2427541 








Score 


764 


Exons 


5433.. .5806, 


6642,. 


.6674 








Seq. No. 


17375 








Seq. ID 


OJ991206_ 


Gene No. 


36511 








Strand 




Start 


2832 








End 


9550 


Name 


OJ991206 19. 


0118. 


C5.ol. 


ts 


Method 


TBLASTX : i 


Start 


5565 








End 


5781 


GI 


none 








Score 


85 


Exons 


5565. .5780, 


5679. 


.5780, 


5686. 


.5781 





17847 




Seq. No. 


17375 








Seq. ID 


OJ991206__19.0118.C5 


Gene No. 


36511 








Strand 




Start 


2832 








End 


9550 


Name 






. . OZ . 


cm 


Method 


TBLASTX: Maize 


Start 


6703 








End 


9546 


GI 


none 








Score 


56 


Exons 


6703. .6747, 


6704 


. .6760, 


6847 


..6927, 6869. .6928, 6994. .7116 




7017. .7133, 


7324 


. .7431, 


7328 


..7438, 7328. .7438, 7501. .7599 




7502. .7594, 


7503 


. .7595, 


7510 


..7596, 8607.. 8858, 8608.. 8883 




8608. .8880, 


8652 


. .8882, 


9444 


..9542, 9445. .9546 


oeq . wo . 


1 "7 "3 "7 C 








oeq. iu 


ojyyizUb iy.uiio.cb 


Gene No. 


36512 








Of v-in/^ 

otrana 


+ 


Start 


2320 








bna 


O "7 "I C 

z / lb 


Name 


OJ991206 19 


0118 


.C6.o2. 


gp 


Method 


7\ 7\ rp / 7\ 0 

Ml / 


Start 


2320 








bna 


£. f lb 


GI 


none 








Score 


790 


Exons 


2320. .2716 












oeq . wo . 


1 / O / D 








oeq. ID 


ojyyizUb iy.uiio.cb 


Gene No. 


36513 








btrana 




Start 


1 








fcjna 


DO 


Name 


OJ991206 19 


0118 


.C6.ol. 




Method 


AA1 / bAF 


Start 


1 






hjna 


bo 


GI 


none 








Score 


105 


Exons 


1. .68 












oeq . no . 


t i *3 1 a 








v Seq. ID 


OJ991206_19.0118.C6 


Gene No. 


36514 








Strand 




Start 


2523 








End 


5564 


Name 


OJ991206 19 


0118 


C6.ol. 


gs 


Method 


GENSCAN 


Start 


2523 








End 


5564 


GI 


none 








Score 


. 9 


Exons 


2523. .2897, 


3250 


.3417, 


4062 


. .5564 




Seq. No. 


17376 








Seq. ID 


OJ991206_19.0118.C6 




36514 








Strand 




Start 


2523 








End 


5564 


Name 


OJ991206 19. 


0118 


C6.ol. 


np 


Method 


AAT/NAP 


Start 


2550 








End 


5376 


GI 


6735297 








Score 


1425 


Exons 


2550. .2897, 


3250 


.3417, 


4107 


..4868, 4939. .5136, 5200. .5376 


GI Descrip. 


(AL137080) putative protein 


[Arabidopsis thaliana] 


oeq . no . 


17376 








Seq. ID 


OJ991206_19.0118.C6 


Gene No. 


36514 








Strand 




Start 


2523 








End 


5564 


Name 


OJ99;206 19. 


0118. 


C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2625 








End 


3318 


GI 


none 








Score 


165 


Exons 


2625. .2903, 


2626. 


.2901, 


3250 


. .3318 




Seq. No. 


17376 








Seq. ID 


OJ991206_19.0118.C6 


Gene No. 


36514 








Strand 




Start 


2523 








End 


5564 


Name 


OJ991206 19. 


0118. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 



17848 



# • 



Start 


2750 








End 


3333 


GI 


none 








Score 


180 


Exons 


2750. .2902, 


2751 


. .2915, 


2752. 


.2901, 3250.. 3333, 3251.. 3331 


Seq. No. 


17376 








Seq. ID 


OJ991206_19.0118.C6 


Gene No. 










Strand 




Start 


2523 








End 


5564 


Name 


OJ991206 19 


.0118 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3250 








End 


4179 


GI 


none 








Score 


119 


Exons 


3250. .3420, 


3254 


. .3415, 


4059. 


.4178, 4059. .4178, 4060. .4179 


Seq. No. 


17376 








Seq. ID 


OJ991206_19.0118.C6 


Gene No . 










Strand 




Start 


2523 








End 


5564 


Name 


OJ991206 19 


.0118 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4290 








End 


4670 


GI 


none 








Score 


68 


Exons 


4290. .4442, 


4290 


. .4541, 


4291. 


.4542, 4572. .4670, 4585. .4662 


Seq. No. 


17376 








Seq. ID 


OJ991206_19.0118.C6 


Gene No . 


OOO.L4 








Strand 




Start 


2523 








End 


5564 


Name 


OJ991206 19 


0118 


,C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4416 








End 


4656 


GI 


none 








Score 


109 


Exons 


4416. .4562, 


4420 


. .4557, 


4572.' 


.4655, 4573. .4656 


Seq. No. 


17377 








Seq. ID 


OJ991206_19.0118.C7 


Gene No . 


ore i c 








Strand 


• + 


Start 


2430 








End 


2688 


Name 


OJ991206 19 


0118 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2424 








End 


2594 


GI 


none 








Score 


197 


Exons 


2424. .2489, 


2430 


. .2594, 


2486. 


.2587 




Seq. No. 


17377 








Seq. ID 


OJ991206_19.0118.C7 


Gene No . 


O DO 10 








Strand 


+ 


Start 


2430 








End 


2688 


Name 


OJ991206 19. 


0118 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2427 








End 


2645 


GI 


none 








Score 


235 


Exons 


2427. .2645, 


2430 


. .2486, 


2489. 


.2629 




Seq. No. 


17377 








Seq. ID 


OJ991206_19.0118.C7 


Gene No . 


ODD J.3 








Strand 


+ 


Start 


2430 








End 


2688 


Name 


OJ991206 19. 


0118 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


2430 








End 


2624 


GI 


none 








Score 


.99 


Exons 


2430. .2624 












Seq. No. 


17377 








Seq. ID 


OJ991206_19.0118.C7 


Gene No. 


36515 








Strand 


+ 


Start 


2430 








End 


2688 


Name 


OJ991206 19. 


0118 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2430 








End 


2618 



17849 




GI 


none 


Score 


214 






Exons 


2430. .2618, 2430. .2486, 2489. .2602 








Seq. No. 


17377 


Seq. ID 


OJ991206_19 


.0118 


.C7 


Gene No. 




btrana 








otart 




bna 


Z boo 






Name 


A7QQ1 OfIC 1 G Al 1 Q r~< "7 _ 1 _ _ 

ujyyizub iy . uiio . c / . 01 . np 


Method 


AAT/NAP 






Start 


o/i on 


bna 


2688 






GI 


jUUZ £ h b 


Score 


215 






Exons 


Z 4 JU . . Z DO O 










GI Descrip. 


(Ati4i//zij bizAii protein 


[Arabidopsis 


thaliana] 






Seq. No. 


17378 


Seq. ID 


OJ991206_19 


.0118 


.C8 


Gene No. 




btrana 


+ 






b tzarc 


1 


bna 


1 boo 






Name 


Pi TQQ1 OnC 1Q fil 1 Q CO /%1 -rw* 

ujyyi^ub iy.uiio.Lo.oi.np 


Method 


AAT/NAP 






Start 


i 


bna 


1654 






GI 


DUUZ Z 4 D 


Score 


224 






Exons 


1 QR 1 / Ol 1 yl 

l. . y o , 1^ ji. . 1 bo4 










GI Descrip. 


(AF147721) E12A11 protein 


[Arabidopsis 


thaliana] 






Seq. No. 


i / o / y 


beq. ID 


OJ991206_19 


.0118 


.C8 


Gene No. 


obolb 


Strand 


+ 






Start 


1 


End 


1663 






Name 


ATQQ1 Of\C 1 Q A 1 1 O r*Q — 1 „_ 

ojyyizUb l y . ui lo . Co . oi . gs 


Method 


GENSCAN 






Start 


/ / z ■• 


bna 


1663 






GI 


none 


Score 


.52 






Exons 


772. .895, 1431. .1663 










Seq. No. 


17378 


Seq. ID 


OJ991206_19 


.0118 


-C8 


Gene No . 


36517 


Strand 


+ 






Start 


7517 


End 


10914 






Name 


OJ991206 19.0118.C8.o3.gs 


Method 


GENSCAN 






Start 


7517 


End 


10914 






GI 


none 


Score 


.89 






Exons 


7517. .7618, 8031. .8201, 10027 .. 10081, 


10856. .10914 






Seq. No. 


17378 


Seq. ID 


'OJ991206_19 


.0118 


.C8 


Gene No. 


36518 


Strand 


+ 






Start 


16174 


End 


22574 






Name 


OJ991206 19.0118.C8.o3.np 


Method 


AAT/NAP 






Start 


16174 


End 


22574 






GI 


4263831 


Score 


103 






Exons 


16174. .16206, 20084. .20410 


, 20527. .20693, 22544.. 22574 




GI Descrip. 


(AC006067) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


17378 . 


Seq. ID 


OJ991206_19, 


.0118 


.C8 


Gene No. 


36519 


Strand 


+ 






Start 


29762 


End 


30088 






Name 


OJ991206 19.0118.C8.o2.gp 


Method 


AAT/GAP 






Start 


29762 


End 


30088 






GI 


none 


Score 


650 






Exons 


29762. .30088 










Seq. No. 


17378 


Seq. ID 


OJ991206_19, 


.0118 


.C8 


Gene No. 


36520 


Strand 









17850 




Start 


7180 


End 


8234 




Name 


OJ991206 19.0118.C8.o2.np 


Method 


AAT/NAP 




Cf 2 v- +- 

OLdLL 


7180 


End 


8234 




GI 


5922623 


Score 


163 




Exons 


7180. .7256, 7444. .7559, 8124. .8234 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi I 6016856 |dbj IBAA85199.1 1 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


17378 


Seq. ID 


OJ991206 19.0118 


.C8 


Gene No . 


36521 


Strand 


- 




Start 


13866 


End 


15234 




Name 


A TQQ1 Oft/T in oilO OO ~ A — — 

OJyyizUb 1 9 . Ul lo . Co . o4 . gs 


Method 


GENSCAN 




Start 


13866 


End 


15234 




GI 


none 


Score 


.83 




Exons 


13866. .13871, 15127.. 15234 








Seq. No. 


17378 


Seq. ID 


OJ991206_19.0118 


.C8 


Gene No . 


36522 


Strand 






Start 


25218 


End 


31548 




Name 


OJ991206 19.0118.C8.o6.gs 


Method 


GENSCAN 




Start 


25218 


End 


30704 




GI 


none 


Score 


.49 




Exons 


25218. .25490, 27289 .. 27370, 


28424 . .285 


50, 30434.. 30704 




Seq. No. 


17378 


Seq. ID 


bJ991206_19.0118, 


.C8 


Gene No. 


36522 


Strand 






Start 


25218 


■ End 


31548 




Name 


OJ991206 19.0118.C8.o5.np 


Method 


AAT/NAP 




Start 


30204 


End 


31548 




GI 


3152566 


Score 


415 




Exons 


30204. .30704, 30791. .30888, 


31068. .312 


09, 31492. .31548 




GI Descrip. 


(AC002986) Similar to hypothetical protein YLR002c, gb|Z731 




from S. cerevisiae. [Arabidopsis thaliana] 




Seq. No. 


17378 


Seq. ID 


OJ991206_19.0118, 


.C8 ■ 


Gene No . 


36522 


Strand 






Start 


25218 


End 


31548 




Name 


OJ991206 19.0118.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


30242 


End 


30465 




GI 


none 


Score 


163 




Exons 


30242. .30463, 30252 .. 304 64 , 


30253. .304 


65 




Seq. No. 


17378 


Seq. ID 


OJ991206_19.0118, 


,C8 


Gene No . 


36522 


Strand 






Start 


25218 


End 


31548 




Name 


OJ991206 19.0118.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


30469 


End 


30705 




GI 


none 


Score 


255 




Exons 


30469. .30702, 304 71 30701 , 


30496. .307 


05 




Seq. No. 


17379 


Seq. ID 


OJ991206_19.0118. 


,C11 


Gene No. 


36523 


Strand 


+ 




Start 


1 


End 


655 




Name 


OJ991206 19.0118.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


655 




GI 


3152566 


Score 


218 





17851 




Exons 1..209, 425.. 655 

- GI Descrip. (AC002986) Similar to hypothetical protein YLR002c, gb|Z7314 
from S. cerevisiae. [Arabidopsis thaliana] 



Seq. No. 


17379 




Seq. ID 


OJ991206_19.0118.C11 


Gene No. 


36523 




Strand 


+ 


Start 


1 




End 


655- 


Name 


OJ991206 19. 


0118.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


45 




End 


214 




none 




Score 




Exons 


45. .212, 53. 


.214 






Seq. No. 


17379 




Seq. ID 


OJ991206_19.0118.C11 


Gene No. 


36523 




Strand 


+ 


Start 


1 




End 


655 


Name 


OJ991206 19. 


0118.Cll.ol.gs 


Method 


GENSCAN 


Start 


71 




End 


595 


GI 


none 




Score 


.87 


Exons 


71. .209, 425 


. .595 






Seq. No. 


17379 




Seq. ID 


OJ991206_19.0118.C11 


Gene No. 


36523 




Strand 


+ 


Start 


1 




. End 


655 


Name 


OJ991206 19. 


0118.Cll.ol.gp 


Method 


AAT/GAP 


Start 


534 




End 


623 


GI 


3107782 




Score 


107 


Exons 


534. .623 








GI Descrip. 


olozobb o.Oe 


-11 (AC002986) 


Similar to 


hypothetical protein 




YLR002c, gb_ 


Z7314 from S. cerevisiae. 


[Arabidopsis thaliana; 


Seq. No. 


17380 




Seq. ID 


OJ991216_14.0114.C1 


Gene No. 


36524 




Strand 


+ 


Start 


84 




End 


178 


Name 


OJ991216 14. 


0114 .Cl.ol.gs 


Method 


GENSCAN 


Start 


84 




End 


178 


C T 


none 




Score 


. 35 


Exons 


84. .178 








Seq. No. 


17380 




Seq. ID 


OJ991216_14 .0114 .CI 


Gene No.' 


36525 




Strand 


- 


Start 


1068 




End 


1605 


Name 


OJ991216 14. 


0114.Cl.o2.gs 


Method 


GENSCAN 


Start 


1068 




End 


1520 


GI 


none 




Score 


.99 


Exons 


1068. .1520 








Seq. No. 


17380 




Seq. ID 


OJ991216_14 .0114 .CI 


Gene No. 


36525 




Strand 




Start 


1068 




End 


1605 


Name 


OJ991216 14. 


0114.Cl-.ol.gp- 


Method 


AAT/GAP 


Start 


1118 




End 


1575 


GI 


5038723 




Score 


873 


Exons 


1118. . 1575 








GI Descrip. 


3402684 l.Oe 


-44 (AC004697) 


hypothetical protein [Arabidopsis 




thaliana] 








Seq. No. 


17380 




Seq. ID 


OJ991216_14.0114.C1 



17852 




Gene No. 


36525 








Strand 






o car 1, 


1 U DO 








End 


1605 




Name 


OJ991216 14 


.0114% 


Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1142 








End 


1605 




GI 


3329366 








Score 


393 




Exons 


1142. .1605 














GI Descrip. 


(AF031243) 


nodule-specific protein Nlj70 [Lotus 


japonicus] 


Seq. No. 


17380 








Seq. ID 


OJ991216 


_14 .0114 .CI 


Gene No. 










Strand 






Start 


1068 








End 


1605 




Name 


OJ991216 14 


. 0114 . 


Cl.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


1191 








End 


1557 




GI 


none 








Score 


59 




Exons 


1191. .1247, 


1242 . 


. 1340, 


1252 . 


.1320, 1368.. 1556, 


1369. . 1557 


Seq. No. 


17380 








Seq. ID 


OJ991216 


_14 .0114 .CI 


Gene No . 










Strand 






Start 


1068 








End 


1605 




Name 


OJ991216 14 


. 0114 . 


CI . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


1236 








End 


1602 




GI 


none 








Score 


47 




Exons 


1236. .1274, 


1240 . 


. 1275, 


1278 . 


.1358, 1335. .1601, 


1369. .1602 


Seq. No. 


17380 








Seq. ID 


OJ991216 


_14.0114.C1 


Gene No. 


3o52o 








Strand 






Start 


1068 








End 


1605 




Name 


OJ991216 14 


.0114 . 


Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1413 








End 


1602 




GI 


none 








Score 


144 




Exons 


1413. .1601, 


1429. 


.1602 










Seq. No. 


17381 








Seq. ID 


OJ991216 


_14.0114.C2 


Gene No. 


36526 








Strand 


+ 




Of -,V-f 

btart 


Z 0 DO 








End 


3363 




Name 


OJ991216 14 


.0114 . 


C2.o2. 


np 


Method 


AAT/NAP 




Start 


2868 








End 


3363 




GI 


6063557 








Score 


121 




Exons 


2868. .2997, 


3218. 


.3363 










GI Descrip. 


(AP000615) 


similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 


Seq. No. 


17381 








Seq. ID 


OJ991216 


_14.0114.C2 


Gene No. 


36527 








Strand 






o tar z 


j 1U 








End 


1482 




Name 


OJ991216 14 


.0114 . 


C2.ol. 


np 


Method 


AAT/NAP 




Start 


310 








End 


1360 




GI 


3402684 








Score 


838 




Exons 


310. .1360 














GI Descrip. 


(AC004697) 


nodulin-like 


protein [Arabidopsis thaliana] 


Seq. No. 


17381 








Seq. ID 


OJ991216 


_14 . 0114 .C2 


Gene No. 


36527 








Strand 






Start 


310 








End 


1482 




Name 


OJ991216 14 


.0114. 


C2.ol. 


gp 


Method 


AAT/GAP 




Start 


322 








End 


397 




GI 


3759004 








Score 


110 




Exons 


322. .397 















17853 




GI Descrip. 


3402684 8.0e-24 


(AC004697) 


hypothetical protein [Arabidopsis 




thaliana] 








Seq. No. 


17381 




O rt rt TH 

beq. id 


ATOQ1 T1 C 1 /I AIT/I O 

ojyyizib i4.uii4.cz 




jDjZ / 




Strand 




Start 


310 




End 


1482 


Name 


OJ991216 14.0114 


.C2.ol.gs 


Method 


GENSCAN 


Start 


- 346 




End 


1428 


GI 


none 




Score 


.5 


Exons 


346. .1428 








Seq. No. 


17381 




beq. id 


ATQQ1 01 C 1/1 fll 1 ^ r* o 

ojyyizib i4.uii4.ez 


bene 1NO . 


36527 




Strand 




Start 


310 




End 


1482 


Name 


OJ991216 14.0114 


.C2.o3. ts 


Method 


TBLASTX: Soybean 


Start 


352 




End 


723 


GI 


none 




Score 


166 


Exons 


352. .408, 520. .723 






Seq. No. 


1 7 ^ft 1 




C rt rt TH 

beq. id 


ojyyizib I4.uii4.cz 




^ £ 0 7 




Strand 




Start 






End 


1482 


Name 




.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


7 A R 

/ 4 O 




End 


1140 


: ;t gi 


none 




Score 


299 


Exons 

IT! 


740 11/10. 7 ft P 
/ £ iO..J.±fiU / /oo . . 


11 JO . 






fy Seq. No, 


17381 




O rt rt TH 

beq. ID 


OJyyizlb 14.U114.Cz 


: £ belle INO . 


36527 




Strand 




|7g Start 






End 


1482 


"i Name 


n tqqi 01 ^ i a ^^^ ^ a 

VJJ:7;?1Z±0 Xfi.U-L.Lfi 


. . Ol . LC 


Method 


TBLASTX: Cress 


^ : Start 


ft /l 7 




End 


1299 


I'll GI 


none 




Score 


191 


i; Exons 


847. .1299, 866.. 


1297 






l!3 

;"e Seq. No. 


17381 




O rt rt T I~N 

beq. ID 


ATQQ1 01 C 1/1 A 1 1 /I O 

ujyyizib i4.uii4.ez 




36527 




Strand 




7; Start 


310 




End 


1482 


! s3 Name 


OJ991216 14.0114 


.C2.ol.tm 


Method 


TBLASTX: Maize 


□ Start 


859 




End 


1354 


i;=j GI 


none 




Score 


668 


Exons 


859. .1353, 860.. 


1354, 1184. 


. .1354 




Seq. No. 


17381 




Seq. ID 


OJ991216_14 .0114 .C2 


Gene No. 


36527 




Strand 




Start 


310 




End 


1482 


Name 


OJ991216 14.0114 


.C2.o2.gp 


Method 


AAT/GAP 


Start 


959 


End 


1482 


GI 


26017 1.R1084 




Score 


970 


Exons 


959. .1482 








GI Descrip. 


'3402684 5.0e-33 


(AC004697) 


hypothetical protein [Arabidopsis 




thaliana] ' 








Seq. No. 


17381 




Seq. ID 


OJ991216_14 .0114 .C2 


Gene No. 


36527 




Strand 




Start 


310 




End 


1482 


Name 


OJ991216 14.0114 


.C2.o2. ts 


Method 


TBLASTX : Soybean 



17854 




Start 


1141 








End 


1314 




GI 


none 








Score 


124 




Exons 


1141. .1314, 


1142 


. . 1312 










Seq. No. 


17382 








Seq. ID 


OJ991216 


_14.0114.C3 


Gene No. 


36528 








Strand 






Start 


5116 








End 


9979 




Name 


OJ991216 "14 


.0114 


.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


5116 








End 


5826 




GI 


1643 1.R1084 






Score 


1183 




Exons 


5116. .5696, 


5782 


. .5826 










GI Descrip. 


' 4678948/emb|CAB41339. 1 | 6.0e-13 (AL049711) putative protei 




[Arabidopsis thaliana] 1 










Seq. No. 


1 ^ o o o 

1 Mo_ 








Seq. ID 


OJ991216 


_14.0114 .C3 


Gene No. 


o a c o o 








Strand 






Start 


bllb 








End 


9979 




Name 


ojyyi_ib 14 


.0114 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


ddu y 








End 


9979 




GI 


4 b / o y 4 o 








Score 


672 




Exons 


ddu y . . bby o , 


5782 


. .5852, 


7016 


..7135, 7595. .7715, 


7797. .7869, 




7957. .8056, 


8351 


. .8442, 


8809 


..8941, 9664. .9752, 


9882. .9979 


GI Descrip. 


(AL049711) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


1-7-300 

1 / DOZ 








Seq. ID 


OJ991216_ 


_14 .0114 .C3 


Gene "No . 


dodZo 








Strand 








jllD 








End" 


9979 




Name 


TO Q 1 O 1 C 1 / 


. 0114 


. C3 . o2 . 


gs 


Method 


GENSCAN 




Start 


C C 1 Q 








End 


9843 




GI 


none 








Score 


.67 




Exons 


5518. .5657, 


5782 


. .5852, 


6220 


..6270, 7016. .7135, 


7595. .7715, 




/ /y/. . /oby, 


7957 


. .8056, 


8351 


..8442, 8809. .8941, 


9664 . .9843 


Seq. No. 


1 "7 O O O 








Seq. ID 


OJ991216_ 


_14.0114.C3 


Gene No. 


dodZo 








Strand 








ollb 








End 


9979 




Name 


OJ991216 14 


.0114 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5518 








End 


7095 




GI 


none 








Score 


203 




Exons 


5518. .5697, 


5519 


. .5698, 


5629 


. .5700, ' 5747. .5854, 


5749. .5853, 




5781. .5855, 


5783 


. .5866, 


5784 


..5873, 7004. .7093, 


7015. .7095 


Seq. No. 


17382 








Seq. ID 


OJ991216_ 


_14.0114.C3 


bene ino . 


36528 








Strand 






Start 


5116 








End 


9979 




Name 


OJ991216 14 


.0114 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5569 








End 


5855 




GI 


none 








Score 


69 




Exons 


5569. .5694, 


5572 


. .5697, 


5573 


..5698, 57i 


33. .5848, 


5784 . .5855 


Seq. No. 


17382 








Seq. ID 


OJ991216_ 


_14 .0114 .C3 


Gene No. 


36528 








Strand 






Start 


5116 








End 


9979 




Name 


OJ991216 14 


.0114 


.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


7013 








End 


7127 




GI 


1036967 








Score 


185 




Exons' 


7013. .7127 















17855 




Seq. No. 


17382 








Seq. ID 


OJ991216 


_14 .0114 .C3 


Gene No. 


36528 








Strand 






Start 


5116 








End 


9979 




Name 


C\ TQQ 1 Ol C 1/1 


n 1 1 a 


. L/j . Ol . 


im 


Method 


TBLASTX: 


Mai ze 


Start 


7096 








End 


8901 




GI 


none 








Score 


74 




Exons 


7096. .7140; 


7097 


. .7141, 


7565 


..7693, 7S75..7694, 


7582. .7725, 




7588. .7740, 


7795 


. .7869, 


7796 


..7870, 7797. .7871, 


7955. .8038, 




7956. .8057, 


7957 


. .8058, 


7961 


..8059, 8347. .8442, 


8351. .8443, 




8353. .8445, 


8789 


. .8896, 


8809 


. .8901 






oeq. no. 


i 

1 / JO^ 








Seq. ID 


OJ991216 


14 .0114 . Co 


Gene No. 


36528 








Strand 






Start 


5116 








End 


9979 




Name 


OJ991216 14 


.0114 


.C3.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7594 








End 


8002 


GI 


none 








Score 


57 




Exons 


7594. .7734, 


7595 


. .7687, 


7798 


..7869, 7799. .7894, 


7964. .8002 


Seq. No. 


17382 








Seq. ID 


OJ991216 


_14.0114.C3 


Gene No. 


36528 








Strand 






Dtart 


5116 








End 


9979 




Name 


OJ991216 14 


.0114 


.C3.o3. 


gp 


Method 


AAT/GAP 




Start . ^ 


. 7957 








End 


9979 




GI 


9910 1.R1084 






Score 


883 




Exons 


7957. .8056, 


8351 


. .8442, 


8809 


..8941, 9664. .9764, 


9897. .9979 


GI Descrip. 


'3402684 8. 


0e-24 


(AC004697) 


hypothetical protein [Arabidopsis 




thaliana] 1 














o e q . in o . 


17383 








Seq. ID 


OJ991216 


_14.0114.C4 


Gene No. 


36529 








Strand 


+ 




Start 


389 








End 


2518 




Name 


OJ991216 14 


.0114 


C4.ol. 


gs 


Method 


GEN SCAN 




Start 


389 








End 


2518 




GI 


none 








Score 


.78 




Exons 


389. .470, 2101. .2145, 2376.. 


2518 






o e q . in o . 


17383 








Seq. ID 


OJ991216 


_14.0114.C4 


Gene No. 


36530 








Strand 


+ 




Start 


4423 








End 


5774 




Name 


OJ991216 14 


.0114 


C4.o2. 


gs 


Method 


GENSCAN 




Start 


4423 








End 


5774 




GI 


none 








Score 


.73 




Exons 


4423. .4481, 


4564, 


.4672, 


5586 


. .5774 






Seq. No. 


17383 








Seq. ID 


OJ991216 


_14.0114.C4 


Gene No. 


36530 








Strand 


+ 




Start 


4423 








End 


5774 




Name 


OJ991216 14 


.0114. 


C4 .ol. 


np 


Method 


AAT/NAP 




Start 


5040 








End 


5394 




GI 


6630699 








Score 


90 




Exons 


5040. .5394 














GI Descrip. 


(AP000969) 


hypothetical 


protein [Oryza 


sativa] 





gi I 6721536 |dbj IBAA89566. 1 | (AP001073) hypothetical protein 
[Oryza sativa] 



17856 



Seq. No. 17383 Seq. ID 

Gene No. 36531 Strand 

Start 7850 End 

Name OJ991216_14 . 0114 . C4 . o2 . np Method 

Start 7850 End 

GI 5295955 Score 

Exons 7850.. 7979, 8516.. 8604, 9299.. 9641, 9712.. 10436 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555) 
[Oryza sativa] 



OJ991216_14.0114 .C4 
+ 

10436 
AAT/NAP 
10436 
428 



Seq. No. 


17383 






Seq. ID 


OJ991216_ 


14.0114 


.C4 


Gene No. 


36532 






Strand 


+ 






Start 


15191 






End 


17440 






Name 


OJ991216 14. 0114. C4 


. o3 . np 


Method 


AAT/NAP 






Start 


15139 






End 


17440 






GI 


6119538 




Score 


1146 






Exons 


15139. . 


15628, 15835 


. .16049, 


16215. . 16365, 16488. 


.16679, 






16825. . 


16987, 17121 


. .17314, 


17369. . 17440 






GI Descrip. 


(AC011560) unknown 


protein 


[Arabidopsis thaliana] 




Seq. No. 


17383 






Seq. ID 


OJ991216_ 


14.0114 


.C4 


Gene No. 


36532 






Strand 


+ 






Start 


15191 






End 


17440 






Name 


OJ991216 14. 0114. C4 


. o2 . gp 


Method 


AAT/GAP 






Start 


15152 






End 


15376 






GI 


none 






Score 


402 






Exons 


15152. . 


15376 












Seq. No. 


17383 






Seq. ID 


OJ991216_ 


14 .0114 


.C4 


Gene No. 


36532 






Strand 


+ 






Start 


15191 






End 


17440 






Name 


OJ991216 14. 0114. C4 


. ob . gs 


Method 


GENSCAN 






Start 


15191 






End 


17419 






GI 


none 






Score 


. 98 






Exons 


15191. . 


15628, 15835 


. .16049, 


16215. . 16365, 16488. 


.16679, 






16825. . 


16987, 17121 


. .17419 










Seq. No. 


17383 






Seq. ID 


OJ991216_ 


14.0114 


C4 


Gene No. 


36532 






Strand 


+ 






Start 


15191- 






End 


17440 






Name 


OJ991216 14. 0114. C4 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


15434 






End 


16989 






GI 


none 






Score 


208 






Exons 


15434. . 


15619, 15434 


. .15619, 


15550. . 15621, 15840. 


.16061, 






15841. . 


15981, 15855 


. .16049, 


16212. .16364, 16212. 


.16319, 






16213. . 


16377, 16222 


. .16365, 


16487. .1667 


8, 16488. 


. 16679, 






16491. . 


16703, 16819 


. .16989, 


16824 . . 16988 






Seq. No. 


17383 






Seq. - ID 


OJ991216_ 


14 .0114 , 


C4 


Gene No. 


36532 






Strand 


+ 






Start 


15191 






End 


17440 






Name 


OJ991216 14. 0114. C4 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


15832 






End 


15983 






GI 


none 






Score 


211 






Exons 


15832. . 


15981, 15834 


. .15983 










Seq. No. 


17383 






Seq. ID 


OJ991216_ 


14.0114. 


C4 



17857 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36532 Strand 

15191 End 

OJ991216_14 . 0114 .C4 .ol. tm Method 

16017 End 

none Score 



+ 

17440 

TBLASTX: Maize 

16571 

197 



16017. .16061, 16211. .16369, 16213 16377 , 16213 .. 16368, 
164 85. . 16568, 16488. .16571, 16489.. .16569 



Seq. No. 17383 

Gene No. 36532 

Start 15191 

Name OJ991216_14 . 0114 . C4 . ol . tc 

Start 16216 

GI none 
Exons 



Seq. ID OJ991216_14 .0114 ,C4 

Strand + 

End 17440 

Method TBLASTX : Cress 

End 16925 

Score 178 



16216. .16377, 16219 16377 , 164 67 .. 16697 , 1 6475 .. 1 6672, 
16488. .16679, 16818 .. 16925, 16819.. 16923 



Seq. No. 17383 

Gene No. 36532 

Start 15191 

Name OJ991216_14 . 0114 . C4 . o2 . tm 

Start 16571 

GI none 
Exons 



Seq. ID OJ991216_14 .0114 .C4 

Strand + 

End 17440 

Method TBLASTX: Maize 

End 16991 

Score 141 



16571. .16675, 16572 16679, 16572 .. 16679, 16818 16991, 
16819. .16989 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



17383 
36532 
15191 

OJ991216_14.0114 .C4.o3.tm 

17201 

none 

17201. .17299, 17274. .17417, 
17306. .17377 



Seq. ID OJ991216_14 . 0114 .C4 

Strand + 

End 174 4 0 

Method TBLASTX : Mai ze 

End 17425 

Score 84 
1727 6. .17425, 1727 6 174 19, 



17384 
36533 

1 ' - 

OJ991216_14.0114.C5.ol.np 

1 

6119538 

1..61, 545. .742 
(AC011560) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991216_14.0114.C5 

Strand + 

End 1440 

Method AAT/NAP 

End 742 

Score 205 



17384 
36533 
1 

OJ991216JL4.0114.C5.o2.np 
1 

1652057 



Seq. ID OJ991216_14.0114.C5 

Strand + 

End 14 4 0 

Method AAT/NAP 

End 1311 

Score 179 



1..21, 520. .721, 812. .908, 941. .976, 1141. .1311 
(D90902) hypothetical protein [Synechocystis sp.] 



17384 
36533 
1 

OJ991216_14 . 0114 .C5.ol.gs 



Seq. ID OJ991216_14.0114.C5 

Strand + 

End 1440 

Method GENSCAN 



17858' 



Start 
GI 

Exons 



44 End 1440 

none Score . 99 

44. .61, 545. .721, 812. .976, 1141. .1440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17384 Seq. ID 

36534 Strand 
2581* End 
OJ991216_14 .0114 .C5.o3.np Method 
2566 End 
2462758 Score 
2566. .2691, 4412. .4604, 4650. .5045, 5112. .5224 
(AC002292) putative RNA-binding protein [Arabidopsis thaliana] 



OJ991216_14.0114.C5 
+ 

5227 
AAT/NAP 
5224 
387 



17384 Seq. ID 

36534 Strand 

2581 End • 

OJ991216__14.0114 .C5.o2.gs Method 

2581 - End 

none Score 

2581. .2691, 4412. .5227 



OJ991216_14.0114.C5 
+ 

5227 
GENSCAN 
5227 
.99 



Seq. No. 17384 Seq. ID OJ991216JL4 . 0114 . C5 

Gene No. 36535 Strand + 

Start 14339 End 14571 

Name OJ991216_14 . 0114 . C5 . o5 . np Method AAT/NAP 

Start 14339 . End 14571 

GI 6665714 Score 71 

Exons 14339.. 14571 

GI Descrip. (AF211191) polyp yrimidine tract binding protein [Drosophila 
melanogaster] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17384 Seq. ID 

36536 Strand 

5861 End 

OJ991216_14.0114 .C5.ol.tm Method 

524 End 

none Score 



OJ991216_14.0114 . C5 
13822 

TBLASTX: Maize 

1255 

282 



524. .721, 542. .721, 568. .726, 796. .864, 809. .877, 809. .865, 
865. .978, 872. .976, 872. .988, 876. .986, 1128. .1229, 1134. .1238, 
1135. .1254, 1138. .1254, 1139. .1255 



17384 
36536 
5861 

OJ991216_14.0114 .C5.ol.ts 

524 

none 

524. .721, 530. .721, 565. .726, 
1134. .1229, 1135. .1305, 1138. 
1390. .1437 



OJ991216_14.0114.C5 
13822 

TBLASTX : Soybean 

1437 

221 



Seq. ID 

Strand 
End 

Method 
End 
Score 

809. .889, 878. .988, 1128. .1229, 
.1317, 1139.'. 1321, 1272.. 1325, 



Seq. No. 17384 Seq. ID 

Gene No. 36536 Strand 

Start 5861 End 

Name OJ991216__14 . 0114 . C5 . o2 . tc Method 

Start 554 End 

GI none Score 



OJ991216_14.0114.C5 
13822 

TBLASTX: Cress 

949 

216 



17859 



Exons 



554. .724, 554. .721, 568. .723, 809. .949, 821. .862 



Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 . C5 . o3 . tc 

Start 1128 

GI none 

Exons 1128.. 1334, 1138.. 1320 



Seq. ID OJ991216_14 .0114 .C5 
Strand 

End 13822 

Method TBLASTX : Cress 

End 1334 

Score 218 



Seq. No. 17384 
Gene No. 36536 
Start 5861 

Name OJ991216_14 . 0114 . C5 . o4 . tm 

Start 1258 

GI none 

Exons 1258... 1410, 1258 

1409. .1441, 1517 
1566.. 1592, 1574 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216_14 .0114 .C5 
13822 

TBLASTX: Maize 

1657 

108 



.1323, 1260. .1361, 1359. .1439, 1360. .1419, 
.1564, 1521. .1562, 1522. .1566, 1547. .1657, 
.1618 



Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 .C5.o5. 

Start 2578 , 

GI none 

Exons 2578.. 2694, 2599.. 2691, 

Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 . C5 . o3 . 

Start 2581 

GI none 

Exons 2581.. 2694, 4409.. 4516, 
4672. .4716, 4673. .4720, 



Seq. ID OJ991216_14.0114.C5 
Strand 

End 13822 

tm Method TBLASTX : Maize 

End 4558 

Score 165 
4411. .4557, 4421. .4558 

Seq. ID OJ991216_14.0114.C5 
Strand 

End 13822 
t s Method TBLASTX : Soybean 

End 5215 

Score 141 
4410. .4508, 4420. .4572, 4421. .4561, 
4916. .4999, 5078. .5152, 5153. .5215 



Seq. No. 17384 
Gene No. 36536 
Start 5861 

Name OJ991216_14 . 0114 . C5 . o2 . tm 

Start 4731 
GI none 

Exons 4731.. 4823, 4732.. 4779, 4785. 

4923. .5093, 4924. .5094, 4956. 
5090. .5191, 5090. .5218, 5122. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4865, 4785 
.5093, 5063 
.5205 



OJ991216 14. 0114. C5 



13822 

TBLASTX: Maize 
5218 
62 

4835, 4921. 
5113, 5085. 



,4995, 
,5216, 



Seq. No. 17384 Seq. ID 

Gene No. • 36536 Strand * 

Start 5861 End 

Name OJ991216_14 . 0114 . C5 . ol . gp Method 

Start 5542 ' " End 

GI 83947_1 .R1084 Score 

Exons 5542.. 6211, 6307.. 6647 

GI Descrip. ' 5734 61 6/dbj | AP000391 . 1 I.AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ■ 



OJ991216_14 .0114 .C5 

13822 
AAT/GAP 
6647 
1740 



17860 



Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 . C5 . o3 . gs 

Start 5861 

GI none 
Exons 



Seq. ID OJ991216_14.0114 .C5 
Strand 

End 13822 

Method GENSCAN 

End 13822 

Score .65 



5861. .5904, 6307. .6515, 6710. .6846, 6993. .7078, 7142. .7247, 
7447. .7555, 7994. .8126, 8797. .8892, 9230. .9348, 9842. .9900, 
10357. .10458, 10883. . 11241, 11950 .. 11997 , 12064 .. 12265, 
13634. .13822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17384 
36536 
5861 

OJ991216_14 .0114.C5.o4.np 

6313 

4006920 

6313.. 6402, 6769.. 6894, 6993. 
7994. .8094, 8404. .8484, 8582. 



Seq. ID OJ991216_14.0114.C5 
Strand 

End 13822 

Method AAT/NAP 

End 11215 

Score 1394 
.7063, 7136. .7247, 7447 
.8691, 8797. .8892, 9230 



7555, 
9348, 



9621.. 9691, 9853.. 9900, 10357 .. 10458 , 10883.. 11215 



GI Descrip. (Z99708) actin interacting protein [Arabidopsis thaliana] 



Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 . C5 . o2 . ts 

Start 6319 

GI none 

Exons 6319.. 6402, 6326 
6971.. 7054, 6990 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6403, 6718.. 6894, 6767 
7070, 6990.. 7064 



OJ991216 14. 0114. C5 



13822 

TBLASTX : Soybean 

7070 

73 

,6895, 6771. .6896, 



Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 . C5 . o5 . tc 

Start 6322 

GI none 

Exons 6322.. 6402, 6332.. 6403, 6763. 
6990. .7052 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216_14.0114.C5 
13822 

TBLASTX: Cress 

7052 

95 



.6882, 6767. .6883, 6779. .6889, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17384 
36536 
5861 

OJ991216_14 .0114.C5.o2.gp 

7056 

3061004 

7056. .7247, 7447. .7564 

4 006920/emb|CAB16815. 1 | 4 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216_14.0114.C5 

13822 
AAT/GAP 
7564 
540 



protein [Arabidopsis thaliana] 

17384 
36536 
5861 

OJ991216JL4 .0114.C5.ol. tc 

7993 
none 



0e-24 (Z99708) actin interacting 



Seq. ID OJ991216_14 .0114 ,C5 
Strand 
End 

Method 
End 
Score 



13822 

TBLASTX: Cress 

8894 

71 



7993. .8043, 8398. .8496, 8399. .8488, 8582. .8692, 8586. .8693, 



17861 



8795.. 8893, 8796.. 8894 



Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 . C5 . o4 . tc 

Start 9641 

GI * none 
Exons 



Seq. ID OJ991216_14.0114.C5 
Strand 

End 13822 

Method TBLASTX : Cress 

End 11152 

Score 127 



9641. .9691, 10348. .10461, 10352 .. 10459, 108 95 .. 11 152, 
10913. .11110 



Seq. No. 17384 

Gene No. 36536 

Start 5861 

Name OJ991216_14 . 0114 . C5 . o3 . tm 

Start 10948 

GI none 
Exons 



Seq. ID OJ991216_14 .0114 .C5 
Strand 

End 13822 

Method TBLASTX : Mai ze 

End 11257 

Score 210 



10948. .11217, 10948. .11208, 10949 11215, 1 1203 .. 11250, 
11204. .11257 



Seq. No. 17385 ■ 

Gene No. 36537 

Start 9 

Name OJ991216_14 . 01 14 . C6 . ol . gp 

Start 9 

GI 4716657 

Exons - 9.. 262 



Seq. ID OJ991216_14.0114.C6 

Strand + 

End 262 

Method AAT/GAP 

End 2 62 

Score 429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



17385 
36538 
4631 

OJ991216_14 .0114 .C6.o3.gs 

4631 

none 



Seq. ID OJ991216_14.0114.C6 

Strand + 

End 7670 

Method GENSCAN 

End 7670 

Score . 61 



4631. .4801, 4935. .5052, 7199. .7349, 7652. .7670 



17385 
36539 
8900 

OJ991216_14.0114.C6.o4 .gs 

8900 

none 

8900. .10633 



Seq. ID OJ991216_14 .0114 .C6 

Strand + 

End 10633 

Method GENSCAN 

End 10633 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17385 
36540 
10703 

OJ991216_14.0114.C6.o5.gs 

10703 

none 



Seq. ID OJ991216_14.0114.C6 

Strand + 

End 14863 

Method GENSCAN 

End 14863 

Score .48 



10703. .1078 6, 10895. .11072, 11217. .11518, 11671. .11800, 
11981. .12942, 13072. .13935, 14 002 .. 14288 , 14698.. 14863 



Seq. No. 17385 

Gene No. 36540 

Start 10703 

Name OJ991216_14 . 0114 . C6 . ol . np 



Seq. ID OJ991216_14.0114.C6 

Strand + 

End 14863 

Method AAT/NAP 



17862 




Start 


10926 


- End 


14860 






GI 


4206306 


Score 


3062 






Exons 


10926. . 14860 










GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


17385 


Seq. ID 


OJ991216_ 


14 .0114 


.C6 


Gene No . 


S C C A 1 


Strand 








Start 


1881 


End 


3857 






Name 


OJ991216 14.0114.C6.o2.gs 


Method 


GEN SCAN 






Start 


1881 


End 


3857 






GI 


none 


Score 


.76 






Exons 


1881. .2444, 3720. .3857 










Seq. No. 


17385 


Seq. ID 


OJ991216_ 


14.0114 


.C6 


Gene No. 


36542 


Strand 








b tar l 


IdhdZ 


End 


19541 






Name 


OJ991216 14.0114.C6.o6.gs 


Method 


GENSCAN 






Start 


15452 


End 


19541 






GI 


none 


Score 


.46 






Exons 


15452. . 15904, 16188 .. 16832 , 


16904 . .17011, 17114. 


.17708, 






17789. . 18098, 18187 19090, 


19205. .19263, 19463. 


.19541 




Seq. No. 


17385 


Seq. ID 


OJ991216_ 


14.0114 


.C6 


Gene No . 




Strand 








Start 


21900 


End 


22857 






Name 


OJ991216 14.0114.C6.o7.gs 


Method 


GENSCAN 






Start 


21900 


End 


22857 






GI 


none 


Score 


.77 






Exons 


21900. .22062, 2214 6 .. 22212 , 


22362. .22395, 22555. 


.22857 




Seq. No. 


17385 


Seq. ID 


OJ991216_ 


14.0114 


.C6 


Gene No. 


36544 


Strand 








Of -i >~ 4- 


23847 


End 


26567 






Name 


OJ991216 14.0114.C6.o2.np 


Method 


AAT/NAP 






Start 


23846 


End 


26561 






GI 


4519938 


Score 


1096 






Exons 


23846.. 26561 * 










GI Descrip. 


(AB019240) RPRlh [Oryza sativa] 








Seq. No. 


17385 ■-' * 


Seq. ID 


OJ991216_ 


14.0114 


C6 


Gene No. 


36544 


Strand 








Start 


23847 


End 


26567 






Name 


OJ991216 14.0114.C6.o8.gs 


Method 


GENSCAN 






Start 


23847 


End 


26567 






GI 


none 


Score 


.59 






Exons 


23847. .26567 










Seq. No. 


17385 


Seq. ID 


OJ991216_ 


14.0114, 


C6 


Gene No. 


36544 


Strand 








O 4- -, 4- 

btart 


23847 


End 


26567 






Name 


OJ991216 14.0114.C6.o3.np 


Method 


AAT/NAP 






Start 


24678 


End 


26441 






GI 


5669782 


Score 


976 






Exons 


24678. .26441 










GI Descrip.. 


(AF108010) HvlLRR2 [Hordeum 


vulgare] 








Seq. No. 


17385 


Seq. ID 


OJ991216_ 


14 . 0114 . 


C6 



17863 



Gene No. 36545 Strand 

Start 27259 End 

Name OJ991216_14 . 01 14 . C6 . o7 . tw Method 

Start 10040 End 

GI ' none Score 
Exons 10040. . 10384 



29293 

TBLASTX: Wheat 

10384 

182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



17385 
36545 
27259 

OJ991216_14.0114 .C6.o8.tw 

11314 

none 

11314 . . 11535, 11315. . 11536 



Seq. ID OJ991216_14.0114.C6 
Strand 

End 29293 

Method TBLASTX : Wheat 

End 11536 

Score 178 



17385 
36545 
27259 

OJ991216_14 . 0114 .C6.o2.tw 
11740 
none 

11740. . 12093, 11766. .12092, 11836.. 12093 



Seq. ID OJ991216_14 .0114 .C6 
Strand 

29293 

TBLASTX: Wheat 
12093 
329 



End 

Method 

End 

Score 



17385 
36545 % . 
27259 

OJ991216_14.0114 .C6.ol.tm 

11868 

none 

11868. .12224, 11869.. 12225 



17385 
36545 
27259 

OJ991216_14 .0114 .C6. 

12094 

none 

12094. .12513, 12096, 
29174 . .29293 



ol . tw 



Seq. ID OJ991216_14.0114.C6 
Strand 

End 29293 

Method TBLASTX : Mai ze 

End 12225 

Score 409 



Seq. ID OJ991216_14 .0114 .C6 
Strand 

End 29293 

Method TBLASTX : Wheat 

End 29293 

Score 4 51 



.12263, 12106. .12510^ 12297 .. 12512 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



17385 
36545 
27259 

OJ991216_14 .0114.C6.o2.tm 

12253 

none 

12253. .12636, 12363.. 12623 

17385 
36545 
27259 

OJ991216_14 .0114 .C6.o2.ts 

12355 

none 

12355. .12738, 124 05 .. 1254 8 , 
17385 



Seq. ID OJ991216_14.0114.C6 
Strand 

End 29293 

Method TBLASTX : Mai ze 

End 12636 

Score 394 



Seq. ID OJ991216_14.0114.C6 
Strand 

End 29293 

Method TBLASTX: Soybean 

End 12755 ' 

Score 290 
12663. . 12755 

Seq. ID OJ991216 14. 0114. C6 



17864 




Gene No . 


*3 £ C /t C 




Strand 






Start 


27259 




End 


29293 




Name 


OJ991216 14. 0114. C6 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


12562 




End 


12939 




GI 


none 




Score 


120 




Exons 


12562. .12729, 12814 


.12939, 


12819. .12932 




Seq. No. 


17385 




oeq . 1 u 


HTQQ1 Ol C I/I A1 1 y1 


.C6 


Gene No . 






Q 4- „ J 

ourana 






Start 


27259 




End 


29293 




Name 


OJ991216 14. 0114. C6 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


13005 










GI 


none 




Score 


"3 O O 




Exons 


13005. .13436, 13006 


.13437 








Seq. No. 


17385 




oeq. iu 


riTQQi 01 c 1 a nil/! 


.C6 


Gene No . 


J DO 4 D 




Strand 






Start 


27259 




End 


29293 




Name 


OJ991216 14. 0114. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13639 




End 


14097 




GI 


none 




Score 


355 




Exons 


13639. .14097, 13764. 


.13958, 


13998. .140 


96 




Seq. No. 


17385 




Seq. ID 


OJ991216_14 .0114 


.C6 


Gene No . 






Strand 






Start 


27259 




End 


29293' 




Name 


OJ991216 14. 0114. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13747 




End 


14136 




GI 


none 




Score 


262 




Exons 


13747. .14136, 13791. 


.13958, 


14013. . 14054 




Seq. No. 


17385 




Seq. ID 


OJ991216_14 .0114 


.C6 


bene jno . 






Strand 






Start 


27259 




End 


29293 




Name 


OJ991216 14. 0114. C6. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


13909 




End 


14283 




GI 


none 




Score 


90 




Exons 


13909. .14052, 13935. 


.14051, 


14059. . 142 


83 




Seq. No. 


17385 • 




Seq. ID 


OJ991216_14 .0114 


.C6 


Gene No . 






Strand 






Start 


27259 




End 


29293 




Name 


OJ991216 14. 0114. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


14097 




End 


14268 




GI 


none 




Score 


215 




Exons 


14097. .14267, 14098. 


.14268 








Seq. No. 


17385 




Seq. ID 


OJ991216_14 .0114 


.C6 


Gene No. 


36545 




Strand 








z / <i d y 




End 


29293 




Name 


OJ991216 14. 0114. C6. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


23949 




End 


25679 




GI 


none 




Score 


77 




Exons 


23949. .24155, 25024. 


.25260, 


25029. .25571, 25095 .. 25307 , 






25379. .25444, 25402. 


.25509, 


25599. .25679 




Seq. No. 


17385 




Seq. ID 


OJ991216_14 .0114 


.C6 



17865 



bene no. 


36545 






Strand 




Start 


27259. 






End 


29293 


Name 


OJ991216 14. 0114. C6 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


25116 






End 


25337 


GI 


none 






Score 


114 


Exons 


25116. 


.25337, 25117 


. .25263, 


25125. .25337 


Seq. No. 


17385 






beq. id 




Gene No . 


36545 






Strand 




Start 


27259 






End 


29293 


Name 


OJ991216 14. 0114. C6 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


25189 






End 


25502 


GI 


none 






Score 


57 


Exons 


25189. 


.25263, 25191 


. .25502 






Seq. No. 


17385 






Seq. ID 


OJ991216_14.0114.C6 


Gene No. 


36545 






Strand 




o tar z 


27259 






End 


29293 


Name 


OJ991216 14. 0114. C6 


ol.tc 


Method 


TBLASTX: Cress 


Start 


25206 






End 


25974 


GI 


none 






Score 


102 


Exons 


25206. 


.25307, 25395 


.25472, 


25503. .25559, 25656 .. 25760, 




25797. 


.25973, 25822 


.25974 






Seq. No. 


17385 




- 


Seq. ID 


OJ991216_14 .0114 .C6 


Gene No . 


36545 






Strand 




Start 


27259 






End 


29293 


Name 


OJ991216 14. 0114. C6 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


25692 






•End 


26360 


GI 


none 






Score 


88 


Exons 


25692. 


.25757, 25812 


.26060, 


25924. .26055, 26259.. 26360 


Seq. No. 


17385 






Seq. ID 


OJ991216_14.0114.C6 


Gene No . 


36545 






Strand 




Start 


27259 






End 


29293 


Name 


OJ991216 14. 0114. C6 


o9 . gs 


Method 


GENSCAN 


Start 


27259 






End . 


29091 


GI 


none 






Score 


.73 • ' 


Exons 


27259. 


.27348, 27616 


.27723, 


28780. .29091 


Seq. No. 


17386 






Seq. ID 


OJ991216_14 .0114 .C7 


Gene No. 


36546 






Strand 




Start 


2542 






End 


9943 


Name 


OJ991216 14. 0114. CI. 


ol.gp 


Method 


AAT/GAP 


Start 


2542 






End 


9943 


GI 


15349 


1.R1084 




Score 


1154 


Exons 


2542. . 


2581, 3139. .3274, 4876 


..4944, 7201. .7549, 9837. .9943 


GI Descrip. 


'62978 


3/pir | IS44281 


4 .0e-43 


ES43 protein - barley 




>gi_134 5528_emb_CAA54 682_ (X77575) ES43 [Hordeum vulgare] 1 


Seq. No. 


17386 






Seq. ID 


OJ991216__14 .0114 .C7 


Gene No. 


36546 






Strand 




Start 


2542 






End 


9943 


Name 


OJ991216 14. 0114. C7. 


ol . np 


Method 


AAT/NAP 


Start 


2555 






End 


9924 


GI 


629783 






Score 


791 


Exons 


2555. . 


2581, 3139. .3274, 4876 


..4944, 7201. .7549, 9837. .9924 



17866 



GI Descrip. ES43 protein - barley gi | 1345528 | emb | CAA54 682 | (X77575) ES43 
[Hordeum vulgare] 



C a rr ^Jr\ 

oeq . iso . 


1 TTpC 
1 / jOD 








Seq. ID 


OJ991216 


1 a nil /i r>~t 
14 . U114 . C / 


Gene No. 


36546 








Strand 






Start 


2542 








End 


9943 




Name 


OJ991216 14 


.0114 


.C7.ol. 


tnf 


Method 


TBLASTX : 


Maize 


Start 


3136 








End 


.9932 




GI 


none 








Score 


211 




Exons 


3136. .3273, 


3137 


. . 3304, 


3141. 


.3275, 4795. .4812, 


4873. .4944 




4875. .4943, 


7200 


. .7547, 


7201. 


.7569, 9838.. 9903, 


9839. .9904 




9894. .9932 














Seq. No. 


17386 








Seq. ID 


OJ991216 


_14 .0114.C7 


Gene No. 


36546 








Strand 






Start 


2542 








End 


9943 




Name 


OJ991216 14 


.0114 


.C7.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


4867 








End 


9909 


GI 


none 








Score 


74 




Exons 


4867. .4941, 


4875 


. .4943, 


7198. 


.7452, 7198. .7296, 


7199. .7435, 




79nn n a 

/ _ UU . . I hDh f 


n A a c\ 

/ 4 fi U 


. . / jjU , 


*7 A A A 
1 4 H 41 . 


.7551, 74! 


34 . .7552, 


yy Jo . . y y u y 


Seq. No. 


17386 








Seq. ID 


OJ991216 


_14 .0114.C7 


Gene No. 


36546 








Strand 






Start 


2542 








End 


9.943 




Name 


OJ991216 "14 


.0114 


.C7.ol. 


tc 


"Method 


TBLASTX: 


Cress 


Start 


7275 








End 


7551 




GI 


none 








Score 


117 




Exons 


n on ^ 7/i 


n on ^ 


n a 


n on a 


.7464, 7471. .7551, 


/47b. . 7547 


Seq. No. 


17387 








Seq. ID 


OJ991216 


_14.0114.C8 


Gene No. 


36547 








Strand 


+ 




Start 


1 








End 


327 




Name 


OJ991216 14 


.0114 


.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


313 




GI 


none 








Score 


611 




Exons 
















Seq. No. 


17387 








Seq. ID 


OJ991216 


__14.0114.C8 


Gene No. 


36547 








Strand 


4- 




Start 


1 








End 


327 




Name 


OJ991216 14 


.0114 


.C8.ol. 


gs 


Method 


GENS CAN 




Start 


122 








End 


327 




GI 


none 








Score 


1 




Exons 


122. .327 














Seq. No. 


17388 








Seq. ID 


OJ991206 


_16.0112.C1 


Gene No. 


36548 








Strand 


+ 




Start 


1 








End 


410 




Name 


OJ991206 16 


.0112, 


.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


410 




GI 


6539570 . 








Score 


123 




Exons 


1..106, 283 


. .410 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


17389 








Seq. ID 


OJ991206_ 


__16.0112.C2 


Gene No . 


36549 








Strand 







17867 



Start 


113 








End 


265 


Name 


OJ991206 16 


.0112 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


113 








End 


265 


GI 


none 








Score 


.48 


Exons 


113. .265 












Seq. No. 


17390 








Seq. ID 


OJ991206_16.0112.C3 


Gene No. 


36550 








Strand 




Start 


932 








End 


4923 


Name 


OJ991206 16 


.0112 


,C3.o2. 


9 s 


Method 


GENSCAN 


Start 


932 








End 


4923 


GI 


none 








Score 


.58 


Exons 


932. .1034, 


1964 . 


.2031, 


2569. 


.2718, 2970. .3037, 3617. .3993, 




4776. .4923 












Seq. No. 


17390 








Seq. ID 


OJ991206_16.0112.C3 


Gene No. 


36550 








Strand 




Start 


932 








End 


4923 


Name 


OJ991206 16 


.0112 


. C3 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2590 








End 


3887 


GI 


none 








Score 


95 


Exons 


2590. .2748, 


.2591 


. .2746, 


2752 


..2808, 2755. .2808, 2809. .2892 




2814 . .2858, 


2951 


. .3058, 


2970 


..3074, 2971. .3039, 3819. .3887 




3820. .3882 












Seq. No. 


17391 








Seq. ID 


OJ991206_16.0112.C4 


Gene No. 


36551 








Strand 


+ 


Start 


280 








End 


7203 


Name 


OJ991206 16 


.0112 


.C4.ol. 


gs 


Method 


GENSCAN 


Start 


280 








End 


7203 


GI 


none 








Score 


.85 


Exons 


280.. 285, 2016.. 


2522, 2617.. 


2832, 5062 


..5265, 5355. .5424, 




5950. .6127, 


6848 


. .6926, 


6964 


. .7203 




Seq. No. 


17391 








Seq. ID 


OJ991206_16.0112.C4 


Gene No. 


36551 








Strand 


+ 


Start 


280 








End " 


7203/ 


Name 


OJ991206 16 


.0112 


.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


1369 








End 


1829 


GI 


none 








Score 


880 


Exons 


1369. .1829 












Seq. No. 


17391 








Seq. ID 


OJ991206_16.0112.C4 


Gene No. 


36551 








Strand 


+ 


Start 


280 








End 


7203 


Name 


OJ991206 16 


.0112 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1989 








End 


2177 


GI 


none 








Score 


169 


Exons 


1989. .2117, 


2039 


. .2116, 


2043 


..2177, 2130. .2165 


Seq. No. 


17391 








Seq. ID 


OJ991206_16.0112.C4 


Gene No. 


36551 








Strand . 


+ 


Start 


280 ' 








End 


7203 


Name 


OJ991206 16 


.0112 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2022 








End 


2314 


GI 


none 








Score 


166 


Exons 


2022. .2129, 


2039 


. .2128, 


2120 


..2179, 2121. .2165, 2291. .2314 



17868 




Seq. No. 


17391 






Gene No . 


JOJJ 1 






Start 


280 






Name 


OJ991206 16 


. 0112 


.C4 .ol. 


Start 


2614 ' 






GI 


2642215 






Exons 


2614 . .2806, 


3121 


. .3167 


GI Descrip. 


(AF030386) 


NOI protein 


Seq. No. 


17391 






Gene No. 


36551 






Start 


280 






Name 


OJ991206 16 


. 0112 


. C4 . o2 . 


Start 


3129 






GI 


none 






Exons 


3129. .3301 






Seq. No. 


17391 






Gene No. 


36551 






Start 


280 






Name 


OJ991206 16 


. 0112 


. C4 .o3. 


Start 


3245 






GI 


none 






Exons 


3245. .3435 






Seq. No . - 


17391 






Gene No. 


36551 






Start 


280 






Name 


OJ991206 16 


. 0112 


. C4 . ol . 


Start 


5968 






GI 


none 






Exons 


5968. .6174, 


5994 


. . 6173 


Seq. No. 


i / i 






Gene No. 


36551 






Start 


280 






Name 


OJ991206 16 


.0112 


,C4 .ol . 


Start 


5988 






GI 


none 






Exons 


5988. .6026, 


5995 


. . 6177, 


Seq. No. 


1 f 391 






Gene No. 


36551 






Start 


280 






Name 


OJ991206 16 


.0112 


C4.ol. 


Start 


5995 






GI 


none 






Exons 


5§95. .6177, 


5995 


. 6132, 


Seq. No. 


17391 






Gene No. 


36551 






Start 


280 






Name 


OJ991206 16 


.0112 


C4.o2. 


Start 


6001 






GI 


6642645 






Exons 


6001. .6183 










Seq. ID 


OJ991206_16.0112 


.C4 




Strand 


+ 






End 


7203 




np 


Method 


AAT/NAP 






End 


3167 






Score 


113 




[Arabidopsis t ha liana] 






Seq. ID 


OJ991206_16.0112 


.C4 




Strand 


+ 






End 


7203 




gp 


Method 


AAT/GAP 






End 


3301 






Score 


205 






Seq. ID 


OJ991206_16.0112 


.C4 




Strand 


+ 






End 


7203 




gp 


Method 


AAT/GAP 






End 


3435 






Score 


297 






Seq. ID 


OJ991206_16.0112 


.C4 




Strand 


+ 






End 


7203 




tm 


Method 


TBLASTX: Maize 






End 


6174 






Score 


245 






Seq. ID 


OJ991206_16.0112 


. C4 




Strand 


+ 






End 


7203 




ts 


Method 


TBLASTX : Soybean 






End 


6177 






Score 


189 




6054 . 


. 6173 








Seq. ID 


OJ991206_16.0112 


.C4 




■ Strand 


+ 






End 


7203 




tc 


Method 


TBLASTX: Cress 






End 


617.7 






Score 


190 




6117. 


.6176 








Seq. ID 


OJ991206_16.0112 


.C4 




Strand 


+ 






End 


7203 




np 


Method 


AAT/NAP 






End 


6183 






Score 


159 





17869 



GI Descrip. (AC012395) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 


17392 






Seq. ID 


OJ991206_16.0112 


.C5 


Gene No. 


36552 






Strand 


+ 




Start 


47 






End 


763 




Name 


OJ991206 


16. 0112. C5. 


.ol.gs 


Method 


GENSCAN 




Start 


47 






End 


763 




GI 


none 






Score 


..52 




Exons 


47. .398, 


612. .763 










Seq. No. 


17392 






Seq. ID 


OJ991206 16.0112 


.C5 


Gene No. 


36552 






Strand 


+ 




Start 


47 






End 


763 




Name 


OJ991206 


16. 0112. C5. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


245 






End 


646 




GI 


none 






Score 


62 




Exons 


245. .337, 


349. .546, 


545. . 646 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17393 
36553 
1 

OJ991206_16.0112.C7 .ol.gp 



OJ991206 16. 0112. C7 



1 

253_6.R1084 
1..69, 162. 



Seq. ID 
Strand 

End 696 

Method AAT/GAP 

End 696 

Score 730 
289/-371. .517, 629.. 696 
'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 

17393 Seq. ID OJ991206_16 . 0112 . C7 

36553 Strand 

1 End 696 

OJ991206_16.0112.C7 .ol.np Method AAT/NAP 

1 End 696 

3023751 Score 504 

1..69, 162. .28.9, 371. .517, 629. .696 

70 KD PEPTI DYLPROLYL ISOMERASE ( PEPT IDYL PROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 1076772 | pir | | S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gi|854626|emb|CAA60505| (X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



Seq. No. 17393 

Gene No. 36553 

Start 1 

Name OJ991206_16 . 0112 . C7 . ol . tm 

Start 4 

GI none 
Exons 



Seq. ID OJ991206_16.0112.C7 
Strand 

End 696 

Method TBLASTX: Maize 

End 696 

Score 73 

4. .99, 6. .71, 155. .301, 163. .291, 367. .519, 368. .520, 370. .519, 
588. .695, 628. .696, 629. .694 



Seq. No. 17393 

Gene No. 36553 

Start 1 

Name OJ991206_16 . 0112 . C7 . ol . tc 

Start 6 

GI none 



Seq. ID OJ991206_16.0112.C7 
Strand 

End 696 

Method TBLASTX: Cress 

End 695 

Score 69 



17870 



Exons 



6. .71, 145. .270, 155. .301, 156. .293, 368. .520, 370. .519, 
629.. 694, 630.. 695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17393 Seq. ID 

36553 . Strand 

1 End 

OJ991206_16 . 0112 . C7 . ol . ts Method 

6 . End 

none Score 



OJ991206_16.0112.C7 
696 

TBLASTX: Soybean 

695 

59 



6. .71, 7. .99, 155. .301, 156. .293, 368. .520, 370. .519, 629. .691, 
629. .694, 630. .695 



Seq. No. 17393 Seq. ID 

Gene No. 36553 Strand 

Start 1 End 

Name OJ991206_16 . 0112 . C7 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33.. 69, 158.. 289, 371.. 517 



OJ991206_16.0112.C7 
696 

GENSCAN 

517 

.73 



Seq. No. 17394 Seq. ID 

Gene No. 36554 Strand 

Start 963 End 

Name OJ991206_16 . 0112 . C8 . ol . gs Method 

Start 963 End 

GI none Score 

Exons 963. . 1095 



OJ991206_16.0112.C8 
+ 

1095 
GENSCAN 
1095 
.83 



Seq. No. 17394 Seq. ID 

Gene No. 36555 Strand 

Start 40 End 

Name OJ991206_16 . 0112 . C8 . ol . gp Method 

Start 40 End 

GI none Score 

Exons 40. .437 



OJ991206_16.0112.C8 
437 

AAT/GAP 

437 

732 



Seq. No. 17395 

Gene No. 36556 

Start 1674 

Name OJ991206_16 . 0112 . C9 . ol . gp 

Start 1674 

GI 2312838 

Exons 1674.. 1735 

GI" Descrip. 1420932/gb | U61383 | ORU61383 



Seq. ID OJ991206_16.0112.C9 

Strand + 

End 1735 

Method AAT/GAP 

End 1735 

Score 77 

7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 


17395 


Seq. ID 


OJ991206_ 


JL6 


0112 


.C9 


Gene No. 


36557 


Strand 


+ 








Start 


1744 


End 


1953 








Name 


OJ991206 16.0112.C9.ol.gs 


Method 


GENSCAN 








Start 


1744 


End 


1953 








GI 


none 


Score 


.58 








Exons 


1744. .1953 












Seq. No. 


17395 


Seq. ID 


OJ991206_ 


_16 


0112 


.C9 


Gene No. 


36558 


Strand 










Start 


2235 


End 


2338 









17871 



Name 

Start 

GI 

Exons 



OJ991206_16 . 0112 . C9 . o2 . gs Method GENSCAN 

2235 End 2338 

none Score .81 
2235. .2338 



Seq. No. 17396 Seq. ID 

Gene No. 36559 Strand 

Start 579 End 

Name OJ991206_1 6 . 0112 . CIO . ol . gs Method 

Start 579 End 

GI none Score 

Exons 579. .760 



OJ991206_16. 0112. CIO 
+ 

760 

GENSCAN 

760 

.68 



Seq. No. 17397 Seq. ID 

Gene No. 36560 Strand 

Start 7194 End 

Name OJ991206_1 6.0112. C12 . o2 . gs Method 

Start 7194 End 

GI none Score 

Exons 7194.. 7499, 7550.. 7897 



OJ991206_16.0112.C12 
-f 

7897 
GENSCAN 
7897 
.44 



Seq. No. 


■ 17397 






Seq. ID 


OJ991206_ 


16.0112 


.C12 


Gene No. 


36561 






Strand 


+ 






Start 


11684 






End 


16135 






Name 


OJ9912 


06_16.0112.C12 


. o4 . gs 


Method 


GENSCAN 






Start 


11684 






End 


16135 






GI 


none 






Score 


. 63 






Exons 


11684. 


.11755, ,13515. 


.13979, 


15092. . 15520, 15589. 


.15706, 






15801. 


.16135 












Seq. No. 


17397 






Seq. ID 


OJ991206_ 


16.0112 


.C12 


Gene No. 


36562 






Strand 


+ 






Start 


16634 






End 


18019 






Name 


OJ9912 


06_16.0112.C12 


.o5 ,gs 


Method 


GENSCAN 






Start 


16634 






End 


18019 






GI 


none 






Score 


1 






Exons 


16634 . 


.18019 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17397 
36563 
21236 
OJ991206 
21140 
253_3 
21140 
23454 
24406 



_16.0112.C12.o2.gp 



R1084 
.21440, 
.23534, 
.24528, 



GI Descrip. '3540199 6.0e- 



22223. .22309, 
23623. .23817, 
24640. .24674 
-30 (AC004260) 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22960 

23934 



OJ991206_ 
+ 

25359 
AAT/GAP 
24674 
2568 
23220, 23293. 
24023, 24137. 



16.0112.C12 



,23367, 
.24312, 



Putative monosaccharide transport 



protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17397 
36563 
21236 

OJ991206_16.0112 .C12.o4 , 

21236 

3023751 



Seq. ID OJ991206_16.0112.C12 



np 



Strand 
End 

Method 

End 

Score 



25359 
AAT/NAP 
25211 
2193 



21236. .21440, 22223 .. 22309, 22960 .. 23220, 23293 .. 23367 , 



17872 



23454 . .23534, 23623 23817 , 23934 24023, 24137 24312, 
24406. .24528, 24 640 24 786, 24868 .. 24 995, 25088.. 25211 
GI Descrip. 70 KD PEPT IDYL PROLYL ISOMERASE ( PEPTIDYLPROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 107 6772 | pir | | S55383 
peptidylprolyl isomerase {EC 5.2.1.8) - wheat 
gi|854 626|emb|CAA60505| (X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



Seq. No. 17397 

Gene No. 36563 

Start 21236 

Name- OJ991206_16. 0112 .C12 .o6.gs 

Start 21236 

GI none 
Exons 



Seq. ID OJ991206_16.0112.C12 

Strand + 

End 25359 

Method GENSCAN 

End 25359 

Score .84 



21236. .21440, 22223 .. 22309, 22960 .. 23220, 234 54 .. 23534 , 
23623. .23817, 23934 .. 24023, 24 137 .. 24312 , 24406 .. 24528, 
24640. .24842, 25088 .. 25205, 25303.. 25359 



Seq. No. 17397 

Gene No. 36564 

Start 25309 

Name OJ991206_1 6.0112. C12 . o3 . gp 

Start 25309 

GI uC-osroM202026f01bl 

Exons 25309. .25505 

GI Descrip. ' 20584 99/gb | U76030 I OSU7 6030 
mRNA, complete cds 1 



Seq. ID OJ991206_16.0112.C12 

Strand + 

End 25505 

Method AAT/GAP 

End 25505 

Score 374 

1 . 0e-65 Oryza sativa hemoglobin 1 



Seq. No. 17397 

Gene No. 36565 

Start 872 

Name OJ991206_16 . 0112 . C12 . ol . gs 

Start 872 

GI none 
Exons 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 5970 

Method GENSCAN 

End 5970 

Score .93 



872. .1117, 1980. .2268, 2777. .2877, 3469. .3719, 4683. .4706, 
5634.. 5970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17397 
36565 
872 

OJ991206_16.0112.C12.ol.np 
878 

289160 
878. .1105 

(L03795) jacalin [Artocarpus integrif olia] 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 5970 

Method AAT/NAP 

End 1105 

Score 102 



Seq. No. 17397 Seq. ID OJ991206_16 . 0112 .C12 

Gene No. . 36565 Strand 

Start 872 End 5970 

Name OJ991206_16 . 0112 . C12 . ol . gp Method AAT/GAP 

Start 3187 End 5830 

GI 18792_1.R1084 Score 1330 

Exons .3187.. 3719, 5634.. 5830 

GI Descrip. ' 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. No. 



17397 



Seq. ID -OJ991206 16.0112.C12 



17873 



# 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



36565 Strand 

872 End 5970 

OJ991206_16 . 0112 . C12 . o2 . np Method AAT/NAP 

3403 End 5943 

623584 Score 831 

3403.. 3719, 5634.. 5943 

(L29272) putative [Nicotiana tabacum] 



17397 
36566 
9561 

OJ991206_16.0112.C12\o3.gs 

9561 

none 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 10529 

Method GENSCAN 

End 10529 

Score .91 



9561. .9791, 10234. .10322, 104 45. .10529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17397 
36567 
25856 

OJ991206_16.0112.C12.o4.tm 

3398 

none 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 29070 

Method TBLASTX : Maize 

End 3728 

Score 288 



3398.. 3661, 3406.. 3720, 3421. .3717, 3657.. 3728 



17397 
36567 
25856 

OJ991206_16.0112.C12.o2.tc 

3424 

none 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 29070 

Method TBLASTX : Cres s 

End 5938 

Score 169 



3424. .3717, 3466. .3717, 5641. .5937, 5651. .5938 



17397 
36567 
25856 

OJ991206_16.0112.C12.o3.ts 

3427 

none 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 29070 

Method TBLASTX : Soybean 

End 5938 

Score 152 



3427. .3717, 3463. .3717, 5641. .5937, 5651. .5938 



17397 
36567 
25856 

OJ991206__16.0112.C12.o3.tm 

5641 

none 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 29070 

Method TBLASTX : Mai ze 

End 5934 

Score 335 



5641. .5904, 5651. .5905, 5770. .5913, 5890. .5934, 5908. .5934 



17397 
36567 
25856 

OJ991206_16.0112.C12.o3.tw 

5647 

none 

5647. .5937, 5651. .5932, 7512. 



Seq. ID OJ991206__16.0112.C12 
Strand 

End 29070 

Method TBLASTX : Wheat 

End 7610 

Score 209 
.7610 



Seq. No. 



17397 



Seq. ID OJ991206 16.0112.C12 



17874 



Gene No. 36567 Strand 

Start 25856 End 

Name OJ991206_16 . 0112 . C12 . o4 . tc Method 

Start 7299 End 

GI none Score 

Exons 7299.. 7505, 7550.. 7642, 7649.-7768 



29070 

TBLASTX: Cress 

7768 • 

133 



Seq. No. 17397 

Gene No. 36567 

Start 25856 

Name OJ991206_16 . 0112 . C12 . o5 . tm 

Start 7377 

GI none 
Exons 



Seq. ID OJ991206_16.0112.C12 
Strand 

End 29070 

Method TBLASTX : Maize 

End 7774 

Score 105 



7377. .7469, 7377. .7460, 7472. .7534, 7513. .7641, 7514. .7645, 
7529. .7645, 7623. .7661, 7664. .7774, 7681. .7773 



Seq. No. 


17397 


Seq. ID 


OJ991206_16.0112 


.C12 


Gene No^. 


36567 


Strand 






Start 


25856 


End 


29070 




Name 


OJ991206 16.0112.C12.o5.tc 


Method 


TBLASTX: Cress 




Start 


9513 


End 


9684 




GI 


none 


Score 


83 




Exons 


9513. .9683, 9571. .9684 








Seq. No. 


17397 -:■ 


Seq. ID 


OJ991206_16.0112, 


.C12 


Gene No. 


36567 


Strand 






Start 


25856 


End 


29070 




Name 


OJ991206 16.0112.C12.o5.ts 


Method 


TBLASTX: Soybean 




Start 


9552 


End 


9684 




GI 


none 


Score 


94 




Exons 


9552. .9683, 9571.. 9684 








Seq. No. 


17397 


Seq. ID 


OJ991206_16.0112, 


.C12 


Gene No. 


36567 


Strand 






Start 


25856 


End 


29070 




Name 


OJ991206 16.0112.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15143 


End 


15987 




GI 


none 


Score 


1042 




Exons 


15143. .15358, 151 64 .. 15982 , 


15208. .15987 




Seq. No. 


17397 


Seq. ID 


OJ991206_16.0112, 


.C12 


Gene No. 


36567 


Strand 






Start 


25856 


End 


29070 




Name 


OJ991206 16.0112.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15164 


End 


15570 




GI 


none 


Score 


531 




Exons 


15164. .15568, 15206. .15361, 


15208. .155 


70 





Seq. No. 17397 

Gene No. 36567 

Start 25856 

Name OJ991206_16 . 0112 . C12 . o2 . 

Start 15164 

GI none 

Exons 15164. .15244, 15206.. 158 



Seq. ID OJ991206_1.6.-0112.C12 
Strand 

End 29070 

tm Method TBLASTX : Maize 

End 15868 

Score 72 
68, 15238. .15867 



Seq. No. 



17397 



Seq. ID OJ991206_16.0112.C12 



17875 




Gene No. 


36567 








Strand 








Start 


25856 








End 


29070 






Name 


OJ991206 16.0112.C12, 


.o3.tc 


Method 


TBLASTX : 


Cress 




Start 


15533 








End 


15786 






GI 


none 








Score 


304 






Exons 


15533. 


, . 15739, 


15535. . 


.15786 










Seq. No. 


17397 








Seq. ID 


OJ991206 


JL6.0112 


■ C12 


Gene No. 


36567 








Strand 








Start 


25856 








End 


29070 






Name 


OJ991206 16.0112.C12, 


, o7 . tm 


Method 


TBLASTX : 


Maize 




Start 


17021 








End 


17965 






GI 


none 








Score 


189 






Exons 


17021. 


.17530, 


17060. . 


.17641, 


17132. .178 


36, 17492 


. .17965 




Seq. No. 


17397 








Seq. ID 


OJ991206 


_16.0112 


• C12 


Gene No. 


36567 








Strand 








Start 


25856 








End 


29070 






Name 


OJ991206 16.0112.C12. 


, o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


17051 








End 


17986 






GI 


none 








Score 


186 






Exons 


17051. 


. 17521, 


17084 . . 


,17269, 


17084. .17626, 17186 


. .17947, 






17387. 


. 17986, 


17444 . . 


.17839, 


17504. .17671 






Seq. No. 


17397 








Seq. ID 


OJ991206 


_16.0112 


.C12 


Gene No. 


36567 








Strand 








Start 


25856 








End" 


29070 






Name 


OJ991206 16.0112.C12. 


, 06 . tc 


Method 


TBLASTX: 


Cress 




Start 


17084 








End 


17965 






GI 


none 








Score 


135 






Exons 


17084 . 


. 17512, 


17132. . 


17662, 


17471. . 17965, 17555 


. .17962 




Seq. No. 


17397 








Seq. ID 


OJ991206 


JL6.0112 


.C12 


Gene No. 


36567 








Strand 








Start 


25856 








End 


29070 






Name 


OJ991206 16.0112.C12. 


ol . tm 


Method 


TBLASTX:! 


Maize 




Start 


21233 








End 


25187 






GI 


none 








Score 


53 






Exons 


21233. 


.21262, 


21233. . 


21277, 


21329. .21439, 21371 


. .21436, 






21409. 


.21438, 


22215. . 


22310, 


22216. .22317, 22958 


. .23161, 






22959. 


.23216, 


22959. . 


23219, 


22962. .23063, 22964 


. .23050, 






22989. 


.23066, 


23055. . 


23204, 


23151. .23216, 23288 


. .23368, 






23289. 


.23369, 


23292. . 


23372, 


23452. .23535, 23453 


. .23533, 






23458. 


.23535, 


23459. . 


23542, 


23466.-23537, 23477 


. .23533, 






23480. 


.23533, 


23620. . 


23775, 


23624. .23812, 23625 


. .23816, 






23648. 


.23812, 


23649. . 


23801, 


23931. .23987, 23932 


. .23985, 






23933. 


.23992, 


23933. . 


23992, 


23990. .24022, 23993 


. .24022, 






24105. 


.24314, 


24112. . 


24312, 


24112. .24240, 24135 


. .24314, 






24259. 


.24315, 


24388. . 


24528, 


24405. .24569, 24414 


. .24530, 






24637. 


.24789, 


24638. . 


24790, 


24638. .247 


87, 24856 


. .25002, 






24866. 


.24994, 


25086. . 


25187, 


25087. .251 


82 






Seq. No. 


17397 








Seq. ID 


OJ991206 


_16.0112 


.C12 


Gene No. 


36567 








Strand 








Start 


25856 








End 


29070 






Name 


OJ991206 16.0112.C12. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


21335 








End 


25220 







17876 



GI 


none 








Score 43 






Exons 


21335. 


.21361, 


21365. 


.21439, 


22215. .22310, 22216. 


.22317, 






22932. 


.23216, 


22957. 


.23223, 


22958. .23161, 22962. 


.23063, 






22989. 


.23066, 


23055. 


.23204, 


23151. .23216, 23276. 


.23368, 






23289 . 


.23375, 


23452 . 


. 23535, 


23453. .23533, 23483. 


. 23524, 






23620. 


.23772, 


23624. 


.23812, 


2362.5. .23816, 23652. 


.23801, 






23932. 


.23982, 


23933. 


.23998, 


24105. .24293, 24112. 


.2-4312, 






24112. 


.24240, 


24133. 


.24294, 


24403. .24528, 24405. 


.24527, 






24412. 


.24528, 


24637. 


.24789, 


24638. .24787, 24856. 


.25002, 






24864 . 


.25001, 


24889. 


.25002, 


25086.. 25220 






Seq. No. 


17397 








Seq. ID OJ991206 


16.0112. 


C12 


Gene No . 


36567 








Strand 






Start 


25856 








End 29070 






Name 


OJ991206 16.0 


112. C12 


.ol.ts 


Method TBLASTX : Soybean 




Start 


21338 








End 25187 






GI 


none 








Score 150 






Exons 


21338 . 


.21439, 


21371. 


.21436, 


22216. .22317, 22938. 


.23216, 






22958. 


.23161, 


22962. 


.23063, 


22962. .23225, 22963. 


.23217, 






22989. 


.23066, 


22991. 


.23065, 


23052. .23204, 23073. 


.23204, 






23148. 


.23216, 


23289. 


.23375, 


23291. .23368, 23453. 


.23533, 






23461. 


.23535, 


23465 . 


.23542, 


23477. .23533, 23620. 


.23748, 






23624 . 


.23815, 


23625. 


.23816, 


23652. .23801, 23654. 


.23812, 






23929. 


.23982, 


23933. 


.23998, 


23987. .24022, 24105. 


.24326, 






24105. 


.24227, 


24JL12. , 


.24240, 


24136. .24312, 24259. 


.24315, 






24403. 


.24528, 


24405. , 


.24527, 


24414 . .24530, 24637. 


.24789, 






24 695 . 


.24772, 


24856. , 


.25002, 


24867. .25001, 25086. 


.25187 




Seq. No. 


17397 








Seq. ID OJ991206_ 


16.0112. 


C12 


Gene No. 


36567 








Strand 






Start 


25856 








End 29070 






Name 


OJ9912 


06_16.0 


112. C12, 


,o2.tw 


Method TBLASTX : Wheat 




Start 


21380 








End 24315 






GI 


none 








Score 62 






Exons 


21380. 


.21436, 


23004. , 


.23219, 


23006. .23161, 23291. 


.23368, 






23292. 


.23375, 


23296. , 


.23373, 


23452. .23535, 23453. 


.23533, 






23460. 


.23537, 


23648. , 


.23812, 


23655. .23801, 24184. 


.24240, 






24256. 


.24315 












Seq. No. 


17397 








Seq. ID OJ991206_ 


16.0112. 


C12 


Gene No. 


36567 








Strand 






Start 


25856 








End 29070 






Name 


OJ9912 


06_16.0 


112. C12. 


. 06. tm 


Method TBLASTX : Mai ze 




Start 


25850 








End 26581 






GI 


none 








Score 159 






Exons 


25850. 


.25957, 


25854. . 


.25958, 


25978. .26010, 25997. 


.26056, 






25998. 


.26087, 


26046. . 


,26132, 


26096. .26140, 26480. 


.26581 




Seq. No. 


17397 








Seq. ID OJ991206 


16.0112. 


C12 


Gene No . 


36567 








Strand 






Start 


25856 








End 29070 






Name 


OJ991206 16.0112.C12. 


, o7 . gs 


Method GENSCAN 






Start 


25856 








End 29070 






GI 


none 








Score .94 






Exons 


25856. 


.27717, 


28141. . 


,29070 








Seq. No. 


17398 








Seq. ID OJ991206_ 


16.0112. 


C13 



17877 




Gene No. 


o c c a o 








Strand 




Start 


277 








End 


389 


Name 


OJ991206 16 


.0112. 


C13.ol 


.gs 


Method 


GENSCAN 


Start 


277 








End 


389 


GI 


none 








Score 


.91 


Exons 


277. .389 












Seq. No. 


17399 








Seq. ID 


OJ991206_16.0112.ci5 


Gene No. 


J boby 








Strand 




Start 


39 








End 


845 


Name 


OJ991206 16 


.0112. 


C15.ol 


.gp 


Method 


AAT/GAP 


Start 


39 








End 


845 


GI 


none 








Score 


988 


Exons 


39. .72, 103 


.467, 


561. . 


654, 


752. .845 




Seq. No. 


17399 








Seq. ID 


OJ991206_16. 0112. CIS 


Gene No. 


36570 








Strand 




Start 


1057 








End 


1826 


Name 


OJ991206 16 


0112. 


C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


935 








End 


1758 


GI 


none 








Score 


55 


Exons 


935.. 970, 936.. 971, 1056.. 1121, 1060. 


.1131, 1201. .1299, 




1212. .1301, 


1230. 


.1301, 


1419 


..1484, 1419. .1487, 1420. .1488, 




1420. .14.88, 


1539. 


.1679, 


1588 


..1683, 1592. .1681, 1593. .1703, 




1720. .1758, 


1721. 


.1753 








Seq. No. 


17399 








Seq. ID 


OJ991206_16. 0112. CIS 


Gene No. 


36570 








Strand 




Start 


1057 








End 


1826 


Name 


OJ991206 16 


0112. 


C15.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1026 








End 


1683 


GI 


none 








Score 


71 


Exons 


1026. . 1121, 


1212. 


.1301, 


1216 


..1299, 1419. .1487, 1420. .1488, 




1588. . 1683, 


1592. 


.1675 








Seq. No. 


17399 








Seq. ID 


OJ991206_16. 0112. CIS 


Gene No. 


36570 








Strand 




Start 


1057 








End 


1826 


Name 


OJ991206 16 


0112. 


C15.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1056 








End 


1681 


GI 


none 








Score 


77 


Exons 


1056. .1121, 


1201. 


.1299, 


1206 


..1301, 1419. .1487, 1420. .1488, 




1588. .1665, 


1592. 


.1681 








Seq. No. 


17399 








Seq. ID 


OJ991206_16. 0112. CIS 


Gene No. 


36570 








Strand 




Start 


1057 








End 


1826 


Name 


OJ991206 16 


0112. 


C15.ol 


.np 


Method 


AAT/NAP 


Start 


1057 








End 


1826 


GI 


6041855 








Score 


278 


Exons 


1057. .1130, 


1230. 


.1298, 


1422 


..1487, 1594. .1703, 1794. .1826 


GI Descrip. 


(AC009853) unknown protein [Arabidopsis thaliana] 


Seq. No. 


17399 








Seq. ID 


OJ991206_16.0112.C15 


Gene No. 


36570 








Strand 




Start 


1057 








End 


1826 ' 


Name 


OJ991206 16. 


0112. 


C15.ol 


.tc 


Method 


TBLASTX: Cress 



17878 



Start 
GI 

Exons 



1059 End 1665 

none Score 66 

1059. .1121, 1060. .1131, 1212. .1301, 1216. .1299, 1230. .1301, 

1419. . 1487, 1420. .1488, 1588. .1665, 1592. .1645 



Seq. No. 17400 

Gene No. 36571 

Start 55 

Name OJ991206_16 . 0112 . C16 . ol .gs 

Start 55 

GI none 

Exons 55. .257 



Seq. ID OJ991206_16.0112.C16 

Strand 

End 257 

Method GENSCAN 

End 257 

Score . 9 



Seq. No. 17401 

Gene No. 36572 

Start 240 

Name OJ991206_16 . 0112 . C17 . ol . gs 

Start 240 

GI none 

Exons 240.. 662, 1189.. 1243, 1580. 

4173. .4245, 5441. .5686 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_ 
+ 

5686 
GENSCAN 
5686 
.57 



16.0112.C17 



1632, 2246. .2281, 2706. .2899, 



Seq. No. 17401 Seq. ID 

Gene No. 36573 Strand 

Start 11703 End 

Name OJ991206_16 . 0112 .C17 . o2 . gp Method 

Start 11703 End 

GI 5607582 Score 

Exons 11703. .12056, 12275.. 12350 



OJ991206_16.0112.C17 
+ 

12350 
AAT/GAP 
12350 
782 



Seq. No. 17401 Seq. ID OJ991206_ 

Gene No. 36574 Strand + 

Start 14709 End 15709 

Name OJ991206_1 6 . 0112 . C17 . o4 . gs Method GENSCAN 

Start 14709 End 15709 

GI none. Score .8 

Exons 14709. .14753, 15542.. 15709 



16.0112.C17 



Seq. No. 17401 

Gene No. 36575 

Start 6658 

Name OJ991206_16 . 0112 . C17 . ol 

Start 6493 

GI 927_3.R1084 

Exons 6493.. 6787, 6910.. 7091, 
GI Descrip. 



OJ991206 16.0112.C17 



Seq. ID _ 
Strand 

End . 10188 
gp Method AAT/GAP 
End 8411 
Score 1144 
8157. .8248, 8375. .8411 
'5816996/embl CAB53651.il 8.0e-56 (AL110123) ribosomal protein 
L32-like protein [Arabidopsis thaliana] 1 



Seq. No. 17401., 

Gene No. 36575 

Start 6658 

Name OJ991206_1 6 . 0 112 . C17 . o2 . gs 

Start 6658 

GI none 

Exons 6658. '.6787, 6910.. 7091, 8157, 
9066. .9145, 10102. .10188 



Seq'. ID OJ991206_16.0112.C17 
Strand 

End 10188 

Method GENSCAN 

End 10188 

Score .89 

.8281, 8375. .8519, 8741. .8885, 



17879 



Seq. No. 17401 

Gene No. 3657 5 

Start 6658 

Name OJ991206_16 . 0112 .C17 . ol . np 

Start 6661 

GI 5816996 

Exons 6661.. 6,787, 
GI Descrip. 



6910.. 7091, 8157. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8246 



OJ991206_16.0112.C17 

10188 
AAT/NAP 
8246 
535 



(AL110123) ribosomal protein L32-like protein [Arabidopsis 
thaliana] 



Seq. No. 17401 

Gene No. 36576 

Start 11921 

Name OJ991206_16 . 0112 . C17 . ol . tm 

Start 6646 

GI none 
Exons 



Seq. ID OJ991206_16.0112.C17 
Strand 
End 

Method 
End 
Score 



12792 

TBLASTX: Maize 

8250 

114 



6646..6792, 6650.. 6790, 6650.. 6793, 6651.. 6791, 6673.. 6792, 
6908. .7093, 6909. .7130, 7011. .7118, 8157. .8249, 8158. .8250 



Seq. No. 17401 

Gene No. 36576 

Start 11921 

Name OJ991206_16 . 0112 . C17 . ol . tc , 

Start 6658 

GI none 

Exons 6658.. 6792, 6660.. 6791, 6673. 

6910.. 7098, 8173.. 8253 



Seq. ID OJ991206_16.0112.C17 
Strand 

End 12792 

Method TBLASTX : Cress 

End 8253 

Score 110 Jr 
.6792, 6909.. 7097, 6909.. 7103, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17401 
36576 
11921 

OJ991206_16. 0112.C17.ol.ts 

6658 

none 



Seq. ID OJ991206_16.0112.C17 
Strand 
End 

Method 
End 
Score 



12792 

TBLASTX : Soybean 

8247 

74 



6658.. 6792, 6660.. 6791, 6904.. 7092, 6905.. 7093, 6905.. 7096, 
6909.. 7103, 6910.. 7104, 8173. .8247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



17401 Seq. ID 

36576 Strand 

11921 End 

OJ991206_16. 0112.C17 .ol.tw Method 

6688 End 

none Score 



OJ991206_16.0112.C17 
12792 

TBLASTX: Wheat 

8252 

157 



6688. .6792, 6690. .6791, 6908. .7093, 6908. .6949, 6909. .7130, 
7014. .7097, 8152. .8250, 8157. .8252 



Seq. No. 17401 Seq. ID 

Gene No. 3657 6 . Strand 

Start 11921 End 

Name OJ991206_16 . 0112 . C17 . o3 . gs Method 

Start . 11921 End 

GI none Score 

Exons 11921.. 12712 



OJ991206_16.0112.C17 

12792 
GENSCAN 
12712 
.81 



Seq. No. 
Gene No. 
Start 



17401 
36576 
11921 



Seq. ID 

Strand 

End 



OJ991206 16.0112.C17 



12792 



17880 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991206_16 . 0112 . C17 . o2 . np Method AAT/NAP 
11948 End 12712 

6041839 Score 388 

11948. .12712 

(AC009853) unknown protein [Arabidopsis thaliana] 



17401 
36576 
11921 

OJ991206_16.0112.C17.o2.tc 

12152 

none 

12152. .12331, 
12395. .12466, 



12153. .12236, 
12408. .12461, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12350 

12518 



12397, 
12595 



OJ991206_16.0112.C17 
12792 

TBLASTX: Cress 

12595 

80 

12366. .12395, 





Seq. No. 


17401 




Seq. ID 


OJ991206 


JL6.0112 


.C17 




Gene No. 


36576 




Strand 










Start 


11921 




End 


12792 








Name 


OJ991206 16.0112.C17 


. o2 . tm 


Method 


TBLASTX:! 


Maize 






Start 


12248 




End 


12623 








GI 


none 




Score 


108 








Exons 


12248. .12304, 12287. 


.12409, 


12303. .12410, 12395 


. .12622, 




r -a 




12411. .12623 












4 


Seq. No. 


17401 




Seq. ID 


OJ991206 


_16.0112 


.C17 




Gene No. 


36576 




Strand 










Start 


11921 




End 


12792 






: Lf 


Name 


OJ991206 16.0112.C17. 


. o3.gp 


Method 


AAT/GAP 






: 


Start 


12547 




End 


12792 






: I 


GI 


none 




Score 


449 • 








Exons 


12547. .12792 














Seq. No. 


17402 




Seq. ID 


OJ991206 


_16.0112 


.C19 




Gene No. 


36577 




Strand 


+ 








Start 


886 




End 


1269 






' j 


Name 


OJ991206 16.0112.C19, 


.ol.gs 


Method 


GENSCAN 








Start 


886 


End' 


1269 






"i 


GI 


none 




Score 


.52 






'' ~* 


Exons 


886. .1269 












' : 'z 


Seq. No. 


17403 




Seq. ID 


OJ991206_ 


_16.0112 


.C20 




Gene No. 


36578 




Strand 










Start 


31 




End 


327 








Name 


OJ991206 16.0112.C20, 


. ol . gs 


Method 


GENSCAN 








Start 


31 




End 


327 








GI 


none 




Score 


.87 








Exons 


31. .327 












"t 


Seq. No. 


17404 




Seq. ID 


OJ991206 


JL6.0112 


.C21 




Gene No. 


36579 ' 




Strand 


+ 








Start 


773 




End 


2035 








Name 


OJ991206 16.0112.C21. 


ol .gs 


Method 


GENSCAN 








Start 


773 




End 


2035 " 








GI 


none 




Score 


.45 








Exons 


773. .924, 1960. .2035 














Seq. No. 


17404 




Seq. ID 


OJ991206_ 


_16.0112 


.C21 



17881 




Gene No. 


36580 


Strand 




Start 


3007 


End 


4864 


Name 


OJ991206 16.0112.C21.o2.gs 


Method 


GENSCAN 


Start 


3007 


End 


4864 


GI 


none 


Score 


.75 


Exons 


3007.. 3056, 3384. .4706, 4789. 


.4864 




Seq. No. 


17404 


Seq. ID 


OJ991206_16.0112 


Gene No. 


36580 


Strand 




Start 


3007 


End 


4864 


Name 


OJ991206 16.0112.C21.ol.np 


Method 


AAT/NAP 


Start 


3356 


End 


4753 


GI 


6041834 


Score 


1061 


Exons 


3356. .4753 






GI Descrip. 


(AC009853) putative glucan endo-l-3-beta-glucosidase 



[Arabidopsis thaliana] 



Seq. No. 17404 Seq. ID 

Gene No. 36581 Strand 

Start 5703 End 

Name OJ991206_16 . 0112 . C21 . o2 . ts Method 

Start 3379 End 

GI none Score 

Exons 3379.-3456, 3382.. 3558, 3383.. 3559 



OJ991206_16.0112.C21 
7468 

TBLASTX: Soybean 

3559 

64 



Seq. No. 17404 Seq. ID 

Gene No. 36581 Strand 

Start 5703 End 

Name OJ991206_16 . 0112 . C21 . o3 . tm Method 

Start 3379 End 

GI none Score 

Exons 3379.. 3456, 3382.. 3558, 3383.-3559 



OJ991206_16.0112.C21 
7468 

TBLASTX: Maize 

3559 

71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17404 
36581 
5703 

OJ991206_16.0112.C21.ol.tc 

3385 

none 



Seq. ID OJ991206_16.0112.C21 
Strand 
End 

Method 
End 
Score 



7468 

TBLASTX: Cress 

4686 

102 



3385. .3558, 3700. .3849, 3704. .3850, 3850. .4068, 3911. .4069, 
4075. .4377, 4085. .4297, 4390. .4473, 4519. .4686 



Seq. No. 17404 Seq. ID 

Gene No. 36581 Strand 

Start 5703 End 

Name OJ991206_1 6 . 0112 . C21 . o2 . tm Method 

Start 3697 End 

GI none Score 

Exons 3697.. 3888, 3698.. 3856, 3753.. 3869 



OJ991206_16.0112.C21 
7468 

TBLASTX: Maize 

3888 

175 



Seq. No. 17404 Seq. ID 

Gene No. 36581 Strand 

Start 5703 End 

Name OJ991206_16 . 0112 . C21 . ol . tw Method 

Start 3706 End 

GI none Score 

Exons 3706.. 3906, 3707.. 3850 



OJ991206_16.0112.C21 
7468 

TBLASTX: Wheat 

3906 

72 



17882 




Seq. No. 


17404 






Seq. ID 


OJ991206_16.0112 


.C21 


Gene No. 


36581 






Strand 






Start 


5703 






End 


7468 




Name 


OJ991206 16 


.0112.C21.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3709 






End 


4692 




GI 


none 






Score 


43 




Exons 


3709. .4065, 


3719. .3850, 


3911. 


.4066, 4087.. 4299, 4091. .4279, 




4387. .4473, 


4388. .4438, 


4516. 


.4692 






Seq. No. 


17404 






Seq. ID 


OJ991206_16.0112, 


.C21 


Gene No . 


36581 






Strand 






Start 


5703 






End 


7468 




Name 


OJ991206 16 


.0112.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3940 






End 


4705 




GI 


none 






Score 


163 




Exons 


3940. .4074, 


3941. .4075, 


3943. 


.4101, 4019. .4075, 4084. .4251, 




4085. .4252, 


4264 . .4473, 


4265. 


.4453, 4519. .4704, 4520. .4705 


Seq. No. 


17404 






Seq. ID 


OJ991206_16.0112< 


.C21 


Gene No. 


36581 






Strand 






Start 


5703 






End 


7468 




Name 


OJ991206 16 


.0112.C21.o3 


.gs 


Method 


GENSCAN 




Start 


5703 






End 


7468 




GI 


none 






Score 


.72 




Exons 


5703. .6175, 


6325. .7468 










Seq. No. 


17405 






Seq. ID 


OJ991206_16.0112. 


.C22 


bene no . 








Strand 


+ 




Start 


2479 






End 


2764 




Name 


OJ991206 16 


.0112.C22.o2 


.np 


Method 


AAT/NAP 




Start 


2479 






End 


2764 




GI 


6815099 






Score 


97 




Exons 


2479. .2764 












GI Descrip. 


(AP001081) ] 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


17405 






Seq. ID 


OJ991206_16.0112, 


.C22 


bene no . 


36583 






Strand 






Start 


1 






End 


1526 




Name 


OJ991206 16 


.0112.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1526 




GI 


6642637 






Score 


67 




Exons 


1..22, 1449 


. . 1526 










GI Descrip. 


(AC012395) unknown protein [Arabidopsis thaliana] 




Seq. No. 


17405 






Seq. ID 


OJ991206JL6.0112. 


,C22 


Gene No. 


36584 






Strand 






Start 


3271 






End 


3728 




Name 


OJ991206 16 


.0112.C22.o2, 


.gs 


Method 


GENSCAN 




Start 


3271 






End 


3728 




GI 


none 






Score 


. 63 




Exons 


3271. .3728 












Seq. No. 


17406 






Seq. ID 


OJ991206JL6.0112. 


C24 


Gene No. 


36585 






Strand 






Start 


2274 






End 


3956 




Name 


OJ991206 16 


.0112.C24.ol, 


. tm 


Method 


TBLASTX: Maize 





17883 



Start 


2208 




End 


3029 


GI 


none 




Score 


38 


Exons 


2208.. 2255, 2301. .2561, 


2335. 


.2580, 24 


49.. 2562, 2553.. 2966, 




2569. .2970, 2970. .3029, 


2971. 


.3027 




Seq. No. 


17406 




Seq. ID 


OJ991206_16.0112.C24 


Gene No. 


36585 




Strand 


- 


Start 


2274 




End 


3956 


Name 


OJ991206 16.0112.C24.ol 


.np 


Method 


AAT/NAP 


Start 


2274 




End 


3956 


GI 


5281036 




Score 


1253 


Exons 


2274.. 3404, 3795.. 3956 








GI Descrip. 


(AL080318) nucleotide sugar epimerase- 


like protein [Arabidopsis 




thaliana] 








Seq. No. 


17406 




Seq. ID 


OJ991206_16.0112.C24 


Gene No. 


36585 




Strand 


- 


Start 


2274 




End 


3956 . 


Name 


OJ991206 16.0112.C24 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2283 




End 


3351 


GI 


none 




Score 


148 


Exons 


2283. .2561, 2338. .2562, 


2553. 


.2966, 25 


72. .2970, 2916. .3350, 




2971. .3351 








Seq. No. 


17406 




Seq. ID 


OJ991206 16.0112.C24 .... 


Gene No. 


36585 




Strand 


- 


Start 


2274 




End 


3956 


Name 


OJ991206 16.0112.C24.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2301 




End 


3161 


GI 


none 




Score 


114 


Exons 


2301. .2504, 2338. .2505, 


2505. 


.2582, 25 


06. .2583, 2S53..2963, 




2569.-2976, 2964. .3161, 


2965. 


.3060 




Seq. No. 


17406 




Seq. ID 


OJ991206_16.0112.C24 


Gene No. 


36585 




Strand 


- 


Start 


2274 




End 


3956 


Name 


OJ991206 16.0112.C24.ol 


• gp 


Method 


AAT/GAP 


Start 


2395 




End 


'2979 


GI 


41448 1.R1084 




Score 


831 


Exons 


2395. .2979 








GI Descrip. 


, 5281036/emb|CAB45972.1 


I l.Oe 


-39 (AL08 


0318 ) nucleotide sugar 




epimerase-like protein 


[Arabidopsis thaliana] ' 


Seq. No. 


17406 




Seq. ID 


OJ991206_16.0112.C24 


Gene No. 


36585 




Strand 




Start 


2274 




End 


3956 


Name 


OJ991206 16.0112.C24.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3081 




End 


3290 


GI • 


none 




Score 


131 


Exons 


3081. .3290, 3099. .3284, 


3142. 


.3288 




Seq. No. 


17406 




Seq. ID 


OJ991206_16.0112.C24 


Gene No. 


36585 




Strand 




Start • 


2274 




End 


3956 


Name 


OJ991206 16.0112.C24 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3165 




End 


3578 


GI 


none 




Score 


112 



17884 



Exons 


3165.. 3350, 3166.. 3351, 


3483. 


.3578 


Seq. No. 


17407 




Seq. ID 


Gene No. 


JDOOD 




Strand 


Start 


460 




End 


Name 


OJ991206 16.0112.C25.ol. 


gs 


Method 


Start 


4 60 




End 




none 




Score 


Exons 


460. .688 






Seq. No. 


17408 




Seq. ID 


Gene No. 


JDDO / 




Strand 


Start 


869 




End 


Name 


OJ991206 16.0112.C26.ol. 


gs 


Method 


Start 


869 




End 


GI 


none 




Score 


Exons 


869. .951, 1473. . 1602 






Seq. No. 


17409 




Seq. ID 


Gene No. 


36588 




Strand 


Start 


3876 




End 


Name 


OJ991206 16.0112.C27.ol. 


gp 


Method 


Start 


3733 




End 


GI 


24884 1.R1084 




Score 


Exons 


3733.. 4202, 4330.. 4377 






GI Descrip. 


1 32928 14 /emb|CAA19804 .1 | 


7.0e- 


-17 (ALO: 




[Arabidopsis thaliana] 1 







OJ991206_16.0112.C25 
688 

GENSCAN 

688 

.55 



OJ991206_16. 0112.C26 
+ 

1602 
GENSCAN 
1602 
.55 



OJ991206_16.0112.C27 
+ 

9933 
AAT/GAP 
4377 
959 



Seq. No. 


17409 








Seq. ID 


OJ991206_ 


_16, 


.0112 


.C27 


Gene No. 


36588 








Strand- 


+ 








Start 


3876 








End 


9933 








Name 


OJ991206 16 


.0112, 


.C27.ol, 


■ np. 


Method 


AAT/NAP 








Start 


3876 








End 


9933 








GI 


4586101 








Score 


484 








Exons 


3876. .4058, 


4111, 


. .4202, 


4330 


..4426, 5194. .5298, 


5680. .5785, 




7091. .7190, 


7379, 


. .7430, 


9889 


. . 9933 










GI Descrip. 


(AL049638) ; 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


17409 








Seq. ID 


OJ991206_ 


16. 


.0112 


.C27 


Gene No. 


36588 








Strand 


+ 








Start 


3876 








End 


9933 








Name 


OJ991206 16 


.0112. 


.C27.o3, 


.gs 


Method 


GENSCAN 








Start 


3876 








End 


4367 








GI 


none 








Score 


.77 








Exons 


3876. .4367 


















Seq. No. 


17409 








Seq. ID 


OJ991206_ 


16. 


,0112 


.C27 


Gene No. 


36589 








Strand 










Start 


325 








End 


685 








Name 


OJ991206 16 


.0112. 


,C27.ol. 


.gs 


Method 


GENSCAN 








Start 


325 








End 


685 








GI 


none 








Score 


.93 








Exons 


325. .685 


















Seq. No. 


17409 








Seq. ID 


OJ991206_ 


16. 


0112 


.C27 


Gene No. 


36590 








Strand 










Start 


6648 








End 


7430 









17885 





Name 


OJ991206 16. 


0112 


.C27 ,ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


4110 








End 


7430 






GI 


none 








Score 


140 






Exons 


4110. .4145, 


4116 


. .4205, 


4127. 


.4201, 4273. .4428, 


4321. .4449, 






4358. .4444, 


5191 


. .5298, 


5199. 


.5297, 5672. .5752, 


5679. .5753, 






7096. .7191, 


7113 


. .7190, 


7362. 


.7430 








Seq. No. 


17409 








Seq. ID 


OJ991206 


16. 0112 .C27 




Gene No. 


36590 








Strand 








Start 


6648 








End 


7430 






Name 


OJ991206 16. 


0112 


.C27.ol, 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


4116 








End 


7191 






GI 


none 








Score 


130 






Exons 


4116. .4205, 


4127 


. .4204, 


4321. 


.4449, 4324. .4449, 


4336. .4419, 






4358. .4450, 


5190. 


. .5273, 


5199. 


.5297, 5651. .5752, 


5679. .5753, 






7111. .7191, 


7111. 


. .7170, 


7113. 


.7175 








Seq. No. 


17409 








Seq. ID 


OJ991206 


_16. 0112.C27 




Gene No. 


36590 








Strand 








Start 


6648 








End 


7430 






Name 


OJ991206_16. 


0112, 


.C27.ol. 


. tm 


Method 


TBLASTX : 


Maize 




Start 


4119 








End 


7429 






GI 


none 








Score 


135 






Exons 


4119. .4205, 


4127. 


. .4207, 


4321. 


.4431, 4324. .4425, 


4328. .4426, 


Lf! 




5198.. 5257, 


5199. 


. .5294, 


5200. 


.5292, 5672.. 5752, 


5673. , 5753, 






5673. .5753, 


7111. 


. .7191, 


7111. 


.7188, 7113.. 7193, 


7113. .7205, 


fit 

o 




7379. .7429 














Ui 


Seq. No. 


17409 








Seq. ID 


OJ991206 


_16.0112.C27 


i : l I 


Gene No. 


36590 








Strand 






Start 


6648 








End 


7430 






Name 


OJ991206 16. 


0112. 


X27.o4. 


. gs 


Method 


GENSCAN 




:s 


Start 


6648 








End 


6875 






GI 


none 








Score 


.98 




Cj 


Exons 


6648. .6875 














1- J. 
: "= 


Seq. No. 


17410 








Seq. ID 


OJ991206 


_16.0112.C28 


l! fl- 


Gene No. 


36591 








Strand 








Start 


107 








End 


206 






Name 


OJ991206 16. 


0112. 


C28.ol. 


gs 


Method 


GENSCAN 






Start 


107 








End 


206 






GI 


none 








Score 


.66 






Exons 


107. .206 
















Seq. No. 


17411 








Seq. ID 


OJ991216 


_11.0113.C1 




Gene No. 


36592 








Strand 


+ 






Start 


86 








End 


1040 






Name 


OJ991216 11. 


0113. 


Cl.ol.gs 


Method 


GENSCAN 






Start 


86 








End 


1040 -> 


'A ' . ■ 




GI 


none 








Score 


. 7 






Exons 


86. . 134,- 967 


. . 1040 












Seq. No. 


17412 








Seq. ID 


OJ991216 


_11.0113.C2 




Gene No. 


36593 








Strand 


+ 






Start 


1047 








End 


1334 






Name 


OJ991216 11. 


0113. 


C2.ol.gs 


Method 


GENSCAN 






Start 


1047 








End 


1334 





17886 



GI 

Exons 



none 

1047. .1334 



Score 



.59 



Seq. No. 17412 Seq. ID 

Gene No. 36594 Strand 

Start 1497 End 

Name 0 J99 12 1 6_1 1 . 0 1 1 3 . C2 . o2 . gs Method 

Start 1497 End 

GI none Score 

Exons 1497.. 1522, 1787.. 1886 

Seq. No. 17413 Seq. ID 

Gene No . 36595 Strand 

Start 338 End 

Name OJ991216_ll . 0113 . C3 . ol . gs Method 

Start 338 End 

GI none Score 

Exons 338.. .484, 586.. 696, 1468.. 1476 

Seq. No. 17413 Seq. ID 

Gene No. 36596 Strand 

Start 1878 End 

Name OJ991216_ll . 0113 . C3 . o2 . gs Method 

Start .1878 End 

GI none * " Score 

Exons 1878. .2210 ' 



OJ991216_11.0113.C2 
1886 

GENSCAN - 

1886 

.91 



OJ991216_11.0113.C3 

1476 
GENSCAN 
1476 
. 61 



OJ991216_11.0113.C3 

2210 
GENSCAN 
2210 
.62 



OJ991216_11.0113.C4 
+ 

2786 
AAT/GAP 
1888 
809 



Seq. No. 17414 Seq. ID 

Gene No. 36597 Strand 

Start 1327 End 

Name OJ9912 16_11 . 01 13 . C4 . ol . gp Method 

Start 1327 End 

GI 28929_1.R1084 Score 

Exons 1327.. 1646, 1771.. 1888 

GI Descrip. 1 24 99931/sp | Q42563 | APT2_ARATH 4.0e-33 ADENINE 

PHOSPHORIBOSYLTRANSFERASE 2 (APRT) >gi_2 12 9534_pir S71272 

adenine phosphoribosyltransf erase (EC 2.4.2.7) - Arabidopsis 
thaliana >gi_1321681_emb_CAA65609_ (X96866) adenine 
phosphoribosyltransf erase [-Arabidopsis thaliana] 
>gi_5902383_gb_AAD55485. 1_AC009322_25 (AC009322) adenine 
phosphoribosyltransferase [Arabidopsis thaliana] 1 



Seq. No. 


17414 








Seq. ID 


OJ991216 


Gene No. 


36597 








Strand 


+ 


Start 


1327 








End 


2786 


Name 


OJ991216 11, 


.0113 


.C4 .ol. 


gs 


Method 


GENSCAN 


Start 


1336 








End 


2657 


GI 


none 








Score 


.59 


Exons 


1336. . 1646, 


1771 


. . 1881, 


2400. 


.2657 




Seq. No. 


17414 








Seq. ID 


OJ991216 


Gene No. 


36597 








Strand 


+ 


Start 


1327 








End 


2786 


Name 


OJ991216 11. 


.0113 


.C4 .ol. 


np • 


Method 


AAT/NAP 


Start 


1556 








End 


2786 


GI 


2499931 








Score 


170 


Exons 


1556. . 1646, 


1771 


. . 1881, 


2599. 


.2786 





17887 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



ADENINE PHOSPHORIBOSYLTRANSFERASE 2 (APRT) 
gi 12129534 |pir| IS71272 adenine phosphoribosyltransf erase 
2.4.2.7) - Arabidopsis thaliana gi | 1321 681 | emb | CAA65609 | 
(X96866) adenine phosphoribosyltransf erase [Arabidopsis 
thaliana] gi i 5902383 | gb I AAD55485 . 1 |AC009322_25 (AC009322) 
adenine phosphoribosyltransf erase [Arabidopsis thaliana] 



(EC 



17415 Seq. ID 

36598 Strand 
486 End 
0 J9 9 1 2 1 6_1 1 . 0 1 1 3 . C5 . o 1 . np Me t hod 

486 End 
3776082 Score 
486. .635, 1058. .1207, 2056. .2114, 2211 
(Y18250) MtN30 [Medicago truncatula] 



OJ991216_11.0113.C5 
+ 

2267 
AAT/NAP 
2267 
371 
, .2267 



OJ991216_11.0113.C5 

+ • 

2267 

AAT/GAP 

629 

14 6 



Seq. No. 17415 Seq. ID 

Gene No. 36598 Strand 

Start 486 End 

Name OJ9912 1 6_11 . 0113 . C5 . ol . gp Method 

Start 541 End 

GI 28929_1.R1084 Score 

Exons 541. . 629 

GI Descrip. 1 24 99931/sp | Q42563 | APT2_ARATH 4 . Oe-33 ADENINE 

PHOSPHORIBOSYLTRANSFERASE 2 (APRT) >gi_2129534_pir S71272 

adenine phosphoribosyltransf erase (EC 2.4.2.7) - Arabidopsis 
thaliana >gi_1321 681_emb_CAA65609_ (X96866) adenine 
phosphoribosyltransf erase [Arabidopsis thaliana] 
>gi_5902383_gb_AAD55485.1_AC009322_25 (AC009322) adenine 
phosphoribosyltransferase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17415 
36599 
14712 
OJ991216 
14712 
none 

14712. .14953, 
17844. .18583 



_11.0113.C5.o4.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216_ 
+ 

18583 
GEN SCAN 
18583 
.72 



11. 0113. C5 



15034. .15647, 1628 6. .16368, 17052. .17139, 



Seq. No. 17415 
Gene No. 36599 
Start 14712 

Name OJ991216_ll . 0113 . C5 . o2 . np 

Start 14778 
GI 4836931 

Exons 14778. .14940, 151 60 .. 15232, 

16686. .16774, 16894 .-. 16967, 

17844.. 18150 -j 
GI Descrip. (AC006085) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991216_ll. 01-13. C5 
Strand + 
End " 18583 
Method AAT/NAP 
End 18150 
Score 739 
154 54. .15657, 16286. .16368, 
1708 9. .17139, 17283. .17359, 



Seq. No. 17415 ■ Seq. ID 

Gene No. 36600 Strand 

Start 18871 End 

Name OJ99121 6__11 . 0113 . C5 . o3 . np Method 

Start 18871 End 

GI 3763927 Score 



OJ991216_11.0113.C5 

+ 

22220 
AAT/NAP 
22220 
720 



17888 



Exons 


18871. .18920, 20315. .20458, 


20945. .21165, 21437 .. 21688, 






21781. .21903, 22171.. 22220 








GI Descrip. 


(AC004450) putative carboxyphosphonoenolpyruvate mutase 






[Arabidopsis thaliana] 








Seq. No. 


17415 , 


Seq. ID 


OJ991216_11.0113 


.C5 


Gene No. 


36600 


Strand 


+ 




Start 


18871 


End 


22220 




Name 


OJ991216 11.0113.C5.o5.gp 


Method 


AAT/GAP 




Start 


20087 


End 


21088 




GI 


uC-osflm202109g04bl 


Score 


970 




Exons 


20087. .20458, 20930.. 21088 








GI Descrip. 


'3763927 9.0e-28 (AC004450) 


putative carboxyphosphoenolpyruvab 




mutase [Arabidopsis thaliana] 1 






Seq. No. 


17415 


Seq. ID 


OJ991216_11.0113 


.C5 


Gene No. 


36600 


Strand 


+ 




Start 


18871 


End 


22220 




Name 


OJ991216_11.0113.C5.o5.gs 


Method 


GENSCAN 




Start 


20098 


End 


21962 




GI 


none 


Score 


.99 




Exons 


20098. .20458, 20930. .21141, 


21781. .21903, 21954.. 21962 




Seq. No. 


17415 


Seq. ID 


OJ991216_ll . 0113 


.C5 


Gene No. 


36601 


Strand 






Start 


6985 


End 


7955 




Name 


OJ991216_11.0113.C5.o3.gp 


Method 


AAT/GAP 




Start 


6985 


End 


7592 




GI 


none 


Score 


Q9 

D 




Exons 


6985.. 7361, 7452.. 75 92 








Seq. No. 


17415 


Seq. ID 


OJ991216_11.0113 


.C5 


Gene No. 


36601 


Strand 






Start 


6985 


End 


7955 




Name 


OJ991216 11.0113.C5.o2.gs 


Method 


GENSCAN 




Start 


7254 


End 


7904 




GI 


none 


Score 


.62 




Exons 


7254 . .7904 








Seq. No. 


17415 


Seq. ID 


OJ991216_11.0113 


.C5 


Gene No. 


36601 


Strand 






Start 


6985 


End 


7955 




Name 


OJ991216 11.0113.C5.o4.gp 


Method 


AAT/GAP 




Start 


7675 


End 


7955 




GI 


2442570 


Score 


518 




Exons 


7675. .7955 








Seq. No. 


17415 


Seq. ID 


OJ991216_11.0113 


.C5 


Gene No. 


36602 .. 


Strand 






Start 


10559 


End 


12207 




Name 


OJ991216 ll.0113.C5.o3. ts 


Method 


TBLASTX : Soybean 




Start 


517 


End 


2255 




GI 


none 


Score 


167 




Exons 


517. .636, 518. .658, 1047. .1196, 1051.. 


,1206, 2055.. 2105, 






2220. .2255 








Seq. No. 


17415 


Seq. ID 


OJ991216_11.0113. 


.C5 



17889 



Gene No . 






Strand 




Start 


10559 




End 


12207 


Name 


OJ991216 11. 0113. C5 


.o2. tc 


Method 


TBLASTX: Cress . 


Start 


527 




End 


2114 


GI 


none 




Score 


159 


Exons 


527. .643, 538.-636, 


1026. . 


1202, 1051.. 


1206, 2031.. 2114 


Seq. No. 


17415 




Seq. ID 


OJ991216_11.0113 


Gene No. 


36602 




Strand. 




Start 


1 f\ c c o 




End 


1 O O A "7 


Name 


OJ991216 11. 0113. C5. 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


527 




End 


2258 


GI 


none 




Score 


164 


Exons 


527. .643, 538. .642, 


1047. . 


1202, 1051.. 


1206, 2055.. 2132, 




2220. .2258 








Seq. No. 


17415 




Seq. ID 


OJ991216_11.0113 


Gene No. 


36602 




Strand 




Start 


10559 




End 


12207 


Name 


OJ991216 11. 0113. C5, 


,o2.tw 


Method 


TBLASTX: Wheat 


Start 


545 




End 


2271 


GI 


none 




■ Score 


163 


Exons 


545. .643, 545. .637, 


547. .642, 1044. .1205, 1051. .1206, 




2031. .2114, 2042. .2122, 2054. .2116, 2208. .2258, 2209. .2: 




2213. .2266 








Seq. No. 


17415 




Seq. ID 


OJ991216_11.0113 


Gene No . 


36602 




Strand 




Start 


10559 




End 


12207 


Name 


OJ991216 11. 0113. C5. 


, o3.gs 


Method 


GEN SCAN 


Start 


10559 




End 


12207 


GI 


none 




Score 


.53 


Exons 


10559. . 11030, 11113, 


. .11445 


, 11903. .12207 


Seq. No. 


17415 




Seq. ID 


OJ991216_11.0113 


Gene No. 


36603 




Strand 




Start 


15599 




End 


17962 


Name 


OJ991216 11. 0113. C5. 


,o2;yts 


Method 


TBLASTX: Soybean 


Start 


15599 




End 


' 17962 




none 




Score 


96 


Exons 


15599. . 15658, 16284, 


.16367 


, 16286. . 16324, 16287 .. 16367 , 




16288. .16368, 16673. 


, .16771 


, 16673. . 16747, 1667 6 .. 16777 , 




16894. .16968, 16898. 


, .16972 


, 17086. . 17139, 17087. .17140, 




17280. .17363, 17281. 


, .17361 


, 17846. . 17962, 17870 .. 17 938 , 




17887. .17961 








Seq. No. 


17415 




Seq. ID 


OJ991216JL1.0113 


Gene No. 


36603- 




Strand 




Start. 


- ; 15599 




End 


17962 


Name 


OJ991216 11. 0113. C5. 


o2.tm 


Method 


TBLASTX: Maize 


Start 


16655 




End 


17358 


GI 


none 




Score 


126 


Exons 


16655. .16786, 16897. 


.16968 


, 17086. . 17139, 17087. .17140, 




17277. .17354, 17281. 


.17358 







2271, 



Seq. No. 
Gene No. 



17415 
36603 



Seq. ID 
Strand 



OJ991216 11. 0113. C5 



17890 




Start 


15599 








End 


17962 




Name 


OJ991216 11.0 


113. C5. 


ol.tc 


Method 


TBLASTX: 


Cress 


Start 


16676 








End 


• 17363 




GI 


none 








Score 


141 




Exons 


16676. 


.16777, 


16894. 


.16968, 


17086. .17139, 17087 


. . 17140, 




17280. 


.17363, 


17281. 


.17361 








Seq. No. 


17415 








Seq. ID 


OJ991216 


11.0113 


Gene No. 


36604 








Strand 






Start 


20350 








End 


21914 




Name 


OJ9912 


16 11. 0113. C5. 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


20350 








End 


21903 




GI 


none 








Score 


145 




Exons 


20350. 


.20466, 


20352. 


.20438, 


20921. .21088, 20928 


. .21143, 




20928. 


.21143, 


20929. 


.21144, 


20929. .21150, 21404 


. .21688, 




21405. 


.21689, 


21406. 


.21687, 


21418. .21690, 21780 


. .21899, 




21781. 


.21903, 


21784. 


.21903 









Seq. No. 17415 Seq. ID 

Gene No. 36604 Strand 

Start 20350 End 

Name OJ991216_ll . 0113 . C5 . ol . ts Method 

Start 20350 End 

GI none Score 

Exons 20350. .20415, 20419. . 20460, 20914 .. 21144 , 20928 

21404. .21688, 21404 .. 21661 , 21412 .. 21681, 21780 

21781. .21903, 21784. .21903 



OJ991216_11.0113.C5 
21914 

TBLASTX: Soybean 
21903 . 

92 

21140, 
21899, 



Seq. No. 17415 

Gene No. 36604 

Start 20350 

Name OJ991216JL1 . 0113.C5 . ol . tw 

Start 20350 

GI none 

Exons 20350. .20466, 20352 .. 20480 , 
20928. .21143, 20929.. 21144 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216_11.0113.C5 
21914 

TBLASTX: Wheat 

21144 

153 



20921. .21088, 20928 .. 21143 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17415 
36604 
20350 

OJ991216_11.0113.C5.o3.tc 

21629 

none 



Seq. ID OJ991216_11.0113.C5 
Strand 

End 21914 

Method TBLASTX: Cress 

End 21914 

Score 73 



21629. .21688, 21637 .. 21693, 21780 .. 21914 , 21781. .21903 



Seq. No. 17416 Seq. ID 

Gene. No. 36605 Strand 

Star*--,- 1 End 

fcjame' OJ991216_ll . 0113 . C6 . ol . np Method 

Start 1 End 

GI 3763927 Score 

Exons 1..43, 142. .306, 338. .644, 781. .880 

GI Descrip. (AC004 450) putative carboxyphosphonoenolpyruvate mutase 
[Arabidopsis thaliana] 



OJ991216_11.0113.C6 
+ 

1133 
AAT/NAP 
880 
164 



Seq. No. 
Gene No. 



17416 
36605 



Seq. ID OJ991216_11.0113.C6 
Strand + 



17891' 



Start 


1 


End 


1133 




Name 


OJ991216 11.0113.C6.ol.gs 


Method 


GENSCAN 




Start 


158 


End 


1077 




GI 


none 


Score 


.95 




Exons 


158. .317, 947. .1077 








Seq. No. 


17416 


Seq. ID 


OJ991216_11.0113 


.C6 


Gene No. 


jDDU J 


Strand 


+ 




Start 


1 


' End 


1133 




Name 


OJ991216 11.0113.C6.ol.gp 


Method 


AAT/GAP 




Start 


820 


End 


1133 




GI 


2796416 


Score 


386 




Exons 


820. .865, 947. .1133 








Seq. No. 


17416 


Seq. ID 


OJ991216_11.0113 


.C6 


Gene No. 


jddOd 


Strand 






Start 


1600 


End ; 


3079 




Name 


OJ991216 11.0113.C6.o2.gs 


Method 


GENSCAN 




Start 


1600 


End 


3079 




GI 


none 


Score 


.6 




Exons 


1600.. 2559, 2630.. 2692, 3020. 


.3079 






Seq. No. 


17416 


Seq. ID 


OJ991216_11.0113 


.C6 


Gene No . 


-iooU7 


Strand 






Start 


5001 


End 


10702 




Name 


OJ991216 11.0113.C6.o2.ts . 


Method 


TBLASTX: Soybean 




Start 


157 


End 


331 




GI 


none 


Score 


72 




Exons 


157. .279, 163. .276, 164. .331 








Seq. No. 


17416 


Seq. ID 


OJ991216_11.0113 


.C6 


Gene No. 


36607 


Strand 


- 




Start 


5001 


End 


10702 




Name 


OJ991216 11.0113.C6.o2.tm 


Method 


TBLASTX : Mai ze 




Start 


158 


End 


1080 




GI 


none 


Score 


217 




Exons 


158. .298, 158. .298, 162. .320, 


163. .306, 


312. .341, 402.. 


617, 




406. .618, 423. .620, 464. .619, 


825. .866, 


829. .870, 829..: 


870, 




938. .1078, 946. .1080, 949. .1077 






Seq. No. 


17416 


Seq. ID 


OJ991216_11.0113 


.C6 


Gene No. 


36607 


Strand 






Start 


5001 


End 


10702 




Name 


OJ991216 11.0113.C6.o2.gp 


Method 


AAT/GAP 




Start 


4710 


End 


8353 




GI 


1243 1.R1084 


Score 


2775 




Exons 


4710. .5246, 5642. .5842, 6233. 


.6409, 6937. .7071, 7783. .71 


372, 



7944. .8021, 8104. .8353 
GI Descrip/ '-1737492 1.0e-118 (U81318) poly (A) -binding protein [Triticum 
aestivum] 1 



Seq. No. 17416 Seq. ID 

Gene No. 36607 Strand 

Start 5001 End 

Name OJ991216_11.0113.C6.ol.tm Method 

Start 4800 End 

GI none Score 



OJ991216_11.0113.C6 
10702 

TBLASTX: Maize 

10700 

48 



17892 



Exons 



4800. 
4991. 
5171. 
5699. 
6229. 
6329. 
7047. 
7798. 
7944. 
8099. 
8856. 



4847, 
5080, 
5269, 
5863, 
6270, 
6418, 
7073, 
7872, 
8024, 
8776, 
8987, 



4801. 
4998. 
5639. 
5700. 
6234. 
6937. 
7048. 
7932. 
8056. 
8230. 
8866. 



.4845, 
.5246, 
.5701, 
.5747, 
.6272, 
.6984, 
.7080, 
.8012, 
,8229, 
.8544, 
.8946, 



4901. 
4999. 
5639. 
5704. 
6267. 
6941. 
7775. 
7937. 
8094. 
8257. 
8868. 



.4927, 
.5247, 
.5701, 
.5844, 
. 6410, 
.6982, 
.7870, 
.8023, 
.8756, 
.8535, 
.8987, 



4902. , 
5001. , 
5643. , 
5714. . 
6285. . 
6991. , 
7783. , 
7938. , 
8096. , 
8530. , 
10548, 



4928, 
5246, 
5720, 
5860, 
6410, 
7047, 
7872, 
8024, 
8755, 
8775, 
.10700 



4930. 
5024 . 
5643. 
5790. 
6310. 
6992. 
7784 . 
7940. 
8098. 
8534. 



.4965, 
.5248, 
.5717, 
.5870, 
.6417, 
.7048, 
.7870, 
.8017, 
.8775, 
.8725, 



10549. .10698 



Seq. No. 17416 
Gene No. 36607 
Start 5001 

Name OJ991216_ll . 0113 ,C6. ol . ts 

Start 4989 
GI none 
Exons 4989.. 5051, 

5648. .5860, 

6937. .7005, 

7783. .7872, 

7938. .8024, 

8098. .8775, 

8299. .8391, 

10509. .10700 



5062. .5247, 5067. 

5650. .5871, 6288. 

6938. .7006, 6940. 

7784. .7867, 7786. 

7941. .8024, 7941. 

8099. .8761, 8230. 

8533. .8775, 8570. 
, 10555.. 10701 



Seq. ID OJ991216 
Strand 

End 10702 
Method TBLASTX: 
End 10701 
Score 193 
.5246, 5639. .5863, 
.6407, 6335. .6412, 
.7071, 6980. .7072, 
.7872, 7801. .7869, 
.8021, 7943. .8032, 
.8544, 8242. .8535, 
.8761, 8856. .8981,. 



11. 0113. C6 



Soybean 



5643. 
6338. 
7775. 
7932. 
7951. 
8290. 
8862. 



5744, 
6406, 
7867, 
8024, 
8049, 
8799, 
8972, 



Seq. No. 17416 

Gene No. 36607 

Start 5001 

Name ' OJ991216_ll . 0113 . C6 . o2 . tw 

Start 4990 

GI none 
Exons 



Seq. ID -OJ991216_11.0113.C6 
Strand 

End 10702 

Method TBLASTX : Wheat 

End 5699 

Score 298 



4990. .5070, 4992. .5246, 4992.-5246, 4993. .5247, 5045. .5248, 
5171. .5248, 5539. .5619, 5639. .5698, 5639. .5698, 5643. .5699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



17416 
36607 
5001 

OJ991216_ll.0113.C6.o3.gs 

5001 

none 



Seq. ID OJ991216_11.0113.C6 
Strand 

End 10702 

Method GENSCAN 

End 10628 

Score .79 



5001. .5246, 5642. .5842, 6233. .6409, 6937. .7071, 7783. .7872, 
7944. .8021, 8104. .8760, 8862. .8980, 10547. .10628 



17416 
36607 
5001 

OJ991216_Il.0113.C6.o2.np 

5001 

1737492 



Seq. ID OJ991216_11.0113.C6 
Strand 

End 10702 . 

Method AAT/NAP 

End 10702 

Score 1904 



5001. .5246, 5642. .5842, 6233. .6409, 6937. .7071, 7783. .7872, 
7944. .8021, 8104. .8760, 8862. .8980, 10547. .10702 
(U81318) poly (A) -binding protein [Triticum aestivum] 



17416 
36607 



Seq. ID 
Strand 



OJ991216 11. 0113. C6 



17893 



Start 
Name 
Start 
GI 

Exons 



5001 

OJ991216_11.0113.C6.ol.tc 
5073 
none 
5073. 
6338. 
7784. 
8098. 
8290. 
8856. 



,5246, 5074. 

,6409, 6363. 

,7858, 7932. 

,8217, 8098. 



.5247, 5639. 

.6410, 6937. 

.8024, 7932. 

.8775, 8099. 



End 

Method 

End 

Score 



10702 

TBLASTX: Cress 

10700 

175 



,8775, 8320.. 8391, 8533. 
8981, 8862. .8981, 10548 



.5704, 5810.. 5845, 6261.. 6413, 
.6990, 6940.. 7071, 7783.. 7872, 
.8012, 7932.. 8021, 7954.. 8019, 
.8761, 8230.. 8544, 8257.. 8535, 
,8775, 8534. .8725, 8560. .8664, 
..10700, 10549.. 10698 



Seq. No. 17416 

Gene No. 36607 

Start 5001 

Name OJ991216_ll . 0113 . C6 . ol . tw 

Start 7941 

GI none 
Exons 



Seq. ID OJ991216_11.0113.C6 
Strand 

End 10702 

Method TBLASTX : Wheat 

End 8764 

Score 294 



7941. .8021, 8098. .8193, 8116. .8511, 8117. .8509, 8139. .8510, 
8290. .8511, 8530. .8760, 8558. .8764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17416 
36607 
5001 

OJ991216_ll .0113.C6.o3.gp 
8634 

47991 1.R1084 



Seq. ID OJ991216_11.0113.C6 
Strand 

End 10702 

Method AAT/GAP 

End 10702 

Score 74 9 



8 634 ,.87 60, 8862. .8980, 10547. .10702 

'1737492 7.0e-53 (U81318) poly (A) -binding protein [Triticum 
aestivum] ' 



Seq. No. 17416 Seq. ID 

Gene No. 36607 Strand 

Start 5001 End 

Name OJ991216_ll . 0113 .C6 . o3 . tw Method 

Start 8856 End 

GI none Score 
Exons 



OJ991216_11.0113.C6 
10702 

TBLASTX: Wheat 

10685 

87 



8856. .8981, 8862. .8981, 8863. .8991, 10509 .. 10685, 10549. .10677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17417 
36608 
1 

OJ991216_11.0113.C9.ol.np 
1 

5042155 
1..68, 200. .283, 660. .967 

(AL078620) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991216_11.0113.C9 

Strand + 

End 1273 

Method AAT/NAP 

End 967 

Score 174 



17417 
36608 
1 

OJ991216_11.0113.C9.ol.gs 
89 

none 

89. .283, 527. .579, 1118. .1273 



Seq. ID OJ991216_11.0113.C9 

Strand + 

End 1273 

Method GENSCAN 

End 1273 

Score .43 



Seq. No. 
Gene No. 



17417 
36608 



Seq. ID OJ991216_11.0113.C9 
Strand + 



17894 




Start 


1 


End 


1273 




Name 


OJ991216 11.0113.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


200 


End 


901 




GI 


none 


Score 


103 




Exons 


200. .295, 200. .262, 717. .797, 


718 . . 798 


, 718 . . 783, 719. . 


838, 




802. .897, 807. .896, 848. .901 








Seq. No. 


17417 


Seq. ID 


OJ991216_11.0113 


.C9 


Gene No. 


36608 


Strand 


+ 




Start 


1 


End 


1273 




Name 


OJ991216 11.0113.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


200 


End 


904 




GI 


none 


Score 


81 




Exons 


200. .295, 717. .797, 719. .838, 


802 . . 900 


, 839. . 904 




Seq. No. 


17417 


Seq. ID 


OJ991216_11.0113 


.C9 


Gene No. 


36608 


Strand 


+ 




Start 


1 


End 


1273 




Name 


OJ991216 11. 0113.C9.ol. tc 


Method 


TBLASTX: Cress 




Start 


719 


End 


900 




GI 


none 


Score 


112 




Exons 


719.. 838, 720.. 797, 802.. 900, 


807 . . 893 






Seq. No. 


17418 


Seq. ID 


OJ991216_11.0113 


.C10 


Gene No. 


36609 


Strand 


■f 




Start 


881 


End 


1646 




Name 


OJ991216 11.0113.C10.ol.gs 


Method 


GENSCAN 




Start 


881 


End 


1646 




GI 


none 


Score 


. 98 




Exons 


881. . 1213, 1443. .1646 








Seq. No. 


17419 


Seq. ID 


OJ991216_11.0113 


.Cll 


Gene No. 


36610 


Strand 


+ 




Start 


259 


End 


3012 




Name 


OJ991216 11.0113.Cll.ol.gs 


Method 


GENSCAN 




Start 


259 


End 


3012 




GI 


none 


Score 


.67 




Exons 


259.. 2039, 2144.. 2201, 2596.. 


3012 






Seq. No. 


17419 


Seq. ID 


OJ991216_11.0113 


.Cll 


Gene No. 


36610 


Strand 


+ 




Start 


259 


End 


3012 




Name 


OJ99121& 11.0113.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1644 


End 


2054 




GI 


none 


Score 


731 




Exons 


1644 . .2054 








Seq. No. 


17419 


Seq. ID 


OJ991216_11.0113 


.Cll 


Gene No. 


36611 


Strand 






Start 


3267 


End 


3410 




Name 


OJ991216 11.0113.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


508 


End 


1041 




GI 


none 


Score 


283 




Exons 


508. .855, 642. .836, 895. .1041 


, 900. .1019 




Seq. No. 


17419 


Seq. ID 


OJ991216_11.0113 


.Cll 


Gene No. 


36611 


Strand 







17895 



Start 
Name 
Start 
GI 

Exons 



3267 End 

OJ991216_ll.0113.Cll.ol.ts Method 

54 4 End 

none Score 
544. .819, 642. .797 



3410 

TBLASTX : Soybean 

819 

238 



Seq. No. 17419 

Gene No. 36611 

Start 3267 

Name OJ991216_ll . 0113 . Cll . ol . tc 

Start 571 

GI none 

Exons 571.. 831, 675.. 809 



Seq. ID .OJ991216_ll. 0113. Cll 
Strand 

End 3410 

Method TBLASTX : Cress 

End 831 

Score 247 



Seq. No. 17419 

Gene No. 36611 

Start 3267 

Name OJ991216_ll . 0113 . Cll . ol . tm 

Start 1378 

GI none 
Exons 



Seq. ID OJ991216_ll. 0113. Cll 
Strand 

End 3410 

Method TBLASTX : Maize 

End 1747 

Score 354 



1378. .1449, 1381. .1746, 1430. .1747, 1443. .1727 



Seq. No. 17419 

Gene No. 36611 

Start 3267 

Name OJ991216_ll . 0113 . Cll . o2 . gs 

Start 3267 

GI none 

Exons 3267.. 3410 



Seq. ID OJ991216_ll. 0113. Cll 
Strand 

End 3410 

Method GENSCAN 

End 3410 

Score .49 



Seq. No. 17420 

Gene No. 36612 

Start 65 

Name OJ991216_ll . 0113 . C12 . ol . gs 

Start 65 

GI none 

Exons 65 . .406 



Seq. ID OJ991216_11.0113.C12 

Strand + 

End 406 

Method GENSCAN 

End 406 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17420 
36613 
701 

OJ991216_11.0113.C12.ol.np 
701 

4584539 



Seq. ID OJ991216_11.0113.C12 

Strand + 

End 7015 

Method AAT/NAP 

End 7015 

Score 525 



701. .734, 2916. .3987, 6995. .7015 

(AL049608) extensin-like protein [Arabidopsis thaliana] 



17420 
36613 
701 

OJ991216_11.0113.C12.ol.gp 

2542 

2431422 

2542. .2939 



Seq. ID OJ991216_11.0113.C12 

Strand + . ( 

End 7015 

Method AAT/GAP 

End 2939 

Score 724 ■ 



Seq. No. 
Gene No. 



17420 
36613 



Seq. ID OJ991216__11.0113.C12 
Strand + 



17896 





Start 


701 




End 


7015 




Name 


OJ991216 ll.0113.C12.o2 


.gs 


Method 


GENSCAN 




Start 


2690 




End 


4093 




GI 


none 




Score 


1 




Exons 


2690. .4093 










Seq. No. 


17420 




Seq. ID 


OJ991216__11.0113.C12 




Gene No . 






Strand 


+ 




Start 


701 




End 


7015 




Name 


OJ991216 ll.0113.C12.o2 


.gp 


Method 


AAT/GAP 




Start 


3071 




End 


3385 




GI 


3768531 




Score 


621 




Exons 


3071. .3385 










Seq. No. 


17420 




Seq. ID 


OJ991216_11.0113.C12 




Gene No. 


36613 




Strand 


+ 




Start 


701 




End 


7015 




Name 


OJ991216 ll.0113.C12.o3. 


■ gp 


Method 


AAT/GAP 




Start 


3417 




End 


3832 




GI 


uC-osflcypl43bllbl 




Score 


792 




Exons 


3417. .3832 










GI Descrip. 


, 4 584 539/emb|CAB407 69. 1 , 


I 2.0e 


-25 (AL049608) extensin-like 


o 




protein [Arabidopsis thaliana] ' 




i. "1 

: r.7 


Seq. No. 


17420 




Seq. ID 


OJ991216_11.0113.C12 


f* jj 


Gene No. 


36613 




Strand 


+ 


:r: S 


Start 


701 




End 


. 7015 


! LP 


Name 


OJyyizlo 11 . 0113 . C12 . o4 . 


( gp 


Method 


AAT/GAP 


Q 


Start 


3823 


End 


4345 


Ul 


GI 


none 




Score 


921 


i.3 


Exons 


3823. .4345 








::; ; 
: Kr 


Seq. No. 


17420 




Seq. ID 


OJ991216_11.0113.C12 




Gene No. 


36614 




Strand 






Start 


4945 




End 


6893 


E 


Name 


OJ991216 ll.0113.C12.o2. 


,tc 


Method 


TBLASTX : Cress 


is ds 


Start 


2924 - 




End 


3193 


i. r 


GI 


none 




Score 


103 


O 


Exons 


2924.. 3037, 3038.. 3073, 


3064. 


.3192, 3065.. 3193 


I 1 ! 


Seq. No. 


17420 




Seq. ID 


OJ991216_11.0113.C12 




Gene No. 


36614 




Strand 






Start 


4945 




End 


6893 




Name 


OJ991216 ll.0113.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2975 




End 


3922 




GI 


none 




Score 


67 




Exons 


2975. .3121, 3107. .3268, 


3254. 


.3367, 3383.. 3523, 3391.. 3501, 






3401. .3481, 3518. .3736, 


3530. 


.3643, 3641. .3733, 3763. .3894, 






3764 . .3922 










Seq. No. 


17420 




Seq. ID 


OJ991216_11.0113.C12 




Gene No. 


36614 




Strand 






Start 


4945 




End 


6893 




Name 


OJ991216 ll.0113.C12.o2. 


tm 


Method 


TBLASTX :Maize 




Start 


3124 




End 


3355 




GI 


none 




Score 


325 




Exons 


3124. .3210, 3125. .3355, 


3268. 


.3354 





17897 



Seq. No. 


17420 








Seq. ID 


OJ991216_11.0113.C12 


Gene No. 


36614 








Strand 




Start 


4945 








End 


6893 


Name 


OJ991216 11 


.0113. 


C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3281 








End 


3619 


GI 


none 








Score 


69 


Exons 


3281. .3367, 


3319. 


.3366, 


3362. 


.3508, 3388. .3618, 3389. .3619 


Seq. No. 


17420 








Seq. ID 


OJ991216_11.0113.C12 


Gene No. 


36614 








Strand 




Start 


4945 








End 


6893 


Name 


OJ991216 11 


. 0113. 


C12.ol 


. tm 


Method 


. TBLASTX: Maize 


Start 


3356 








End 


3922 


GI 


none 








Score 


418 


Exons 


3356. .3739, 


3388. 


.3738, 


3749. 


.3922, 3751.. 3900 


Seq. No. 


17420 








Seq. ID 


OJ991216_11.0113.C12 


Gene No. 


36614 








Strand 




Start 


4945 








End 


6893 


Name 


OJ991216 11 


0113. 


C12.ol 


. tc 


Method 


.TBLASTX: Cress 


Start 


3433 








End 


3853 


GI 


none 








Score 


65 


Exons 


3433. .3498, 


3458. 


.3517, 


3463. 


.3504, 3524.. 3718, 3527.. 3739, 




3532. .3765, 


3758 . 


. 3853 








Seq. No. 


17420 








Seq. ID 


OJ991216_11.0113.C12 


Gene No. 


36614 








Strand 




Start 


4945 








End 


6893 


Name 


OJ991216 11 


0113. 


C12.o3 


. qs 


Method 


GENSCAN 


Start 


4945 








End 


6893 


GI 


none 








Score 


.43 


Exons 


4945. .5033, 


5565. 


. 5612, 


6483. 


.6513, 6774.. 6893 


Seq. No. 


17420 








Seq. ID 


OJ991216_11.0113.C12 


Gene No. 


36614 








Strand 




Start 


4945 








End 


6893 


Name 


OJ991216 11 


0113. 


C12.o6 


. QP 


Method 


AAT/GAP 


Start 


5987 








End 


6286 


GI 


2799974 








Score 


459 


Exons 


5987. . 6286 












Seq. No. 


17421 








Seq. ID 


OJ991216_11.0113.C13 


Gene No. 


36615 








Strand 


+ 


Start 


195 








End 


757 


Name 


OJ991216 11. 


0113. 


C13.ol 


as 


Method 


GENSCAN 


Start 


195 








End 


757 


GI 


none 








Score 


.57 ■ 


Exons 


195. .222, 623. .757 








Seq. No. 


17421 








Seq. ID 


OJ991216_11.0113.C13 


Gene No. 


36616 








Strand 




Start 


2081 








End 


5753 


Name 


OJ991216 11. 


0113. 


C13.o2 


qs 


Method 


GENSCAN 


Start 


2081 








End 


5753 


GI 


none 








Score 


. 47 


Exons 


2081. .2192, 


2635. 


.2781, 


2908. 


.2947, 3037. .3103, 4301. .4648, 



17898 



5257.. 5328, 5724.-5753 



Seq. No. 


17421 




Seq. ID 


OJ991216_ll 


.0113 


C13 


Gene No . 


36617 




Strand 








Start 


6367 




End 


6795 






Name 


OJ991216 11 . 0113 .C13 . ol 


.np 


Method 


AAT/NAP 






Start 


6367 ~ 




End 


6795 






GI 


6539570 




Score 


227 




- 


Exons 


6367 . . 64 33, 6593. . 67 95 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa ] 






Seq. No. 


17421 




Seq. ID 


OJ991216 11 


.0113. 


C13 


Gene No. 


36618 




Strand 








Start 


6922 




End 


10837 






Name 


OJ991216 ll.0113.C13.o2 


.np 


Method 


AAT/NAP 






Start 


6922 ~~ 




End 


8266 






GI 


6630699 




Score 


74 






Exons 


6922 . . 7007, 824 6. . 8266 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


Qaf-i va 1 








gi | 6721536 | dbj | BAA89566 


.11 (AP001073) 


TVDOthetl pa ] 

, i_V r-* ^— ' i~ * -i- a J_ 


protein 




[Oryza sativa] 












Seq. No. 


17421 




Seq. ID 


OJ991216JL1 


.0113. 


CI 3 


Gene No. 


36618 




Strand 








Start 


6922 




End 


10837 






Name 


OJ991216 li.0113.C13.o3 


.np 


Method 


AAT/NAP 






Start 


7046 ~~ 




End 


10562 






GI 


6721512 




Score 


68 






Exons 


7 04 6.. 70 64, 8 60 5. . 874 4, 


8773 


. .8880, 10242. .10282, 


10498. 


.10562 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


17421 




Seq. ID 


OJ991216_ll 


.0113. 


C13 


Gene No . 


36618 




Strand 








Start 


6922 




End 


10837 






Name 


OJ991216 ll.0113.C13.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


9644 ~ 




End 


10112 






GI 


none 




Score 


120 






Exons 


9644. .9973, 9705. .9962, 


9968 


. .10054, 10053. .10112, 


10061. .10105 


Seq. No. 


17421 




Seq. ID 


OJ991216_ll 


.0113. 


C13 


Gene No . 


36618 




Strand 








Start 


6922 




End 


10837 






Name 


OJ991216 ll.0113.C13.o4 


.gs 


Method 


GENSCAN 






Start 


9677 ~ 




End 


10774 






GI 


none 




Score 


.54 






Exons 


9677 . . 10774 












Seq. No. 


17421 




Seq. ID 


OJ991216_ll 


.0113. 


C13 


Gene No. 


36618 




Strand 








Start 


6922 




End 


10837 






Name 


OJ991216 ll.0113.C13.o4 


. np 


Method 


AAT/NAP 






Start 


9680 




End 


10837 






GI 


6522933 




Score 


1219 






Exons 


9680. .10837 












GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


17421 




Seq. ID 


OJ991216_ll 


.0113. 


C13 



17899 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36618 Strand 

6922 End 

OJ991216_11.0113.C13.ol.tm Method 

10128 End 

none Score 



10837 

TBLASTX: Maize 

10537 

40 



10128. .10151, 10157. .10321, 10158 .. 1034 9, 10290 .. 1037 9, 
10304 .. 10414, 10406. .10534, 10448. .10537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17421 
36618 
6922 

OJ991216_11.0113.C13.ol.ts 

10418 

none 



Seq. ID OJ991216_11.0113.C13 
Strand 

End 10837 

Method TBLASTX : Soybean 

End 10660 

Score 99 



10418. . 10543, 10566. . 10655, 10580. .10660 



17422 
36619 
1 

OJ991216_11.0113.C14.ol.np 
1 

6522933 
1..301, 332. .424 

(AL132978) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991216_11.0113.C14 
Strand 

End 1502 

Method AAT/NAP 

End 424 

Score 157 



17422 
36619 
1 

OJ991216_ll. 0113.C14.ol.gs 

23 

none 

23. .435, 763. .824, 1297. .1502 



Seq. ID OJ991216_11.0113.C14 
Strand 

End 1502 

Method" GENSCAN 

End 1502 

Score .55 



Seq. No. 17422 

Gene No. 36620 

Start 2433 

Name OJ991216_ll . 0113 . C14 . o2 . gs 

Start 2433 

GI none 

Exons 2433..2642 



Seq. ID OJ991216_11.0113.C14 
Strand 

End 2 642 

Method GENSCAN 

End 2642 

Score .93 



Seq. No. 17423 

Gene No. 36621 

Start 37 

Name OJ991216_ll . 0113 . C15 . ol . gs 

Start 37 

GI none 

Exons 37.. 132, 160.. 423, 536.. 586 



Seq. ID OJ991216_11.0113.C15 

Strand + 

End 58 6 

Method GENSCAN 

End 58 6 

Score .42 



Seq. No. 17423 

Gene No. 36622 

Start 2946 

Name OJ991216_ll . 0113 . C15 . o2 . gs 

Start 2946 

GI none 

Exons 2946.. 3055, 3964.. 4129 



Seq. ID OJ991216_11.0113.C15 
Strand 

End 4129 

Method GENSCAN 

End 4129 

Score . 65 



17900 






Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 




Gene No. 










otrana 


+ 




Start 


225 








End 


416 




Name 


OJ991216 11 


.0113. 


.C16.ol, 


.gs 


Method 


GENSCAN 




Start 


225 








End 


416 




Gi 


none 








Score 


.44 




Exons 


225. .416 














Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 




Gene No . 










btrana 






Start 


1 








End 


199 




Name 


OJ991216 11 


.0113. 


,C16.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


199 




GI 


none 








Score 


341 




Exons 


1. .199 














Seq. No. 


17424 








Seq. ID 


OJ9912l'6_11.0113.C16 




Gene No. 


36625 








Strand 






o u air l 


ft i 








End 


4394 




Name 


OJ991216 11 


.0113. 


C16.ol. 


.np 


Method 


AAT/NAP 




Start 


2029 








End 


4394 




GI 


6522929 








Score 


762 


r-i 


Exons 


2029. .2120, 


3028. 


.4394 








; "I 


GI Descrip. 


(AL132978) ] 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 




Gene No . 










Strand 




C3 


Start 


3481 








End 


4394 


I : s 


Name 


OJ991216 11 


.0113. 


C16.o4. 


, tm 


Method 


TBLASTX: Maize 


"i 


Start 


2955 








End 


3232 


!. ~\ 


GI 


none 








Score 


257 


ru 


Exons 


2955. .3020, 


2959. 


.3228, 


2972 


..3232, 2975.. 3232 


: s 


Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 




Gene No. 


36625 








Strand 




Mr 




.34 O 1 








End 


4394 




Name 


OJ991216 11 


.0113. 


C16.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3117 








End 


4389 


□ 


GI 


none 








Score 


265 




Exons 


3117. .3560, 


3197. 


.3559, 


3233 


..3457, 3538. .3891, 3559. .3873, 






3560. .3892, 


3940. 


.3981, 


3996 


..4097, 4174. .4389, 4197. .4388 




Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 




Gene No. 


36625 








Strand 






Start 


3481 








End 


4394 




Name 


A TQQ1 01 C 11 


.0113. 


C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3233 








End 


3852 




GI 


none 








Score 


462 




' Exons .. 


3233. .3559, 


3234. 


.3560, 


3236 


..3562, 3247. .3561, 3287. .3406, 






3538. .3789, 


3538. 


.3786, 


3560 


..3799, 3734. .3793, 3787. .3843, 






3787. .3852, 


3794. 


.3850 










Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 




Gene No. 


36625 








Strand 






Start 


3481 








End 


4394 




Name 


OJ991216 11 


.0113. 


CI6.0I. 


tc 


Method 


TBLASTX: Cress 




Start 


3254 








End 


3675 



17901 




GI 


none 








Score 


229 


Exons 


3254. .3559, 


3258 


. .3554, 


3529. 


.3675, 3S38..3669, 3560.. 3670 


Seq. No. 


17424 








Seq. ID 


a inni oi /■ ii Alio /-i i 

OJ991216 11.0113.C16 


Gene No. 


36625 








Strand 




Start 


3481 








End 


A O O A 

4394 


Name 


OJ991216 11, 


.0113 


.C16.o2 


.gs 


Method 


GENSCAN 


Start 


3481 








i-i „ j 
End 


a n o c 

4325 


GI 


none 








Score 


. 86 


Exons 


3481. .4026, 


4059 


. .4325 








Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 


Gene No. 


36625 








Strand 




Start 


3481 








End 


4394 


Name 


OJ991216 11. 


,0113 


.C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3853 








End 


4103 


GI 


none 








Score 


64 


Exons 


3853. .3987, 


3854 


. .3898, 


3955. 


.4020, 3985.. 4062, 3985.. 4056, 




3996. .4103, 


4029 


. .4079 








Seq. No. 


17424 








Seq. ID 


OJ991216_11.0113.C16 


Gene No. 


36625 








Strand 




Start 


3481 








End 


4394 


Name 


OJ991216 11. 


0113, 


.C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4141 








End ■ 


4383 


GI 


none 








Score 


253 


Exons 


4141. .4383, 


4158, 


. .4382 








Seq. No. 


17425 








Seq. ID 


OJ991216_11.0113.C17 


Gene No. 


36626 








Strand 




Start 


3020 








End 


9408 


Name 


OJ991216 11. 


0113, 


.C17.o2. 


.gs 


Method 


GENSCAN 


Start 


3020 








End 


8863 


GI 


none 








Score 


. 66 


Exons 


3020. .3111, 


3885, 


. .3939, 


4016. 


.4200, 4369. .4511, 4829. .5614, 




5616. .'6264, 


7123, 


. .7260, 


7315. 


.7425, 7597. .8863 


Seq. No. 


17425 








Seq. ID 


OJ991216_11.0113.C17 


Gene No. 


36626 








Strand 




Start 


3020 








End 


9408 


Name 


OJ991216 11. 


0113, 


,C17.o3. 


. tm 


Method 


TBLASTX: Maize 


Start 


4886 








End 


5391 


GI 


none 








Score 


152 


Exons 


4886. .5164, 


4999. 


, .5163, 


5245. 


.5391, 5260.. 5385 


Seq. No. 


17425 








Seq. ID 


OJ991216_11.0113.C17 


Gene No. 


36626 








Strand 




Start 


3020 








End 


9408 


Name 


OJ991216 11. 


0113. 


,C17.o2. 


.tc 


Method 


TBLASTX: Cress 


Start 


4999 








End 


5547 


GI 


none 








Score 


158 


Exons 


4999. .5166, 


5015. 


.5167, 


5215. 


.5421, 5482. .5547 


Seq. No. 


17425 








Seq. ID 


OJ991216_11.0113.C17 


Gene No. 


36626 








Strand 




Start 


3020 








End 


9408 


Name 


OJ991216 11. 


0113. 


C17.o2. 


ts 


Method 


TBLASTX : Soybean 



17 902 



Start 


5000 








End 


5547 




GI 


none 








Score 


159 




Exons 


5000. .5209, 


5002. 


.5208, 


5251. 


.5406, 5446. .5547 




Seq. No. 


17425 








oeq. id 




_11.0113.C17 


Gene No . 










otrana 






Start * 


3020 










Q A f\ Q 

y H Ub 




Name 


OJ991216 11. 


.0113. 


C17.o2 


,tw 


Method 


rnQT 7\ OTV . 

i rsLiAo 1 A : 


Wheat 


Start 


5000 








hna 






GI 


none 








Score 


147 




Exons 


5000. .5170, 


5011. 


.5169, 


5251. 


.5304 






Seq. No. 


17425 








C ^ /-» T PS 

oeq. ID 


A TQQ1 01 C 


_11.0113.C17 


bene no. 










o trana 






Start 


3020 








bna 


y h uo 




Name 


OJ991216 11. 


0113. 


C17.o3 


.ts 


Method 


I d_Ao 1 a : 


Soybean 


Start 


5687 








hna 






GI 


none 








Score 


63 




Exons 


5687. .5839, 


5843. 


.5995, 


5999. 


.6151, 60! 


31. .6182 




Seq. No. 


17425 








oeq. iu 


uj y y ±z i b 


_11.0113.C17 


Gene No . 


o a <i o a 








Strand 






Start 


3020 








bna 


y ^ uo 




Name 


OJ991216 11. 


0113. 


C17.ol 


,gp 


Metnoa 


7\ 7\ m //-» 7\ t-> 

AAT/GAP 




Start 


5853 








End 


bZol 




GI 


none 








Score 


oyo 




Exons 


5853. .6281 














Seq. No. 


17425 








Seq. ID 


OJ991216 


_11.0113.C17 


Gene No. 


36626 








Strand 






Start 


3020 








End 


9408 




Name 


OJ991216 11. 


0113. 


C17.ol 


.np 


Method 


AAT/NAP 




Start 


7049 








End 


9408 




GI 


2924777 








Score 


1985 




Exons 


7049. .7425, 


7597. 


.9408 










GI Descrip. 


(AC002334) putative receptor- 


■like protein kinase [Arabidopsis 




thaliana] 














Seq. No. 


17425 








Seq. ID 


OJ991216 


_11.0113.C17 


Gene No. 


36626 








Strand 






Start 


3020 








End 


9408 




Name 


OJ991216 11. 


0113. 


C17.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


7118 








End 


9104 




GI 


none 








Score 


38 




Exons 


7118. .7207, 


7124 . 


.7231, 


7311. 


.7427, 7334. .7426, 


7547. .7645, 




7655. .7951, 


7659. 


.8108, 


7664. 


.8122, 8450.. 8620, 


8450. .8638, 




8450. .8533, 


8493. 


.8747, 


8588. 


.8746, 8591. .9103, 


8624. .9103, 




8633. .9004, 


8636. 


.8908, 


8639.. 


.9103, 8639.. 8980, 


8642. .9103, 




8.657. .9052, 


8657. 


.8866, 


8666. 


.9076, 8741. .9103, 


8802. . 9104, 




8814. .8972, " 


8814 . 


.9047, 


8922. 


.9104, 8930.. 9034 




Seq. No. 


17425 








Seq. ID 


OJ991216 


_11.0113.C17 


Gene No. 


36626 








Strand 






Start 


3020 








End 


9408 




Name 


OJ991216 11. 


0113. 


C17.o3 


. tc 


Method 


TBLASTX:" 


Cress 


Start 


7124 








End 


9103 




GI 


none 








Score 


49 





17903 



Exons 



7124. .7204, 7334. .7426, 8000. .8149, 8411. 

8450. .8632, 8450. .8536, 8451. .8555, 8451. 

8460.. 8627, 8464.. 8559, 8465. .8629, 8591. 

8636.. 9088, 8636.. 8932, 8642.. 9103, 8642. 

8642. .9079, 8642. .9082, 8657. .8872, 8658. 

8795. .9103, 8814. .9041 



.8518, 8447. .8638, 

.8615, 8459.. 8638, 

.8638, 8591.. 8632, 

.9103, 8642.. 9076, 

.8696, 8720.. 9103, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17425 Seq. ID 

36626 Strand 

3020 End 

OJ991216_ll . 0113 . C17 . ol . tm Method 

7352 End 

none Score 



OJ991216_11.0113.C17 

9408 " 
TBLASTX: Maize 
8107 
197 



7352. .7426, 7523. .7657, 7658. .8107, 7665. .7979, 7817. .7993, 
8022. .8096 



Seq. No. 17425 

Gene No. 36626 

Start 3020 

Name OJ991216_ll . 0113 . C17 . ol . tc 

Start 7601 

GI none 

Exons 7601.. 7903, 7602.. 7904, 7880, 



Seq. ID OJ991216_11.0113.C17 
Strand 

End 9408 

Method TBLASTX: Cress 

End 7969 

Score 284 
.7969 



Seq. No. 17425 

Gene No. 36626 

Start - 3020 

Name OJ9912 16_11 . 0113 . C17 . ol . tw 

Start 7691 

GI none 

Exons 7691.. 8005, 7704.. 7985 



Seq. ID OJ991216_11.0113.C17 
Strand 

End '9408 

Method TBLASTX : Wheat 

End 8005 

Score 182 



Seq. No. 17425 

Gene No. 36626 

Start 3020 

Name OJ9912 16_11 . 01 13 . C17 . o2 . tm 

Start 8642 

GI none 

Exons 8642.. 8875, 8643.. 8849, 8714. 

8849.-8956, 8850.. 8954, 8853. 



Seq. ID OJ991216_11.0113.C17 
Strand 

End 9408 

Method TBLASTX : Maize 

End 9103 

Score 221 

.8944, 8786. .9007, 8848. .8955, 
.8957, 8854. .8955, 8930. .9103 



Seq. No. 17426 

Gene No. 36627 

Start 270 

Name OJ991216_ll . 0113 . C18 . ol . gs 

Start 270 

GI none 

Exons 270. .426, 513. .764, 815. .995, 
2013. .2156, 2297. .2368, 2849.. 



Seq. ID OJ991216_11.0113.C1J 
Strand 

End 2940 

Method GENSCAN 

End 2920 

Score . 61 

1077. .1223, 1584. .1655, 

2920 



Seq. No. ■ 17426 

Gene No. 36627 

Start 270 

Name OJ9912 16_11 . 0113 . C18 . ol . tm 

Start 793 

GI none 

Exons 793.. 1005, 811.. 996, 812.. 997, 



Seq. ID OJ991216_11.0113.C18 
Strand 

End 2940 

Method TBLASTX : Mai ze 

End 2940 

Score 105 
1045. .1221, 1079. .1222, 



17904 




1081. .1224, 1083. .1223, 

1588.. 1656, 2002.. 2157, 

2029.. 2160, 2283.. 2369, 
2848. .2940 



Seq. No. 


17426 






Gene No. 


36627 






Start 


270 






Name 


OJ991216 11 


.0113 


.C18.ol 


Start 


801 






GI 


none 






Exons 


801.. 983, 808.. 1005, 81 




1123. .1215, 


1585 


. .1653, 




2029. .2160, 


2283 


. .2363 


Seq. No. 


17426 






Gene No. 


36627 






Start 


270 






Name 


OJ991216 11 


.0113 


.C18.ol 


Start 


801 






GI 


none 






Exons 


801. .983, 808. .996, 812 


Seq. No. 


17426 






Gene No. 


36627 






Start 


270 






Name 


OJ991216_ll 


. 0113 


. C18 . ol 


Start 


811 






GI 


none 






Exons 


811. .1005, 


812. . 


997, 10 


Seq. No. 


17427 






Gene No. 


36628 






Start 


1119 






Name 


OJ991216 11 


.0113 


.C19.ol 


Start 


1119 






GI 


none 






Exons 


1119. .1264, 


1598 


. .1672, 




3187. .3393 






Seq. No. 


17427 






Gene No. 


36628 






Start 


1119 






Name 


OJ991216 11 


.0113 


.C19.ol 


Start 


1453 






GI 


none 






Exons 


1453. .1505, 


1598 


. . 1672, 


Seq. No. 


17427 






Gene No. 


36628 






Start 


1119 






Name 


OJ991216 11 


.0113 


.C19.ol 


Start 


1590 






GI 


none 






Exons 


1590. .1670, 


1944 


. .2096, 




2221. .2430, 


2223 


. .2360, 




3193. .3270, 


3355, 


. .3393, 




1123. .1239, 1583. .1654, 1585. .1653, 
2005. .2160, 2011. .2148, 2015. .2170, 
2284. .2370, 2847. .2939, 2848.-2928, 





Seq. ID 


OJ991216_11.0113.C18 




Strand 






End 


2940 


.tc 


Method 


TBLASTX: Cress 




End 


2363 




Score 


64 


2 . . 997 , 


1045. . 


1233, 1079.. 1222, 


1595. . 


1654, 2005. .2148, . 2015. .2146, 




Seq. ID 


OJ991216_11.0113.C18 




Strand 






End 


2940 


. tw 


Method 


TBLASTX: Wheat 




End 


1659 




Score 


64 


. .997, 


1585. .1659 




Seq. ID 


OJ991216_11.0113.C18 




Strand 






End 


2940 


.ts 


Method 


TBLASTX: Soybean 




End 


2369 




Score 


152 


69.. 1200, 1073 


..1201, 2283.. 2369 




Seq. ID 


OJ991216_11.0113.C19 




Strand 






End 


4183 


.gs 


Method 


GEN SCAN 




End 


3393 




Score 


.83 


1948. . 


2094, 2222. .2429, 2985. .3113, 




Seq. ID 


OJ991216_11.0113.C19 




Strand 






End 


4183 


• gp 


Method 


AAT/GAP 




End 


2438 




Score 


861 


1948. . 


2094, 2222.. 2438 




Seq. ID 


OJ991216_11.0113.C19 




Strand 






End 


4183 


. tm 


Method 


TBLASTX: Maize 




End 


3432 




Score 


128 


1947. . 


2054, 1949.. 2098, 2220.. 2432, 



2974. .3114, 2985. .3116, 3186. .3272, 
3358. .3432 



17905 



Seq. No. 


17427 








Seq. ID 


OJ991216_11.0113.C19 


Gene No. 


36628 








Strand 




Start 


1119 








End 


4183 


Name 


OJ991216 11 


.0113. 


C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1949 








End 


3399 


GI 


none 








Score 


61 


Exons 


1949. .2020, 


2310. 


.2360, 


2343 


..2432, 2344. .2421, 2985. .3116, 




2985. .3116, 


3187. 


.3228, 


3253 


..3333, 3349.-3399 


Seq. No. 


17427 








Seq. ID 


OJ991216_11.0113.C19 


Gene No. 


36628 








Strand 




Start 


1119 








End 


4183 


Name 


OJ991216 11 


.0113. 


C19.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2006 








End 


3393 


GI 


none 








Score 


117 


Exons 


2006. .2098, 


2220. 


.2432, 


2236. 


..2421, 2985. .3116, 3187. .3228, 




3259. .3333, 


3367. 


.3393 








Seq. No. 


17427 








Seq. ID 


OJ991216_11.0113.C19 


Gene No. 


36628 








Strand 




Start 


1119 








End 


4183 


Name 


OJ991216 11 


.0113. 


C19.o2. 


gp 


Method 


AAT/GAP 


Start 


2994 








End 


4183 


GI 


74226 1.R1084 ■ 






Score 


1169 


; Expns 


2994 . .3113, 


3187. 


.3545, 


4049. 


. .4183 




GI Descrip. 


'5257279/dbj I BAA81778.il 


0.0e+00 (AP000364) Similar'to 




Transposon MAGGY 


gag and pol 


gene homologues. (L35053) [Ory: 




sativa] 1 












Seq. No. 


17428 








Seq. ID 


OJ991216_11.0113.C20 


Gene No. 


36629 








Strand 


+ 


Start 


48 








End 


2827 


Name 


OJ991216 11 


.0113. 


C20.ol. 


gs 


Method 


GENSCAN 


Start 


48 








End 


2827 


GI 


none 








Score 


.81 


Exons 


48. .140, 1539. .1604, 2669. .2^ 


327 




Seq. No. 


17429 








Seq. ID 


OJ991216_11.0113.C21 


Gene No. 


. 36630 








Strand 


+ 


Start 


2576 








End 


3273 


Name 


OJ991216 11, 


.0113. 


C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2463 








End 


2961 


GI 


none 








Score 


154 


Exons 


2463. .2648, 


2508. 


.2648, 


2509. 


.2652, 27 


82. .2889, 2787. .2960, 




2800. .2961 












Seq. No. 


17429 








Seq. ID 


OJ991216_11.0113.C21 


Gene No. 


36630 








Strand 


+ 


Start 


2576 








End 


3273 


Name 


OJ991216 11. 


.0113. 


C21.o2. 


gs 


Method 


GENSCAN 


Start 


2576 








End 


3035 


GI 


none 








Score 


.95 


Exons 


2576. .2648, 


2782. 


.3035 








Seq. No. 


17429 








Seq. ID 


OJ991216_11.0113.C21 


Gene No. 


36630 








Strand 


+ 



17906 





<C D / D 


End 


3273 


Name 


OJ991216 11.0113.C21.ol.np 


Method 


AAT/NAP 


Start 


2865 


End 


3273 


GI 


4699942 


Score 


113 


Exons 


2865.. 3046, 3213.. 3273 






GI Descrip. 


(AC007166) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


17430 


Seq. ID 


OJ991216 11.0113.C22 


Gene No. 


36631 


Strand 


+ 


o tar z 


ii . 


End 


2342 


Name 


OJ991216 11.0113.C22.ol.np 


Method 


AAT/NAP 


Start 


11 


End 


2324 


GI 


4699942 


Score 


888 


Exons 


11. .181, 600. .765, 840. .929, 


1389.. 1687, 2121.. 2324 


GI Descrip. 


(AC007166) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


17430 


Seq. ID 


OJ991216_ll . 0113.C22 


Gene No. 


Joo31 


Strand 


+ 


Start 


11 


End 


2342 


Name 


OJ991216 11.0113.C22.ol.gs 


Method 


GENSCAN 


Start 


98 


End 


2342 


GI 


none 


Score 


.83 


Exons 


98. .181, 600. .765, 840. .929, 


1389. . 164£ 


J, 2121. .2342 


Seq. No. 


17430 


Seq. ID 


OJ991216_11.0113.C22 


Gene No. 


36632 


Strand 




Start 


.234 6 


End 


■2845 


Name 


OJ991216 11.0113.C22.ol.gp 


Method 


AAT/GAP 


Start 


2346 


End 


2845 


GI 


none 


Score 


976 


Exons 


2346. .2845 






Seq. No. 


17430 


Seq. ID 


OJ991216_11.0113.C22 


Gene No. 


36633 


Strand 




Start 


4213 


End 


7066 


Name 


OJ991216 11.0113.C22.ol.ts 


Method 


TBLASTX : Soybean 


Start 


26 


End 


2324 


GI 


none 


Score 


123 


Exons 


26. .175, 40. .183, 59 . . 190, 597 . . 767 , 597. .767, 598. .768, 



599. .769, 830. .928, 832. .927, 846. .935, 847. .936, 1371. .1481, 
1387. .1686, 1388. .1687, 1525. .1701, 2121. .2324 



Seq. No. 


17430 




Seq. ID 


OJ991216_11.0113.C22 


Gene No. 


36633 




Strand 




Start 


4213 




End 


7066 


Name 


OJ991216 


11.0113.C22.o3.tm 


Method 


TBLASTX: Maize 


Start 


624 




End 


1687 


GI 


none 




Score 


93 


Exons 


624. .761, 


1375. .1488, 1388. .1489, 1498. 


.1674;, 1499.. 1687 


Seq. No. 


17430 




Seq. ID 


OJ991216_11.0113.C22 


Gene No. 


36633 




Strand 




Start 


4213 




End 


7066 


Name 


OJ991216 


11.0113.C22.ol.tc 


Method 


TBLASTX: Cress 


Start 


669 




End 


2306 


GI 


none 




Score 


95 


Exons 


669. .770, 


671. .772, 830. . 925, 


871. .924, 


1388. .1489, 1393. .1488, 






17907 







1505.. 1702, 1507.. 1686, 1529.. 1708, 2181.. 2306 



Seq. No. 17430 

Gene No. 36633 

Start 4213 

Name OJ991216_ll . 0113 . C22 . ol 

Start 704 

GI none 

Exons 704.. 766, 705.. 770, 706 
843. .935, 1386. .1538, 1 



Seq. ID OJ991216_11.0113.C22 
Strand 

End 7066 
.tw Method TBLASTX : Wheat 

End 1588 

Score 100 
..771, 830. .928, 832. .927, 841. .936, 
387. .1587, 1388. .1588 



Seq. No. 17430 Seq. ID 

Gene No. 36633 Strand 

Start 4213 End 

Name OJ99121 6_11 . 0113 . C22 . o4 . tm Method 

Start 2123 End 

GI none Score 

Exons 2123.. 2368, 2124.. 2321 



OJ991216_11.0113.C22 
7066 

TBLASTX: Maize 

2368 

213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17430 
36633 
4213 

OJ991216_ll 
3805 
1723438 
3805. .4092, 
5976. .6264, 



OJ991216 11.0113.C22 



0113.C22.o2.np 



Seq. ID 
Strand 

End 7066 
Method AAT/NAP 
End 7066 
Score 344 
4185. .4306, 4615. .4805, 4910.T5077, 5547. .5642, 
6387. .6475, 6971. .7066 
HYPOTHETICAL 52.3 --KD PROTEIN C56F8.06C IN CHROMOSOME I PRECURSOR 
gi|1204228|emb|CAA93577.l'| (Z69728) putative transcriptional 
activator [ Schizosaccharomyces pombe] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17430 
36633 
4213 

OJ991216_ll, 

4160 

none 

4160. .4318, 
4604 . .4807, 



0113.C22.o2.tm 



4161. 
4908. 



.4304, 4570. 
.5018, 4908. 



OJ991216_11.0113.C22 
7066 

TBLASTX: Maize 
5022 
155 

4601. .4816, 4603. .4806, 



Seq. ID 
Strand 
End 

Method 

End . 

Score 
.4806, 
.5012, 4909. .5022 



Seq. No. 17430 

Gene No. 36633 

Start 4213 

Name OJ991216_ll . 0113 . C22 . o2 

Start 4213 

GI none 

Exons 4213.. 4295, 4910.. 5047, 
6971.. 7060 

Seq. No. 17430 

Gene No. 36633 

Start 4213 

Name OJ99121 6_11 . 0113 . C22 . o3 

Start 4675 

GI none 

Exons 4675. .4806, 4688. .4807, 



Seq. ID OJ991216_11.0113.C22 
Strand 

End 7066 

.gs Method GENSCAN 

End 7060 

Score .86 
5381. .5642, 5976. .6309, 6387. .6475, 

Seq. ID OJ991216__11.0113.C22 
Strand 

End 7066 

.ts Method TBLASTX : Soybean 

End 5036 

Score 90 
4908. .5036, 4909. .5034 



17908 




Seq. No. 17430 

Gene No. 36633 

Start 4213 

Name OJ991216_ll . 0113 . C22 . ol 

Start 6012 

GI none . 

Exons 6012.. 6221, 6013.. 6222, 
6350. .6475, 6378. .6476, 

Seq. No. 17430 

Gene No. 36633 

Start 4213 

Name OJ991216_ll . 0113 . C22 . o2 

Start 6015 

GI none 

Exons 6015.. 6248, 6016.. 6249, 
6386. . 6475 




Seq. ID OJ991216_11.0113.C22 
Strand 

End " 7066 
. tm Method TBLASTX : Maize 

End 6477 

Score 147 
6013.. 6222, 6213.. 6323, 6225.. 6323, 
6379.. 6477, 6381.. 6476- 

Seq. ID OJ991216_11.0113.C22 
Strand 

End 7066 

.ts Method TBLASTX : Soybean 

End 6500 

Score 120 
6168. .6308, 6211. .6309, 6384. .6500, 



Seq. No. 17431 Seq. ID 

Gene No. 36634 Strand 

Start 358 End 

Name OJ991216_ll . 0113 . C23 . ol . ts Method 

Start 357 End 

GI none Score 

Exons 357.. -431, 358 .. 438-, 915. .1025, 942. 

1194. .1286, 1357. .1443, 1365. .1439, 

1740. .1832 



OJ991216_11.0113.C23 
+ 

1859 

TBLASTX: Soybean 
1833 
101 

1025, 1192.. 1254, 
1599. .1676, 1735. .1833, 



Seq. No. 17431 Seq. ID 

Gene No. 36634 Strand 

Start 358 End 

Name OJ991216_ll . 0113 . C23 . ol . gs Method 

Start 358 End 

GI none Score 

Exons 358.. 438, 939.. 1024, 1191.. 1263 



OJ991216_11.0113.C23 
+ 

1859 
GENSCAN 
1263 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17431 * Seq. ID 

36634 Strand 

358 End 

OJ991216_ll. 0113.C23.ol.np Method 

358 End 

6730745- Score 



OJ991216_11.0113.C23 
+ 

1859 
AAT/NAP 
1266 
283 



358. .438, 939. .1024, 1191. .1266 

(AC018849) unknown protein [Arabidopsis thaliana] 



Seq. No. 17431 Seq. ID 

Gene No. 36634 Strand 

Start 358 End 
Name . OJ991216_ll . 0113 . C23 ..p2 . np Method 

Start 364 ' End 

GI 6165480 Score 

Exons 364. .471, 963. .1024, 1191. .1249, 1355. 
GI Descrip. 



OJ991216_11.0113.C23 
+ 

1859 
AAT/NAP 
1830 
218 

.1443, 1741. .1830 



(AL132717) conserved hypothetical protein; possible role in 
vesicular transport by similarity [Schizosaccharomyces pombe] 



Seq. No. 
Gene No. 



17431 
36634 



Seq. ID OJ991216_11.0113.C23 
Strand + 



17909 



Start 
Name 
Start 
GI 

Exons 



358 End 

OJ991216_11.0113.C23.ol.tc Method 

936 End 

none Score 



1859 

TBLASTX : Cress 

1833 

86 



936. .1025, 1188. .1271, 1192. .1254, 1357. .1446, 1376. .1438, 
1735. .1833, 1740. .1832 



Seq.- No. 17431 

Gene No. 36634 

Start 358 

Name OJ991216_ll . 0113 . C23 . ol . tm 

Start 952 

GI none 
Exons 



Seq. ID OJ991216_11.0113.C23 

Strand + 

End 1859 

Method TBLASTX : Maize 

End 1859 

Score 83 



952. .1017, 954. .1004, 1188. .1268, 1192. .1254, 1357. .1446, 
1357. .1446, 1735. .1833, 1740. .1859, 1740. .1832 



Seq. No. 17432 

Gene No. 36635 

Start 38 

Name OJ991216_ll . 0113 . C24 . ol . gs 

Start 38 

GI . none 

Exons 38.. 145, 405.. 470 

Seq. No. 17432 

Gene No. 36636 

Start 1102 

Name OJ991216_ll . 0113 . C24 . o2 . gs 

Start 1102 

GI none 

Exons 1102.. 1229, 1275.. 1368 

Seq. No. 17433 

Gene No. 36637 

Start 22 

Name OJ991216_ll . 0113 . C27 . ol . gs 

Start 22 

GI none 

Exons 22.1143, 161.. 251 

Seq. No. 17434 

Gene No. 36638 

Start 132 

Name OJ991216_ll . 0113 . C28 . ol . gs 

Start 132 

GI none 

Exons 132. .234 



Seq. ID OJ991216_11.0113.C24 

Strand + 

End 470 

Method GENSCAN 

End 470 

Score .87 



Seq. ID OJ991216_11.0113.C24 
Strand 

End 1368 

Method GENSCAN 

End 1368 

Score .99 



Seq. ID OJ991216_11.0113.C27 

Strand 

End 251 

Method GENSCAN 

End 251 

Score .73 



Seq. ID OJ991216_11.0113.C28 

Strand 

End 234 

Method GENSCAN 

End 234 

Score .99 



Seq. No. 17435 

Gene No. 36639 

Start 8953 

Name OJ991206JL7 . 0104 . C2 . o2 . np 

Start 8953 

GI 6721512 

Exons 8953.. 9067, 10664.. 10687 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ991206_17 .0104 .C2 
Strand + 

12897 
AAT/NAP 
10687 
54 



End 

Method 

End 

Score 



17910 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17435 
36639 
8953 

OJ991206_17.0104 .C2.o3.np 
9903 
6721558 
9903. .10002, 



Seq. ID OJ991206_17.0104.C2 
Strand + 
End 12897 
Method AAT/NAP 
End 11472 
Score 244 
10827, 11270. .11472 
(AP001073) hypothetical protein [Oryza sativa] 
gil 6815083|dbj |BAA90369.1| (AP001081) hypothetical protein 
[Oryza sativa] 



10703, 



17435 
36639 
8953 

OJ991206_17.0104 .C2.o3.gs 
9984 
none 

9984. .10536, 10703 10827 , 



11726. .12033, 12155. 



Seq. ID 
Strand 

End 12897 
Method GENSCAN 
End 12897 
Score .58 
10895. .11202, 11272. 
12300, 12398. .12897 



OJ991206_17.0104.C2 



,11560, 



17. 0104. C2 



17435 Seq. ID OJ991206_ 

36639 Strand + 

8953 End 12897 

OJ991206JL7.0104 .C2.o4 .np Method AAT/NAP 

10427 End 12034 

6721561 Score 1020 

10427. .10462, 108 61 . . 11074 , 1114 4 .. 11202 , 11272. .12034 
(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical 'protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.1I (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


17435 


Seq. ID 


OJ991206 


Gene No. 


36640 


Strand 


+ 


Start 


19811 


End 


2 6474 


Name 


OJ991206 17.0104.C2.o7.np 


Method 


AAT/NAP 


Start 


19811 


End 


24311 


GI 


6721512 


Score 


57 


Exons 


19811. .19932, 24275.. 24311 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


17435 


Seq. ID 


OJ991206 


Gene No. 


36640 


Strand 


+ 


Start 


19811 


End 


26474 


Name 


OJ991206 17.0104.C2.o2.gp 


Method 


AAT/GAP 


Start 


20995 


End 


21665 


GI 


uC-osflcyp011b03bl 


Score 


940 



Exons - j 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



20995. .21052, 21126 .. 21188 , 21297. .21665 

, 1421751 3.0e-12 (U60592) putative ORF; conserved in 5 r ' leaders 
of plant SAMdC [Pisum sativum] ? 



17435 Seq. ID 

36640 Strand 

19811 End 

OJ991206_17.0104 .C2.o8.np Method 

21131 End 



OJ991206_17.0104.C2 
+ 

26474 

AAT/NAP 

23761 



17911 



GI 6688926 Score 149 

Exons 21131. .21188, 21297 .. 21367, 214 4 1 .. 21522, 217 63 21878 , 

21993. .22056, 23438.. 23761 
GI Descrip. (AJ251365) VAP27 [Nicotiana plumbaginif olia] 



Seq. No. 17435 
Gene No. 36640 
Start 19811 

Name -OJ991206_17 . 0104 . C2 . 08 . gs 

Start 21134 
GI none 

Exons 21134. .21188, 21297 .. 21367 , 

24891. .25177, 25324 .. 25511, 
26026. .26474 



Seq. ID OJ991206_17.0104 . C2 

Strand + 

End 26474 

Method GEN SCAN 

End 26474 

Score .8 
23510. .24433, 24559 .. 24839, 
25587. .25776, 2584 9 .. 25953, 



Seq. No. 17435 Seq. ID 

Gene No. 36640 Strand 

Start 19811 End 

Name OJ991206_17 . 0104 . C2 . o9 . np Method 

Start 23549 End 

GI 6691716 Score 

Exons 23549. .24433, 24 631 24 809, 24891 

25587. .25698, 2584 9 25953, 26026 

GI Descrip. 



OJ991206_17.0104.C2 
+ 

26474 
AAT/NAP 
26471 
2370 

25140, 25317. .25511, 
26471 



(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 17435 Seq. ID 

Gene No. 36641 Strand 

Start 565 End 

Name OJ991206_17 . 0104 . C2 . ol . gs Method 

Start 565 End 

GI none Score 

Exons 565 . .765 



OJ991206_17.0104.C2 
765 

GENS CAN 
765 
. 96 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



174 35 
36642 
1785 

OJ991206_17.0104 .C2.ol.gp 
1785 

12863 1.R1084 



Seq. ID OJ991206_17.0104.C2 
Strand 

End 8298 

Method AAT/GAP 

End 6438 

Score 2314 



1785. .2018, 2576. .2688, 3101. .3196, 4298. .4414, 4823. .4921, 
5194. .5325, 5421. .5596, 5718. .5892, 6027. .6115, 6372. .6438 



GI Descrip. ' 3540183 1.0e-115 (AC004122) Highly Similar to branched-chain 
amino acid aminotransferase [Arabidopsis thaliana] T 



Seq. No. 

Gene No. 

; Start 

Name 

Start 

GI 

Exons 



17435 
36642 
1785 

OJ991206_17.0104.C2.o2.gs 
1898 



none 
1898. 
5194 . 
8291. 



Seq. ID 
Strand 

End 8298 

Method GENSCAN 

End 8298 

Score .49 
2018, 2576. .2688, 3101. .3196, 4298. .4414, 



OJ991206 17. 0104. C2 



4823, 



,5306, 5783. .5892, 6027. .6115, 6372. .6767, 6851, 
.8298 



,4921, 
,6890, 



Seq. No. 



17435 



Seq. ID OJ991206_17 . 0104 . C2 



17912 





Gene No. 


36642 


Strand 








- 


Start 


1785 


End 


8298 








Name 


OJ991206 17.0104.C2.ol.np 


Method 


AAT/NAP 








Start 


1901 


End 


6000 








GI 


6319167 


Score 


1145 








Exons 


1901. .2018,-2576. .2688, 3101 


..3196, 4298. .4414, 


4823. .4921 






5194.. 5325, 5421 .. 5596, 5718 


. .6000 










GI Descrip. 


(AF19384 6) branched-chain amino acid aminotransferase [Sol. 






tuberosum] 












Seq. No. 


17435 


Seq. ID 


OJ991206_ 


17.0104 


.C2 




Gene No. 


36643 


Strand 










Start 


13572 


End 


16621 








Name 


OJ991206 17 . 0104 . C2 . o5 . np 


Method 


AAT/NAP 








Start 


13531 


End 


16621 








GI 


5902445 


Score 


2998 








Exons 


13531. .16621 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


17435 


Seq. ID 


OJ991206_ 


17.0104 


.C2 




Gene No. 


36643 


Strand 










Start 


13572 


End 


16621 








- Name 


OJ991206 17.0104.C2.o4.gs 


Method 


GENSCAN 








Start 


13572 


End 


* 16621 








GI 


none 


Score 


.53 






r ft 


Exons 


13572. .13806, 13835 .. 14026, 


14138. .14992, 15004. 


.15782, 




rli 




15869. .16621 










.: ~: 
-.3 

| : s 


Seq. No. 


17435 


Seq. ID 


OJ991206_ 


17.0104 


.C2 




Gene No. 


36644 


Strand 








: " : 


Start 


16685 


End 


21177 






n I 


Name 


OJ991206 17.0104.C2.o5.gs 


Method 


GENSCAN 








Start 


16685 


End 


17350 








GI 


none 


Score 


1 








Exons 


16685. .17350 










1. J. 


Seq. No. 


17435 


Seq. ID 


OJ991206_ 


17.0104 


.C2 




Gene No. 


36644 


Strand 










Start 


16685 


End 


21177 








Name 


OJ991206 17.0104.C2.o6.np 


Method 


AAT/NAP 








Start 


16688 


End 


21177 








GI 


5902444 


Score 


1070 








Exons 


16688. .18346, 18674 .. 18810, ; 


21132. .21177 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


17435 


Seq. ID 


OJ991206__ 


17.0104 


.C2 




Gene No. 


36644 


Strand 










Start 


16685 


End 


21177 








Name 


OJ991206 17.0104.C2.o6.gs 


Method 


GENSCAN 








Start 


17408 


End 


18663 








GI 


none 


Score 


.64 








Exons 


17408. .18102, 18273.. 18663 












Seq. No. 


17435 


Seq. ID 


OJ991206_ 


17.0104 


.C2 




Gene No. 


36644 


Strand 










Start 


16685 


End 


21177 








Name 


OJ991206 17.0104.C2.o7.gs 


Method 


GENSCAN 







17913 



Start 
GI 

Exons 



18916 
none 

18916. .19881 



End 
Score 



19881 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17435 
36645 
26826 

OJ991206JL7.0104 .C2.ol.tm 
1878 
none 
1878. 
2578. 
4296. 
4821. 
5418. 
5717. 



.2006, 1898. .2005, 2575. 

.2694, 3098. .3193, 3099. 

.4421, 4297. .4416, 4307. 

.4922, 5192.. 5323, 5194. 

.5555, 5422.. 5568, 5559. 

.5890, 5721.. 5897, 5722. 



17435 
36645 
26826 

OJ991206_17.0104.C2.ol.ts 

2575 

none 

2575. .2691, 2588.-2638, 3060. 
4297. .4410, 4297. .4404, 4299. 
4805. .4939, 4821. .4922, 4828. 
5194. .5325, 5238. .5333, 5402. 
5418. .5555, 5419. .5553, 5567. 
5722. .5883 



Seq. ID OJ991206_17.0104.C2 
Strand 

End 32036 
Method TBLASTX : Maize 
End 6121 
Score 129 

.2691, 2576.-2695, 2577. .2690, 
.3194, 3099. .3197, 3100. .3201, 
.4423, 4802. .4939, 4820. .4921, 
.5325, 5402. .5551, 5418.. 5552, 
.5600, 5561.. 5608, 5713.. 5886, 
.5886, 6036. .6116, 6047. .6121 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3188, 3098 
.4421, 4307 
.4947, 5188 
.5494, 5417 
.5608, 5571 



OJ991206 17. 0104. C2 



32036 

TBLASTX: Soybean 
5897 
81 

3199, 3099.. 3197, 

4423, 4765.. 4878, 

5319, 5192.. 5326, 

5506, 5418.. 5543, 

5597, 5721.. 5897, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17435 Seq. ID 

36645 Strand 
26826 End 
OJ991206_17.0104 .C2.ol.tc Method 
4838 End 
none Score 

4838. '.4939, 5174. .5326, 5194. .5325, 5418 

5419. .5550, 5567. .5608, 5701. .5877, 5721 



OJ991206 17. 0104. C2 



32036 

TBLASTX: Cress 
5877 
151 

5543, 5418.. 5582, 
5876 



17435 Seq. ID 

36645 Strand 

26826 End 

OJ991206_17 . 0104 . C2 . o3 . tw Method 

13540 End 

none Score 

13540. . 13671, 13553. . 13666, 13696 



OJ991206 17. 0104. C2 



26802. .26939, 26925 .. 274 1 6, 27154 



32036 

TBLASTX: Wheat 
27416 
56 

14148, 13892. .13999, 
27255, 27307.. 27396 



17435 
36645 
26826 

OJ991206JL7.0104 .C2.o6.tm 

13576 

none 

13576. .13659, 13660 .. 13824 , 
26922. .27074 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_17.0104.C2 
32036 

TBLASTX: Maize 

27074 

104 



26839.-26943, 26841 .. 26942, 



17914 



Seq. No. 17435 

Gene No. 36645 

Start 26826 

Name OJ991206_17 . 0104 . C2 . o4 . tw 

Start 14272 

GI none 

Exons 14272. .14655, 14273 .. 14 647 , 
27607.. 27918 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_17.0104 .C2 
32036 

TBLASTX: Wheat 

27918 

178 



27531. .27722, 27531 .. 27917 , 



Seq. No. 17435 Seq. ID 

Gene No. 36645 Strand 

Start 26826 End 

Name OJ991206_17 . 0104 . C2 . o2 . tm Method 

Start 14350 End 

GI none Score 

Exons 14350. . 14655, 14351 .. 14569, 27561. 

27589. .27903, 27600 .. 27923, 27613. 



OJ991206_17.0104 .C2 
32036 

TBLASTX : Maize 

27924 

136 



.27608, 27562. 
.27924 



,27609, 



Seq. No. 17435 

Gene No. 36645 

Start 26826 

Name OJ991206_17 . 0104 . C2 . 08 . tm 

Start 14916 

GI none 
Exons 



Seq. ID OJ991206_17.0104 . C2 
Strand 
End 

Method 
End 
Score 



32036 

TBLASTX: Maize 

28406 

193 



14916. . 15077, 15135. .15158, 28152. .28406 



Seq. No. 17435 

Gene No. 36645 

Start 26826 

Name OJ991206_17 . 0104 . C2 . o5 . tw 

Start 15000 

GI none 

Exons 1500Q. .15284, 15304 .. 15408, 
28246. .28650 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_17.0104.C2 
32036 

TBLASTX: Wheat 

28658 

71 



15312. .15413, 28236. .28658, 



OJ991206 17. 0104. C2 



Seq. No. 17435 Seq. ID 

Gene No. 36645 Strand 

Start 26826 End 

Name OJ991206_17 . 0104 . C2 . o3 . ts Method 

Start 15033 . End 

GI none Score 

Exons 15033. . 15281, 15291 .. 154 16, 28279 28659, 28281 .. 28523, 
28563. .28667 



32036 

TBLASTX: Soybean 

28667 

157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17435 
36645 
26826 
OJ991206 
15415 
none 
15415 
15613 
28867 



17.0104.C2.o8.tw 



.15555, 15417. .15608, 
.15681, 28658. .28756, 
.28944 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15486 

28662 



OJ991206 17. 0104. C2 



32036 

TBLASTX: Wheat 
28944 
63 

15605, 15612. . 15680, 
28943, 28674 . .28808, 



Seq. No. 
Gene No. 
Start 



17435 
36645 
26826 



Seq. ID OJ991206_17.0104 .C2 
Strand 

End 32036 



17915 



Name 

Start 

GI 

Exons 



OJ991206_17. 0104 .C2.o4 . tm 
15615 
none 
15615. 
28782. 
28972. 



.15689, 15708. .15797, 
,28808, 28806. .28949, 
29226 



Method TBLASTX : Mai ze 

End 29226 

Score 90 
15797. .15958, 15810. .15959, 
28819. .28950, 28971. .29225, 



Seq. No. 17435 

Gene No. 36645 

Start 26826 

Name OJ991206_17 . 0104 . C2 . o2 . ts 

Start 15630 

GI none 

Exons 15630. . 15797, 15797 16051 , 
28924 . .29097, 29134.. 29277 



Seq. ID OJ991206_17.0104.C2 
Strand 

End 32036 

Method TBLASTX : Soybean 

End 29294 

Score 86 
15867. .15992, 28893 .. 29294 , 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17435 
36645 
26826 

OJ991206_17. 0104 .C2.o2.tw 

15687 

none 

15687. .15797, 15720. .15797, 
15797. .16105, 28948. .29328, 

17435 
36645 
26826 

OJ991206_17.0104.C2.o7.tm 

15959 

none 

15959. .16186, 29226.. 29453 



Seq. ID OJ991206_17.0104.C2 
Strand 

End 32036 

Method TBLASTX : Wheat 

End 29372 

Score 4 6 
15780. .15995, 15791. .16105, 
28948. .29307, 28953. .29372 

Seq. ID OJ991206_17.0104.C2 
Strand 

End 32036 

Method TBLASTX : Mai ze 

End 29453 

Score 167 



Seq. No. 17435 

Gene No. 36645 

Start 26826 

Name OJ991206_17 . 0104 . C2 . o3 . tm 

Start 16190 

GI none 

Exons 16190. .16546, 16191. .16484, 
29467. .29772 



Seq. ID OJ991206_17 . 0104 .C2 
Strand 

End 32036 

Method TBLASTX: Maize 

End 29813 

Score 205 
16244 .. 16492, 29457 .. 29813, 



Seq. No. 17435 

Gene No. 36645 

Start 26826 

Name OJ991206_17 . 0104 . C2 . ol . tw 

Start 16221 

GI none 

Exons 16221. .16676, 16232 .. 16675, 



Seq. ID OJ991206_17.0104 .C2 
Strand 

End 32036 

Method TBLASTX : Wheat 

End 29943 

Score 334 
29487. .29942, 29488. .29943 



Seq. No. 17435 

Gene No. 36645 

Start 26826 

Name OJ991206_17 . 0104 . C2 . o4 . ts 

Start 16271 

GI none 

Exons 16271. . 16405, 164 12 .. 16636, 



Seq. ID OJ991206_17.0104 .C2 
Strand 

End 32036 

Method TBLASTX : Soybean 

End 29903 

Score 135 
29538. .29672, 29679.. 29903 
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Seq. No. 


17435 




Seq. ID 


OJ991206_17.0104 


.C2 


Gene No. 


36645 




Strand 






Start 


26826 




End 


32036 




Name 


OJ991206 17. 0104. C2. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


16868 ~ 




End 


30620 




GI 


none 




Score 


155 




Exons 


16868. .17104, 16878. 


. 17102, 


17141. . 17323, 17214. .17315, 






30163. .30399, 30165. 


. 30395, 


30444.. 30620 - 




Seq. No. 


17435 




Seq. ID 


OJ991206_17.0104 


-C2 


Gene No . 


36645 




Strand 






Start 


26826 




End 


32036 




Name 


OJ991206 17 . 0104 .C2. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17906 ~~ 




End 


31599 




GI 


none 




Score 


68 




Exons 


17906. .18304, 31197. 


. 31598, 


31330. .31473, 31546.. 31599 




Seq. No. 


17435 




Seq. ID 


OJ991206_17.0104 , 


.C2 


Gene No. 


36645 




Strand 






Start 


26826 




End 


32036 




Name 


OJ991206 17. 0104. C2. 


o9 . tm 


Method 


TBLASTX: Maize 




™- Start 


18068 ~~ 




End 


31616 




: i gi 


none 




Score 


176 




J—J V— ^ U J 

: PS 


18068 .18307, 31362. 


.31616 








! ; = Sea No 


17435 




Seq. ID 


OJ991206_17.0104, 


. C2 


IK i Gene No. 


36645 




Strand 






fl Start 


26826 




End 


32036 




!: Name 


OJ991206 17. 0104. C2. 


o5 . tm 


Method 


TBLASTX: Maize 




^ Start 


20980 




End 


21523 




y gi 


none 




Score 


43 




Exons 


20980. .21024, 21080. 


.21154, 


21112. .21189, 21131. .21187, 




..I 


21133. .21192, 21272. 


.21370, 


21299. .21370, 214 34 .. 21523, 




.5 


21435. .21521, 21442. 


.21522 









Seq. No. 


17435 


Seq. ID 


OJ991206_ 


17. 0104. C2 


Gene No. 


36645 


Strand 






Start 


26826 


End 


32036 




Name 


OJ991206 17.0104.C2.o9.tw 


Method 


TBLASTX: Wheat 


Start 


23669 


End 


23959 




GI 


none 


Score 


213 




Exons 


23669. .23959, 23816.. 23938 








Seq. No. 


17435 


Seq. ID 


OJ991206_ 


17. 0104. C2 


Gene No. 


36645 


Strand 






Start 


26826 


End 


32036 




Name 


OJ991206 17 .0104 .C2.ol0.np 


Methopl 


AAT/NAP 




Start 


26826 


End 


32036 




GI 


5922631 


Score 


6272 




Exons 


26826. .29353, 29960 .. 30883, 


31010. .31160, 31203. 


.31775, 




31821. .32036 








GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 


correspond 




region of the predicted gene 


. ; similar 


to prpol; 


Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
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predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


17435 






Seq. ID 


OJ991206 


_17.0104 .C2 


Gene No . 


36645 






Strand 






Start 


26826 






End 


32036 




Name 


OJ991206 17 


.0104 


.C2.ol0.tw 


Method 


• TBLASTX: Wheat 


Start 


27921 






End 


28220 




GI 


none 






Score 


130 




Exons 


27921. .28061, 28086.. 28220 








Seq. No. 


17436 






Seq. ID 


OJ991206 


17 . 0104 ,C3 


Gene No. 


36646 






Strand 


+ 




Start 


5219 






End 


8110 




Name 


OJ991206 17 


.0104 


.C3.o2.np 


Method 


AAT/NAP 




Start 


5216 






End 


7509 




GI 


6688926 






Score 


199 




Exons 


5216. . 5273, 


5361 


.5431, 5506 


..5587, 5707.. 5822, 


5938 . . 6137, 




6733. . 6826, 


7410 


. .7509 








GI Descrip. 


(AJ251365) 


VAP27 


[Nicotiana 


plumbagini folia] 




Seq. No. 


17436 






Seq. ID 


OJ991206 


17 . 0104 .C3 


Gene No . 


36646 






Strand 


+ 




Start 


5219 






End 


8110 




Name 


OJ991206 17 


.0104 


C3.o2.gs 


Method 


GENSCAN 




Start 


5219 






End 


8110 




GI 


none 






Score 


.71 




Exons 


5219. . 5273, 


5647 


.5822, 5938 


. .6075, 6129. .6188, 


6744 . . 6818, 




8015. .8110 












Seq. No. 


17436 






Seq. ID 


OJ991206 


17 . 0104 .C3 


Gene No . 


36647 






Strand 






Start 


1 






End 


880 




Name 


OJ991206 17 


.0104 


C3 . ol . np 


Method 


AAT/NAP 




Start 


1 






End 


880 • 




GI 


5902444 






Score 


1331 




Exons 


1. .880 












GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


17436 






Seq. ID 


OJ991206_ 


_17.0104.C3 


Gene No . 


.3004 / 






Strand 






Start 


1 






End 


880 




Name 


OJ991206 17 


.0104 


C3.ol.gs 


Method 


GENSCAN 




Start 


26 






End 


880 




GI 


none 






Score 


.55 




Exons 


26. .880 












Seq. No. 


17436 






Seq. ID 


OJ991206_ 


_17.0104.C3 


Gene No. 


36648 






Strand^ 






Start 


5215 






End 


6078 




Name 


OJ991206 17 


.0104 . 


C3.o2 . tm 


Method 


TBLASTX: Maize 


Start 


5215 






End 


5588 




GI 


none 






Score 


79 




Exons 


5215. .5274, 


5216. 


.5272, 5218 


..5277, 5324. .5434, 


5362. .5433, 




5500. .5586, 


5500. 


.5583, 5505 


. .5588 






Seq. No. 


17436 






Seq. ID 


OJ991206_ 


JL7.0104.C3 
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Gene No. 


36648 




Strand 




Start 


5215 




End 


6078 


Name 


OJ991206 17 


.0104 ,C3.ol. tc 


Method 


TBLASTX: Cress 


Start 


5236 




End 


5806 


GI 


none 




Score 


93 


Exons 


5236. .5271, 


5321.. 5434, 5362. 


.5436, 5464. .5577, 5499. .5582, 




5499. .5585, 


5500.. 5583, 5705. 


.5806, 5706.. 5795 


Seq. No. 


17436 




Seq. ID 


OJ991206_17.0104.C3 


Gene No. 


36648 




Strand 




Start 


5215 




End 


6078 


Name 


OJ991206 17 


.0104 .C3.ol. ts 


Method 


TBLASTX : Soybean 


Start 


5321 




End 


6003 


GI 


none 




Score 


98 


Exons 


5321. .5434, 


S362..5433, 5499. 


.5585, 5500.. 5583, 5705.. 5830, 




5706. . 5822, 


5938. .6003 






Seq. No. 


17436 




Seq. ID 


OJ991206_17.0104 .C3 


Gene No. 


36648 




Strand 




Start 


5215 




End 


6078 


Name 


OJ991206 17 


.0104 .C3.ol. tm 


Method 


TBLASTX: Maize 


Start 


5651 




End 


6078 


GI . 


none 




Score 


188 


Exons 


5651 . . 5812, 


5665. .5814, 5667. 


.5813, 5702.. 5815, 5706.. 5816, 




5929; . 6003,. 


5951.. 5989, 5953. 


.5994, 6003.. 6074, 6004.. 6072, 




6004 . . 6078 








Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104.C4 


Gene No. 


36649 




Strand 


+ 


Start 


1 




End 


3983 


Name 


OJ991206 17 


.0104 .C4 .ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2544 


GI 


6456164 




Score 


1801 


Exons 


1..1368, 1478. .1593, 1692. .1867, 2398. 


.2544 


GI Descrip. 


(AC011622) ; 


putative 








UDP-N-acetylmuramoylalanyl-D- 


glutamate- 


--2, 6-diaminopimelate 




ligase [Arabidopsis .thaliana] 






Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104.C4 


Gene No. 


36649 




Strand 


+ 


Start 


1 




End 


3983 


Name 


OJ991206 17 


.0104 .C4 .ol.gs 


Method 


GENSCAN 


Start 


54 




End 


3983 


GI 


none 




Score 


.81 


Exons 


54. .1368, 1689. .1867, 2398. .2543, 3799 


. .3983 


Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104 .C4 


Gene No. 


36649 




Strand 


+ 


Start 


1 




End 


3983 


Name 


OJ991206 17 


.0104.C4.o2.ts' 


Method 


TBLASTX: Soybean 


Start 


258 




End 


799 


GI 


none 




Score 


98 


Exons 


258. .353, 363. .677, 404. .529, 


776. .799 




Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104.C4 


Gene No. 


36649 




Strand 


+ 


Start 


1 




End 


3983 
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Name 


OJ991206 17 . 0104 .C4 .ol . tm 




Method 


TBLASTX: Maize 




Start 


318 ~ 




End 


603 




GI 


none 




Score 


324 




Exons 


318. .602, 318. .602, 448. . 


603, 


451. .603 




Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104 


.C4 


Gene No. - 


36649 




Strand 


+ 




Start 


1 




End 


3983 




Name 


OJ991206 17.0104.C4.ol.ts 




Method 


TBLASTX: Soybean 




Start 


882 




End 


1130 




GI 


none 




Score 


325 




Exons 


882. .1121, 885. .1130, 896 


. .1129 






Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104 


.C4 


Gene No. 


36649 




Strand 


+ 




Start 


1 




End 


3983 




Name 


OJ991206 17.0104.C4.ol.tc 




Method 


TBLASTX: Cress 




Start 


903 




End 


1815 




GI 


none 




Score 


557 




Exons 


903.. 1373, 903.. 1298, 905 


..1372, 1449, 


. .1562, 1477. .1560 


r 




1477. .1569, 1560. .1604, 1562.. 


.1615, 1691. .1813, 1693. .1815 


Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104 


.C4 


Gene No. 


36649 




Strand 


-t- 




Start 


1 




End 


3983 




Name 


OJ991206 17.0104.C4.o3.ts 




Method 


TBLASTX : Soybean 




Start 


1559 




End 


1873 


. v . 


GI 


none 




Score 


52 




Exons 


1559. .1594, 1560. .1604, 1691., 


.1873, 1693.. 1872 




Seq. No. 


17437 




Seq. ID 


OJ991206_17.0104 


.C4 


Gene No. 


36649 




Strand 


+ 




Start 


1 




End 


3983 




Name 


OJ991206 17.0104.C4.o4.ts 




Method 


TBLASTX: Soybean 




Start 


2397 




End 


2545 




GI 


none 




Score 


229 




Exons 


2397. .2540, 2398. .2544, 2405.. 


,2545, 2407. .2544 




Seq. No. 


17438 




Seq. ID 


OJ991206_17.0104 


,C5 


Gene No. 


36650 




Strand 


+ 




Start 


620 




End 


2234 




Name 


OJ991206 17.0104.C5.ol.gs 




Method 


GENSCAN 




Start 


620 




End 


2234 




GI 


none 




Score 


.88 




Exons 


620. .741, 845. .949, 1012. 


.1159, 1251.. 


,1391, 1496. .1900, 






2037. .2234 










Seq. No. 


17438 




Seq. ID 


OJ991206_JL7.0104 


.C5 


Gene No. 


36651 




Strand 


+ 




Start 


3101 




End 


7784 




Name 


OJ991206 17.0104.C5.ol.np 




Method 


AAT/NAP 




Start 


3101 




End 


7784 




GI 


4581108 




Score 


2568 




Exons 


31017.3120, 5457.. 7784 










GI Descrip. 


(AC005825) putative chloroplast outer 


membrane protein 





[Arabidopsis thaliana] 
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Seq. No. 17438 Seq. ID 

Gene No. 36651 Strand 

Start 3101 End 

Name OJ991206_17 . 0104 . C5 . o2 . gs Method 

Start 4745 End 

GI * none Score 

Exons 4745.. 7771 



OJ991206_17.0104.C5 
+ 

7784 
GENSCAN 
7771 
.99 



Seq.^ No. 17438 Seq. ID 

Gene" No. 36651 Strand 

Start 3101 End 

Name OJ991206_17 . 0104 .C5.ol.gp Method 

Start 6937 End 

GI LIB3434-013-P1-K1-B7 Score 

Exons 6937.. 7302 

GI Descrip. ' 4 581108/gb | AAD24 598 . 1 | AC005825_5 1.0e-47 (AC005825) putative 
chloroplast outer membrane protein 86, also very similar to 
GTP-inding protein from pea (GB:L36857) [Arabidopsis thaliana] 1 



OJ991206_17.0104.C5 
+ 

7784 
AAT/GAP 
7302 
684 



Seq. No. 17438 Seq. ID 

Gene No. 36652 Strand 

Start 7699 End 

Name OJ9?1206_17 . 0104 . C5 . o2 . gp Method 

Start 7699 End 

GI none Score 

Exons 7699.. 8054 



OJ991206_17.0104.C5 
+ 

8054 
AAT/GAP 
8054 
679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17438 
36653 
8967 ■ 

OJ991206_17.0104.C5.o4.ts 
1868 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1868. .1900, 2022. .2204, 2036. .2200, 12224 .. 12787, 12233 .. 12394 , 
12430. . 12786, 13555 .. 13734 , 13563.. 13727 



OJ991206_17.0104.C5 
+ 

14072 

TBLASTX : Soybean 

13734 

40 



Seq. No. 


17438 








Seq. ID 


OJ991206_17.0104.C5 


Gene No. 


36653 








Strand 


+ 


Start 


8967 








End 


14072 


Name 


OJ991206 17, 


.0104 


.C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5654 








End 


6061 


GI 


none 








Score 


203 


Exons 


5654. .5830, 


5654 , 


. .5851, 


5667. 


.5831, 5776. .6060, 5816. .6061 


Seq. No. 


17438 








Seq. ID 


OJ991206_17.0104.C5 


Gene No. 


36653 








Strand 


+ 


Start 


8967 








End 


14072 


Name 


OJ991206 17, 


.0104, 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5657 








End 


6424 


GI 


none 








Score 


103 


Exons 


5657. .5779, 


5660, 


. .5785, 


5819. 


.6403, 5824. .6066, 5903. .6067, 




6100. . 6402, 


6143, 


. . 6403, 


6389. 


.6424, 6394. .6420 


Seq. No. 


17438 








Seq. ID 


OJ991206_17.0104.C5 


Gene No. 


36653 








Strand 


+ 


Start 


8967 








End 


14072 


Name 


OJ991206 17, 


,0104, 


,C5.ol. 


tm 


Method 


TBLASTX: Maize 
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Start 


5660 




End 


7750 


GI 


none 




Score 


129 


Exons 


5660. .5800, 


5695 . . 5790, 5822 


..6571, 5823. .5975, 5869. .6516 




6104 . . 6556, 


6586. . 6630, 6594 


..6698, 6731. .6850, 6754.. 6888, 




6921. .7094, 


6935. .7750, 6952 


..7041, 6978. .7109, 7147. .7623, 




7262. .7732, 


7651 . . 7734 






Seq. No. 


17438 




Seq. ID 


OJ991206_17.0104.C5 


Gene No. 


36653 




Strand 


+ 


Start 


8967 




End 


14072 


Name 


OJ991206 17. 


0104.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


6061 




End 


7000 


GI 


none 




Score 


354 


Exons 


6061 . . 6375, 


6062.. 6376, 6380 


..6403, 6391. .6522, 6392. .6559, 




6586. . 6615, 


6731.. 6844, 6935 


. .7000 




Seq. No. 


17438 




Seq. ID 


OJ991206 17. 0104. C5 


Gene No. 


36653 




Strand 


+ 


Start 


8967 




End 


14072 


Name 


OJ991206 17. 


0104 .C5.o3.tc 


Method 


TBLASTX: Cress 


Start 


6935 ~~ 




End 


7252 


GI 


none 




Score 


283 


Exons 


6935. .7252 








3 Seq. No. 


17438 




Seq. ID 


OJ991206_17.0104.C5 


fi Gene No. 


36653 




Strand 


+ 


11 Start 


8967 




End 


14072 


^ Name 


OJ991206 17. 


0104 . C5 . o2 . tw 


Method 


TBLASTX: Wheat 


3 Start 


6938 ~~ 




End 


7099 


J GI 


none 




Score 


187 


"i Exons 


6938. .7099, 


6952. .7041 






ii 

Seq. No. 


17438 




Seq. ID 


OJ991206_17.0104.C5 


Gene No. 


36653 




Strand 


+ 


3 Start 


8967 




End 


14072 


-J Name 


OJ991206 17. 


0104 .C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7001 ~ 




End 


7750 


==i * GI 


none 




Score * 


73 


? Exons 


7001. .7051, 


7049. .7750, 7055 


..7729, 7126.. 7746 


3 Seq. No. 


17438 ' 




Seq. ID 


OJ991206_17.0104.C5 


Gene No. 


36653 




Strand 


+ 


Start 


8967 




End 


14072 


Name 


OJ991206 17. 


0104 .C5.o3.gs 


Method 


GENSCAN 


Start 


8967 




End 


13764 


GI 


none 




Score 


.74 


Exons 


8967 . . 9249, 


10071. .10192, 10275. . 10396, 


10480. .10584, 




10759. . 10927 


, 10964 .. 11170, : 


11246. .11386, 11460. .11904, 




12144 . . 12859 


, 13026. .13136, : 


13564.. 13764 


Seq. No. 


17438 




Seq. ID 


OJ991206__17.0104.C5 


Gene No. 


36653 




Strand 


+ 


Start 


8967 




End 


14072 


Name 


OJ991206 17. 


0104 .C5.o3.np 


Method 


AAT/NAP 


Start 


11715 




End 


14072 


GI 


6382522 




Score 


94 


Exons 


11715. .11736 


, 13564. .13763, : 


L4042. . 14072 
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GI Descrip. (AC011020) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 174 38 

Gene No. 36653 

Start 8967 

Name OJ991206_17 . 0104 . C5 . o2 . tc 

Start 11841 

GI none 

Exons 11841. .11972, 12092 12169, 
12167. .12433, 12328 .. 12390, 



Seq. ID OJ991206_17.0104\C5 

Strand + 

End 14072 

Method TBLASTX : Cress 

End 12565 

Score 82 
12115. .12150, 12166. .12270, 
12440. .12565 



Seq. No. 17438 Seq. ID 

Gene No. 36653 Strand 

Start 8 967 End 

Name OJ991206_17 . 0104 . C5 . o2 . np Method 

Start 11890 End 

GI 5295966 .Score 

Exons 11890. .12008, 12095.. 12874 

GI Descrip. (AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 
sativa] 



OJ991206_17.0104.C5 
+ 

14072 
AAT/NAP 
12874 
879 



Seq. No. 


17438 




Gene No. 


36653 




Start 


8967 




Name 


OJ991206 17. 0104. C5 


. o2 . tm 


Start 


12092 




GI 


none 




Exons 


12092. .12784, 12093 


. .12419, 


Seq. No. 


17438 




Gene No. 


36653 




Start 


8967 




Name 


OJ991206 17. 0104. C5 


. ol . tw 


Start 


12102 




GI 


none 




Exons 


12102. . 12245, 12118 


. .12390, 


Seq. No. 


17438 




Gene No. 


36653 




Start 


8967 




Name 


OJ991206 17. 0104. C5 


.o3.gp 


Start 


12703 




GI 


uC-osflcypl73g05bl 




Exons 


12703. . 12859, 13564 


. .13940 


GI Descrip. 


'3386604 8.0e-23 (AC004665) 




thaliana] 1 




Seq. No. 


17439 




Gene No. 


36654 




Start 


788 




Name 


OJ991206 17. 0104. C6 


. ol . gp 


Start 


483 




GI 


37062 1.R1084 




Exons 


483. .1102 





Seq. ID OJ991206_17.0104.C5 

Strand + 

End 14072 

Method TBLASTX: Maize 

End 12874 

Score 742 



Seq. ID OJ991206_17.0104.C5 

Strand + 

End 14072 

Method TBLASTX : Wheat 

End 12391 

Score 60 



Seq. ID OJ991206_17.0104.C5 

Strand + 

End 14072 

Method AAT/GAP 

End 13940 

Score 1044 

putative protein kinase [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_17.0104.C6 

2334 
AAT/GAP 
1102 
1118 



GI Descrip. 1 72994 4 /sp | Q07154 | MPZ1_MAIZE 5 . Oe-34 POLLEN ALLERGEN ZEA M 1 

{ ZEA M I) >gi_478272_pir JC1524 major allergen ml protein - 

maize >gi_293902 (L14271) Zea ml [Zea mays] 1 



17923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17439 Seq. ID 

36654 Strand 
788 End 
OJ991206_17.0104 .C6.ol.tm Method 
781 End 
none Score 
781. .870, 788. .1303, 792. .1301, 1671.. 
1676. .1789, 2070. .2276, 2071. .2265 



OJ991206_17.0104.C6 
2334 

TBLASTX: Maize . 

2276 

64 

1781, 1674.. 1790, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17439 Seq. ID 

36654 Strand 

788 End 

OJ991206_17.0104 .C6.ol.gs Method 

788 End 

none Score 

788.. 1300, 1679.. 1788, 2072.. 2258 



OJ991206_17.0104.C6 

2334 
GEN SCAN 
2258 
.99 



Seq. No.- 17439 

Gene No. 36654 

Start 788 

Name OJ991206_17 . 0104 . C6 . ol . tw 

Start 789 

GI none 

Exons 789. .1094, 789. .977, 794.. 
1095. .1229 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_17.0104.C6 
2334 

TBLASTX: Wheat 

1234 

213 



1093, 920. .1117, 1094. .1234, 



Seq. No. 17439 
Gene No. 36654 
Start 788 

Name OJ991206_17 . 0104 . C6 . ol . ts 

Start 794 
GI none 

Exons 794.. 883, 876.. 968, 878. .970, 

1095. .1217, 1241. .1303, 1242, 
2082. .2189 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_17.0104 ,C6 
2334 

TBLASTX : Soybean 

2189 

75 



980. .1093, 981. .1094, 1094. .1216, 
,1301, 1676. .1765, 1677. .1772, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17439 Seq. ID 

36654 Strand 

788 End 

OJ991206_17.0104 .C6.ol.np Method 

803 End 

3901094 Score 



OJ991206_17.0104.C6 

2334 
AAT/NAP 
2252 
802 



803.. 1300, 1679.. 1788, 2072.. 2252 

(Z27090) pollen allergen Phi pi [Phleum pratense] 



17439 Seq. ID 

36654 Strand 

788 End 

OJ991206_17.0104 .C6.o2.gp Method K 

1093 End 

27296 1.R1084 Score 



OJ991206_17.0104.C6 

2334 
AAT/GAP 
2334 
1022 



1093. .1300, 1679. .1788, 2072. .2334 

, 1171008/sp|P43213|MPPl_PHLPR 3.0e-49 POLLEN ALLERGEN PHL 

PRECURSOR (PHL P I) >gi_62 98 12_pir S44182 allergen Phi p 

common timothy >gi__473360_emb_CAA55390_ (X78813) Phi p I 
allergen [Phleum pratense] 1 



17924 




Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104 .C7 


Gene No. 


36655 


Strand 


+ 


Start 


452 


End 


6098 


Name 


OJ991206 17.0104.C7.ol.gs 


Method 


GENSCAN 


Start 


452 


End 


5925 


GI 


none 


Score 


.6 


Exons 


452. .518, 1199. .1224,- 1631. . 


1723, 2838 


..2942, 4032.. 4601, 




4724. .5491, 5704. .5925 






Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36655 


Strand 


+ 


Start 


452 


End 


6098 


Name 


OJ991206 17.0104 .C7.o2.np 


Method 


AAT/NAP 


Start 


3639 


End 


5916 


GI 


6850906 


Score 


176 


Exons 


3639. .3699, 4004. .4139, 4233 


..4407, 5448. .5491, 5704. .5916 


GI Descrip. 


(AL137898) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36655 


Strand 


+ 


Start 


452 


End 


6098 


Name 


OJ991206 17.0104.C7.ol.gp 


Method 


AAT/GAP 


Start 


4087 


End 


4322 


GI 


702337 


Score 


472 


Exons, 


4087. .4322 






Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36655 


Strand 


+ 


Start 


452 


End 


6098 


Name 


OJ991206 17.0104.C7.ol.np 


Method 


AAT/NAP 


Start 


4481 


End 


5506 


GI 


5295966 


Score 


892 


Exons 


4481. .4601, 4724. .5506 






GI Descrip. 


(AB026295) Similar to Glycine max gmsti mRNA. (X79770) [Oryza 




sativa] 






Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36655 


Strand 


+ 


Start 


452 


End 


6098 


Name 


OJ991206 17.0104.C7.o2.gp 


Method 


AAT/GAP 


Start 


5713 


End 


6098 


GI 


5056138 


Score 


655 


Exons 


5713. .6098 






Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36656 


Strand 


+ 


Start 


6516 


End 


14165 


Name 


OJ991206 17.0104.C7.o2.gs 


Method 


GENSCAN 


Start 


6516 


End 


14047 


GI 


none 


Score 


.5 


Exons 


6516. .6549, 6833. .7251, 7351 


..7473, 87.14. .8806, 10557. .10622 




11002. .11220, 11610. .11957, 


12066. : 12160, 12747. .12954, 




13283. .13390, 13988. .14047 






Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36656 


Strand 


+ 



17925 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



6516 End 14165 

OJ991206_17 . 0104 . C7 . o3 . np Method AAT/NAP 

6845 End 13335 

6642680 Score 1747 

6845. .6913, 7009. .7030, 7077. .7251, 7351. .7473, 8386. .8469, 
8573. .8623, 8714.. 8815, 8971. .9111, 9183.. 9263, 9341.. 9588, 
9682.. 9853, 10173 .. 10283, 10383 .. 104 45, 11002 .. 1 1220, 
11389. .11440, 11584. .11678, 11763 .. 11957 , 12066 .. 12160,° 
12256. .12495, 12747.. 13335 

(AC015450) hypothetical protein, 3' partial [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17440 
36656 
6516 

OJ991206_17.0104.C7.o3.gp 

13862 

none 

13862. .14165 



Seq. ID OJ991206_17.0104 .C7 

Strand + 

End 14165 

Method AAT/GAP 

End 14165 

Score 550 



Seq. No. 17440 Seq. ID 

Gene No. 36657 Strand 

Start 14868 End 

Name OJ991206_17 . 0104 . C7 . o3 . gs Method 

Start 14868 • End 

GI none Score 

Exons 14868. .15701 



OJ991206_17.0104 .C7 
+ 

15701 
GENSCAN 
15701 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17440 
36658 
16502 

OJ991206_17.0104.C7.o4.gs 

16502 

none 

16502. .16639, 17425 .. 17505, 
18192. .18339, 18423 .. 1857 6, 



Seq. ID OJ991206_17.0104.C7 

Strand + 

End 19971 

Method GENSCAN 

End 19834 

Score . 7 
17706. .17853, 17 950 .. 18125, 
19004. .19082, 19664. .19834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17440 . Seq. ID 

36658 Strand 

16502 End 

OJ991206_17. 0104 . C7 ,o4 .gp Method 

16609 End 

LIB34 77-002-P1-K1-E12 Score 

16609. .16713, 17425. .17505, 17706 .. 17853, 17950. .18075 
'3451067/emb|CAA20463.1| 2.0e-13 (AL031326) putative protein 
[Arabidopsis thaliana] 1 



OJ991206_17.0104.C7 
+ 

19971 
AAT/GAP 
18075 
817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17440 
36658 
16502 

OJ991206JL7 . 0104 . C7 . o4 . np 

17742 

3451068 

17742. .17853, 17 950 .. 18 181 , 
19004. .19082, 19664. .19843 



Seq. ID OJ991206_17.0104.C7 

....Strand + 

End 19971 

Method AAT/NAP 

End 19843 

Score . 638 
18209. .18339, 18423 .. 18576, 



GI Descrip. (AL031326) putative protein [Arabidopsis thaliana] 



17926 



Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36658 


Strand 


+ 


Start 


16502 


End 


19971 


Name 


OJ991206 17.0104.C7.o5.gp 


Method 


AAT/GAP 


Start 


18435 


End 


19971 


GI 


85347 1.R1084 


Score 


1136 


Exons 


18435. .18576, 19004 .. 19082, 


19199. .19283, 19512. .19558, 




19664 . . 19971 






GI Descrip. 


*629592/pir| IS42651 1.0e-39 


hypothetical protein - rape 




>gi 6065752 emb CAB58175.1 


(X74225) putative pod-specific 




dehydrogenase SAC25 [Brassica napus] 1 




Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36659 


Strand 




Start 


20795 


End 


21287 


Name 


OJ991206 17.0104.C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


4386 


End 


4840 


GI 


none 


Score 


150 


Exons 


4386. .4604, 4484. .4606, 4703 


. . 4840 




Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104 .C7 


Gene No. 


36659 


Strand 




Start 


20795 


End 


21287 


Name 


OJ991206 17.0104.C7.o2.tc 


Method 


TBLASTX: Cress 


Start 


4488 


End 


5239 


GI 


none 


Score 


' 99- 


Exons 


4488. .4604, 4718. .4786, 4793 


..4843, 4865.. 5029, 5087.. 5239 


Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36659 


Strand 




Start 


20795 


End 


21287 


Name 


OJ991206 17.0104 .C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


4697 


End 


5496 


GI 


none 


Score 


760 


Exons 


4697. .5437, 4697. .4846, 4723 


..5283, 4871. .5398, 5449.-5496, 



5450. .5488 



Seq. No. 17440 Seq. ID 

Gene No. 36659 Strand 

Start 20795 End 

Name OJ991206_17 . 0104 . C7 . ol . tw Method 

Start 4747 End 

GI none Score 

Exons' 4747. .5019, 4748. .5020 



OJ991206__17.0104.C7 
21287 

TBLASTX: Wheat 

5020 

307 



Seq. No. 


17440 








Seq. ID 


OJ991206_17.0104 


.C7 


Gene No. 


36659 








Strand 






Start 


20795 








End 


21287 




Name 


OJ991206 17, 


.0104 , 


,C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4853 








End 


5874 




GI 


none 








Score 


401 




Exons 


4853. .5428, 


4937, 


. .5020, 


5080. 


.5283, 5680. .5874, 5698. .5: 


865 


Seq. No. 


17440 








Seq. ID 


OJ991206_17.0104 


.C7 


Gene No. 


36659 








Strand 






Start 


20795 








End 


21287 




Name 


OJ991206 17. 


.0104. 


>C7.o3. 


tc 


Method 


TBLASTX: Cress 





17927 




Start 


9225 






End 


9532 






GI - 


none 






Score 


64 






Exons 


9225. . 


.9266, -9234.. 9263, 9337.. 9531, 9338.. 9532 






Seq. No. 


17440 






Seq. ID 


OJ991206 


_17.0104 


.C7 


Gene No. 


36659 






Strand 








Start 


20795 






End 


21287 






Name 


OJ991206 17. 0104. C7 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


12337 






End 


13614 






GI 


none 






Score 


155 






Exons 


12337. 


.12498, 12338 


. . 12502, 


12341. .12496, 12733 


. .12990, 






12738. 


.13043, 12739 


. . 13029, 


13021. .13146, 13029 


. .13142, 






13030. 


.13152, 13031 


. . 13153, 


13114. .13392, 13143 


. . 13349, 






' 13144. 


.13392, 13528 


. . 13614, 


13561. . 13614 






Seq. No. 


17440 






Seq. ID 


OJ991206 


_17.0104 


.CI 


Gene No. 


36659 






Strand 








Start 


20795 






End 


21287 






Name 


OJ991206 17. 0104. C7 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


14966 






End 


15167 






GI 


none 






Score 


182 






Exons 


14966. 


.15079, 14967 


. .15095, 


15093. . 15167 






Seq. No. 


17440 






Seq. ID 


OJ991206 


_17.0104 


.CI 


Gene No. 


36659 






Strand 








Start 


20795 






End 


21287 






Name 


OJ991206 17. 0104. C7 


. o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


15144 






End 


15623 






GI 


none 






Score 


83 






Exons 


15144 . 


.15344, 15348 


. . 15455, 


15540. . 15623 






Seq. No. 


17440 






Seq. ID 


OJ991206 


_17.0104 


.CI 


Gene No. 


36659 






Strand 








Start 


20795 






End 


21287 






Name 


OJ991206 17. 0104. C7 


. o3 . tm 


Method 


TBLASTX:; 


Maize 




Start 


17762 






End 


19264 






GI 


none 






Score 


106 






Exons 


17762. 


.17854, 17763 


. . 17855, 


17931. . 18182, 17948 


. .17995, 






18053. 


.18175, 18257, 


. . 18346, 


18261. . 18341, 18404 


. .18574, 






18487. 


.18579, 19005, 


. . 19073, 


19202. .19264 






Seq. No. 


17440 






Seq. ID 


OJ991206 


_17.0104 


.CI 


Gene No. 


36659 






Strand 








Start 


20795 






End 


21287 






Name 


OJ991206 17. 0104. C7 , 


.ol.tc 


Method 


TBLASTX : < 


Cress 




Start 


17763 






End 


19822 






GI 


none 






Score 


112 






Exons 


17763. 


.17855, 17768, 


. . 17860, 


17925. .18182, 18261 


. . 18341, 






18398. 


.18484, 18485, 


. .18571, 


19005. .19082, .19654 


. . 19809, 






19664. 


.19822 












Seq. No. 


17440 






Seq. ID 


OJ991206 


JL7.0104 


.CI 


Gene No. 


36659 






Strand 








Start 


20795 






End 


21287 






Name 


OJ991206 17. 0104. CI. 


.o2 .ts 


Method 


TBLASTX:; 


Soybean 




Start 


17769 






End 


19267 






GI 


none 






Score 


103 







17928 




Exons 


17769. .17855, 17925. .18182, 


17948. .17992, 18090. .18173, 




18257 .. 1834 0, 18261 .. 1834 1 , 


18404. .18568, 18421. .18570, 




19020. . 19082, 19202.. 19267 - 






Seq. No. 


17440 


Seq. ID 


OJ991206_17.0104.C7 


Gene No. 


36659 


Strand 




Start 


20795 


End 


21287 


Name 


OJ991206 17.0104.C7.o5.tm 


Method 


TBLASTX: Maize 


Start 


19663 


End 


19820 


GI 


none 


Score 


185 


Exons 


19663. .19815, 19664. .19816, 


19668. . 19820 


Seq. No. 


17440 


Seq. ID 


OJ991206_17 .0104 .C7 


Gene No. 


36659 


Strand 


— 


Start 


20795 


End 


21287 


Name 


OJ991206 17.0104.C7.o5.gs 


Method 


GENSCAN 


Start 


20795 


End 


21287 


GI 


none 


Score 


. 62 


Exons 


20795. .20964, 2107 6. .21287 






Seq. No. 


17441 


Seq. ID 


OJ991206_17.0104.C8 


Gene No. 


36660 


Strand 


+ 


Start 


500 


End 


4382 


Name 


OJ991206 17.0104 .C8.ol.gs 


Method 


GENSCAN 


Start 


500 


End 


1233 


GI 


none 


Score 


.53 


•Exons 


500. .671, 901. .927, 1025. .1233 




Seq. No. 


17441 


Seq. ID 


OJ991206_17.0104.C8 


Gene No. 


36660 


Strand 


+ 


Start 


500 


End 


4382 


Name 


OJ991206 17.0104.C8.ol.np 


Method 


AAT/NAP 


Start 


554 


End 


3174 


GI 


629592 


Score 


643 


Exons 


554.. 671, 1025.. 1255, 1686.. 


1765, 1907 


..2060, 2414. .2492, 




2591.. 2675, 2876.. 2922, 3010 


..3174 




GI Descrip. 


hypothetical protein - rape 


gi| 6065752 | emb | CAB58175 . 1| (X74225) 




putative pod-specific dehydrogenase SAC 2 5 [Brassica napus] 


Seq. No. 


17441 


Seq. ID 


OJ991206_17.0104.C8 


Gene No. 


36660 


Strand 


+ 


Start 


500 


End 


4382 


Name 


OJ991206 17.0104.C8.o2.gs 


Method 


GENSCAN 


Start 


1942 


End 


4382 


GI 


none 


Score 


.83 


Exons 


1942.. 2060, 2414. .2492, 4233 


. .4382 




Seq. No. 


17441 


Seq. ID 


OJ991206__17.0104 .C8 


Gene No. 


36661 


-Strand 


+ 


Start 


5214 


End 


7670 


Name 


OJ991206 17.0104.C8.ol.ts 


Method 


TBLASTX :Soybean 


Start 


587 


End 


6886 


GI 


none 


Score 


104 


Exons 


587. .673, 1039. .1224, 1227.. 


1256, 1687 


. . 1791, 1905. .2051, 



1906. .2052, 2430. .2492, 2587. .2658, 2588. .2659, 6799.-6885, 
6800. .6886 



17929 




Seq. No. 


17441 








Seq. ID 


OJ991206JL7.0104 


.C8 


Gene No. 


36661 








Strand 


+ 




Start 


5214 








End 


7670 




Name 


OJ991206 17 


.0104 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1683 








End 


2046 




GI 


none 








Score 


126 




Exons 


1683. . 1766, 


1687 


. .1767, 


1687 


..1782, 1902.. 2042, 1906.. 2046 


Seq. No. 


17441 








Seq. ID 


OJ991206 17.0104 


. C8 


Gene No. 


36661 








Strand 


+ 




Start 


5214 








End 


7670 




Name 


OJ991206 17 


.0104 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


5214 








End 


7670 




GI 


none 








Score 


.45 




Exons 


5214. .5311, 


6718 


. .6884, 


7600 


. .7670 






Seq. No. 


17441 








Seq. ID 


OJ991206_17.0104 


. C8 


Gene No. 


36661 








Strand 


+ 




Start 


COI A 

DZ14 








End 


7670 




Name 


OJ991206 17 


.0104 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


6779 








End 


6884 




GI 


3451067 








Score 


92 




Exons 


6779. . 6884 














GI Descrip. 


(AL031326) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


17442 








Seq. ID 


OJ991206_17.0104 


. C9 


Gene No. 


36662 








Strand 


+ 




Start 










End 


5879 




Name 


OJ991206 17 


.0104 


,C9.ol. 


np 


Method 


AAT/NAP 




Start 


2150 








End 


5050 




GI 


3451068 








Score 


350 




Exons 


2150. .2495, 


3014 


. .3153, 


3299 


..3504, 5021. .5050 




GI Descrip. 


(AL031326) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


17442 








Seq. ID 


OJ991206_17.0104 


.C9 


Gene No . 


36662 








Strand 


+ 




Start 


2150 








End 


5879 




Name 


OJ991206 17 


.0104 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2262 








End 


3342 




GI 


none 








Score 


241 




Exons 


2262. .2495, 


2263 


. .2496/ 


3071 


..3154, 3075. .3155, 3298. .3342 


Seq. No. 


17442 








Seq. ID 


OJ991206_17.0104 


.C9 


Gene No. 


~i f r r o 

36662 








Strand 


+ 




Start 


2150 








End 


5879 




Name 


OJ991206 17 


.0104 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2262 








End 


3455 




GI 


none 








Score 


231 




'Exons 


2262. .2489, 


2263 


. .2,496, 


3075 


..3155, 3297. .3455, 3298. .3450 


Seq. No. 


17442 








Seq. ID 


OJ991206_17.0104 


C9 


Gene No. 


36662 








Strand 


+ 




Start 


2150 








End 


5879 




Name 


OJ991206 17 


.0104 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2262 








End 


2502 




GI 


none 








Score 


261 




Exons 


2262. .2501, 


2263 


. .2502 











17930 



Seq. No. 


17442 




Seq. ID 


OJ991206_17 . 0104 . C9 


Gene No. 


36662 




Strand 


+ 


Start 


2150 




End 


5879 


Name 


OJ991206 17 


.0104 .C9.ol.gs 


-Method 


GENSCAN 


Start 


2329 




-End 


3350 


GI 


none 




Score 


.73 


Exons 


2329. .2495, 


3074.. 3153, 3280. 


.3350 




Seq. No. 


17442 




Seq. ID 


OJ991206_17.0104.C9 


Gene No. 


36662 




Strand 


+ 


Start 


2150 




End 


5879 


Name 


OJ991206 17 


.0104.C9.o2.np 


Method 


AAT/NAP 


Start 


4697 




End 


5879 


GI 


5734621 




Score 


257 


Exons 


4697. .4919, 


5077. .5263, 5607. 


.5879 




GI Descrip. 


(AP000391) 


ESTs AU067992 (C11433) ,AU077424 (C11433) correspond 



a region of the predicted gene. 
(U43892) [Oryza sativa] 



Similar to ABC transporter-7 



Seq. No. 17443 Seq. ID 

Gene No. 36663 Strand 

Start 1 End 

Name OJ991206_17 . 0104 . C10 . ol . np Method 

Start 1 . End 

GI 418604 Score 

Exons 1 . .656 

GI Descrip. HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



OJ991206_17. 0104 .C10 
+ 

656 

AAT/NAP 
656 
1123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17444 
36664 
1844 

OJ991026_16.0118.C2.ol.gs 

1844 

none 



Seq. ID OJ991026_16.0118.C2 

Strand + 

End 4051 

Method GENSCAN 

End 4051 

Score .42 



1844. .1985, 2226. .2308, 3209. .3479, 3993. .4051 



Seq. No. 17444 Seq. ID 

Gene No. 36665 Strand 

Start 4730 End 

Name OJ991026_1 6 . 0118 . C2 . o2 . gs Method 

Start 4730 End 

GI none Score 

Exons 4730.. 5056^ 



OJ991026_16.0118.C2 
+ 

5056 
GENSCAN 
5056 
.74 



Seq. No. 17444 

Gene No. 36666 

Start 6039 

Name OJ99102 6_16 . 0118 . C2 . ol . gp 

Start 6039 

GI none 

Exons 6039.. 6316 



Seq. ID OJ991026_16. 0118 .C2 

Strand + 

End 6316 

Method AAT/GAP 

End 6316 

Score 363 



Seq. No. 
Gene No. 
Start 



17444 
36667 
6311 



Seq. ID 

Strand 

End 



OJ991026 16. 0118. C2 



6757 



17931 



Name 

Start 

GI 

Exons 



OJ991026_16.0118.C2.o3.gs 

6311 

none 

6311. .6757 



Method GENSCAN 
End 6757 
Score .79 



Seq. No. 17445 

Gene No. 36668 

Start 962 

Name OJ991026_16 . 0118 . C3 . ol . gs 

Start 962 

GI none 

Exons 962.. 1043, 1691.. 1745 

Seq. No. 17446 

Gene No. 36669 

Start 791 

Name OJ991026_16 . 0118 . C4 . ol . gs 

Start 791 

GI none 

Exons 791.. 1989, 2324.. 2472, 2784, 

Seq. No. 17446 

Gene No. 36669 - 

Start 791 

Name " OJ991026_1 6 . 0118 . C4 . ol . gp 

Start 1306 

GI none 

Exons 1306.. 1863 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991026_16.0118.C3 

1745 
GENSCAN 
1745 
.66 



Seq. ID OJ991026_16.0118.C4 
Strand 

End 3722 

Method GENSCAN 

End 3722 

Score . 9 
.2941, 3356.. 3500, 3598.. 3722 

Seq. ID OJ991026_16.0118.C4 
Strand 

End 3722 

Method . AAT/GAP 

End 1863 

Score 1078 



Seq. No. 17446 Seq. ID 

Gene No. 36670 Strand 

Start 4231 End 

Name OJ991026_1 6 . 0118 . C4 . ol . tw Method 

Start 2034 End 

GI none Score 

Exons 2034.. 2081, 2035.. 2088, 2035.. 2088, 2039.. 2092, 2323. 

2386.. 2472, 2388.-2474, 2784. .2960, 2784.. 2939, 2786. 
3344. .3418 



OJ991026_16.0118.C4 
8426 

TBLASTX: Wheat 
3418 
80 

.2379, 
.2941, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descri.p. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



17446 Seq. ID OJ99102 6_16 . 0118 . C4 

36670 Strand 

4231 ' End 8426 

OJ991026_16 . 0118 . C4 . o2 . gp Method AAT/GAP 

4231 End 8044 

11098_1.R1084 Score 2298 

4231. .4522, 4889. .4958, 5119. .5282, 5915. .5968, 6353. .6393, 
6541. .6633, 6723. .6810, 7017. .7070, 7153. .7268, 7461. .7538, 
7668.. 7818, 7896.. 8044 

'2970556/gb|AAC05983.1| 2.0e-37 (AF049708) 
aspartokinase-homoserine dehydrogenase [Glycine max] 1 



17446 Seq. ID 

36670 Strand 

4231 End 

OJ991026_16 . 0118 . C4 . ol . tm Method 

4382 End 

none Score 



OJ991026_16.0118.C4 
8426 

TBLASTX: Maize 

6736 

93 



17932 



Exons 



4382. .4522, 4388. .4519, 4389. 

4887. .4958, 4888. .4959, 5116. 

5886.. 5969, 5912.. 5971, 5915. 

6545.-6637, 6546.. 6635, 6716. 



,4523, 4390. .4524, 4886. .4957, 

.5283, 5116.. 5280, 5118.. 5282, 

,5986, 6540.. 6632, 6544.. 6633, 
,6736 



Seq. No. 17446 

Gene No. 36670 

Start 4231 

Name OJ991026_16 . 0118 . C4 . o2 . gs 

Start 4388 

GI none 

Exons 4388.. 4522, 4889.. 4958, 5119. 

7057.. 7070, 7125.. 7268, 7668. 



Seq. ID OJ991026_16.0118.C4 
Strand 

End 8426 
Method GEN SCAN 
End 8006 
Score .85 

.5323, 6541.. 6633, 6723.. 6810, 
.7818, 7896.. 8006 



Seq. No. 17446 

Gene No. 36670 

Start 4231 

Name OJ991026_16 . 0118 . C4 . ol . np 

Start 4394 

GI 113539 

Exons 4394.. 4522, 4889.. 4957, 5115 
6541.. 6633, 6723.. 6810, 8386 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991026 16. 0118. C4 



8426 
AAT/NAP 
8426 
221 

5282, 5915.. 5968, 6353.. 6393, 
8426 

B I FUNCTIONAL AS PARTOKI NAS E / HOMOSERI NE DEHYDROGENASE I (AKI-HDI) 
[INCLUDES: AS PARTOKI NAS E ; HOMOSERINE DEHYDROGENASE ] 
gi I 66915 | pir | | DEECK thrA bifunctional enzyme - Escherichia coli 



Seq. No. 17447 Seq. ID 

Gene No. 36671 Strand 

Start 4877 End 

Name OJ99102 6_16 . 0118 . C5 . o2 . gs Method 

Start 4877 End 

GI none Score 

Exons 4877. .5113 



OJ991026_-16.0118.C5 
+ 

5113 
GENSCAN 
5113 
.62 



Seq. No. 


17447 




Seq. ID 


OJ991026_ 


16. 0118. C5 


Gene No. 


36672 




Strand 


+ 




Start . 


5564 




End 


8768 




Name 


OJ991026 16 


.0118.C5.o3.gs 


Method 


GENSCAN 




Start 


5564 


End 


8768 




GI 


none 




Score 


.9 




Exons 


5564. .5768, 


6826. .6939, 7299. 


.8083, 8175.. 8768 




Seq. No. 


17447 




Seq. ID 


OJ991026_ 


16. 0118. C5 


Gene No. 


36672 




Strand 


+ 




Start 


5564 




End 


8768 




Name 


OJ991026 16 


.0118.C5.o3.np 


Method 


AAT/NAP 




Start 


7404 




End 


8486 




GI 


6539555 




Score 


1119 




Exons 


7404. .8083, 


8175. .8486 








GI Descrip. 


(AP000836) 


Similar to mariner 


transposase (AF078 


934) [Oryza 




sativa] gi | 


6539592 |dbj IBAA88208.il (AP000837) Similar to ma: 




transposase 


(AF078934) [Oryza 


sativa] 






Seq. No. 


17447 




Seq. ID 


OJ991026_ 


16. 0118. C5 


Gene No. 


36673 




Strand 






Start 


125 




End . 


3750 




Name 


OJ991026 16 


.0118.C5.ol.gs 


Method 


GENSCAN 





17933 



Start 


125 


End 


3750 




GI 


none 


Score 


.4 




Exons 


125. .205, 534. .652, 738. .88^ 


1320. .1380, 1543. 


.1571, 3408 


Seq. No. 


17447 


Seq. ID 


OJ991026 


_16.0118.C5 


Gene No. 


36673 


Strand 






Start 


125 


End 


3750 




Name 


OJ991026 16.0118.C5.ol.np 


Method 


AAT/NAP 




Start 


146 


End 


3562 




GI 


4835789 


Score 


778 




Exons 


146. .205, 362. .448, 534. .652 


:, 738. .976, 


1077.. 1133, 1294.. 




1543.. 2084, 3448.. 3562 








GI Descrip. 


(AC007296) Strong similarity to gi 13367522 F8K4 


. 9 from 




Arabidopsis thaliana BAC gb|AC004392. 


EST gb|W4 34 87 comes 




this gene. 








Seq. No. 


17447 


Seq. ID 


OJ991026 


16. 0118. C5 


Gene No. 


36673 


Strand 






Start 


' 125 


End 


3750 * 




Name 


OJ991026 16.0118.C5.o2.np 


Method 


AAT/NAP 




Start 


1449 


End 


3668 




GI 


6910588 


Score 


666 




Exons 


1449. .2084, 3448.-3668 








GI Descrip. 


(AC006424) CDS [Arabidopsis 


thaliana] 






Seq. No. 


17447 


Seq. ID 


OJ991026 


_16.0118.C5 


Gene No. 


36674 


Strand 






Start 


9307 


End 


18180 




Name 


OJ991026 16.0118.C5.o4.gs 


Method 


GENSCAN 




Start 


9307 


End 


18086 




GI 


none 


Score 


.48 




Exons 


9307. .9369, 10007. .10235, 11457. .12334, 


14964. . 


15050, 




15134. .15252, 15339 .. 154 4 8, 


15892. . 159^ 


'8, 16476 


. .16687, 




17787. .18086 








Seq. No. 


17447 


Seq. ID 


OJ991026 


16. 0118. C5 


Gene No. 


36674 


Strand 






Start 


9307 


End 


18180 




Name 


OJ991026 16.0118.C5.ol.gp 


Method 


AAT/GAP 




Start 


14580 


End 


15424 




GI 


23020 1.R1084 


Score 


873 




Exons 


14580. .14800, 14964. .15050, 


15134. . 15252, 15339 


..15424. 


GI Descrip. 


'3367522 2.0e-27 (AC004392) 


EST gb T04691 comes 


from this « 




[Arabidopsis thaliana] 1 








Seq. No. 


17447 


Seq. ID 


OJ991026 


__16.0118.C5 


Gene No. 


36674 


Strand 






Start 


9307 


End 


18180 




Name 


OJ991026 16.0118.C5.o4.np 


Method 


AAT/NAP 




Start 


14723 


End 


18059 




GI 


6910584 


Score 


1181 




Exons 


14 723. .14 800, 15134. .15252, 


15339. . 15577, 15678 


..15734, 




15892. . 15978, 1614 6 . . 1 6687 , 


17787. . 18059 




GI Descrip. 


(AC006424) CDS [Arabidopsis 


thaliana] 






Seq. No. 


17447 


Seq. ID 


OJ991026_ 


_16.0118.C5 


Gene No. 


36674 


Strand 







1380, 



gene . 



17934 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 



9307 End 18180 

OJ99102 6_1 6 . 0118 . C5 . o2 . gp Method AAT/GAP 

16475 End 18180 

60382_1.R1084 Score 1170 
16475. .16687, 17787. .18180 
1 6002631/gb I.AAF00071 . 1 1 AF093604 
[Arabidopsis thaliana] ' 



1 1.0e-23 (AF093604) apyrase 



17447 Seq. ID 

36675 Strand 

18487 End 

OJ991026_16.0118 .C5.o5.gs Method 

18487 End 

none Score 
18487.. 18630 



OJ991026_16.0118.C5 

18630 
GENSCAN 
18630 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17447 Seq. ID OJ991026_16 . 0118 . C5 

36676 Strand 

19507 ■ End 19830 

OJ991026_16. 0118 .C5.o3.gp Method AAT/GAP 

19507 End 19830 

uC-osflcypl69f03bl Score 300 

19507. .19538, 19616. .19830 

' 5441872/dbj IAP000366.1 IAP000366 1.0e-17 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



17447 

36677 

21202 

OJ9910 

125 

none 

125. .2 

589. .6 

1077. . 

1319. . 

14961. 

15129. 

15339. 

15678. 

15894. 



26 16.0118.C5.o2.tm 



05, 129.. 206, 
75, 733.. 975, 
1133, 1081. .1 
1384, 1543. .1 
.15056, 14962 
.15254, 15134 
. 15578, 15340 
.15734, 15683 
.15968, 16133 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991026 16. 0118. C5 



21465 

TBLASTX: Maize 
16265 
65 

359. .448, 360. .452, 534. .650, 534. .653, 
737. .976, 771. .977, 830. .976, 1076. .1132, 
134, 1082. .1135, 1281. .1379, 1294. .1377, 
659, 1545. .1661, 14702 .. 14 803, 14 959 .. 15054 , 
15051, 14963. .15052, 15116. . 15250, 
15444, 15338. .15577, 
15576, 15677. .15733, 
15975, 15894. .15980, 
16265 



15253, 15334, 

15579, 15502. 

15736, 15892. 

16264, 16134. 



Seq. No. 17447 

Gene No. 36677 

Start 21202 

Name OJ991026_16 . 0118 . C5 . ol . ts 

Start 357 

GI none 
Exons 



Seq. ID OJ991026_16.0118.C5 
Strand 

21465 

TBLASTX : Soybean 
17964 
118 



End 

Method 
End 
Score 

357. .455, 534. .653, 733. .975, 737. .991, 1082. .1132, 1082. .1132, 
1281. .1379, 1294. .1377, 1545. .2084, 1546. .1758, 1795. .2082, 
3430. .3618, 344 9. .3601, 14 961. .15050, 14 962. .15051, 
15134. .15253, 15153. .15254, 15328. .154 44, 15338. .15592, 
15479. . 15517, 15502 .. 1557 6, 15683 .. 15733, 15892 .. 15975, 
15894. .15968, 1 6133 .. 16687 , 1614 9 .. 16688, 17772 .. 17 951 / 
17788. .17964 



Seq. No. 



17447 



Seq. ID OJ991026 16. 0118. C5 



17935 



Gene No . 


36677 




Start 


21202 




Name 


OJ991 


026_16.0 


Start 


362 




GI - 


none 




Exons 


362. . 


448, 537 




1704 . 


.2090, 1 




15159 


. . 15254, 




16112 


. .16693, 


Seq. No. 


17447 




Gene No. 


36677 




Start 


21202 




Name 


OJ991 


026_16.0 


Start 


1663 




GI 


none 




Exons 


1663. 


.2031, 1 




16268 


. .16636, 



Strand 
End 

Method 

End 

Score 



21465 

TBLASTX: Cress 

17948 

151 



OJ991026 16. 0118. C5 



Seq. ID 
Strand 
End 

:5.ol.tm Method 
End 
Score 

.2033, 2034.. 2090, 2035.. 2082, 16266 .. 16634 , 
37. .16696, 16638. .16688 



21465 

TBLASTX: Maize 

16696 

349 



Seq. No. 


17447 








Seq. ID 


OJ991026_16.0118 


.C5 


Gene No. 


36677 








Strand 






Start 


21202 








End 


21465 




Name 


OJ991026 16. 


0118 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1953 








End 


16618 




GI 


none 








Score 


229 




Exons 


1953. .2015, 


8262 


. .8543, 


8405. 


.8482, 16544. .16618 




Seq. No. 


17447 








Seq. ID 


OJ991026_16.0118 


.C5 


Gene No. 


36677 








Strand 






Start 


21202 








End 


21465 




Name 


OJ991026 16. 


0118 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3428 








End 


18074 




GI 


none 








Score 


203 




Exons 


3428. .3613, 


3430 


. .3618, 


3589. 


.3639, 17772. . 17951, 17785 


. .17970, 



17859. .17978, 17 927 .. 17 977 , 18024. .18074 



Seq. No. 17447 Seq. ID 

Gene No. 36677 Strand 

Start 21202 End 

Name OJ991026_16 . 0118 . C5 . 06 . gs Method 

Start 21202 End 

GI none Score 

Exons 21202. .21408 



OJ991026__16.0118.C5 

21465 
GENSCAN 
21408 
.5 



Seq. No. 


17447 


Seq. ID 


OJ991026_16.0118.C5 


Gene No. 


36677 


Strand 




Start 


21202 


End 


21465 


Name 


OJ991026 16.0118.C5.o5.np 


Method 


AAT/NAP 


Start 


21205 


End 


21465 


GI 


5091610 


Score 


351 


Exons 


21205. .21465 






GI Descrip. 


(AC007858) 10A19I.15 [Oryza 


sativa] 




Seq. No. 


17447 


Seq. ID 


OJ991026JL6.0118.C5 


Gene No. 


36677 


Strand 




Start 


21202 


End 


21465 


Name 


OJ991026 16.0118.C5.o4.tm 


Method 


TBLASTX: Maize 



17936 



Start 


21211 


End 


21465 




GI 


none 


Score 


88 




Exons 


21211. .21372, 21212. .21367, 


21217. .21372, 21353, 


. .21463, 




21370. .21465 








Seq. No. 


17448 


Seq. ID 


OJ991026 


_16.0118.C6 


Gene No. 


• 36678 


Strand 


+ 




Start 


496 


End 


4153 




Name 


OJ991026 16.0118.C6.ol.gs 


Method 


GENSCAN 




Start 


496 


End 


4153 




GI 


none 


Score 


.8 




Exons 


496.. 547, 3082.. 3117, 3560. 


.3707, 3733. 


, .4153 




Seq. No. 


17448 


Seq. ID 


OJ991026_ 


16. 0118 .C6 


Gene No. 


36679 


Strand 


+ 




Start 


8177 


End 


9479 




Name 


OJ991026 16.0118.C6.ol.gp 


Method 


AAT/GAP 




Start 


8063 


End 


9479 




GI 


1945280 


Score 


2517 




Exons 


8063. .8309, 8443. . 9479 








GI Descrip. 


1945281/embl CAA72187 | 1 . Oe- 


162 (Y11352) 


myb factor [Oryza 




sativa] 








Seq. No. 


17448 


Seq. ID 


OJ991026_ 


_16.0118.C6 


Gene No. 


36679 


Strand 


+ 




Start 


8177 


End 


9479 




Name 


OJ991026 16. 0118 .C6.o3.gs 


Method 


GENSCAN 




Start 


8177 


End 


9245 




GI 


none 


Score 


.96 




Exons 


8177. .8309, 8443. . 9245 








Seq. No. 


17448 


Seq. ID 


OJ991026_ 


_16.0118.C6 


Gene No. 


36679 


Strand 


+ 




Start 


8177 


End 


9479 




Name 


OJ991026 16. 0118 .C6.o3.np 


Method 


AAT/NAP 




Start 


8177 ■ 


End 


9242 




GI 


1945281 


Score 


1662 




Exons 


8177. .8309, 8443. . 9242 








GI Descrip. 


(Y11352) myb factor [Oryza 


sativa] 






Seq. No. 


17448 


Seq. ID 


OJ991026_ 


16. 0118. C6 


Gene No. 


36680 


Strand 






Start 


3685 


End 


11954 




Name 


OJ991026 16.0118.C6.ol.np 


Method 


AAT/NAP 




Start 


3685 


End 


11954 




GI 


6815062 


Score 


825 




Exons 


3685. .3744, 3953. .4118, 4166. .4193, 448 


:4. .4823, 


4901. .4951, 



11916. .11954 . 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 17448 Seq. ID 

Gene No. 36680 Strand 

Start 3685 End 

Name OJ991026_1 6 . 0118 . C6 . o2 . gs Method 

Start 4554 End 



OJ991026_16.0118.C6 

11954* 

GENSCAN 

6543 



17937 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 52 

4554.-4823, 4901. .4932, 4956. .5344, 5426. .6543 



17448 
36680 
3685 

OJ991026_16.0118.C6.o2. tm 

4939 

none 



Seq. ID OJ991026_16.0118.C6 
Strand 

End 11954 

Method TBLASTX : Mai ze 

End 5245 

Score 90 



4939.. 5067, 4940.. 5023, 4976.. 5068, 5086.. 5241, 5120.. 5245, 
5120. .5242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17448 
36680 
3685 

OJ991026_16.0118.C6.ol.tw 
8164 . . 

none 



Seq. ID OJ991026_16.0118.C6 
Strand 

End 11954 

Method TBLASTX : Wheat 

End 8668 

Score 67 

8164. .8241, 8164. .8310, 8165. .8311, 8432. ,8638, 8435. .8569, 
8439. .8657, 8621. .8668 



17448 
36680 
3685 

OJ991026JL6.0118.C6.ol.tc 

8176 

none 



Seq. ID OJ991026_16.0118.C6 
Strand 

End 11954 . . - 

Method TBLASTX : Cress 

End 8882 

Score 249 



8176. .8310, 8177. .8311, 8432. .8671, 8436. .8657, 8573. .8662, 
8820. .8882 



Seq. No. 17448 

Gene No. 36680 

Start 3685 

Name OJ991026_16 . 0118 . C6 . ol . ts 

Start 8176 

GI none 
Exons 



Seq. ID OJ991026_16.0118.C6 
Strand 

End 11954 

Method TBLASTX : Soybean 

End 8606 

Score 234 



8176. .8316, 8177. .8317, 8436. .8606, 8441. .8599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17448 
36680 
3685 

OJ991026_16.0118.C6.ol.tm 

8176 

none 



Seq. ID OJ991026_16.0118.C6 
Strand 

End 11954 

Method TBLASTX : Mai ze 

End 8642 

Score 81 

8176. .8241, 8176. .8310, 8177. .8311, 8432. .8638, 8432. .8638, 
8436. .8642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



17448 
36680 
3685 

OJ991026_16.0118 .C6.o4 . gs 

10320 

none 



Seq. ID OJ991026_16.0118.C6. 

Strand - . f 

End 11954 

Method GENSCAN 

End 11328 

Score .83 



10320. .10330, 10365. .10504, 11097. .11328 



17449 
36681 



Seq. ID OJ991026_16.0118.C7 
Strand + 



17938 




Start 


1700 




End 


2901 


Name 


OJ991026 16.0118.C7.ol. 


gs 


Method 


GEN SCAN 


Start 


1700 




End 


2901 


GI 


none 




Score 


.58 


Exons 


1700. .1844, 2894. .2901 








Seq. No. 


17449 




Seq. ID 


OJ991026_16.0118 .C7 


Gene No. 


36682 




Strand 




Start 


4125 




End 


5915 


Name 


OJ991026 16.0118.C7.o2. 


np 


Method 


AAT/NAP 


Start 


4125 




End 


5915 


GI 


6685290 




Score 


428 


Exons 


4125. .5045, 5082. .5432, 


5496. 


.5915 




GI Descrip. 


CDC45-RELATED PROTEIN gi 13789855 (AF0624 94) Cdc4 5 [Xenopus 




laevis ] 








Seq. No. 


17449 




Seq. ID 


OJ991026_16.0118.C7 


Gene No. 


36683 




Strand 




Start 


8817 




End 


11678 


Name 


OJ991026 16.0118.C7.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


4118 




End 


4533 


GI 


none 




Score 


244 


Exons 


4118. .4330, 4123. .4233, 


4125 . 


.4532, 4125.. 4532, 4126.. 4533 


Seq. No. 


17449 




Seq. ID 


OJ991026_16.0118.C7 


Gene No. 


36683 




Strand 




Start 


8817 




End 


11678 


Name 


OJ991026 16.0118.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5167 




End 


5342 


GI 


none 




Score 


183 


Exons 


5167. .5301, 5169. .5342 








Seq. No. 


17449 




Seq. ID 


OJ991026_16.0118.C7 


Gene No. 


36683 




Strand 




Start 


8817 




End 


11678 


Name 


OJ991026 16.0118.C7.o3. 


OS 


Method 


GENSCAN 


Start 


8817 ~~ 




End 


11678 


GI 


none 




Score 


.65 ' 


Exons 


8817. .8893, 9371. .9547, 


9815. 


.9838, 11621.. 11678 


Seq. No. 


17450 




Seq. ID 


OJ991026_16.0118.C8 


Gene No. 


36684 




Strand 




Start 


1166 




End 


1864 


Name 


OJ991026 16.0118.C8.ol. 


gp 


Method 


AAT/GAP ' 


Start 


1166 




End 


1864 


GI 


27824 1.R1084 




Score 


1351 


Exons 


1166. . 1864 








GI Descrip. 


M309732/gb|AAD15502| 7 


.Oe-10 


(AC006439) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


17450 




Seq. ID 


OJ991026_16.0118 .C8 


Gene No. 


36684 




Strand 




Start 


1166 




End 


1864 


Name 


OJ991026 16.0118.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1479 




End 


1789 


GI 


6539266 




Score 


225 


Exons 


1479. . 1789 









17939 



GI Descrip. 


(AC0117 65) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


17451 




Seq. ID 


OJ991026JL6.0118 


.C9 


Gene No. 


36685 




Strand 


+ 




Start 


1453 




End 


1907 




Name 


OJ991026 16.0118.C9.ol. 


gs 


Method 


GENSCAN 




Start 


1453 




End 


1907 




GI 


none 




Score 


. 63 




Exons 


1453. . 1539, 1627 . . 1684, 


1870. 


. 1907 






Seq. No. 


17452 




Seq. ID 


OJ991026_16.0118 


.C10 


Gene No. 


36686 




Strand 






Start 


224 




End 


675 




Name 


OJ991026 16. 0118. CIO. ol 


,np 


Method 


AAT/NAP 




Start 


224 




End 


675 




GI 


4585884 




Score 


124 




Exons 


224 . . 675 










GI Descrip. 


(AC005850) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


17452 




Seq. ID 


OJ991026_16.0118 


.C10 


Gene No. 


36686 




Strand 


— 




Start 


224 




End 


675 




Name 


OJ991026 16. 0118. CIO. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


381 




End 


674 




GI 


none 




Score 


103 




Exons 


381. .554, 383. .520, 451 


. .552, 


560. .673 


, 564. .674, 564.. 


674 


Seq. No. 


17453 




Seq. ID 


OJ991026_16.0118 


.C12 


Gene No. 


36687 




Strand 


+ 




Start 


498 




End 


817 




Name 


OJ991026 16.0118.C12.ol 


.gs 


Method 


GENSCAN 




Start 


498 




End 


817 




GI 


none 




Score 


.89 




Exons 


498. .570, 738. .817 










Seq. No. 


17453 




Seq. ID 


OJ991026JL6.0118 


.C12 


Gene No. 


36688 




Strand 






Start 


160 




End 


588 




Name 


OJ991026 16.0118.C12.ol 


.np 


Method 


AAT/NAP 




Start 


160 




End 


588 




GI 


6539570 




Score 


185 




Exons 


160. .227, 386. .588 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


17453 




Seq. ID 


OJ991026_16.0118 


.C12 


Gene No. 


36689 




Strand 






Start 


715 




End 


801 




Name 


OJ991026_16. 0118 .C12.o2 


.np 


Method 


AAT/NAP 




Start 


715 




End 


801 




GI 


6630699 




Score 


88 




Exons 


715 . . 801 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gil 6721536 | dbj IBAA8 9566 


.11 (AP001073) : 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


17453 




Seq. ID 


OJ991026_16.0118 


.C12 


Gene No. 


36690 




Strand 







17940 



Start 


1511 




End 


2275 


Name 


OJ991026 16.0118.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1493 




End 


2275 


GI 


none 




Score 


82 


Exons 


1493. . 1591, 1713. . 1805, 


1713. 


.1802, 1714.. 1806, 1884.. 1967, 




1939. .2004, 2087. .2275, 


2091. 


.2270 




Seq. No. 


17453 




Seq. ID 


OJ991026_16.0118.C12 


Gene No. 


36690 




Strand 




Start 


1511 




End 


2275 


Name 


OJ991026 16. 0118 .C12 .o2 


. as 


Method 


GENSCAN 


Start 


1511 ~~ 




End 


2201 


GI 


none 




Score 


.8 


Exons 


1511. .1591, 1716. .1802, 


1884 . 


.2002, 2092.. 2201 


Seq. No. 


17453 




Seq. ID 


OJ991026_16.0118.C12 


Gene No. 


36690 




Strand 




Start 


1511 




End 


2275 


Name 


OJ991026 16.0118.C12.o3 


. np 


Method 


AAT/NAP 


Start 


1514 




End 


2275 


GI 


6910584 




Score 


310 


Exons 


1514 . . 1575, 1868. .2002, 


2092. 


.2275 




GI Descrip. 


(AC006424) CDS [Arabidopsis thaliana] 




Seq. No. 


17453 




Seq. ID 


OJ991026_16.0118.C12 


Gene No. 


36690 




Strand 




Start 


1511 




End 


2275 


Name 


OJ991026 16 . 0118 . C12 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1596 




End 


2264 


GI 


none 




Score 


43 


Exons 


1596. . 1625, 1713. . 1802, 


1714. 


.1803, 1884.. 1967, 1926.. 2000, 




2087. .2263, 2091. .2264 








Seq. No. 


17453 




Seq. ID 


OJ991026_16.0118.C12 


Gene No. 


36690 




Strand 




Start 


1511 




End 


2275 


Name 


OJ991026 16.0118.C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1713 




End 


2216 


GI 


none 




Score 


61 . . 


Exons 


1713. .1802, 1713. .1802, 


1714. 


.1806, 18 


84. .1964, 1957. .2004, 




2087.. 2206, 2091.. 2216 








Seq. No. 


17454 




Seq. ID 


OJ991026_16.0118.C13 


Gene No. 


36691 




Strand 


+ 


Start 


6403 




End 


6480 


Name 


OJ991026 16.0118.C13.o2, 


.np 


Method 


AAT/NAP 


Start 


6403 




End 


6480 


GI 


6630699 




Score 


91 


Exons 


6403.. '6480 - } 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gil 67 21536 | db j IBAA89566, 


.11 (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


17454 




Seq. ID 


OJ991026_16.0118.C13 


Gene No. 


36692 




Strand 


+ 


Start 


13223 




End 


15583 


Name 


OJ991026 16.0118.C13.o5. 


,gs 


Method 


GENSCAN 



17941 




Start 


13223 




End 


15583 






GI 


none 




Score 


.78 






Exons 


13223. . 13357, 13453. 


. 13510, 


13696. .13808, 14622, 


, . 14737, 






15008. .15041, 15211. 


. 15396, 


15482. .15583 






Seq. No. 


17454 




Seq. ID 


OJ991026_ 


16.0118 


.C13 


Gene No. 


36692 




Strand 


+ 






Start 


13223 




End 


15583 






Name 


OJ991026 16.0118.C13 


. o2 . OD 


Method 


AAT/GAP 






Start 


13324 




End 


13560 






GI 


568247 




Score 


202 






Exons 


13324 . . 13357, 13453. 


. 13560 










Seq. No. 


17454 




Seq. ID 


OJ991026_ 


16.0118 


.C13 


Gene No. 


36692 




Strand 


+ 






Start 


13223 




End 


15583 






Name 


OJ991026 16.0118.C13 


. o3 . gp 


Method 


AAT/GAP 






Start 


13592 




End 


14641 






GI 


none 




Score 


861 






Exons 


13592 . . 13808, 14394 . 


.14641 










Seq. No. 


17454 




Seq. ID 


OJ991026_ 


16. 0118 


.C13 


Gene No. 


36692 




Strand 


+ 






Start 


13223 




End 


15583 






Name 


OJ991026 16.0118.C13, 


. o5 . np 


Method 


AAT/NAP 






Start 


14610 




End 


15580 






GI 


6091761 




Score 


563 






Exons 


14610. .14737, 14855., 


.14909, 


15008. .15128, 15254. 


. 15396, 






15482. .15580 












GI Descrip. 


(AC009327) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


17454 




Seq. ID 


OJ991026_ 


16.0118. 


.C13 


Gene No. 


36692 




Strand 


+ 






Start 


13223 




End 


15583 






Name 


OJ991026 16.0118.C13, 


. o4 .gp 


Method 


AAT/GAP 






Start 


14713 




End 


15176 






GI 


LIB3434-014-P1-K1-A1 




Score 


759 






Exons 


14713. .15176 












GI Descrip. 


, 6091761/gb|AAF03471. 


.1IAC009327 10 6.0e-15 (AC009327) 






hypothetical protein 


[Arabidopsis thaliana] 1 






Seq. No. 


17454 




Seq. ID 


OJ991026_ 


16.0118, 


,C13 


Gene No. 


36693 




Strand 








Start 


1 




End 


3176 






Name 


OJ991026 16.0118.C13. 


, ol . np 


Method 


AAT/NAP 






Start 


1 




End 


3176 






GI 


6910588 




Score 


429 






Exons 


1..255, 2206. .2441, 3002. .3176 








GI Descrip. 


-CAC006424) CDS [Arabidopsis 


thaliana] 








Seq. No. 


17454 




Seq. ID 


OJ991026_ 


16.0118. 


C13 


Gene No. 


36693 




Strand 








Start 


1 




End 


3176 






Name 


OJ991026 16.0118.C13. 


o2 . gs 


Method 


GENSCAN 






Start 


2176 




End 


2517 






GI 


none 




Score 


.99 







Exons 2176.. 2517 



17942 



Seq. No. 17454 Seq. ID OJ991026_16 . 0118 . C13 

Gene No. 36694 Strand 

Start 6400 End 6823 

Name OJ991026_16 . 0118 . C13 . ol . gp Method AAT/GAP 

Start 6400 End 6823 

GI LIB3479-006-Q6-K1-B11 - Score 678 

Exons • 6400. . 6823 

GI Descrip. ■ 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 17454 Seq. ID OJ991026_16 . 0118 . C13 

Gene No. 36695 Strand 

Start 10094 End 15833 

Name OJ991026_16 . 0118 .C13 . ol . ts Method TBLASTX : Soybean 

Start 16 End 2395 

GI none Score 170 

Exons 16.. 261, 35.. 253, 2191.. 2391, 2198.. 2395 



Seq. No. 


17454 










Seq. ID 


OJ991026_16.0118.C13 


Gene No. 


36695 










Strand 




Start 


10094 










End 


15833 


Name 


OJ991026 


_16. 


0118. 


C13. 


o2. tc 


Method 


TBLASTX: Cress 


Start 


22 










End 


2373 


GI 


none 










Score 


86 


Exons 


22. .261, - 


34. 


.249, 


35. 


.256, 


2203. .2373 




Seq. No. 


17454 










Seq. ID 


OJ991026_16.0118.C13 


Gene No. 


36695 










Strand 




Start i: 


10094 










End 


15833 


Name 


OJ991026 


_16. 


0118. 


C13. 


o2. tm 


Method 


TBLASTX: Maize 


Start 


22 










End 


11849 


GI 


none 










Score 


83 


Exons 


22. .201, 


22. 


.204, 


32. 


.202, 


205. .264, : 


206. .256, 11784. .11849 



Seq. No. 17454 Seq. ID 

Gene No. 36695 Strand 

Start 10094 End 

Name OJ991026_16 . 0118 . C13 . o4 . tm Method 

Start 2191 End 

GI none Score 

Exons 2191.. 2385, 2204.. 2386 



OJ991026_16.0118.C13 
15833 

TBLASTX: Maize 

2386 

228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI, 

Exons 

GI Descrip. 



17454 
36695 
10094 

OJ99102 6_16. 0118.C13.o3. 

10094 

4539369 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991026_16.0118.C13 

15833 
AAT/NAP 
15833 
247 



10094. .10323, 11307. .11629, 15784.. 15833 
(AL049525) putative protein [Arabidopsis thaliana] 



Seq. No. 17454 Seq. ID OJ991026_1 6 . 01 18". C13 

Gene No. ■ 36695 Strand 

Start 10094 End 15833 

Name OJ991026__16 . 0118 . C13 . o4 . np Method AAT/NAP 

Start 10144 End 13362 



17 943 



GI 728868 Score 106 

Exons 10144. .10323, 11307 .. 11609, 13341.. 13362 

GI Descrip. ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 

gi I 99824 | pir | | S16748 proline-rich protein - rape (fragment) 

gi I 22597 | emb | CAA42924 | (X60376) proline-rich protein [Brassica 

napus] 



Seq. No. 17454 

Gene No. 36695 

Start 10094 

Name OJ991026_16 . 0118 . C13 . o2 . ts 

Start 14619 

GI none 

Exons 14619. .14738, 14 619 .. 14738 , 
14841. .14912 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991026_16.0118.C13 
15833 

TBLASTX: Soybean 

14912 

193 



14 621. .14752, 14 635. .14739, 



Seq. No. 17454 Seq. ID 

Gene No. 36695 Strand 

Start 10094 End 

Name OJ991026_16 . 0118 . C13 . ol . tm Method 

Start 14636 End 

GI none Score 

Exons 14636. 

14830. 



OJ991026 16.0118.C13 



14749, 14637. .14753, 14775. 
14916, 14831. .14917, 14936. 



15833 

TBLASTX: Maize 
15139 
195 

14915, 14781. . 14915, 
15136, 14944. .15135, 



14960. .15139 



Seq. No. 17454 Seq. ID 

Gene No. 36695 Strand 

Start 10094" End 

Name OJ991026_16 . 0118 . C13 . ol . tc Method 

Start 15089 End 

GI none Score 
Exons 



OJ991026_16.0118.C13 
15833 

TBLASTX: Cress 

15600 

60 



15089. .15133, 15097. .15129, 15253 .. 15396, 15253 .. 15396, 
15282. .15398, 1547 6 .. 15583, 15481.. 15600 



Seq. No. 17454 

Gene No. 36695 

Start 10094 

Name OJ991026_16 . 0118 . C13 . o3 . tm 

Start 15253 

GI none 

Exons 15253. .15396, 15253 .. 15396, 1547 6 .. 15619, 15481 
15483. .15605 



Seq. ID OJ991026_16.0118.C13 
Strand 

End 15833' 

Method TBLASTX : Mai ze 

End 15619 

Score 182 

15600, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17455 
36696 
5551 

OJ991026_16.0118.C14.o2.gs 

5551 

none 



Seq. ID OJ991026_16.0118.C14 

Strand + 

End 7501 

Method GENSCAN r. 

End 7501 

Score .55 



5551. .5653, 5673. .5933, 7021. .7067, 7195. .7326, 7376. .7501 



Seq. No. 17455 

Gene No. 36697 

Start 7926 

Name OJ991026_16 . 0118 . C14 . ol . np 

Start 7926 



Seq. ID OJ991026_16.0118.C14 

Strand + 

End 11731 

Method AAT/NAP 

End 11728 



17944 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6630696 Score 6546 

7926. . 11728 

(AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Or.yza sativa] 



17455 Seq. ID 

36697 u Strand 

7 926 End 
OJ991026_16.0118.C14 .o3.gs Method 

7 926 End 

none Score 

7926.. 8673, 8784.. 8932 



OJ991026_16.0118.C14 
+ 

11731 
GENSCAN 
8932 
.8 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17455 
36697 
7926 

OJ991026_16.0118.C14.ol.gp 
7968 

101595_1.R1084 
7968.-8668, 8784. .8858 
•3047066 3.0e-15 (AF058825) 



Seq. ID OJ991026_16.0118.C14 

Strand + 

End . 11731 

Method AAT/GAP 

End 8858 

Score 1451 

contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



17455 ' Seq. ID. 

36697 Strand 

7926 End 
OJ991026_16.0118.C14 .o4 .gs Method 

9794 End 

none Score 
9794 . . 11731 



OJ991026_16.0118.C14 

+ 

11731 
GENSCAN 
11731 
.5 



Seq. No. 17455 Seq. ID 

Gene No. 36698 Strand 

Start 12437 End 

Name OJ991026_16 . 0118 . C14 . o5 . gs Method 

Start . . 12437 End 

GI none Score 

Exons 12437.. 12697 



OJ991026_16.0118.C14 
+ 

12697 
GENSCAN 
12697 
.5 



Seq. No. 17455 Seq. ID 

Gene No. 36699 Strand 

Start 94 6 End 

Name OJ991026_16 . 0118 . C14 . ol . gs Method 

Start 94 6 End 

GI none Score 
Exons 



OJ991026_16.0118.C14 

4646 
GENSCAN 
4646 
.88 



946. .1643, 3634. .3710, 4084. .4208, 4289. .4377, 4622. .4646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17455 
36700 
13289 

OJ991026_16.0118.C14 .06. tm 
1144 



none 
1144 . 
1482, 
1552. 



End 

_ Method 

End 
Score 

1317, 1153. .1317, 1166. .1321, 1194. .1325, 1440 
1640, 1544. .1597, 1544. .1642, 1546. .1602, 1546 



Seq. ID OJ991026_16.0118.C14 
Strand 

14583 

TBLASTX: Maize 
4381 
87 



, 1502, 
,1644, 



1644, 1554. .1640, 3629. .3712, 3630. .3713, 3642. .3713, 



17945 






4083. .4208, 


4085 


. .4129, 


4286. 


.4381, 4292. .4378 


Seq. No. 


17455 








Seq. ID 


OJ991026_16.0118.C14 


Gene No. 


36700 








Strand 




Start 


13289 








End 


14583 


Name 


OJ991026 16 


.0118 


.C14 .o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


7820 








End 


8217 


GI 


none 








Score 


128 


Exons 


7820. .7918, 


7821 


. .7955, 


7932. 


.8216, 8006. .8197, 8035. .8217, 




8086. .8217 












Seq. No. 


17455 








Seq. ID 


OJ991026_16.0118.C14 


Gene No. 


36700 








Strand 




Start 


13289 








End 


14583 


Name 


OJ991026 16 


.0118 


.C14 .o5 


. tm 


Method 


TBLASTX: Maize 


Start 


7968 








End 


8276 


GI 


none 








Score 


313 


Exons 


7968. .8276, 


8015 


. .8197, 


8068. 


.8211, 8097. .8273 


Seq. No. 


17455 








Seq. ID 


OJ991026_16.0118.C14 


Gene No. 


36700 








Strand 




Start 


13289 








End 


14583 


Name 


OJ991026 16 


.0118 


.C14^ol 


.tm 


Method 


TBLASTX: Maize 


Start 


8799 








". End 


9143 


GI 


none 








Score 


376 


Exons 


8799.'. 9071, 


8800 


. .9072, 


8801. 


.9073, 8801. .9073, 9102. .9143 


Seq. No. 


17455 








Seq. ID 


OJ991026_16.0118.C14 


Gene No . 


36700 








Strand 




Start 


13289 








End 


14583 


Name 


OJ991026 16 


.0118 


.C14 .o5 


. ts 


Method 


TBLASTX : Soybean 


Start 


9117 








End 


9497 


GI 


none 








Score 


88 


Exons 


9117. .9266, 


9249 


. .9497 








Seq. No. 


- 17455 








Seq. ID 


OJ991026_16.0118.C14 


Gene No. 


36700 








Strand 




Start 


13289 








End . 


14583 


Name 


OJ991026 16 


.0118 


.C14.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


9255 








End 


9719 


GI 


none 








Score 


313 


Exons 


9255. .9719, 


9494 


. .9712 








Seq. No. 


17455 








Seq. ID 


OJ991026_16.0118.C14 


Gene No. 


36700 








Strand 




Start 


13289 








End 


14583 


Name 


OJ991026 16 


.0118 


.C14 .o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


9362 








End 


9562 


GI 


none 








Score 


278' 


Exons 


9362. .9562, 


9363 


. .9560, 


9370. 


. 9561 




Seq. No. 


17455 








Seq. ID 


OJ991026_16.0118.C14 


Gene No. 


36700 








Strand 




Start 


13289 








End 


14583 


Name 


OJ991026 16 


.0118 


.C14 .o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


9507 








End 


9728 


GI 


none 








Score 


207 



17946 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



9507. .9728, 9509. .9724 

17455 
36700 
13289 

OJ991026_16.0118.C14 .ol.tw 

9563 

none 



Seq. ID OJ991026_16.0118.C14 
Strand 
End 

Method 
End 
Score 



14583 

TBLASTX: Wheat 

10309 

210 



9563.-9853, 9563. .9853, 9570. .9854, 9574. .9876, 9830. .10309, 
9850.. 10059, 10120. . 10305, 10127.. 10309 



17455 Seq. ID 

36700 Strand 

13289 End 
OJ991026_16.0118.C14 .ol.ts Method 

10229 End 

5509260 Score 

10229. .10693, 10324.. 10485 



OJ991026_16.0118.C14 
14583 

TBLASTX : Soybean 

10693 

386 



17455 
36700 
13289 

OJ991026_16.0118.C14 .ol.tc 

10322 

none 

10322. .10582, 10324.. 10494 



Seq. ID OJ991026_16.0118.C14 
Strand 

End 14583 

Method TBLASTX : Cress 

End 10582 

Score 283 



17455 
36700 
13289 

OJ991026_16. 0118.C14 .o2.tm 

10363 

none 

10363. .10494, 10364 10828, 



Seq. ID OJ991026_16.0118.C14 
Strand 

End 14583 

Method TBLASTX : Mai ze 

End 10828 

Score 361 
10499. .10579, 10615. .10725 



17455 
36700 
13289 

OJ991026_16. 0118 .C14 .o3.tw 

10364 

none 

10364. .10708, 10381. .10545, 



Seq. ID OJ991026_16.0118 .C14 
Strand 

End 14583 

Method TBLASTX : Wheat 

■ End 10909 

Score 311 
10703. .10909 



17455 
36700 
13289 

OJ991026_16. 0118.C14 .o2.ts 

10762 

none 

107 62. .1092 6, 107 63. .10921, 
10931. .11113 



Seq. ID OJ991026_16.0118.C14 
Strand 

End 14583 

Method TBLASTX : Soybean 

End 11113 

Score 141 
10921. .11109, 10922. .11110, 



17455 
36700 
13289 

OJ991026 16.0118.C14 .o3.tm 



Seq. ID OJ991026_16.0118.C14 
Strand 

End 14583 

Method TBLASTX: Maize 



17947 




Start 


10889 




End 


11261 




GI 


none 




Score 


354 




Exons 


10889. . 11260, 10912. . 


11259, 


11013. .11261 




Seq. No. 


17455 




Seq. ID 


OJ991026_16.0118 


. C14 


Gene No. 


36700 




Strand 






Start 


13289 




End 


14583 




Name 


OJ991026 16.0118.C14. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11117 




End 


11592 




GI 


none 




Score - 


102 




Exons 


11117. .11191, 11122. . 


11211, 


11122. .11190, 11206. .11592, 






11207. .11590 










Seq. No. 


17455 




Seq. ID 


OJ991026_16.0118 


.C14 


Gene No. 


36700 




Strand 






Start 


13289 




End 


14583 




Name 


OJ991026 16.0118.C14. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11123 ~ 




End 


11464 




GI 


' none 




Score 


96 




Exons 


11123. .11236, 11158. . 


11226, 


11255. .11464, 11260. .11385 




Seq. No. 


17455 




Seq. ID 


OJ991026_16.0118 


.C14 


Gene No. 


36700 




Strand 






Start 


13289 




End 


14583 




Name 


OJ9-91026 16.0118.C14. 


o 6 . gs 


Method 


GENSCAN 




Start 


13289 ~ 




End 


14583 




GI 


none 




Score 


.57 




Exons 


13289. . 13361, 14537 . . 


14583 








Seq. No. 


17456 




Seq. ID 


OJ991026_16.0118 


.C15 


Gene No. 


36701 




Strand 






Start 


368 




End 


1481 




Name 


OJ991026 16.0118.C15. 


ol . gs 


Method 


GENSCAN 




Start 


368 




End 


1481 




GI 


none 




Score 


.58 




Exons 


368 . .415, 1215 . . 1481 










Seq. No. 


17457 




Seq. ID 


OJ991026_16.0118 


.C16 


Gene No. 


36702 




Strand 






Start 


1 




End 


617 




Name 


OJ991026 16. 0118. CI 6. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


617 




GI 


27824 1.R1084 




Score 


1159 




Exons 


1 . . 617 










GI Descrip. 


1 4309732/gb| AAD15502 | 


7 . Oe- 


10 (AC006439) hypothetical protein 




[Arabidopsis thai i ana 


] 1 








Seq. No. " 


17457 




Seq. ID 


OJ991026JL6.0118 


.C16 


Gene No. 


36702 




Strand 






Start 


1 • 




End 


617 




Name 


OJ991026 16 0118 C16 


ol . gs 


Method 


GENSCAN 




Start 


211 




End 


528 




GI 


none 




Score 


.76 




Exons 


211. .528 










Seq. No. 


17457 




Seq. ID 


OJ991026_16.0118 


.C16 


Gene No. 


36702 




Strand 







17948 




Start 


1 End 


617 


Name 


OJ991026 16.0118.C16.ol.np Method 


AAT/NAP 


Start 


232 End 


542 


GI 


6539266 Score 


225 


Exons 


232. .542 




GI Descrip. 


(AC011765) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


17458 Seq. ID 


OJ991026_16.0118.C17 


Gene No. 


36703 Strand 


+ 


Start 


138 End 


195 


Name 


OJ991026 16.0118.C17.ol.gs Method 


GENSCAN 


Start 


138 End 


195 


GI 


none Score 


. 68 


Exons 


138. .195 




Seq. No. 


17459 Seq. ID 


OJ991026_17.0118.C1 


Gene No. 


36704 Strand 


+ 


Start 


50 End 


186 


Name 


OJ991026 17.0118.Cl.ol.gs Method 


GENSCAN 


Start 


50 End 


186 


GI 


none Score 


.48 


Exons 


50. .186 




Seq. No. 


17460 Seq. ID 


OJ991026_17.0118.C2 


Gene No . 


36705 Strand 




Start 


1 End 


468 


Name 


OJ991026 17.0118.C2.ol.np Method 


AAT/NAP 


Start 


1 End 


365 


GI 


6539555 Score 


305 


Exons 


1. .365 




GI Descrip. 


(AP000836) Similar to mariner transposase (AF078934) [Oryza 




sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to ma 




transposase (AF078934) [Oryza sativa] 




Seq. No. 


17460 Seq. ID 


OJ991026_17.0118.C2 


Gene No. 


36705 Strand 




Start 


1 End 


468 


Name 


OJ991026 17.0118.C2.ol.gs Method 


GENSCAN 


Start 


75 End 


468 


GI 


none Score 


.7 


Exons 


75. .468 




Seq. No. 


17461 Seq. ID 


OJ991026_17.0118.C3 


Gene No. 


36706 Strand 


+ 


Start 


1 End 


96 


Name 


OJ991026 17.0118.C3.ol.gp Method 


AAT/GAP 


Start 


1 End 


96 


GI 


21474 1.R1084 Score 


172 


Exons 


1. .96 




GI Descrip. 


' 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidops 




thaliana] 1 




Seq. No. 


17462 Seq. ID 


OJ991026_17.0118.C4 


Gene No. 


36707 Strand 


+ 


Start 


162 End 


729 


Name 


OJ991026 17.0118.C4 .ol.np Method 


AAT/NAP 


Start 


162 End 


729 



17949 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4836913 Score 
162. .311, 351. .729 

(AC007153) 64008 [Arabidopsis thaliana] 



249 



17462 
36707 
162. .. 

OJ99i026_17.0118.C4.ol.tc 

502 

none 

502. .681, 682. .711 



Seq. ID OJ991026_17.0118.C4 

Strand . + 

End 729 

Method TBLASTX : Cress 

End 711 

Score 202 



17463 
36708 
1 

OJ991026_17.0118 .C5.ol.np 
1 

2190557 

1..202, 350. .473, 601. .964, 1262. .1304 
(AC001229) F5I14.11 [Arabidopsis thaliana] 



Seq. ID OJ991026_17.0118.C5 

Strand + 

End 1304 

Method AAT/NAP 

End 1304 

Score 748 



17463 
36708 
1 

OJ991026_17.0118.C5.o2.ts 
1 

none 

1..126, 1..126 

17463 
36708 
1 

OJ99102 6_17.0118.C5.ol.gs 

52 

none 

52. .202, 350. .473, 601. .961 

17463 
36708 
1 

OJ991026_17 . 0118 .C5.ol.ts 

138 

none 



Seq. ID OJ991026_17.0118.C5 

Strand + 

End 1304 

Method TBLASTX : Soybean' 

End 12 6 

Score 189 



Seq. ID OJ991026_17.0118.C5 

Strand + 

End 1304 

Method GENSCAN 

End 961 

Score .87 



Seq. ID OJ991026_17.0118.C5 

Strand + 

End 1304 

Method TBLASTX : Soybean 

End 808 

Score 99 



138. .212, 139. .204, 348. .479, 349. .483, 599. .808, 600. .671, 
601. .702 



Seq. No. 17463 

Gene No. 36708 

Start 1 

Name OJ99102 6_17 . 0118 . C5 . ol . tc 

Start 366 

GI none 
Exons 



Seq. ID OJ991026_17 .0118 .C5 

Strand + 

End 1304 

Method TBLASTX : Cress 

End 964 

Score 149 



366. .479, 367. .483, 590. .877, 601. .837, 602. .877, 899. .964, 
901. .963 



Seq. No. 
Gene No. 



17463 
36708 



Seq. ID OJ991026_17.0118.C5 
Strand + 



17950 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991026_17.0118.C5.ol.tm 

601 

none 

601. .801, 602. .895 



End 

Method 

End 

Score 



1304 

TBLASTX: Maize 

895 

227 



OJ991026 17. 0118. C6 



17464 Seq. ID _ 

36709 Strand 

1 End 1524 

OJ991026_17 . 0118 . C6 . ol . gp Method AAT/GAP 

1 End 1524 

2310235 Score 285 
1..66, 943. .1082, 1493. .1524 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



[Sorghum bicolor] 



17464 Seq. ID 

36709 Strand 

1 End 

OJ99102 6_17.0118.C6.ol.np Method 

1 End 

4680203 Score 
1. .1082 

(AF114171) TNP2-like protein 

17464 Seq. ID 

36709 Strand 

1 End 

OJ991026_17 . 0118 . C6 . o2 . tw Method 

1 End 

none Score 
1..162, 3. .161 

17464 Seq. ID 

36709 Strand 

1 End 

OJ99102 6_17 . 0118 .C6.ol . tc Method 

3 End 

none Score 
3. .290, 10. .105, 145. .297 

17464 Seq. ID 

36709 Strand 

1 End 

OJ991026_17 .0118 .C6.ol.tm Method 

3 End 

none Score 
3. .188, 7. .108, 15. .209 

17464 ' Seq. ID 

36709 Strand 

1 End 

OJ99102 6_17 . 0118 . C6 . ol . gs Method 

12 End 

none Score 
12. .1082 



OJ991026_17.0118.C6 

1524 
AAT/NAP 
1082 
1246 



OJ991026_17.0118.C6 
1524 

TBLASTX: Wheat 

162 

172 



OJ991026_17.0118.C6 
1524 

TBLASTX: Cress 

297 

74 



OJ991026_17.0118.C6 
1524 

TBLASTX: Maize 

209 

73 



OJ991026_17.0118.C6 

1524 
GENSCAN 
1082 
.58 



17951 



Seq. No. 17464 

Gene No. 36709 

Start 1 * 

Name OJ991026JL7 . 0118 ,C6. ol . ts 

Start 30 

GI none 
Exons 



Seq. ID OJ991026_17.0118.C6 
Strand 

End 1524 

Method TBLASTX : Soybean 

End 459 

Score 103 



30. .326, 43. .294, 321. .383, 376. .459, 384. .458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17464 
36709 
1 

OJ991026_17.0118.C6.ol.tw 

375 

none 



Seq. ID OJ991026_17.0118.C6 
Strand 

End 1524 

Method TBLASTX : Wheat 

End 731 

Score 158 



375. .632, 380. .631, 390. .641, 391. .633, 624. .731 



Seq. No. 17465 

Gene No. 36710 

Start 248 

Name OJ991026_17 . 0118 . C7 . ol . gs 
Start ' 248 

GI none 

Exons 248.. 331, 2217.. 2341 



Seq. ID OJ991026_17.0118.C7 

Strand + 

End 2341 

Method GENSCAN 

End 2341 

Score .47 



Seq. No. 17466 

Gene No. 36711 

Start 159 

Name OJ99102 6_17 . 0118 . C8 . ol . np 

Start 113 

GI 6862923 

Exons 113.. 935, 1808.. 1871 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991026_17.0118.C8 
Strand 

End 1871 

Method AAT/NAP 

End 1871 

Score 318 



Seq. No. 17466 

Gene No. 36711 

Start 159 

Name OJ991026_17 . 0118 . C8 . ol . gs 

Start 159 

GI none 

Exons 159.. 378, 441.. 1183 



Seq. ID OJ991026_17.0118.C8 
Strand 

End 1871 

Method GENSCAN 

End 1183 

Score .7 



Seq. No. 17466 

Gene No. 36711 

Start 159 

Name OJ991026_17 . 0118 . C8 . ol . ts 

Start 273 

GI none 
Exons 



Seq. ID OJ991026_17.0118.C8 
Strand 

End 1871 

Method TBLASTX : Soybean 

End 698 

Score 38 



273. .344, 347. .493, 348. .404, 473. .661, 495. .698 



Seq. No. 17466 

Gene No. 36711 

Start 159 

Name OJ991026_17 . 0118 . C8 . ol . tm 

Start 347 

GI none 
Exons 



Seq. ID OJ991026_17.0118.C8 
Strand 

End 1871 

Method TBLASTX : Maize 

End 752 

Score 4 5 



347. .472, 348. .401, 486. .752, 488. .751 



17952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17467 
36712 
1 

OJ991026_17.0118.C9.ol.np 
1 

2642158 

1..482, 5433.. 5543, 5604. .5959, 6183. .6276 

(AC003000) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991026_17.0118.C9 
Strand 

End 6276 

Method AAT/NAP 

End 6276 

Score 383 



17467 Seq. ID 

36712 Strand 

1 End 

OJ991026_17. 0118.C9.ol.gs Method 

75 End 

none Score 
75. .956 



OJ991026_17.0118.C9 

6276 
GENSCAN 
956 
.64 



Seq. No. 17467 

Gene No. 36712 

Start 1 

Name OJ991026_17 . 01 18 . C9 . o3 . gs 

Start 4908 

GI none 

Exons 4908.. 5993 



Seq. ID OJ991026_17.0118.C9 
Strand 

End 6276 

Method GENSCAN 

End 5993 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17467 
36713 
7508 .... 

OJ991026_17.0118.C9.ol.tm 
15 

none 



Seq. ID OJ991026JL7.0118.C9 
Strand 

9398 

TBLASTX: Maize 
8195 
111 



End 

Method 
End 
Score 

15. .218, 306. .479, 310. .483, 4941. .5183, 5235. .5309, 5343. .5414, 
5736. .5954, 5746. .5928, 7514. .7783, 7533. .7691, 7827. .8036, 
7838. .8032, 8085. .8195 



Seq. No. 17467 

Gene No. 36713 

Start 7508 

Name OJ991026_17 . 0118 . C9 . ol . ts 

Start 15 

GI none 
Exons 



Seq. ID OJ991026_17.0118.C9 
Strand 

9398 

TBLASTX : Soybean 
8033 
111 



End 

Method 
End 
Score 

15. .218, 306. .491, 313. .483, 4941. .5201, 5235. .5306, 5343. .5414, 
7514. .7783, 7836. .8033, 7838. .8032 



Seq. No. 17467 

Gene No. 36713 

Start 7508 

Name OJ991026_17 . 0118 . C9 . ol . tc 

Start .j 312 

GI none 
Exons 



Seq. ID OJ991026_17.0118.C9 
Strand 

End 9398 

Method TBLASTX : Cress 

End 8030 

Score 75 



312. .515, 325. .498, 5235. .5309, 5343. .5414, 5421. .5489, 
7838. .8029, 7938. .8030 



Seq. No. 17467 

Gene No. 36713 

Start 7508 

Name OJ991026_17 . 0118 . C9 . o4 . gs 



Seq. ID OJ991026_17.0118.C9 
Strand 

End 9398 

Method GENSCAN 



17953 




Start 


7508 












GI 


none 






ft 1 

• OX 






R von q 


7508.. 7952, 7987.. 8260 












Seq. No. 


17467 




C PfT TP) 
Jdl^ . XL/ 




X / ■ U X X 0 




Gene No. 


36713 




Strand 








Start 


7508 




End - - 


. 9398 






Name 


OJ991026 17.0118.C9.o2.np 


Method 


AAT /NAP 






Start 


7514 




End 


^ J JO 






(ZJ 

O J. 


4680501 




Score 


?ft S 






DAUl 1 O 


7514. .8073, 9357. .9398 












f^T Pl o q t~ "i o 


(AF119222) hypothetical protein [Oryza 


sdt 1 va j 








17468 




Seq. ID 


O.TQQ1 09 


17 011ft 


pi 0 

.LIU 


Qfanp No 


36714 




Strand 


+ 






Start 


195 




End 


2539 






Name 


OJ991026 17. 0118. C10. ol. 


gp 


Method 


AAT /GAP 






Start 


195 




End 


1202 








LIB34 74-004 -P1-K1-B9 




Score 


291 






Pyrin q 


195. .306, 1145. .1202 












OX L/GOWJ LU ■ 


, 5852182/emb|CAB55420. 1| 


9.0e- 


-13 (AL117265) zhb0012.1 [Oryz. 




sativa] 1 












Seq. No. 


17468 




Seq. ID 


OJ991026 


_17.0118 


.C10 


Gene No. 


36714 




Strand 


+ 






Start 


195 




End 


2539 






LNclULG 


OJ991026 17. 0118. C10. ol. 


gs 


Method 


GENSCAN 








195 




End 


2539 






GI 


none 




Score 


.71 






Ej A. 1 1 0 


195. .306, 1145. .1253, 2460. .2539 








O ^ VJ • • 


17468 




Seq. ID 


OJ991026 


_17.0118 


.C10 


Gene No. 


36715 




Strand 








Start 


5955 




End 


8430 






Name 


OJ991026 17. 0118. C10. ol. 


np 


Method 


AAT /NAP 






Start 


5955 




End 


8430 






GI 


4680500 




Score 


358 








5955. .6567, 8384. .8430 












f^T Dp^rri n 

\J X Ly *w O i_ JU • 


(AF119222) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


17468 




Seq. ID 


OJ991026_ 


_17.0118 


.C10 


Gene No. 


36715 




Strand 








Start 


5955 




End 


8430 






Name 


OJ991026 17. 0118. C10. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5970 




End 


7033 






GI 


none 




Score 


100 






i_j ^\ 1 1 o 


5970. .6221, 5986. .6183, 


6279. 


.6539, 6280. .6474, 


6827. .7033 


Seq. No. 


17468 




Seq. ID 


OJ991026 


JL7.0118 


.C10 


Gene No. 


36715 




Strand 








Start 


5955 




End 


8430 






Name 


OJ991026 17. 0118. C10. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5970 




End 


6540 






GI 


none 




Score 


99 






Exons 


5970. .6239, 6016. .6195, 


6279. , 


.6539, 6307.. 6540 






Seq. No. 


17468 




Seq. ID 


OJ991026_ 


_17.0118 


.C10 



17954 




Gene No. 


36715 










Strand 




Start 


5955 










End 


8430 


Name 


OJ991026 17 


.0118 


.ClO.ol 


. tw 




Method 


TBLASTX: Wheat 


Start 


5970 










End 


6359 


GI 


none 










Score 


205 


Exons 


5970. .6047, 


6045 


. .6359 










Seq. No. 


17468 










Seq. ID 


OJ991026_17. 0118 .C10 


Gene No. 


36715 










Strand 




Start 


5955 










End 


8430 


Name 


OJ991026 17 


.0118, 


.ClO.ol 


. tc 




Method 


TBLASTX: Cress 


Start 


6279 










End 


6536 


GI 


none 










Score 


96 


Exons 


6279. . 6536, 


6280, 


. .6471 










Seq. No. 


17469 










Seq. ID 


OJ991026__17.0118.C11 


Gene No. 


36716 










Strand 




Start 


607 










End 


3892 


Name 


OJ991026 17 


.0118, 


.Cll.ol, 


.gs 




Method 


GENSCAN 


Start 


607 










End 


3733 


GI 


none 










Score 


. 62 


Exons 


607. .649, 8 


16.. 1318, 3206.. 


3733 




Seq. No. 


17469 










Seq. ID 


OJ991026 17.0118.C11 


Gene No. 


36716 










Strand 




Start 


607 










End 


3892 


Name 


OJ991026 17 


.0118. 


.Cll.ol, 


.np 




Method 


AAT/NAP 


Start 


1061 










End 


2862 


GI 


6862923 










Score 


110 


Exons 


1061. . 1243, 


2817, 


. .2862 










GI Descrip. 


(AC018907) 


unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


17469 










Seq. ID 


OJ991026_17.0118.C11 


Gene No. 


36716 










Strand 




Start 


607 










End 


3892 


Name 


OJ991026 17 


.0118. 


.Cll.ol, 


,tc 




Method 


TBLASTX: Cress 


Start 


1062 










End 


3566 


GI 


none 










Score 


111 


Exons 


1062. . 1121, 


3192. 


, .3482, 


3280. 


.3456, 3495.. 3554, 3495.-3566 


Seq. No. 


17469 










Seq. ID 


OJ991026_17.0118.C11 


Gene No. 


36716 










Strand 




Start 


607 










End 


3892 


Name 


' OJ991026 17 


.0118. 


Cll.ol, 


, tm 




Method 


TBLASTX: Maize 


Start 


1062 










End 


3722 


GI 


none 










Score 


101 


Exons 


1062. .1247, 


1090. 


.1248, 


3210. 


.3479, 3226.. 3456, 3477.. 3722, 




3526. . 3672 














Seq. No. 


17469 










Seq. ID 


OJ991026_17.0118.C11 


Gene No. 


36716 










Strand 




Start 


607 










End 


3892 


Name 


OJ991026 17 


.0118. 


Cll.ol. 


ts 




Method 


TBLASTX: Soybean 


Start 


1062 










End 


3711 


GI 


none 










Score 


93 


Exons 


1062. . 1238, 


1090. 


.1239, 


3210. 


.3476, 3223. .3456, 3477. .3680, 



3526. .3711 



17955 



Seq. No. 


17469 






Seq. ID 


OJ991026_17.0118, 


.Cll 


Gene No. 


36716 






Strand 






Start 


607 






End 


3892 




Name 


OJ991026 17 


.0118 .Cll.o2 


.np 


Method 


AAT/NAP 




Start 


2693 






End , 


3892 




GI 


2642158 






Score 


273 




Exons 


2693. .2809, 


3185. .3684, 


3766. 


.3892 






GI Descrip. 


(AC003000) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


17470 






Seq. ID 


OJ991026_17.0118. 


.C12 


Gene No. 


36717 






Strand 


— 




Start 


128 






End 


2415 




Name 


OJ991026 17 


.0118.C12.ol 


. gs 


Method 


GEN SCAN 




Start 


128 






End 


2415 " 




GI 


none 






Score 


.43 




Exons 


128. .268, 2318. .2415 










Seq. No. 


17470 






Seq. ID 


OJ991026_17.0118. 


C12 


Gene No. 


36718 






Strand 






Start 


3393 






End 


4442 




Name 


OJ991026 17 


.0118.C12.o2 


.gs 


Method 


GENSCAN 




Start 


3393 






End 


4442 




GI 


none 






Score 


1 




Exons 


3393 . .4442 












Seq. No. 


17470 






Seq. ID 


OJ991026_17.0118. 


C12 


Gene No. 


36718 






Strand 






Start 


3393 






End 


4442 




Name 


OJ991026_17 


.0118.C12.ol 


.np 


Method 


AAT/NAP 




Start 


3399 






End 


3953 




GI 


4680341 






Score 


268 




Exons 


3399. . 3953 












GI Descrip. 


(AF128457) 


hypothetical 


protein [Oryza 


sativa subsp. indica^ 


Seq. No. 


17470 






Seq. ID 


OJ991026_17.0118. 


C12 


Gene No. 


36719 






Strand 






Start 


5568 






End 


7921 




Name 


OJ991026 17 


.0118.C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3492 






End 


3881 




GI 


none 






Score 


82 




Exons 


3492. .3674, 


3711. .3881, 


3733. 


.3870 






Seq. No. 


17470 






Seq. ID 


OJ991026_17.0118. 


C12 


Gene No. 


36719 






Strand 






Start 


5568 






End 


7921 




Name 


OJ991026 17 


.0118.C12.o3 


.gs 


Method 


GENSCAN 




Start 


5568 






End 


7788 




GI 


none 






Score 


.92 




Exons 


5568. .5773, 


6129. .6298, 


6553. 


.6684, 6896. .7044, 7175. .7261, 




7706. .7788 












Seq. No. 


17470 






Seq. ID 


OJ991026_17.0118. 


C12 


Gene No. 


36719 






Strand 






Start 


5568 






End 


7921 . 




Name 


OJ991026 17 


.0118.C12.ol, 


• gp 


Method 


AAT/GAP 




Start 


5921 






End 


7791 





17956 



GI 31047_1.R1084 Score 1485 

Exons 5921.. 6298, 6553.. 6684, 6896.. 7044, 7175.. 7261, 7706.. 7791 

GI Descrip. '4185143 8.0e-68 (AC005724) putative signal recognition particle 
receptor beta subunit [Arabidopsis thaliana] ' 



Seq. No. 


17470 








Seq. ID 


OJ991026 


17.0118.C12 


Gene No. 


36719 








Strand 






Start 


5568 








End 


7921 




Name 


OJ991026 17 


.0118, 


.C12.ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


6103 








End 


7816 




GI 


none 








Score 


163 




Exons 


6103. . 6297, 


6105, 


. . 6296, 


6107. 


.6298, 6113. .6298, 


6550. . 6684, 




6552. .6683, 


6553, 


. .6687, 


6889. 


.7041, 6894. .7046, 


6895. .7047, 




7172. .7264, 


7175, 


. .7270, 


7701. 


.7796, 7703.. 7816, 


7704 . . 7805 


Seq. No. 


17470 








Seq. ID 


OJ991026 


17 . 0118 .C12 


Gene No. 


36719 








Strand 






Start 


5568 








End 


7921 




Name 


OJ991026 17 


.0118. 


.C12.ol, 


. tc 


Method 


TBLASTX: 


Cress 


Start 


6106 








End 


6966 




GI 


none 








Score 


100 




Exons 


6106. . 6294, 


6122. 


. . 6292, 


6552. 


.6683, 6556.. 6684, 


6895. . 6966 


Seq. No. 


17470 








Seq. ID 


OJ991026 


17 . 0118 .C12 


Gene No . 


36719 








Strand 






Start ' 


5568 








End 


7921 




Name 


OJ991026 17 


.0118, 


,C12.o2. 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


6109 








End 


7807 




GI 


none 








Score 


72 




Exons 


6109. .6288, 


6115. 


. . 6297, 


6116. 


.6295, 6552.-. 6683, 


6556. . 6684, 




6888. .7040, 


6889. 


. .7041, 


6894 . 


.7046, 6895. .7047, 


7175. .7270, 




7686. .7805, 


7703. 


> .7795, 


7706. 


.7807 






Seq. No. 


17470 








Seq. ID 


OJ991026 


_17.0118.C12 


Gene No. 


36719 








Strand 






Start 


5568 








End 


7921 




Name 


OJ991026 17 


.0118. 


,C12.o2. 


.np 


Method 


AAT/NAP 




Start 


6112 








End 


7921 




GI 


4185143 








Score 


584 




Exons 


6112. . 6298, 


6553. 


. .6684, 


6896. , 


.7047, 7175. .7261, 


7706. .7921 



GI Descrip. (AC005724) putative signal recognition particle receptor beta 
subunit [Arabidopsis thaliana] 



Seq. No. 


17471 


Seq. ID 


OJ991026 


Gene No. ■ 


36720 


Strand 




Start 


1 


End 


3384 


Name 


OJ991026 17.0118.C13.ol, 


. np Method 


AAT/NAP 


Start 


1 


End 


1723 


GI 


6539570 


Score 


203 


Exons 


1..32, 1286. .1352, 1521, 


. .1723 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


17471 


Seq. ID 


OJ991026 


Gene No. 


36720 


Strand 




Start 


1 


End 


3384 


Name 


OJ991026 17.0118.C13.ol. 


,gp Method 


AAT/GAP 


Start 


92 


End 


480 



17957 



GI 31047_1.R1084 Score 507 

Exons 92.. 223, 330.. 480 

GI Descrip. 1 4185143 8.0e-68 (AC005724) putative signal recognition particle 
receptor beta subunit [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17471 
36720 
1 

OJ991026_17.0118.C13.ol.gs 
92 

none 



Seq. ID OJ991026_17.0118.C13 
Strand 

End 3384 

Method GENSCAN 

End 3171 

Score .74 



92. .301, 330. .536, 2677. .2845, 3070. .3171 



17471 
36720 
1 

OJ99102 6_17.0118.C13.o2.np 
1850 
6630699 
1850. .1928, 3166. .3194 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ991026_17.0118.C13 
Strand 

End 3384 

Method AAT/NAP 

End 3194 

Score 82 



17471 
36720 
1 

OJ99102 6_17.0118.C13.o3.np 
2792 
5042454 
2792.. 2845, 3070.. 3384 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991026 17.0118.C13 



3384 
AAT/NAP 
3384 
237 



17472 
36721 
1 

OJ99102 6_17.0118.C14 .ol.np 
1 

5042454 



Seq. ID OJ991026_17.0118.C14 
Strand 

End 3889 

Method AAT/NAP 

End 3889 

Score 3293 



1..45, 201. .407, 600. .917, 1549. .3258, 3315. .3421, 3740. .3889 
(AC007789) putative polyprotein [Oryza sativa] 



17472 
36721 
1 

OJ99102 6_17.0118.C14.ol.gs 
24 

none 



Seq. ID OJ991026_17.0118.C14 
Strand 

End 3889 

Method GENSCAN 

End 3866 

Score .54 



24. .653, 827... 921, 926 1028, ■ 12-47 1373, 1585. .1825, 
1911. .3314, 3351. .3519, 3744. .3866 



Seq. No. 17472 Seq. ID 

Gene No. 36721 Strand 

Start 1 End 

Name OJ99102 6_17 . 0118 . C14 . o2 . tw Method 

Start 72 End 

GI none Score 



OJ99102 6_17.0118 .C14 
3889 

TBLASTX: Wheat 

339 

156 



17958 



ry 

: ; -J 

: . i 
1.1! 

hJ 

j; i s 



Exons 


72. .338, 76. .339 






Seq. No. 


17472 


Seq. ID 


OJ991026 17.0118.C14 


Gene No. 


36721 


Strand 




Start 


1 


End 


3889 


Name 


OJ991026 17.0118.C14.ol.gp 


Method 


AAT/GAP 


Start 


951 


End 


1408 - 


GI 


2428323 


Score 


640 


Exons 


951. .1408 






GI Descrip. 


5803242/dbj IAP000399.il AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 




Seq. No. 


17472 


Seq. ID 


OJ991026_17.0118.C14 


Gene No. 


36721 


Strand 




Start 


1 


End 


3889 


Name 


OJ991026 17.0118.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


1548 


End 


1691 


GI 


none 


Score 


120 


Exons 


1548. .1691, 1552. .1686 






Sea. No. 


17472 


Seq. ID 


OJ991026_17.0118.C14 


Gene No. 


36721 


Strand 




Start 


1 


End 


3889 


Name 


OJ991026 17.0118.C14.ol.tw 


Method 


TBLASTX :'Wheat 


Start 


2194 


End 


2746 


GI 


none 


Score 


90 


Exons 


2194. .2451, 2228. .2467, 2434 


..2532, 2435.. 2527, 2539.. 2586, 




2711. .2746 






Seq. No. 


17472 


Seq. ID 


OJ991026_17.0118.C14 


Gene No. 


36721 


Strand 




Start 


1 


End 


3889 


Name 


OJ991026 17.0118.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


2296 


End 


2544 


GI 


none 


Score 


77 


Exons 


2296. .2544, 2297. .2446 






Seq. No. 


17473 


Seq. ID 


OJ'991026_17.0118.C15 


Gene No. 


36722 


Strand 




Start 


54 0 


End 


1583 


Name 


OJ991026 17.0118.C15.ol.gs 


Method 


GENSCAN 


Start 


540 


End 


1583 


GI 


none 


Score 


.72 


Exons 


540. .691, 796. .852, 1328. .14 


46, 1576.. 


1583 


Seq. No. 


17474 


Seq. ID 


OJ991026_17.0118.C17 


Gene No. 


36723 


Strand 




Start 


358 


End 


1133 


Name 


OJ991026 17.0118.C17.ol.gs 


Method 


GENSCAN 


Start 


358 


End 


1125' 


GI 


none 


Score 


.87 


Exons 


358. .1125 






Seq. No. 


17474 


Seq. ID 


OJ991026_17.0118.C17 


Gene No. 


36723 


Strand 




Start 


358 


End 


1133 


Name 


OJ991026 17.0118.C17.ol.np 


Method 


AAT/NAP 



17959 



Start 


360 




End 


1133 


GI 


4688596 




Score 


746 


Exons 


360. . 1133 








GI Descrip. 


(AJ005682) inositol 1,4 


, 5-trisphosphate 5-phosphatase 




[ Arabidopsis thaliana] 








Seq. No. 


17474 




Seq. ID 


OJ991026 17 0118 C17 


Gene No. 


36723 




Strand 




Start 


358 




End 


1133 


Name 


OJ991026 17.0118.C17.ol 


. tc 


Method 


TBLASTX • Cress 


Start 


478 ~ 




End 


903 


GI 


none 




Score 


74 


Exons 


478. .594, 479. .595, 571 


. .903, 


572. .889, 


574. .894, 594. .896 


Seq. No. 


17475 




Seq. ID 


OJ991026_17.0118.C18 


Gene No. 


36724 




Strand 


+ 


Start 


1149 




End 


4748 


Name 


OJ991026 17.0118.C18.ol 




Method 


GEN SCAN 


Start 


1149 




End 


4748 


GI 


none 




Score 


.55 


Exons 


1149. .1167, 2714. .2803, 


2940. 


.3028, 3318. .3413, 3621. .3906, 




4585. . 4748 








Seq. No. 


17475 




Seq. ID 


OJ991026_17.0118.C18 


Gene No. 


36725 




Strand 


+ 


Start 


5612 




End 


6011 


Name 


OJ991026 17.0118.C18.o2 


. yo 


Method 


GENSCAN 


Start 


5612 ~~ 




End 


6011 


GI 


none 




Score 


.89 


Exons 


5612. .5696, 5887. .6011 








Seq. No. 


17475 




Seq. ID 


OJ991026_17.0118.C18 


Gene No. 


36726 




Strand 




Start 


8252 




End 


8569 


Name 


OJ991026 17.0118.C18.o3 




Method 


GENSCAN 


Start 


8252 "~ 




End 


8569 


GI 


none 




Score 


.87 


Exons 


8252. .8569 








Seq. No. 


17476 




Seq. ID 


OJ991026_17.0118.C19 


Gene No. 


36727 




Strand 


+ 


Start 


142 




End 


1831 


Name 


OJ991026 17.0118.C19.ol 


.np 


Method 


AAT/NAP 


Start 


142 




End 


1831 


GI 


5123939 




Score 


534 


Exons 


142. .765, 1624. .1831 








GI Descrip. 


(AL079349) putative protein [Arabidopsis thaliana] 


Seq. No. 


17476 




Seq f . ID 


OJ991026_17.0118.C19 


Gene No. 


36727 




Strand 


+ 


Start 


142 




End 


1831 


Name 


OJ991026 17.0118.C19.ol 


.gs 


Method 


GENSCAN 


Start 


148 




End 


1801 


GI 


none 




Score 


.82 


Exons 


148. .765, 1624. .1801 









Seq. No. 



17476 



Seq. ID OJ991026_17.0118.C19 



17960 




Gene No. 


36728 




Strand 


- 




Start 


1717 




End 


1831 




Name 


OJ991026 17.0118.C19.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


232 




End 


1830 




GI 


none 




Score 


124 




Exons 


232. .399, 565. .711, 1621. .1788, 1626.. 


1802, 1626. . 1823, 






1627.. 1830 










Seq. No. 


17476 




Seq. ID 


OJ991026_17.0118 


.C19 


Gene No. 


36728 




Strand 






Start 


1717 




End 


1831 




Name 


OJ991026 17.0118.C19.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


232 




End 


633 




GI 


none 




Score 


261 




Exons 


232. .633, 366. .482 










Seq. No. 


17476 




Seq. ID 


OJ991026 17.0118 


,C19 


Gene No . 


36728 




Strand 






Start 


1717 




End 


1831 




Name 


OJ991026 17.0118.C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


270 




End 


1830 




GI 


none 




Score 


52 




Exons 


270. .458, 283. .312, 366. 


.458, 


367. .459 


, 444 . . 515, 445. . 


516, 




520. .603, 604. .657, 604. 


. 687, 


674. .766 


, 674 . .715, 1606. 


. 1830 




1628 1828, 1629. .182 9 










Seq. No. 


17476 




Seq. ID 


OJ991026_17.0118 


.C19 


Gene No. 


36728 




Strand 






Start 


1717 




End 


1831 




Name 


OJ991026 17.0118.C19.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1613 




End 


1830 




GI 


none 




Score 


84 




Exons 


1613. . 1675, 1614 . . 1820, 


1620. 


.1748, 1621. .1830 




Seq. No. 


17476 




Seq. ID 


OJ991026_17.0118 


.C19 


Gene No. 


36728 




Strand 






Start 


1717 




End 


1831 




Name 


OJ991026 17 . 0118.C19.ol. 


QD 


Method 


AAT/GAP 




Start 


1717 




End 


1831 




GI 


5447 1.R1084 




Score 


206 




Exons 


1717. .1831 










GI Descrip. 


, 5123939/emb|CAB4 54 97. 1 1 


8.0e 


-47 (AL079349) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


17477 




Seq. ID 


OJ991026_17.0118 


.C21 


Gene No. 


36729 




Strand 


+ 




Start 


5405 




End 


15503 




Name 


OJ991026 17.0118.C21.o3. 


np 


Method 


AAT/NAP 




Start 


5405 ■ .. 




End 


15503 




GI 


2129478 




Score 


134 




Exons 


5405.. 5635, 7778.. 7885, 


8069. 


.8101, 11514. .11570, 12712 


. .127 



13125. . 13203, 15452.. 15503 
GI Descrip. chitinase (EC 3.2.1.14) precursor - beet gi | 488731 | emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] 'gi | 829258 | emb I CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 

Seq. No. 17477 Seq. ID OJ991026_17 . 0118 . C21 



17961 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



36729 Strand + 

5405 End 15503 

OJ991026_17.0118.C21.o2.gs Method GENSCAN 
8028 End 11879 

none Score .76 

8028.. 8114, 8196.. 8255, 9303.. 9400, 9652.. 9698, 10726 .. 10884 , 

10998. .11176, 11435. . 11578,. 11778.. 11879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



17477 Seq. ID OJ991026_17 . 0118 . C21 

36729 Strand + 

5405 End 15503 

OJ99102 6_17 . 01 18 . C2 1 . o4 . np Method AAT/NAP 
8028 End 11885 

6143904 Score 1030 

8028. .8114, 8196. .8255, 9318. .9400, 9652. .9811, 
10726. .10884, 10998 .. 1117 6, 11270 .. 11350, 11429. 
11778. .11885 

(AC010718) putative DnaJ protein [Arabidopsis thaliana] 



9984. .10113, 
.11578, 



17477 
36730 
469 

OJ99102 6_17 . 0118 . C21 . ol . gs 

469 

none 



Seq. ID OJ991026_17.0118.C21 
Strand 

End 5650 

Method GENSCAN 

End 5650 

Score .82 



469. .571, 829. .895, 1072. .1193, 1400. .1483, 1670. .1766, 
1862. .1904, 3098. .3118, 4070. .4436, 4532. .4688, 5263. .5650 



Seq. No. 17477 Seq. ID 

Gene No. 36730 Strand 

Start 4 69 End 

Name OJ991026_17 . 0118 . C21 . ol . np Method 

Start 472 End 

GI 2864612 Score 

Exons 472. .571, 1080. .1193, 1400. .1483, 1670, 
GI Descrip. 



OJ991026_17.0118.C21 

5650 
AAT/NAP 
2385 
476 

.1766, 2283.. 2385 



(AL021811) L-ascorbate peroxidase - like protein [Arabidopsis 
thaliana] gi | 4 04 9334 | emb | CAA22559 . 1 1 (AL034 567 ) L-ascorbate 
peroxidase-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17477 
36730 
469 

OJ991026_17.0118.C21.o2.np 

4028 

6850314 



OJ991026 17.0118.C21 



Seq. ID 
Strand 

End 5650 
Method AAT/NAP 
End 5650 
Score 1022 
4028. .4436, 4532. .4688, 5263. .5650 

(AC009999) Contains similarity to a basic endochitinase from 
Arabidopis thaliana gb|AB023448, and contains a Chitinases class 
I PF 1 00182, domain. ESTs gb|AI995747, gb|AA728545, gb|Z26222, 
gb| Z25683,' gb|T88386, gb|Tl... 



Seq. No. 17477 Seq. ID 

Gene No. 36731 Strand 

Start 11546 End 

Name OJ991026_17 . 0 118 . C21 . o5 . np Method 

Start 11546 End 

GI 6862923 Score 



OJ991026_17.0118.C21 

13758 
AAT/NAP 
13758 
394 



17962 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 



1154 6. .11593, 12401. .124 50, 1254 9. .13557, 13642. .13758 
(AC018907) unknown protein [Arabidopsis thaliana] 



17477 
36732 
14900 

OJ991026_17.0118 .C21.ol.tc 

4033 - 

none 

4033. .4272, 4083. .4352, 4088. 
4356. .4397, 4531. .4587, 4532, 



Seq. ID OJ991026_17.0118.C21 
Strand 

End . 15384 
Method TBLASTX : Cress 
End 5533 
Score 235 

.4372, 4110.. 4382, 4355.-4444, 
.4588, 4585. .4695, 4597. .4683, 



5261. .5428, 5262. .5405, 5423. .5500, 5504. .5533 



Seq. No. 17477 Seq. ID 

Gene No. 36732 Strand 

Start 14900 End 

Name OJ991026_17 . 0118 . C21 . ol . ts Method 

Start 4034 End 

GI none Score 

Exons 4034. .4093, 4094. .4444, 4095. .4436, 

4600. .4683, 4605. .4658, 4649. .4678, 

5423. .5500, 5445. .5492, 5486. .5533 



OJ991026_17.0118.C21 
15384 

TBLASTX: Soybean 
5533 
309 

4531. .4587, 4541. .4588, 
5261. .5428, 5262. .5414, 



Seq. No. 17477 
Gene No. 36732 
Start 14900 

Name OJ991026_17 . 0118 . C21 . ol . tm 

Start 4037 
GI none 

Exons 4037.. 4444, 4053.. 4403, 4346. 

4649. .4687, 5261. .5344, 5261. 
5424 . . 5504 



Seq. ID OJ991026_17.0118.C21 
Strand 

End ,15384 
Method TBLASTX : Mai ze 
End 5539 
Score 339 

.4438, 4531. .4683, 4532. .4588, 
.5428, 5265. .5414, 5423. .5539, 



Seq. No. 17477 
Gene No. 36732 
Start 14900 

Name OJ99102 6_17 . 0118 . C21 . o2 . tc 

Start ' 8027 
GI none 

Exons 8027.. 8113, 8028.. 8126, 8193 

9323.. 9400, 9653.. 9808, 9662 

10751. .10885, 10752. .10886, 10758 .. 10922 , 10991 
10996. .11181, 11017. .11187, 11270.. 11350 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991026 17.0118.C21 



15384 

TBLASTX: Cress 
11350 
140 

8258, 8195.. 8257, 9309.. 9413, 
9787, 9987. .10064, 10056 .. 10109, 

11179, 



Seq. No. 17477 

Gene No. 36732 

Start 14900 

Name OJ991026_17 . 0118 . C21 . o3 . tw 

Start ^ '8027 

GI none 

Exons 8027.. 8119, 8028.. 8126, 8193. 
9315. . 9392 



OJ991026_17.0118.C21 
15384 

TBLASTX: Wheat 

9392 

133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8255, 8195. .8257, 9311. .9391, 



Seq. No. 17477 Seq. ID 

Gene No. 36732 Strand 

Start 14900 End 

Name OJ991026 17 . 0118 . C21 . o2 . ts Method 



OJ991026_17.0118.C21 
15384 

TBLASTX: Soybean 



17963 



Start 
GI 

Exons 



8027 End 11864 

none Score 133 

8027. .8110, 8028. .8126, 8193. .8258, 8195. .8257, 9309. .9413, 
9323.. 9400, 9649.. 9681, 9653.. 9811, 9653.. 9808, 9664.. 9813, 
9696.. 9812, 9964.. 10071, 9978.. 10118, 10011 .. 10115, 
10709. .10885, 10716. .10892, 10991 .. 11179, 10996 11181 , 
11270. .11350, 11765. . 11863, 11771 11863, 11778. .11864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17477 
36732 
14900 

OJ991026_17.0118.C21.o2.tm 

8027 

none 



Seq. ID OJ991026_17.0118.C21 
Strand 

End 15384 

Method TBLASTX: Maize 

End 11954 

Score 126 



8027. .8119, 8028. .8114, 8045. .8119, 8193. .8255, 8195. .8257, 
8207. .8257, 9311. .9400, 9315. .9413, 9649. .9681, 9653. .9814, 
9656. .9811, 9760. .9813, 9978. .10118, 9982. .10113, 10721 .. 10885, 
10722. .10892, 10722 .. 10910, 10991 .. 11179, 10996 .. 11187 , 
10996. . 11178, 11268. .11351, 11270 .. 11350, 114 36 .. 11534 , 
11437. . 11532, 11777. . 11824, 11778 .. 11834 , 11822 .. 11950, 
11831. . 11884, 11931. .11954 



Seq. No. 
Gene No. 
Start ,-. 
Name 
Start 
GI 

Exons 



17 4 7.7 
3673.2 
14900 

OJ991026_17 . 0118 . C21 . o2 . tw 

10724 

none 



Seq. ID OJ991026_17.0118.C21 
Strand 

End -15384 

Method TBLASTX : Wheat 

End 11038 

Score 98 



10724. .10885, 10724, 
10996. .11037 



10885, 10725. .10892, 10985 .. 11038 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17477 
36732 
14900 

OJ991026_17 
11045 
none 
11045. 
11270. 



0118.C21.ol.tw 



11176, 11046. .11177, 
11350, 11270. .11350, 



11440. .11550, 11777. .11830, 

17477 
36732 
14900 

OJ991026_17.0118.C21.o3.tm 

12581 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991026 17.0118.C21 



15384 

TBLASTX: Wheat 
11830 
182 

1104 7. .11178, 1104 8. .1117 9, 
114 38. .11527, 114 39. .11552, 
11778. .11816 

Seq. ID OJ991026_17.0118.C21 
Strand 

End 15384 

Method TBLASTX : Mai ze 

End 14983 

Score 94 



12581. .12811, 12583. .12816, 12868 .. 13122, 12872 .. 13057 , 
13339. .134 85, 14 912. .14 983 



Seq. No. 17477 

Gene No. 36732 

Start 14900 

Name OJ991026JL7 . 0118 . C2 1 . o3 . ts 

Start 12583 

GI none 
Exons 



Seq. ID OJ991026_17.0118.C21 
Strand 

End 15384 

Method TBLASTX : Soybean 

End 15081 

Score 71 



12583. .12816, 12611. .12811, 128 68. .13122, 12875. .13114, 



17964 



14912. .14983, 14984 .. 15064 , 14989. ,15081 



Seq. No. 


17477 


Seq. ID 


OJ991026_17.0118.C21 


Gpnp No 


36732 


Strand 




Start 


14900 


End 


15384 


Name 


OJ991026 17.0118.C21.o3.tc 


Method 


TBLASTX: Cress 


Start 


12868 " 


End 


15063 


GI 


none 


Score 


95 


Exons 


12868. . 13122, 12887 13123, 1 


4989. .15063 


Seq. No. 


17477 


Seq. ID 


OJ991026_17.0118.C21 


Gene No . 


36732 


Strand 


- 


Start 


14900 


End 


15384 


Name 


OJ991026 17.0118.C21.o4 ,gs 


Method 


GENSCAN 


Start 


14900 ~~ 


End 


15384 


GI 


none 


Score 


.72 


Exons 


14900. .15141, 15309.. 15384 






Sea. No. 


17478 


Seq. ID 


OJ991026_17.0118.C22 


Gpnp No 


36733 


Strand 


+ 


Start 


16 


End 


8107 


Name 


OJ991026 17 0118 C22 ol as 


Method 


GENSCAN 


Start 


16 ~~ 


End 


2541 


GI 


none 


Score 


.46 


Exons 


16. .2541 






Seq. No. 


17478 


Seq. ID 


OJ991026_17.0118.C22 


Gene No. 


36733 


Strand 


+ 


Start 


16 


End 


8107 


Name 


OJ991026 17.0118.C22.ol.np 


Method 


AAT/NAP 


Start 


283 


End 


5780 


GI 


5441880 


Score 


4723 


Exons 


283. .1288, 1733. .1764, 2023.. 


2339, 2899.. 3048, 3154.. 3490, 




4077.. 4375, 4452.. 4710, 4955. 


.5052, 5299. .5430, 5546. .5780 


GI Descrip. 


(AP000367) EST C28952 (C6294 5 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




(AC003981) [Oryza sativa] 






Seq. No. 


17478 


Seq. ID 


OJ991026_17.0118.C22 


Gene No. 


36733 


Strand 


+ 


Start 


16 


End 


8107 


Name 


OJ991026 17.0118.C22.ol.gp - 


Method 


AAT/GAP 


Start 


887 


End 


1318 


GI 


5701669 


Score 


849 


Exons 


887. .1318 






GI Descrip. 


5441880/dbj IBAA82378.il 5.0e- 


75 (AP000367) EST C28952 (C62945) 




corresponds to a region of the predicted gene.; Similar to maizi 




transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 


Seq. No. 


17478 


Seq. ID ■ 


OJ991026_17.0118.C22 


Gene No. 


36733 


Strand 


+ 


Start 


16 


End 


8107 


Name 


OJ991026 17.0118.C22.o2.gs 


Method 


GENSCAN 


Start 


2900 


End 


6059 


GI 


none 


Score 


.81 


Exons 


2900. .3048, 3154. .3400, 3575. 


.3985, 4077. .4375, 4452. .4710, 




4803. .4985, 5143. .5198, 5299. 


.5430, 5494. .5541, 5561. .5763, 



17965 



5899. .6059 



Seq. No. 17478 Seq. ID 

Gene No. 36733 Strand 

Start 16 End 

Name OJ991026_17 . 0118 . C22 /o2 . gp Method 

Start ' .4203 End 

GI LIB3475-007-P1-K1-G8 • Score 

Exons 4203.. 4375, 4452.. 4702 

GI Descrip. 1 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ991026_17.0118.C22 
+ 

8107 
AAT/GAP 
4702 
781 



beq. no. 


17478 


Seq. ID 


OJ991026_17.0118.C22 


Gene No. 


36733 


Strand 


+ 


b car c 


16 


End 


8107 


Name 


OJ991026 17.0118.C22.o3.gp 


Method 


AAT/GAP 


Of -1 v-f 


5884 


End 


7700 




LIB3431-04 5-P1-N1-A10 


Score 


822 


LAU1 1 o 


5884. .6228, 7592. .7700 






GI Descrip. 


f 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone : P04 37H03 (contig b) 1 


beq. no. 


17478 


Seq. " ID 


OJ99102 6_17 . 0118 . C22 


Gene No . 


36733 


Strand 


+ 


b tar t 


16 


End 


8107 


Name 


OJ991026 17.0118.C22.o3.gs 


Method 


GENSCAN 


b car t 


6286 


End 


8107 


C T 


none 


Score 


.7 


Exons 


6286. .6288, 6472. .6630, 7967. .8107 




o fci q • LN o . 


17478 


Seq. ID 


OJ991026_17.0118.C22 


oene ino . 


36734 


Strand 


+ 


b car u 


10336 


End 


10427 


Name 


OJ991026 17.0118.C22.o4.gp 


Method 


AAT/GAP 




10336 


End 


10427 




21474 1.R1084 


Score 


139 


Exons 


10336. .10427 






GI Descrip. 


'3894159 2-0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


17478 


Seq. ID 


OJ991026_17.0118.C22 


Gene No. 


36735 


Strand 




Start 


9240 


End 


10381 


Name 


OJ991026 17.0118.C22.o2.np 


Method 


AAT/NAP 


Start 


9155 


End 


10381 


GI 


6862923 


Score 


332 


Exons 


9155. .10381 






GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


17478 


Seq. ID 


OJ991026_17.0118.C22 


Gene No. 


36735 


Strand 




Start 


9240 


End 


10381 


Name 


OJ991026 17.0118.C22.o4.gs 


Method 


GENSCAN 


Start 


9240 


End 


10319 


GI 


none 


Score 


.88 


Exons 


9240. .10319 







17966 




Seq. No. 


17478 






Seq. ID 


OJ991026_17.0118. 


C22 


Gene No. 


36736 






Strand 






Start 


10756 






End 


12492 




Name 


OJ991026 17. 


0118 


.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


844 






End 


1440 




GI 


none 






Score 


93 




Exons 


844.. 972, 852.. 950, 1006.. .1305, 1023.. 


1244, 1369. . 1440 




Seq. No. 


17478 






Seq. ID 


OJ991026 L 17.0118. 


C22 


Gene No. 


36736 






Strand 






Start 


10756 






End 


12492 




Name 


OJ991026 17. 


0118 


.C22.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1138 






End 


1518 




GI 


none 






Score 


208 




Exons 


1138. .1332, 


1147 


..1344, 1338 


..1457, 1342. .1518, 1342. .1488 


Seq. No. 


17478 






Seq. ID 


OJ991026_17.0118. 


C22 


Gene No. 


36736 






Strand 






Start 


10756 






End 


12492 




Name 


OJ991026 17. 


0118 


.C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9267 






End 


9843 




GI 


none 






Score 


77 




Exons 


9267. .9479, 


9286 


..9474, 9588 


..9842, 9595.. 9843 




Seq. No. 


17478 






Seq. ID 


OJ991026_17.0118. 


C22 


Gene No . 


36736 






Strand 






Start 


10756 






End 


12492 




Name 


OJ991026 17. 


0118 


.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


9267 






End 


9843 




GI 


none 






Score 


73 




Exons 


9267. .9479, 


9292 


..9459, 9576 


. .9842, 9592. .9843 




Seq. No. 


17478 






Seq. ID 


OJ991026_17.0118. 


C22 


Gene No. 


36736 






Strand 






Start 


10756 






End 


12492 




Name 


OJ991026 17. 


0118 


.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


9594 






End 


9843 




GI 


none 






Score 


98 




Exons 


9594. .9842, 


9685 


. .9843 








Seq. No. 


17478 






Seq. ID 


OJ991026_17.0118. 


C22 


Gene No. 


36736 






Strand 






Start 


10756 






End 


12492 




Name 


OJ991026 17. 


0118 


.C22.o5.gs 


Method 


GENSCAN 




Start 


10756 






End 


12336 




GI 


none 






Score 


.88 




Exons 


10756. .10941, 11021. .11119, 


11214. .1128 6, 11371. .114 81, 






11578.. 11751 


, in 


361. .12033, 


12112.. 12336 




Seq. No. 


17478 






Seq. ID 


OJ991026_17.0118. 


C22 


Gene No. 


36736 






Strand 






Start 


10756 






End 


12492 




Name 


OJ991026 17. 


0118 


.C22.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11412 






End 


11919 




GI 


none 






Score 


68 




Exons 


11412. .11483 


, 11583. .11765, 


11590. .11715, 11854. .11919 





17967 



Seq. No. 17478 
Gene No. 36736 
Start 10756 

Name OJ991026_17 . 0118 . C22 . o5 . gp 

Start 11961 
GI • uC-osflcypl76fl0bl 

Exons 11961. .12492 

GI Descrip. ' 6041757/gb | AC011806. 1 ( AC011806' 0 . 0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID OJ991026_17.0118.C22 
Strand 

End 12492 

Method AAT/GAP 

End 12492 

Score 825 



Seq. No. 17479 

Gene No. 36737 

Start 1 

Name OJ991026_17 . 0118 . C23 . ol . np 
Start * 1 

GI 4680204 

Exons 1..61, 136.. 1572 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991026_17.0118.C23 
Strand 

End 1572 

Method AAT/NAP 

End 1572 

Score 721 



Seq. No. 17479 

Gene No. 36737 

Start 1 

Name OJ991026_17 . 0118 . C23 . ol . gs 

Start 136 

GI none 
Exons 



Seq. ID OJ991026_17.0118.C23 
Strand 

End 1572 

Method GENSCAN 

End 1557 

Score .7 



136. .255, 301. .466, 824. .1203, 1222. .1557 



Seq. No. 17479 

Gene No. 36737 

Start 1 

Name OJ991026_17 . 0118 . C23 . ol . tw 

Start 526 

GI • none 
Exons 



Seq. ID OJ991026_17.0118.C23 
Strand 

End 1572 

Method TBLASTX : Wheat 

End 929 

Score 42 



526. .621, 526.-696, 659. .826, 691. .927, 778. .927, 789. .929, 
819.. 929 



Seq. No. 17480 

Gene No. 36738 

Start 1 

Name OJ991026_17 . 0118 . C24 . ol . np 

Start 1 

GI 6742729 

Exons 1. .768 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991026_17.0118.C24 
Strand 

End 7 68 

Method AAT/NAP 

End 768 

Score 1231 



Seq. No. 17480 

Gene No. 36738 

Start 1 

Name OJ991026_17 . 0118 . C24 . o2 . tw 

Start 1 

GI none 

Exons 1..183, 2. .184, 3. .185 



Seq. ID OJ991026_17.0118.C24 

Strand 

End ■ 768 

Method TBLASTX : Wheat 

End 185 

Score 160 



Seq. No. 
Gene No. 



17480 
36738 



Seq. ID OJ991026_17.0118.C24 
Strand 



17968 




Start 


1 




End 


768 




Name 


OJ991026 17.0118.C24.ol.tw 




Method 


TBLASTX: Wheat - 




Start 


186 




End 


635 




GI 


none 




Score 


113 




Exons 


186. .311, 188. .316, 188. .310, 


343. . 555 


, 344. .562, 384.. 


566, 




572. .634, 585. .635 










Seq. No. 


17481 




Seq. ID 


OJ991026_17.0118 


.C25 


Gene No. 


. 36739 




Strand 






Start 


16 




End 


534 




Name 


OJ991026 17.0118.C25.ol.gs 




Method 


GENSCAN 




Start 


16 




End 


534 




GI 


none 




Score 


.71 




Exons 


16. .350, 436. .534 










Seq. No. 


17481 




Seq. ID 


OJ991026 17.0118 


.C25 


Gene No. 


36740 




Strand 






Start 


718 




End 


1355 




Name 


OJ991026 17.0118.C25.ol.gp 




Method 


AAT/GAP 




Start 


718 




End 


1355 




GI 


342 1.R1084 




Score 


1034 




Exons 


718.. 1355 










l3 GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Ory 




sativa] 1 










Seq. No. 


174 82 




Seq. ID 


OJ991026_17.0118 


.C26 


^ Gene No. 


36741 




Strand 






O Start 


63 




End 


234 




L-J Name 


OJ991026 17.0118.C26.ol.gs 




Method 


GENSCAN 




:."§ Start 


63 




End 


234 






none 




Score 


.81 




: ~ Exons 


63. .234 










's3 Seq. No. 


17483 




Seq. ID 


OJ991026_17.0118 


.C28 


'"'d Gene No. 


36742 




Strand 


+ 




U ' Start 


1 




End 


111 




[ -g Name 


OJ9910.26 17.. 01.18 -C28.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


111 




Q_ gi 


LIB34 74-004-P1-K1-B9 




Score 


201 




l -.J Exons 


1. . Ill 










GI Descrip. 


? 5852182/emb|CAB55420. 1 | 9 


.0e 


-13 (AL117265) zhb0012 . 1 [Oryza 




sativa] 1 










Seq. No. 


17484 




Seq. ID 


OJ991026_13.0118 


.CI 


Gene No. 


36743 




Strand 


+ 




Start 


1 




End 


282 




Name 


OJ991026 13.0118.Cl.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


282 




GI 


4715626 




Score 


564 




Exons 


1..282 










GI Descrip. 


2618698 1.0e-50 (AC002510) 


unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


17484 




Seq. ID 


OJ991026_13.0118 


.CI 


Gene No. 


36743 




Strand 


+ 




Start 


1 




End 


282 




Name 


OJ991026 13.0118.Cl.ol.np 




Method 


AAT/NAP 





17969 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



End 
Score 



282 
322 



2618698 
1. .282 

(AC002510) unknown protein [Arabidopsis thaliana] 



17484 
36743 
1 

OJ991026_13. 0118.Cl.ol.tm 

168 

none 

168. .281, 169. .279 

17485 
36744 
205 

OJ991026_13.0118.C3.ol.gs 

205 

none 

205. . 600 



Seq. ID OJ991026_13.0118.C1 

Strand + 

End 282 

Method TBLASTX : Maize 

End 281 

Score 193 



Seq. ID OJ991026_13.0118.C3 

Strand + 

End 673 

Method GENSCAN 

End 600 

Score .42 



17485 
36744 
205 

OJ991026_13.0118.C3.ol.np 
271 

5042448 
271. .673 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ991026_13.0118.C3 

Strand + 

End 673 

Method AAT/NAP 

End 673 

Score 64 6 



17486 
36745 
1 

OJ991026_13.0118.C4 .ol.np 
1 

4105798 



Seq. ID OJ991026_13.0118.C4 

Strand + 

End 627 

Method AAT/NAP 

End 627 

Score 150 



1..86, 212. .294, 415. .523, 589. .627 
(AF049930) PGP237-11 [Petunia x hybrida] 



17486 
36745 
1 

OJ99102 6_13.0118.C4 .ol.tc 
43 

none 



Seq. ID OJ991026_13.0118.C4 

Strand + 

End 627 

Method TBLASTX : Cress 

End 507 

Score 81 



43. .87, 44. .88, 198. .293, 211. .294, 412. .507, 414. .506 



17486 
36745 
1 

OJ991026_13. 0118 .C4 .ol.tw 
43 

none 



Seq. ID, OJ991026_13.0118.C4 

Strand + 

End 627 

Method TBLASTX: Wheat 

End 525 

Score 87 



43. .87, 44. .88, 198. .293, 210. .293, 211. .294, 412. .525, 414. .506 
17486 Seq. ID OJ991026 13. 0118. C4 



17970 



Gene No. 


36745 


Strand 


+ 






Start 


1 


End 


627 






Name 


OJ991026 13.0118 ,C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


43 ~ 


End 


498 






GI 


none 


Score 


85 






Exons 


43. .87, 44. .88, 198. .293, 


211. .294, 412. .498, 414. 


.494 




Seq. No. 


17486 


Seq. ID 


OJ991026_13 


.0118 


.C4 


Gene No. 


36745 


Strand 


+ 






Start 


1 


End 


627 






Name 


OJ991026 13.0118.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


43 ~ 


End 


527 






GI 


none 


Score 


85 






Exons 


43. .87, 44 . .88, 198. .293, 


211. .294, 412. .525, 414. 


.527, 


450. 


Seq. No. 


17486 


Seq. ID 


OJ991026_13 


.0118, 


.C4 


Gene No. 


36745 


Strand 


+ 






Start 


1 


End 


627 






Name 


OJ991026 13.0118.C4.ol.gs 


Method 


GENSCAN 






Start 


212 ~~ 


End 


294 






GI 


none 


Score 


.91 






Exons 


212 . .294 










Seq. No. 


17487 


Seq. ID 


OJ991026_13 


.0118, 


. C5 


Gene No . 


36746 


Strand 








Start 


225 


End 


427 






Name 


OJ991026 13.0118.C5.ol.gp 


Method 


AAT/GAP 






Start 


225 


End 


427 






GI 


LIB34 77-003-P1-K1-E9 


Score 


92 






Exons 


225. .249, 363. .427 










GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


17487 


Seq. ID 


OJ991026_13 


.0118. 


■ C5 


Gene No. 


36747 


Strand 








Start 


459 


End- 


. 659 






Name 


OJ991026 13.0118.C5..ol.np 


Method 


AAT/NAP 






Start 


459 


End 


659 






GI 


6735314 


Score 


105 






Exons 


459. .551, 640. . 659 










GI Descrip. 


(AL137080) putative protein [Arabidopsis thaliana] 






Seq. No. 


17488 


Seq. ID 


OJ991026_13 


.0118. 


■ C8 


Gene No. 


36748 


Strand 


+ 






Start 


4389 


End 


5840 






Name 


OJ991026 13.0118.C8.ol.np 


Method 


AAT/NAP 






Start 


4389 


End 


5840 






GI 


6539588 


Score 


105 






Exons 


4389.. 4662, 5682.. 5840 










GI Descrio. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


17488 


Seq. ID 


OJ991026_13, 


.0118. 


,C8 


Gene No. 


36749 


Strand 








Start 


1256 


End 


5647 






Name 


OJ991026 13.0118.C8.ol.gs 


Method 


GENSCAN 






Start 


1256 


End 


5647 







17971 




GI 


none 


Score 


.41 








Exons 


1256.. 1293, 2615.. 2697, 3185. 


.3261, 4435.-4623, 


5432. .5647 


Seq. No. 


17489 


Seq. ID 


OJ991026_ 


13, 


.0118 


.C9 


Gene No. 


36750 


Strand 


— 








Start 


89 


End 


1461 








Name 


OJ991026 13.0118.C9.ol.gs 


Method 


GEN SCAN 








Start 


89 


End 


1461 








GI 


none 


Score 


.88 








Exons 


89. .237, 269. .481, 1341. .1461 












Seq. No. 


17489 


Seq. ID 


OJ991026_ 


13, 


.0118 


,C9 


Gene No. 


36751 


Strand 


— 








Start 


3256 


End 


5238 








Name 


OJ991026 13.0118.C9.o2.gs 


Method 


GEN SCAN 








Start 


3256 ~~ 


End 


5238 








GI 


none 


Score 


.63 








Exons 


3256.. 3301, 4042.. 4369, 5181. 


.5238 










Seq. No. 


17489 


Seq. ID 


OJ991026_ 


13. 


.0118 


.C9 


Gene No. 


36752 


Strand 










Start 


6245 


End 


7362 








Name 


OJ991026 13.0118.C9.o3.gs 


Method 


GENSCAN 








Start 


6245 ~~ 


End 


7362 








GI 


none 


Score 


.49 








Exons 


6245.. 6306, 6327.. 6404, 6661. 


.6956, 7232.. 7362 








Seq. No. 


17490 


Seq. ID 


OJ991026_ 


13. 


.0118 


.C10 


Gene No. 


36753 


Strand 


+ 








Start 


580 


End 


887 








Name 


OJ991026 13.0118.C10.ol.gs 


Method 


GENSCAN 








Start 


580 ~ 


End 


887 








GI 


none 


Score 


.75 








Exons 


580. .585, 699. .887 












Seq. No. 


17490 


Seq. ID 


OJ991026_ 


13. 


.0118 


.C10 


Gene No. 


36754 


Strand 


+ 








Start 


10405 


End 


10967- 








Name 


OJ991026 13.0118.C10.o5.gs 


Method 


GENSCAN 








Start 


10405 ~~ 


End" 


10967 








GI 


none 


Score 


.81 








Exons 


10405.. 105 60, 10665.. 10967 












Seq. No. 


17490 


Seq. ID 


OJ991026_ 


13, 


.0118 


.C10 


Gene No. 


36755 


Strand 


+ 








Start 


11764 


End 


11920 








Name 


OJ991026 13.0118.C10.o2.np 


Method 


AAT/NAP 








Start 


11764 


End 


11920 








GI 


6006370 


Score . 


71 










11764. .11920 












GT Dp "3 c v \ d 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


17490 


Seq. ID 


OJ991026_ 


13. 


,0118 


.C10 


Gene No. 


36756 


Strand 










Start 


1746 


End 


9900 








Name 


OJ991026 13.0118.C10.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1738 


End 


2027 









17972 




GI 


none 








Score 


73 


Exons 


1738 . . I860, 


1743 


. . 1889, 


1750 


..1890, 1871. .1930, 1902. .2027, 




1903 . .2022 












Seq. No. 


17490 








Seq. ID 


OJ991026_13. 0118. C10 


Gene No . 


36756 








Strand 




Start 


1746 








End 


9900 


Name 


OJ991026 13. 


0118 


.ClO.ol 


.np .. 


Method - 


AAT/NAP 


Start 


1746 








End ' 


9272 


GI 


3970689 








Score 


679 


Exons 


1746 2033, 


2260 


. .2508, 


5183 


..5318, 5424. .5642, 5777. .6152, 




8057 . . 8311, 


9128 


. .9272 








GI Descrip. 


(Y18484) (+) 


-delta- cadinene 


synthase [Gossypium arboreum] 


Seq. No. 


17490 








Seq. ID 


OJ991026_13. 0118. C10 


Gene No. 


36756 








Strand 




Start 


1746 








End 


9900 


Name 


OJ991026 13. 


0118, 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1759 ~~ 








End 


2092 


GI 


none 








Score 


286 


Exons 


1759. .2034, 


1761 , 


2033, 


1765 


..2034, 1904. .2092 


Seq. No. 


17490 








Seq. ID 


OJ991026_13. 0118. C10 


Gene No . 


36756 








Strand 




Start 


1746 








End 


9900 


Name 


OJ991026 -13. 


0118. 


.ClO.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


2260 








End 


6135 


GI 


none 








Score 


44 


Exons 


2260 2325, 


2272 . 


. . 2328, 


2292 


..2489, 2311. .2529, 2312. .2509, 




bill . . 5306, 


5172. 


. .5306, 


5173 


..5307, 511 


36. .5314, 5421. .5642, 




5423 . . 5644 , 


5425. 


. .5643, 


5758 


..5859, 5765. .5857, 5775. .5873, 




5863. . 5967, 


5864. 


. .5962, 


5986 


. .6135, 5990. .6133 


Seq. No. 


17490 








Seq. ID 


OJ991026_13. 0118. C10 


Gene No. 


36756 








Strand 




Start 


1746 








End 


9900 


Name 


OJ991026 13. 


0118. 


.ClO.ol. 


,ts 


Method 


TBLASTX : Soybean 


Start 


5225 ~ 








End 


5898 


GI 


none 








Score 


92 


Exons 


5225.' .5317, 


5423. 


, .5641, 


5776 


. .5898 




Seq. No. 


17490 








Seq. ID 


OJ991026_13. 0118. C10 


Gene No. 


36756 








Strand 




Start 


1746 








End 


9900 


Name 


OJ991026 13. 


0118. 


ClO.ol. 


, tw 


Method 


TBLASTX: Wheat 


Start 


6696 ~~ 








End 


7115 


GI 


none 








Score 


194 


Exons 


6696. . 6911, 


6957. 


.7115 








Seq. No. 


17490 








Seq. ID 


OJ991026_13. 0118. C10 


Gene No. 


36756 








Strand 




Start 


1746 








End 


9900 


Name 


OJ991026 13. 


0118. 


C10.o4 . 


gs 


Method 


GENSCAN 


Start 


8046 








End 


9900 


GI 


none 








Score 


.69 


Exons 


8046. .8230, 


8268. 


.8315, 


9292, 


..9317, 9785.. 9900 



17973 




Seq. No. 


17491 








Seq. ID 


OJ991026_13.0118.C11 


Gene No. 


36757 








Strand 


+ ■ 


Start 


41 








End 


466 


Name 


OJ991026 13 


. 0118. 


Cll.ol. 


as 


Method 


GENSCAN 


Start 


41 








End 


466 


GI 


none 








Score 


. 84 


Exons *~* 


41. .466 












Seq. No. 


17492 








Seq. ID 


OJ991026_13.0118.C12 


Gene No. 


36758 








Strand 


+ 


Start 


1270 








End 


4709 


Name 


OJ991026 13 


. 0118. 


C12.ol. 


as 


Method 


GENSCAN 


Start 


1270 








End 


4709 


GI 


none 








Score 


.46 


Exons 


1270. . 1393, 


2170. 


.2198, 


2409. 


.2673, 4605. .4709 


Seq. No. 


17493 








Seq. ID 


OJ991026_13.0118.C14 


Gene No. 


36759 








Strand 


+ 


Start 


1 








End 


2027 


Name 


OJ991026 13 


.0118. 


C14 .ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


2027 


GI 


3738302 








Score 


529 


Exons 


1..44, 1126 


. .1244 


, 1553. 


.2027 






GI* De scrip. 


(AC005309) putative Tub 


family protein" 


[Arabidopsis thaliana] 


Seq. No. 


17 4 93 








Seq. ID 


OJ991026_13,0118.C14 


Gene No . 


36759 








Strand 


+ 


Start 


1 








End 


2027 


Name 


OJ991026 13 


.0118. 


C14 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1127 








End 


1999 


GI 


none 








Score 


105 


Exons 


1127. .1237, 


1130. 


.1237, 


1134. 


.1244, 1135. .1245, 1528. .1704, 




1547. . 1708, 


1551. 


.1706, 


1702. 


.1818, 1706. .1819, 1760. .1819, 




1799. . 1909, 


1816. 


.1923, 


1823. 


.1933, 1824. .1934, 1883. .1999, 




1911. . 1997, 


1912. 


.1998 








Seq. No. 


17493 








Seq. ID 


OJ991026_13.0118.C14 


Gene -No. 


36759 








Strand 


+ 


Start 


1 








End 


2027 


Name 


OJ991026 13 


.0118. 


C14 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1168 








End 


1999 


GI 


none 








Score 


61 


Exons 


1168. . 1245, 


1551. 


.1604, 


1736. 


.1819, 1760. .1816, 1799. .1864, 




1875. . 1997, 


1916. 


.1999 








Seq. No. 


17493 








Seq. ID 


OJ991026_13.0118.C14 


Gene No . 


36759 








Strand 


+ 


Start 


1 








End 


2027 


Name- 


OJ991026 13 


.0118. 


C14 .61. 


ts 


Method 


TBLASTX : Soybean ■ 


Start 


1547 








End 


1999 


GI 


none 








Score 


194 


Exons 


1547. . 1705, 


1551. 


. 1706, 


1658. 


.1819, 1723. .1818, 1760. .1819, 




1770. . 1820, 


1822. 


. 1926, 


1823. 


.1909, 1909. .1992, 1910. .1999, 




1911. . 1997 












Seq. No. 


17494 








Seq. ID 


OJ991026_13.0118.C15 


Gene No. 


36760 








Strand 





17974 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



422 



End 

Method 
End 
Score 



674 

AAT/GAP 
674 
307 



OJ991026_13. 0118.C15.ol.gp 

422 

3106573 
422.. 674 . 

5091496/dbj | AB023482.2 IAB023482 7.0e-17 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



17495 
36761 
459 

OJ99102 6_13. 0118 .C16.ol. tm 

425 

none 



Seq. ID OJ991026_13.0118.C16 . 
Strand 

End 2991 

Method TBLASTX : Mai ze 

End 1455 

Score 133 



42S..643, 454. .660, 454. .645, 456. .671, 942. .1115, 949. .1116, 
953. .1117, 953. .1117, 1026. .1118, 1191. .1292, 1214. .1291, 
1375. .1455, 1386. .1454 



Seq. No. 17495 

Gene No. 36761 

Start 459 

Name OJ991026__13 . 0118 . C16 . ol . tc 

Start 454 

GI none 
Exons 



Seq. ID OJ991026_13.0118.C16 
Strand 

End 2991 
Method TBLASTX : Cress 
End 1747 
Score 168 

454. .645, 454. .621, 456. . 671,, 937 1110, - 938 .. 1021, 1024. .1113, 
1214. .1297, 1215. .1298, 1380. .1445, 1380. .1454, 1691. .1747 



Seq. No. 


.17495 


Seq. ID 


OJ99102 6_1"3. 0118. CI 6 


Gene No. 


"36761 


Strand 




Start 


459 


End 


2991 


Name 


OJ991026 13.0118.C16.ol.gs 


Method 


GENSCAN 


Start 


459 


End 


2675 


GI 


none 


Score 


. 67 


Exons 


459. .653, 952. .1113, 1217. 


1346, 2430. 


.2552, 2587. .2675 


Seq. No. 


17495 


Seq. ID 


OJ991026_13.0118.C16 


Gene No. 


36761 


Strand 




Start 


459 


End 


2991 


Name 


OJ991026 13.0118.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


941 


End 


1285 


GI 


none 


Score 


99 


Exons 


941.. 1039, 949.. 1044, 1036. 


.1113, 1214 


..1285 


Seq. No. 


17495 


Seq. ID 


OJ991026_13.0118.C16 


Gene No. 


36761 


Strand 




Start 


459 


End 


2991 


Name 


OJ991026 13.0118.C16.ol.gp 


Method 


AAT/GAP 


Start 


. 1423 


End 


2991 


GI 


uC-osrocyp008d09bl 


Score 


444 


Exons 


1423. .1451, 1546. .1593, 1685. .1750, 2040. .2119, 2945. .2991 


GI Descrip. 


'5091496/dbj | AB0234 82 . 2 | AB0234 82 7 . Oe- 


17 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


17496 


Seq. ID 


OJ991026_13. 0118.C17 


Gene No. 


36762 


Strand 




Start 


1810 


End 


7838 


Name 


OJ991026 13.0118.C17.ol.gs 


Method 


GENSCAN 



17975 



Start 
GI 

Exons 



1810 End 6987 

none Score .48 

1810. .1878, 2321. .2359, 2463. .2501, 3005. .3076, 3217. .3299, 

3570. .3613, 3662. .3780, 3863. .3895, 3984. .4219, 4344. .4442, 

5987. .6099, 6723. .6987 



Seq. No. - 17496 

Gene No. . 367 62 

Start 1810 

Name OJ991026_13 . 0118 . C17 . ol . np 

Start 2211 

GI 4105798 

Exons 2211.. 2356, 2759.. 2873, 3005.. 3096, 3217.. 3299, 3425 
3570. .3613, 3703. .3780, 3863. .3895, 3984. .4043, 4132 

GI Descrip. (AF049930) PGP237-11 [Petunia x hybrida] 



Seq. ID OJ991026_13.0118.C17 
Strand 

7838 
AAT/NAP 
4293 
479 



End 

Method 

End 

Score 



,3465, 
,4293 



Seq. No. 17496 
Gene No. 36762 
Start 1810 

Name OJ991026_13 . 0118 . C17 . ol 

Start 2240 
GI none 

Exons 2240.. 2356, 2241.. 2354, 

2986. .3099, 3217. .3300, 
3569. .3613, 3701. .3781, 
4135. .4185 

Seq. No. 17496 
Gene No. 36762 
Start 1810 

Name OJ991026_13 . 0118 . C17 . ol 

Start 2294 
GI none 

Exons 2294.. 2362, 2295.. 2360, 

2986.. 3099, 3005.. 3097, 
3423. .3467, 3424. .3468, 



Seq. ID OJ991026_13.0118.C17 
Strand 

End 7838 
. ts Method TBLASTX : Soybean 

End 4185 

Score 83 
2778. .2876, 2801. .2902, 2984. .3097, 
3218. .3313, 3423. .3467, 3424. .3468, 
3727. .3786, 3857. .3898, 3861. .3896, 



Seq. ID OJ991026_13.0118.C17 
Strand 

End 7838 
. tw Method TBLASTX : Wheat 

End 3596 

Score 73 
2306. .2362, 2786. .2902, 2787. .2891, 
3217. .3300, 3218. .3313, 3218. .3301, 
3569. .3595, 3570. .3596 



Seq. No. 17496 
Gene No. 36762 • 

Start 1810 

Name OJ991026_13 . 0118 . C17 . ol . tm 

Start 2786 
GI none 
Exons 2786. 

3217. 

3571. 



,2875, 2793. .2876, 2801. 
,3300, 3218.. 3313, 3423. 
,3612, 3701. .3778, 3724. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991026 13.0118.C17 



7838 

TBLASTX: Maize 
4185 
85 

,2896, 3013. .3099, 3017. 
,3467, 3424. .3468, 3569. 
,3786, 3857. .3895, 3864, 



,3097, 
,3613, 
,3896, 



3945. .4022, 3982. .4044, 3983. .4072, 4132. .4185, 4133. .4183 



Seq. No. 17496 
Gene No. 36762 
Start 1810 

Name OJ991026_13 . 0118 . C17 . ol . tc 

Start 3004 
GI none 

Exons 3004.. 3099, 3005.. 3097, 3217. 

3424. .3468, 3569. .3610, 3704. 
3864. .3896, 4132. .4185, 4139. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991026 13.0118.C17 



7838 

TBLASTX: Cress 
4185 
86 

3300, 3218.. 3313, 3423. 
3772, 3727.. 3786, 3857. 
4183 



,3467, 
,3898, 



17976 



Seq. No. 


17496 








Seq. ID 


OJ991026_13.0118 


.C17 


Gene No. 


36762 








Strand 






Start 


1810 








End 


7838 




Name 


OJ991026 13 


.0118 


.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


6574 








End 


7838 




GI 


454.34 1.R1084 






Score 


1065 




Exons 


6574. .6987, 


7688 


. .7838 










GI Descrip. 


•2618698 6. 


Oe-19 


(AC002510) 


unknown protein [Arabidopsis 




thaliaria] ' 














Seq. No. 


17496 








Seq. ID 


OJ991026JL3.0118 


.C17 


Gene No. 


36762 








Strand 






Start 


1810 








End 


7838 




Name 


OJ991026_13 


.0118 


.C17.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6904 








End 


7838 




GI 


none 








Score 


135 




Exons 


6904 . . 6990, 


6905 


. . 6988, 


7676 


..7759, 7677. .7760, 7750. .7! 


B36, 




7753. .7836, 


7755 


. .7838 










Seq. No. 


17 4 96 








Seq. ID 


OJ991026_13.0118 


.C17 


Gene No. 


36762 








Strand 






Start 


1810 








End 


7838 




Name 


OJ991026 13 


.0118 


.C17.o2 


.np 


Method 


AAT/NAP 




Start 


6913 








End 


7838 




GI 


6735314 








Score 


181 




Exons 


6913. .6987, 


7688 


. .7838 










GI Descrip. 


(AL137080) ; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


17497 








Seq. ID 


OJ991026JL3.0118 


.C19 


Gene No. 


36763 








Strand 






Start 


2879 








End 


3868 




Name 


OJ991026 13 


.0118 


.C19.ol 


.gs 


Method 


GENSCAN 




Start 


2879 








End 


3868 




GI 


none 








Score 


.96 




Exons 


2879. .2956, 


3788 


. .3868 










Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118 


.C19 


Gene No. 


36764 








Strand 






Start 


5065 








End 


7384 




Name 


OJ991026 13 


.0118 


,C19.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2103 








End 


2326 




GI 


none 








Score 


59 




Exons 


2103. .2153, 


2108, 


. .2152, 


2110 


..2325, 2147. .2326 




Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118, 


.C19 


Gene No. 


36764 








Strand 






Start 


5065 








End 


7384 




Name 


OJ991026 13 


.0118. 


,C19.o3, 


. tm 


Method 


TBLASTX: Maize 




Start . 


2570 








End . 


2948 




GI 


none 








Score 


48 




Exons 


2570. .2620, 


2618, 


. .2878, 


2871 


. .2948 






Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118, 


.C19 


Gene No. 


36764 








Strand 






Start 


5065 








End 


7384 




Name 


OJ991026 13 


.0118. 


■C19.o2. 


.gs 


Method 


GENSCAN 





17977 




Start 


5065 








End 


7384 


GI 


none 








Score 


.81 


Exons 


5065. .5658, 


5751 . 


. 6983, 


7083.. 


.7149, 7293. .7384 


Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118.C19 


Gene No . 


36764 








Strand 




Start 


5065 








End 


7384' 


Name 


OJ991026 13 


.0118. 


C19.ol 


.np 


Method 


AAT/NAP 


Start 


5068 








End 


7384 


GI 


4587577 








Score 


1580 


Exons 


5068. .5444, 


5484 . 


.5658, 


5733. 


.6500, 6534..6983, 7083. .7149, 




7293. .7384 












GI Descrip. 


(AC006550) 


F10O3. 


17 [Arabidopsis thaliana] 


Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118.C19 


Gene No. 


36764 








Strand 




Start 


' 5065 








End 


7384 


Name 


OJ991026 13 


.0118. 


C19.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


5224 








End 


5921 


GI 


none 








Score 


97 


Exons 


5224 . . 5343, 


5491. 


.5661, 


5510. 


.5641, 5712. .5921, 5731. .5826 


Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118.C19 


Gene No. 


36764 








Strand 




Start 


5065 








End 


7384 


Name 


OJ991026 13 


. 0118 . 


C19 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5491 ~ 








End 


6201 


GI 


none 








Score 


93 


Exons 


5491 . . 5661, 


5510. 


.5644, 


5709. 


.5930, 6090. .6197, 6091. .6201 


Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118.C19 


Gene No. 


36764 








Strand 




Start 


5065 








End 


7384 


Name 


OJ991026 13 


.0118. 


C19 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


5491 ~~ 








End 


5891 


GI 


none 








Score 


148 


Exons 


5491. .5655, 


5733. 


.5891 








Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118.Ci9 


Gene No. 


36764 








Strand 




Start 


5065 








End 


7384 


Name 


OJ991026 13 


. 0118 . 


C19.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6339 








End 


6761 


GI 


none 








Score 


127 


Exons 


6339. . 6485, 


6361. 


.6507, 


6565. 


. 6720, 6579. . 6761 


Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118.C19 


Gene No. 


36764 








Strand 




Start 


5065 








End 


7384 


Name 


OJ991026 13 


. 0118 . 


C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6571 ~ 








End 


7151 


GI 


none 








Score 


91 


Exons 


6571. .6699, 


6579. 


.6911, 


6757. 


.6816, 7086. '.7151 


Seq. No. 


17497 








Seq. ID 


OJ991026_13.0118.C19 


Gene No. 


36764 








Strand 




Start 


5065 








End 


7384 



17978 



Name 


OJ991026 13.0118.C19.o2.tm 


Method 


TBLASTX: Maize 




Start 


6609 


End 


7016 




GI 


none 


Score 


61 




Exons 


6609. .7016, 6649. .6807 








Seq. No. 


17497 


Seq. ID 


OJ991026_13.0118 


.C19 


Gene No. 


36764 


Strand 






Start 


5065 


End 


7384 




Name 


OJ991026 13.0118.C19.ol.tw 


Method 


TBLASTX : Wheat 




Start 


6630 


End 


6950 




GI 


none 


Score 


209 




Exons 


6630. . 6950 








Seq. No. 


17497 


Seq. ID 


OJ991026_13.0118 


.CI 9 


Gene No. 


36764 


Strand 






Start 


5065 


End 


7384 




Name 


OJ991026 13.0118.C19.o3.ts 


Method 


TBLASTX : Soybean 




Start 


6762 


End 


6974 




GI 


none 


Score 


210 




Exons 


6762. . 6974 








Seq. No. 


17498 


Seq. ID 


OJ991026_13.0118 


.C20 


Gene No. 


36765 


Strand 






Start 


899 


End 


1896 




Name 


OJ991026 13.0118.C20.ol.gs 


Method 


■ GENSCAN 




Start 


899 


End 


1896 




GI 


none 


Score 


. 65 




Exons 


899. . 993, 1722. . 1896 








Seq. No. 


17499 


Seq. ID 


OJ991026JL3.0118 


.C21 


Gene No. 


36766 


Strand 






Start 


910 


End 


1336 




Name 


OJ991026 13.0118. C21.ol.gs 


Method 


GENSCAN 




Start 


910 


End 


1336 




GI 


none 


Score 


.51 




Exons 


910. . 1336 








Seq. No. 


17500 


Seq. ID 


OJ991026_13.0118 


.C22 


Gene No. 


36767 


Strand 


+ 




Start 


492 


End 


2051 




Name 


OJ991026 13.0118.C22.ol.gs 


Method 


GENSCAN 




Start 


492 


End 


2051 




GI 


none 


Score 


. 92 




Exons 


4 92. . 54 2, 1088. .1154, 1226. 


.1302, 1920 


. . 2051 




Seq. No. 


17500 


Seq. ID 


OJ991026 13.0118 


. C22 


Gene No. 


36767 


Strand 


4- ~~ 




Start 


492 


End 


2051 




Name 


OJ991026 13.0118.C22.ol.np 


- Method 


AAT/NAP 




Start 


492 


End 


2033 




GI 


6752919 


Score 


203 




Exons 


4 92. .542, 617. .690, 1096. .1154, 122 6. . 


1302, 1920. .2033 




GI Descrip. 


(AF225708) CRS2 [Zea mays] 








Seq. No. 


17501 


Seq. ID 


OJ991026_13.0118 


.C23 


Gene No. 


36768 


Strand 






Start 


616 


End 


722 





17979 



Name 

Start 

GI 

Exons 



OJ991026_13 . 0118 . C23 . ol . gs Method GEN SCAN 

616 End 722 

none Score .46 
616. .722 



Seq. No. 17502 

Gene No. 36769 

Start 1 

Name OJ991026_13 . 0118 . C25 . ol . gp 

Start 1 

GI LIB3475-011-P1-K1-C3 

Exons 1. .299 

GI Descrip. '2618698 1.0e-50 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ991026_13.0118.C25 
Strand 

End 1686 

Method AAT/GAP 

End 299 

Score 524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17502 
36769 
1 

OJ991026_13.0118.C25.ol.np 
1 

2618698 



Seq. ID OJ991026_13.0118.C25 
Strand 

End 1686 
Method AAT/NAP 
End 1686 
Score 769 
1..531, 1206. .1325, 1420. .1473, 1654. .1686 
(AC002510) unknown protein [Arabidopsis thaliana] 



17502 
36769 
1 

OJ991026_13.0118.C25.ol. tm 
14 

none 



Seq. ID OJ991026_13.0118.C25 
Strand 

End 1686 

Method TBLASTX: Maize 

End 1474 

Score 104 



14. .85, 15. .86, 88. .531, 89. .532, 89. .532, 600. .680, 607. .696, 
608. .697, 612. .698, 1164. .1283, 1197. .1292, 1416. .1472, 
1418. .1474, 1418. .1471, 1419. .1472 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17502 
36769 
1 

OJ991026_13. 0118.C25.ol.gs 
67 

none 



Seq. ID OJ991026_13.0118.C25 
Strand 

End 1686 

Method GENSCAN 

End 1473 

Score .91 



67. .531, 610. .696, 1206. .1289, 1420. .1473 



17502 
36769 
1 

OJ991026_13.0118.C25.o2.gp 
409 

uC-osflcypl06e03bl 
409. .531, 610. .688 

'2618698 2.0e-09 (AC002510) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ991026_13.0118.C25 
Strand 

1686 
AAT/GAP 
688 
376 



End 

Method 

End 

Score 



Seq. No. 17503 

Gene No. 36770 

Start 1 

Name OJ991026_13 . 0118 . C2 6 . ol . np 

Start 1 



Seq. ID OJ991026_13.0118.C26 
Strand 

End 10655 

Method AAT/NAP 

End 4381 



17980 



GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2618698 Score 592 

1..164, 413. .682, 2632. .2721, 2810. .2869, 3863. .3929, 

4071. .4168, 4257. .4381 

(AC002510) unknown protein [Arabidopsis thaliana] 



17503 Seq. ID 

36770 Strand 

1 End 

OJ991026_13.0118.C26.o3.tm Method 

602 End 

none Score 



OJ991026_13.0118.C26 
10655 

TBLASTX: Maize 

4372 

125 

2723, 2632.. 2724, 



602.. 712, 603.. 707, 2607. .2723, 2628. 
2632. .2724, 2804. .2869, 2808. .2936, 3839. .3931, 3840. .3932, 
4068. .4190, 4088. .4174, 4293.-4346, 4295. .4372 



Seq. No. 17503 Seq. ID OJ991026_13 . 0118 . C2 6 

Gene No. 36770 Strand 

Start 1 End 10655 . 

Name OJ991026_13 . 0118 . C26 . ol . gp Method AAT/GAP 

Start 1057 End 2598 

GI LIB3477-003-P1-K1-E9 Score 139 

Exons 1057.. 1100, 2534.. 2598 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory. s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17503 
36770 
1 

OJ991026 13.0118.C26.o2.ts 



OJ991026 13.0118.C26 



2638 
none 
2638. 
2804 . 
4071. 



,2724, 
,2869, 
,4175, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2639. .2725, 2640. .2720, 2644. .2724, 2804. .2875, 
2808. .2882, 2809. .2871, 3836. .3940, 3840. .3941, 
4088. .4189, 4301. .4366, 4305. .4337 



10655 

TBLASTX : Soybean 

4366 

58 



17503 
36770 
1 

OJ99102 6_13.0118.C26.o2.gp 
2812 

uC-osflcyp024b01bl 
2812. .2869, 3863. .3929, 4071 
'2618698 l.*0e-39 (AC002510 
thaliana] 1 



Seq. ID 
Strand" 
End 

Method 

End 

Score 



OJ991026_13.0118.C26 

10655 
AAT/GAP 
4559 
910 



4162, 4280.. 4559 
unknown protein [Arabidopsis 



Seq. No. 17503 

Gene No. 36770 

Start 1 

Name OJ991026_13 . 0118 . C26 . o2 . gs 

Start 3830 

GI none 
Exons 



Seq. ID OJ991026_13.0118.C26 



Strand 
End 

Method 

End 

Score 



10655 
GEN SCAN 
10601 
. 9 



3830. .3929, 3988. .4070, 4112. .4162, 4280. .4421, 6465. .6739, 
7028. .7142, 8056. .8156, 8811. .9038, 9791. .10027, 10121 .. 10405, 
10487. .10601 



Seq. No. 



17503 



Seq. ID OJ991026 13.0118.C26 



17981 



Gene No. 36770 

Start .... 1 

Name OJ991026_13 . 0118 . C26 . ol . tm 

Start 6466 

GI none 

Exons 6466..6S34, 6468.. 6548, 6468. 

6657.. 6737, 6662.. 6745, 7028. 



Strand 
End 

Method 
End 
Score 



10655 

TBLASTX: Maize 
10313 
94 

6539, 6518.. 6721, 6534. 
7135, 8054.. 8155, 8055. 



8056. .8163, 8811. .8843, 8812. .8844, 8827. .9039, 8844. 



6659, 
,8156, 
9041, 



8844. .9038, 8846. .9043, 8866. .9039, 8867. .9040, 9707. .10030, 
9708. .10028, 9880. .10029, 10118. .10312, 10119. .10313 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17503 
36770 
1 

OJ991026_13.0118.C26.o2.np 

6467 

3776.559 

6467.. 6739, 7028.. 7142, 8056. 



Seq. ID OJ991026_13.0118.C26 
Strand 

End 10655 

Method AAT/NAP 

End 10655 

Score 1583 

.8156, 8811. .9038, 9710. .10027, 



7028. 

10121. .10405, 10487. .10655 

(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] . •■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17503 Seq. ID OJ991026_13 . 0118 . C26 

36770 Strand 

1 End 10655 

OJ991026_13 . 0118 . C26 . o3 . gp Method AAT/GAP 

8046 End 8976 

LIB34 77-005-P1-K1-G8 Score 509 

8046.. 8156, 8811.. 8976 

'3776559 2.0e-31 (AC005388) Strong similarity to gene F14J9.26 
gi_3482933 cdc2 protein kinase homolog from A. thaliana BAC 
gb_AC003970. ESTs gb_Z35332- and gb__F19907 come from this gene. 
[Arabidopsis thaliana] ? 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17503 Seq. ID 

36770 Strand 

1 End 

OJ991026_13.0118.C26.ol.ts Method 

8058 End 

none , Score 



OJ991026_13.0118.C26 
10655 

TBLASTX: Soybean 

10415 

80 



8058. .8159, 8059. .8163, 8791. .9039, 8811. .9038, 9707. .10039, 
9708. .10037, 10118. .10414, 10119. .10415 



Seq. No. 17503 

Gene No. 36770 

Start 1 

Name - OJ991026JL3 . 0118 . C,26. o2 . tw 

Start 8079 

GI none 

Exons 8079.. 8159, 8079.. 8156, 8080. 

8866. .9039, 9707. .9775, 9708. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8163, 8811 
,9773, 9710 



OJ991026 13.0118.C26 



10655 

TBLASTX: Wheat 
9775 
95 

9038, 8812.. 9039, 
9775 



Seq. No. 
Gene No. 
Start 



17503 
36770 
1 



Seq. ID 

Strand 

End 



OJ991026 13.0118.C26 



10655 



17982 



Name 

Start 

GI 

Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991026_13.0118 .C26.o2.tc 

8811 

none 

8811. .9038, 8812. .9039 

17503 
36770 
1 

OJ991026_13.0118 .C26.ol.tc 

97 37 

'none 



Method 

End 

Score 



TBLASTX: Cress 

9039 

164 



Seq. ID OJ991026_13.0118.C26 
Strand 

End ■ 10655 

Method TBLASTX : Cress 

End 10357 

Score 285 



9737.. 10036, 9738.. 10037, 10118 .. 10357 , 10119.. 10253 



17503 
36770 
1 

OJ991026_13.0118 .C2 6.o4 .gp 
9769 

uC-osflcypl55g01bl 
9769. .10027, 10121. .10362 

1 1420932/gb| U61383 IORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID OJ991026_13.0118.C26 
Strand 

End 10655 
Method . AAT/GAP 
End 10362 
Score 935 



17503 
36770 
1 

OJ991026_13.0118 .C26.ol.tw 

9776 

none 



Seq. ID OJ991026_13. 0118.C26 
Strand 

End 10655 

Method TBLASTX: Wheat 

End 10273 

Score 72 



9776. .10036, 9777. .9857, 9885. .10028, 10118 .. 10273, 10119. .10253 



17503 
36770 
1 

OJ991026_13. 0118 .C26.o2 .tm 

10314 

none 



Seq. ID OJ991026_13. 0118 .C26 
Strand 

End 10655 

Method TBLASTX : Mai ze 

End 10592 

Score 120 



10314. .10388, 10316. .10408, 10316. .10414, 104 84. .10582, 
10488. .10592 



Seq. No. 17504 

Gene No. 36771 

Start 19 

Name OJ991026_13 . 0118 . C27 . ol . gs 

Start 19 

GI none 

Exons 19. .207 



Seq. ID OJ991026_13.0118.C27 

Strand + 

End 207 

Method GENSCAN 

End 207 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



17504 - ; 

36772 

1167 

OJ99102 6JL3. 0118 .C27.o2 .gs 

1167 

none 



Seq. ID OJ991026_13. 0118 .C27 
Strand 

End 2591 

Method GENSCAN 

End 2591 

Score . 5 



1167. .1331, 1580. .1839, 2467. .2591 

17505 Seq. ID OJ991026 13.0118.C28 



17983 




Gene No. 


36773 


Strand 


+ 




Start 


933 


End 


3376 




Name 


OJ991026 13 0118 C28 ol rr<? 


M^thoH 

1 1C U- 1 1UU 


\J Hi IN O vfUM 




Start 


933 _ 


End 


JJ f o 




GI 


none 


C /-^ i"\ v- o 


S4 




P von s 


933 1043 3242 3376 








Qpn fid 


17505 






poo 


Gene No . 


36773 


Strand 


+ _ 




Start 


933 


End 


3376 




Name 


OJ991026 13.0118.C28.ol.gp 


Method 


AAT/GAP 




Start 


3107 


End 


3163 




GI 


231 2838 


Score 


62 




P. von *=; 


3107 3163 








GT npsrri n 

\J -L- L*S Vw O V— ' J_ -I_ k_x a 


1420932/ab 1 U61383 1 0RU61 383 7 


.Oe-21 Oryza rufipogon 






4 — roiirna 1 p— Co A 1 lrrs^p ripnp 


intron 1, 


partial sequence 




Qprr No 

<J C • IN \J . 


17505 


Seq. ID 


OJ991026_13.0118 


poo 


Gene No . 


36774 


Strand 


+ 




Start 


3913 


End 


3995 




Name 


OJ991026 13.0118.C28.o2.gp 


Method 


AAT/GAP 




Start 


3913 


End 


3995 




GI 


4 98 9 1 R1 084 


Score 


112 




P von •=? 


3913 - 399S 

«J _/ X, J • • ~J ZJ ZJ 










1 1 420932 /ah in 613831 ORn 61^8^ 


7. Oe-21 Oryza rufipogon 






4-rniiTnaratp-PnA 1 irr^^p* npnp 

J V — w LllLLU J. u U C w/i _I L CI O \Z, \-j v3 1 1 C / 


intron 1, 


partial sequence 


t 


Seq. No. 


17506 


Seq. ID 


OJ991026_13.0118 


.C30 


Gene No. 


36775 


Strand 


+ 




Start 


267 


End 


339 




Name 


OJ991026 1 3 01 18 f?0 ol rr<? 

\> Zs Zs ±- \J \J X-J.WXXO.V^JVJ.^XtLiO 


Method 


GENSCAN 




Start 


267 ~~ 


End 


339 




GI 


none 


Score 


.43 




Exons 


267 . . 339 








Seq. No. 


17507 


Seq. ID 


OJ991026_13.0118 


.C31 


Gene No. . 


36776 


Strand 






Start 


819 


End 


918 




Name 


OJ991026 1 3 01 18 P?1 ol n<z 


Method 


GENSCAN 




Start 


819 _ 


End 


918 




GI 


none 


Score 


.81 




Exons 


819 845 889 918 








Seq. No. 


17508 


Seq. ID 


OJ991026_13.0118 


• ^>j^ 


Gene No . 


36777 


Strand 






Start 


1 


End 


973 




Name 


OJ991026 13.0118.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


973 




GI 


32878^2 

-J c- O t \j O c* 


Score 


284 






1 402 S93 97^ 








GI Descrip. 


(+) -DELTA-CADINENE SYNTHASE 


(D-CADINENE SYNTHASE) gi 11843647 




(U88318) (+) -delta-cadinene 


synthase [Gossypium hirsutum] 


Seq. No. 


17508 


Seq. ID 


OJ991026_13.0118 


.C32 


Gene No. 


36777 


Strand 






Start 


1 


End 


973 




Name 


OJ991026 13.0118.C32.ol.gs 


Method 


GENSCAN 





17984 




Start 


14 


End 


776 






GI 


none 


Score 


.97 






Exons 


14. .402, 593. .776 










Seq. No. 


17508 


Seq. ID 


OJ991026_13 


.0118 


.C32 


Gene No. 


36777 


Strand 








Start 


1- 


End 


973 






Name 


OJ991026 13 0118 C32 ol tm 


Mpthod 


TBLASTX: Maize 




Start 


68 ~ 


End 


376 






GI 


none 


Score 


38 






Exons 


68.. 106, 122 211, 155 208 


239 376 


258 . . 347 






Seq. No. 


17509 


Seq. ID 


OJ991206_18 


.0131 


,C4 


Gene No. 


36778 


Strand 


+ 






Start 


15150 


End 


15584 






Name 


OJ991206 18 . 0131 . C4 . o2 . gp 


Method 


AAT/GAP 






Start 


15150 ~ 


End 


15584 






GI 


none 


Score 


851 






Exons 


15150. . 15584 










Sea. No. 


17509 


Seq. ID 


OJ991206_18 


.0131 




Gene No. 


36779 


Strand 


+ 






Start 


21754 


End 


24437 






Name 


OJ991206 18 . 0131 . C4 . o5 . gs 


Met hod 


GENSCAN 






Start 


- 21754 ~~ * 


End 


■ 24437 






GI 


none 


Score 


.48 






Exons 


21754. .21821, 22322 /. 22434 , 


22705 .227 


52, 23310. .23347, 






23481 23529. 24295 24437 










Seq. No. 


17509 


Seq. ID 


OJ991206_18 


.0131 


. C4 


Gene No . 


36780 


Strand 


+ 






Start 


27260 


End 


28620 






Name 


OJ991206 18.0131.C4.o4.gp 


Method 


AAT/GAP 






Start 


27042 


End 


27610 






GI 


8308 1.R1084 


Score 


861 






Exons 


27042 .. 27425. 27526 27610 










GI Descrip. 


'2459430 1 0e-ll (AC002332) 


putative CUC2 protein 


[Arabidop 




thalianal ' 










Seq. No. 


17509 


Seq. ID 


OJ991206_18 


.0131 


C4 


Gene No. 


36780 


■ Strand 


+ 






Start 


27260 


End 


28620 






Name 


OJ991206 18.0131.C4 .o5.np 


Method 


AAT/NAP 






Start 


27242 


End 


28441 






GI 


1418990 


Score 


253 






Exons 


27242. .27425, 27526 .. 27803, 


28363. .28441 






GI Descrip. 


(Z75524) unknown [Lycopersicon esculentum] 






Seq. No. 


17509 


Seq. ID 


OJ991206_18 


.0131. 


C4 


Gene No. 


36780 


Strand 


+ 






Start 


.27260 


End 


28620 






Name 


OJ991206 18.0131.C4.o7.gs 


Method 


GENSCAN 






Start 


27260 


End 


28620 






GI 


none 


Score 


.98 






Exons 


27260. .27425, 27526 .. 2784 5, 


28363. .28620 






Seq. No. 


17509 


Seq. ID 


OJ991206_18 


.0131. 


C4 



17985 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand + 
End 36944 
Method AAT/GAP 
End 33291 
Score 958 
32337. .32417, 32489 .. 32515, 
33265. .33291 

-'' 3851003/gb | AAC72194 | 2.0e-38 (AF069910) pyruvate dehydrogenase 
El beta subunit isoform 3 [Zea mays] 1 



36781 
31047 

OJ991206_18.0131.C4 ,o5.gp 
30685 

632_1.R1084 

30685. .30896, 31047 31133, 
32615. .32677, 32794 32881, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 36944 
Method AAT/NAP 
End 36630 
Score 1211 
32337. .32417, 32489 
33326.-33456, 33868 
34819. .34857, 34968 



OJ991206_18.0131.C4 
+ 



17509 
36781 
31047 

OJ991206_18.0131.C4.o6.np 
30858 
3851001 

30858. .30896, 31047 .. 31133, 
32615. .32677, 32794 .. 32880, 
34078. .34150, 34348 .. 34413, 
35172. .35286, 36565.. 36630 

(AF069909) pyruvate dehydrogenase El beta subunit isoform 2 [Zea 
mays] 



.32515, 
.34001, 
.35092, 



Seq. No. 17509 
Gene No. 36781 
Start 31047 

Name OJ991206_18 . 0131 . C4 . 08 . gs 

Start 31047 
GI none 

Exons 31047. .31133, 31558 .. 31716, 

32615. .32677, 32794 .. 32880, 
34348. .34413, 34 968 .. 35092 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
32337. .32417, 
33407. .33456, 



OJ991206_18.0131, 
+ 

36944 
GENSCAN 
36633 
.91 

32489. 
34078. 



C4 



35172. .35286, 36565. 



.32515, 
.34150, 
,36633 



Seq. No. 17509 
Gene No. 36781 
Start 31047 

Name OJ991206_18 . 0131 . C4 . 06 . gp 

Start 33923 

GI 21511_1.R1084 

Exons 33923. .34001, 34 078 .. 34 150, 

34968. .35092, 35172, . 3528 6, 
GI Descrip. '2459431 3.0e-19 (AC002332) 

thaliana] ' 



Seq. ID OJ991206_18.0131.C4 

Strand + 

End 36944 

Method AAT/GAP 

End 36944 

Score 1570 
34348. .34413, 34819. . 34857, 
36565. .36944 

unknown protein [Arabidopsis 



Seq. No. 17509 Seq. ID OJ991206_18 . 0131 . C4 

Gene No. 36782 . Strand + 

Start 38632 End 46207 

Name OJ991206_18 . 0131 . C4 . o7 . gp Method AAT/GAP 

Start 38632 End 40805 

GI 426293 Score 633 
Exons 38632. .38759, 3977 1 .. 39843, 40277 .. 4 0350, 4 0622 .. 4 0683, 
40766. .40805 

GI Descrip. 2459431 3.0e-19 (AC002332) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



17509 
36782 



Seq. ID OJ991206_18.0131.C4 
Strand + 



17986 



Start 
Name 
Start 
GI 

Exons 



38632 End 46207 

OJ991206_18 . 0131 . C4 ,o7 . np Method AAT/NAP 

38634 End 43631 

2459431 Score 408 

38634.. 38759, 39771.. 39843, 40277 .. 40350, 40622. 

41906. .42189, 42627 .. 43031, 43065 .. 43364 , 43401. 



. 40683, 
.43631 



GI Descrip'. (AC002332) unknown protein [Arabidopsis thaliana] 



Seq. No. 17509 
Gene No. 36782 
Start 38632 

Name OJ991206_18 . 0131 . C4 . olO . gs 

Start 39783 
GI none 
Exons 39783. 

41592. 

45915. 



.39843, 40622. .40683, 
.41799, 41906, . 42139, 
.46207 



Seq. ID OJ991206_18.0131.C4 

Strand + 

End 46207 

Method GENSCAN 

End 4 6207 

Score .58 
40766. .40834, 4 14 8 6 .. 4 1514 , 
42630. .42873, 44731 44799, 



Seq. No. 17509 

Gene No. 36782 

Start 38632 

Name OJ991206_18 . 0131 . C4 . 08 . gp 

Start 43369 

GI 38680JL.R1084 

Exons 43369. .43638, 44113 .. 44304- 

GI Descrip. '2459431 3.0e-19 (AC002332) 
thaliana] 1 



Seq. ID OJ991206_18.0131.C4 

. Strand + 

End 46207 

Method AAT/GAP 

End 44304 

Score 847 

unknown' protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17509 
36783 
2955 

OJ991206_18. 0131.C4 .o2.gs 

2955 

none 

2955. .3060, 3185. .3415, 4153. 
54 91. .5567, 6217. . 6373, 6647. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4288, 4377 
.6712, 6950 



OJ991206 18. 0131. C4 



13984 
GENSCAN 
13984 
.46 

4491, 
7004, 



4658. 
7535. 



.5352, 
.7603, 



8909. .9064, 954 0. .9594, 10129. .10259, 104 08. .10661, 
11242. .11553, 11886. .12115, 12581 .. 12730, 13779.. 13984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17509 Seq. ID 

36783 Strand 

2955 End 

OJ991206_JL8.0131.C4.ol.np Method 

4349 End 

3193294 Score 



OJ991206_18.0131.C4 

13984 
AAT/NAP 
7322 
168 



4349.. 4516, 4679.. 5312, 7270.. 7322 

(AF069298) similar to reverse transcriptases (Pfam: 
score : 53.76) [Arabidopsis thaliana] 



rvt . hmm, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17509 
36783 
2955 

OJ991206_JL8.0131.C4.o2.np 

6543 

2088650 

6543. .6712, 6950. .7004, 7535. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_18.0131.C4 

13984 
AAT/NAP 
10834 
725 



.7603, 8226. .8329, 8416. .8488, 



8909. .9007, 9531. .9594, 10129 .. 1025 9, 104 08. .104 91, 



17987 



10593. .10661, 10754.. 10834 
GI Descrip. (AF002109) putative peroxisomal membrane carrier protein 
[Arabidopsis thaliana] 



Seq. No. 


17509 


Seq. ID 


OJ991206_ 


18.0131 


.C4 


Gene No . 


36783 


Strand 








Start 


2955 


End 


13984 






Name 


OJ991206 18.0131.C4\ol.gp 


Method 


AAT/GAP 






Start 


8235 


End 


10843 






GI 


5806 1.R1084 


Score 


1308 






Exons 


8235. .8333, 8420. .8488, 8909 


..9064, 9540. .9594, 


10129. . 


10259, 




10408. .10482, 10566. .10661, 


10754. .10843 






GI Descrip. 


'2088650 3.0e-34 (AF002109) 


peroxisomal ATP/ADP 


carrier 


prote 




isolog [Arabidopsis thaliana] ' 








Seq. No. 


17509 


Seq. ID 


OJ991206_ 


18 . 0131 


.C4 


Gene No . 


36784 


Strand 








Start 


15361 


End • 


18183 






Name 


OJ991206 18.0131.C4.o3.gs 


Method 


GENSCAN 






Start 


15361 


End 


18183 






GI 


none 


Score 


.88 






Exons 


15361. .16016, 16800. .16865, 


16961. .17058, 17813. 


.18183 




Seq. No. 


17509 


Seq. ID 


OJ991206_ 


18.0131 


.C4 


Gene No. 


36784 


. Strand 








Start 


15361 


End 


18183 






Name 


OJ991206 18.0131.C4.o3.gp 


Method 


AAT/GAP 






Start 


15715 


End 


17047 






GI 


7664 1.R1084 


Score 


831 






Exons 


15715. .16016, 16800. .168 65, 


16961. .17047 






GI Descrip. 


1 60 14904/ sp|Q3 87321 DAG ANTMA 


5.0e-13 I 


DAG PROTEIN 


, CHLOROPLAST 



PRECURSOR >gi_1200205_emb_CAA65064_ (X95753) DAG [Antirrhinum 
majus] ' 



Seq. No. 


17509 




Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36784 




■Strand 






Start 


15361 




End 


18183 




Name 


OJ991206 18. 0131. C4 


.o3.np 


Method 


AAT/NAP 




Start 


15877 




End 


18089 




GI 


6648175 




Score 


262 




Exons 


15877. .16016, 16800 


. .16865, 


16961. .17058, 17813. .18089 




GI Descrip. 


(AC010926) DAG-like 


protein 


[Arabidopsis thaliana] 




Seq. No. 


17509 




Seq. ID 


OJ991206_18.0131 


C4 


Gene No. 


36785 




Strand 






Start 


18643 




End 


18899 




Name 


OJ991206 18. 0131. C4 


.o4 .gs 


Method 


GENSCAN 




Start 


18643 




End 


18899 




GI 


none 




Score 


.79 




Exons 


18643. .18842, 18872 


. .18899 








Seq. No. 


17509 




Seq. ID 


OJ991206_18.0131 


C4 


Gene No. 


36786 




Strand 






Start 


38529 




End 


39490 




Name 


OJ991206 18. 0131. C4 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


4121 




End 


4825 




GI 


none 




Score 


91 





17988 




Exons 


4121. .4312, 


4334 


..4507, 4352. 


.4507, 4673. .4726, 4745. .4825 


Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 


0131 


.C4 . o7 . tm 


Method 


TBLASTX: Maize 




Start 


4919 






End 


23229 




GI 


none 






Score 


141 




Exons 


4919. .5002, 


5009 


..5320, 5022. 


.5324, 23134.. 23229 




Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 


0131 


.C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


5138 






End 


23484 




GI 


none 






Score 


65 




Exons 


5138. .5266, 


22933. .23031, 23122.. 23484 


, 23125 . . 23328, 






23135. .23389 










Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 


0131 


.C4 .ol. ts 


Method 


TBLASTX : Soybean 




Start 


5165 






End 


23634 




GI 


none 






Score 


74 




Exons 


5165. .5251, 


23107. .23271, 23135.. 23272 


, 23281 . . 23634 , 






23282. .23515 










Seq. No. 


17509 






Seq. "ID 


OJ991206_18.0131 


.C4 


Gene No. 


3S-786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 


0131 


.C4 .08 . tm 


Method 


TBLASTX: Maize 




Start 


6510 






End 


6729 




GI 


none 






Score 


173 




Exons 


6510. .6725, 


6511 


. .6729 








Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 


0131, 


.C4.o5.ts 


Method 


TBLASTX : Soybean 




Start 


6540 






End 


6714 




GI 


none 






Score 


130 




Exons 


6540. .6713, 


6541. 


. . 6714 








Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 


0131, 


.C4.o4.tc 


Method 


TBLASTX: Cress 




Start 


6552 






End 


8488 




GI 


none 






Score 


93 " 




Exons 


6552. .6713, 


6585. 


,.6704, 6607. 


.6714, 7526. .7606, 7539. .7601, 




8259. .8333, 


8295. 


,.8333, 8414. 


.8488, 8415. .8486 




Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 


0131. 


C4.o9. tm 


Method 


TBLASTX: Maize 





17989 



Start 
GI 

Exons 



8217 End 10474 

none Score 141 

8217. .8333, 8224. .8334, 8225. .8335, 8417. .8488, 8418. .8483, 
8419. .8487, 8887. .9066, 8909. .8998, 8909. .9082, 8910. .9065, 
8911. .9066, 9534. .9593, 9541. .9594, 10108 .. 10260, 10108 10176, 
10112. .10267, 10128. .10259, 104 08 10473, 10409. .10474 



Seq. No. 17509 
Gene No. 36786 
Start 38529 

Name OJ991206_18 . 0131 . C4 . ol2 . tm 

Start 15361 
GI none 
Exons 15361. 

15506. 

15549. 



,15429, 15415. 

,15523, 15530. 

15644, 15583. 

15697. .15744, 15799. 



.15453, 
.15598, 
.15684, 
.15966, 



Seq. ID OJ991206_18.0131.C4 

Strand 
. End 39490 

Method TBLASTX : Mai ze 

End 15966 

Score 38 
154 29. .15536, 15477. .15503, 
15543. .1564 4, 1554 8. .1564 0, 
15590. .1567 6, 15691. .15729, 
15806. .15964, 15807. .15965 



Seq. No. 17509 
Gene No. 36786 
Start 38529 

Name OJ991206_18 . 0131 . C4 . o4 . ts 

Start 15715 
GI none 
Exons 15715 . 

15956. 

16987. 

17902. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_18.0131.C4 
39490 

TBLASTX: Soybean 

18021 

38 



.15768, 15829. .16008, 15854 .. 16018 , 15864. 
,16018, 16795. .16878, 167 99 .. 1687 9, 16950. 



,17061, 17813. .17869, 17815. 

,18021 



17868, 17902. 



,16025, 
,17090, 
,17958, 



Seq. No. 17509 Seq. ID 

Gene No. 36786 Strand 

Start 38529 End 

Name OJ991206_18 . 0131 . C4 . o2 . tw Method 

Start 15845 End 

GI none Score 
Exons 



OJ991206_18.0131.C4 
39490 

TBLASTX: Wheat 

17916 

184 



15845. 
16795. 



16018, 15846. 
16872, 16799. 



,16022, 15856. .16017, 1 67 94 . . 1 68 68 , 
,168 67, 16960. .17052, 16962. .17060, 



16962. .17090, 17813. .17869, 17815. .17916 



Seq. No. 17509 Seq. ID 

Gene No. 36786 Strand 

Start 38529 End 

Name OJ991206_18 . 0131 . C4 . o3 . tc Method 

Start 15859 End 

GI none Score 

Exons 15859. .16014, 15955 

16795. .16872, 16799 

16987. .17061, 17813. .178 69, 17815 

17 902. .18021, 17 936. .18004 



OJ991206_18.0131.C4 
39490 

TBLASTX: Cress 

18021 

136 



,16017, 15959. 
,16867, 16960. 



16018, 16782. 
17064, 16962. 
17868, 17902. 



,16868, 
,17090, 
17958, 



Seq. No. 17509 

Gene No. 36786 

Start 38529 

Name OJ991206_18 . 0131 . C4 . 06 . tm 

Start 15967 

GI none 
Exons 



Seq. ID OJ99120 6_18 . 0131.C4 
Strand 
End 

Method 
End 
Score 



39490 

TBLASTX: Maize 

18027 

72 



15967. .16017, 15971. .16018, 16738 . . 16872, 16799 .. 16867 , 



17990 






16956. 


.17060, 16956 


. . 17090, 


17806. .17958, 17813 .. 18007 , 






17815. 


.18027 










Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 0131. C4 


.ol0. tm 


Method 


XBLASTX : Maize 




Start 


22771 






End 


23007 




GI 


none 






Score 


144 




Exons 


22771. 


.23007, 22772 


. .22993, 


22774. .22995 




Seq. No. 


17509 






Seq. ID 


OJ991206_18 .0131 


-C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 0131. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


23284 






End 


23793 




GI 


none 






Score 


81 




Exons 


23284. 


.23793, 23374 


. .23766 








Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 0131. C4 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


23919 






End 


24270 




GI ... 


none 






Score 


218 




Exons 


23919. 


.24176, 23959 


.24270 








Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 0131. C4 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


23980 






End 


24303 




GI 


none 






Score 


158 




Exons 


23980. 


.24132, 23982 


.24074, 


24130. .24171, 24184. .24303 




Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


. OJ991206 18. 0131. C4 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


27263 






End 


27430 




GI 


none 






Score 


168 




Exons 


27263. 


.27430, 27268 


.27429 








Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 0131. C4. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


27277 






End 


27662 




GI 


none 




- 


Score 


170 




Exons 


27277. 


.27429, 27278. 


.27430, 


27518. .27562, 27525.-27566, 






27620. 


.27658, 27621. 


.27662 








Seq. No. 


17509 






Seq. ID 


OJ991206_18.0131 


.C4 


Gene No. 


36786 






Strand 






Start 


38529 






End 


39490 




Name 


OJ991206 18. 0131. C4. 


ol . tc 


Method 


TBLASTX: Cress 




Start . 


32334 






End 


36609 





17991 



GI 


none 








Score 125 






Exons 


O O O -D A 


oo/i on 






jZ40D. . j^jIo, jZDli . 


. JZo / / , 






32614. 


.32676, 


32791. 


.32880, 


32793. .32879, 33862. 


.33993, 






33865. 


.34008, 


33867. 


.34007, 


34079. .34153, 34081. 


.34146, 






34347. 


.34409, 


34348. 


.34413, 


34774. .34863, 34818. 


.34862, 






34966. 


.35091, 


34967. 


.35089, 


34968. .35126, 35175. 


.35282, 






35176. 


.35289, 


36562. 


:"36609 








Seq. No. 


17509 








Seq. ID OJ991206_ 


18.0131 


.C4 


Gene No. 


36786 








Strand 






Start 


38529 








End 39490 . . 






Name 


OJ991206 18. 0131. C4. 


o3 . ts 


Method TBLASTX : Soybean 




Start 


32334 








End 36633 






GI 


none 








Score 129 






Exons 


32334. 


.32420, 


32334. 


.32417, 


32486. .32518, 32488. 


.32514, 






32612. 


.32677, 


32614. 


. jZD / D , 


32622. .32711, 32791. 


.32880, 






32793. 


.32879, 


33862. 


.34008, 


33865. .34008, 34079. 


.34153, 






34081. 


.34149, 


34344. 


.34409, 


34348. .34413, 34816. 


.34863, 






34818. 


.34868, 


34967. 


.35089, 


34968. .35126, 35171. 


.35230, 






35172. 


.35234, 


35172. 


.35243, 


35176. .35244, 35232. 


.35288, 






35233. 


.35289, 


35272. 


.35289, 


36561. .36632, 36562. 


.36633 




Seq. No. 


17509 








Seq. ID OJ991206 


18.0131 


.C4 


Gene No. 


36786 








Strand 






Start 


38529 








End 39490 






Name 


OJ991206 18. 0131. C4. 


o4 . tm 


Method TBLASTX: Maize 




Start 


32334 








End 3665'4 






GI 


none 








Score 130 






Exons 


32334 . 


.32420, 


32334. 


.32417, 


32486. .32518, 32488. 


.32514, 






32612. 


.32677, 


32614. 


.32676, 


32791. .32880, 32793. 


.32879, 






33861. 


.33962, 


33865. 


. j4 UUo , 


33865. .34008, 33867. 


.34016, 






34078. 


.34146, 


34079. 


.34153, 


34347. .34412, 34348. 


.34413, 






34774 . 


.34863, 


34801. 


.34863, 


34812. .34868, 34814. 


.34876, 






34965. 


.35090, 


34966. 


.35100, 


34967. .35092, 34968. 


.35126, 






34978. 


.35103, 


35172. 


.35288, 


35172. .35288, 35173. 


.35289, 






35186. 


.35320, 


36562. 


.36654 








Seq. No. 


17509 








Seq. ID OJ991206_ 


18.0131 


.C4 


Gene No . 


36786 








Strand 






Start 


38529 








End 394 90 






Name 


OJ991206 18. 0131. C4. 


o9. gs 


Method GEN SCAN 






Start 


38529 








End 39490 






GI 


none 








Score .73 






Exons 


38529. 


.39027, 


39375. 


.39490 








Seq. No. 


17509 








Seq. ID OJ991206_ 


18.0131 


C4 


Gene No. 


36787 








Strand 






Start 


40624 








End 42130 






Name 


OJ991206 18. 0131. C4. 


OZ *{CS 


Method TBLASTX : Soybean 




Start 


' 40624 








End 42130 






GI 


none 








Score 71 






Exons 


40624. 


.40689, 


40766. 


.40834, 


41459. .41515, 41485. 


.41514, 






41590. 


.41802, 


41631. 


.41798, 


41894. .42046, 41911. 


.41988, 






41936. 


.42019, 


42068. 


.42130 








Seq. No. 


17509 








Seq. ID OJ991206_ 


18.0131 


C4 


Gene No. 


36787 








Strand 







17992 



Start. 


40624 






End 


42130 






Name 


OJ991206 18. 0131. C4 


.o2. tm 


Method 


TBLASTX: 


Maize 




Start 


41473 






End 


42113 






GI 


none 






Score 


64 






Exons 


41473. 


.41511, 41474 


. .41515, 


41484 . .41513, 41570 


. .41794, 






41589. 


.41798, 41590 


. .41820, 


41591. .41794, 41592 


. .41795, 






41596. 


.41811, 41894 


. .42067, 


41903. .42064, 42063 


. .42113 




Seq. No. 


17509 






Seq. ID 


OJ991206 


_18.0131 


.C4 


Gene No. 


36787 






Strand 








Start 


40624 






End 


42130 






Name 


OJ991206 18. 0131. C4 


.o2.tc 


Method 


TBLASTX : 


Cress 




Start 


41650 






End 


42049 






GI 


none 






Score 


176 






Exons 


41650. 


.41802, 41655 


. .41795, 


41894 . .42049, 41911 


. .41988 




Seq. No. 


17509 






Seq. ID 


OJ991206 


_18.0131 


.C4 


Gene No. 


36788 






Strand 








Start 


42622 






End 


42967 






Name 


OJ991206 18. 0131. C4 


. o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


42622 






End 


42967 






GI 


none 






Score 


188 






Exons 


42622. 


.42816, 42627 


. .42857, 


42628.-42867, 42639 


. .42851, 






42849. 


.42962, 42858 


. .42962, 


42859. .42966, 42871 


. .42966, 






42872. 


.42967 












Seq. No. 


17509 






Seq. ID' 


OJ991206 


_18.0131 


.C4 


Gene No. 


36789 






Strand 








Start 


42969 






End 


43638 






Name 


OJ991206 18. 0131. C4 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


42969 






End 


43638 






GI 


none 






Score 


60 






Exons 


42969. 


.43019, 42976 


. .43014, 


42982. .43200, 42987 


. .43148, 






43019. 


.43204, 43024 


. .43191, 


43202. .43405, 43212 


. .43409, 






43222. 


.43440, 43245 


. .43406, 


43410. .43442, 43429 


. .43479, 






43436. 


.43495, 43436 


. .43486, 


43437. .43523, 43440 


. .43523, 






43500. 


.43637, 43501 


. .43638, 


43501. .43638 






Seq. No. 


17510 






Seq. ID 


OJ991206 


_18.0131 


.C6 


Gene No. 


36790 






Strand 


+ 






Start 


1 






End 


126 






Name 


OJ991206 18. 0131. C6 


. ol . np 


Method 


AAT/NAP 






Start 


1 






End 


126 






GI 


468018 


6 




Score 


203 






Exons 


1. . 126 














GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


indica] 







Seq. No. 17510 

Gene No. 36791 

Start 1 

Name OJ991206_18 . 0131 . C6 . ol . gp 

Start 1 

GI uC-osflcyp033a04bl 

Exons 1 . . 59 

GI Descrip. ? 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ991206_18.0131.C6 

Strand 

End 59 

Method AAT/GAP 

End 59 

Score 110 



17993 



Seq. No. 


17511 




Seq. ID 


OJ991206 18. 0131. C7 


Gene No. 


36792 




Strand 






Start 


153 




End 


601 




Name 


OJ991206 18.0131.C7.ol 


. gs 


Method 


GENSCAN 




Start 


153 




End 


552 




GI 


none 




Score 


.5 




Exons 


153. .552 










Seq. No. 


17511 




Seq. ID 


OJ991206_18.0131 


.C7 


Gene No. 


36792 




Strand 






b car z 


i CT 




End 


601 




Name 


OJ991206 18.0131.C7.ol 


. np 


Method 


AAT/NAP 




Start 


161 




End 


601 




GI 


4680179 




Score 


602 




Exons 


161. .601 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


17511 




Seq. ID 


OJ991206_18.0131 


.C7 


Gene No. 


36792 




Strand 






Start 


153 




End 


601 




Name 


OJ991206 18.0131.C7.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


205 




End 


592 




GI 


none 




Score 


184 




Exons 


205.. 591, 269.-592 










Seq. No. 


17511 




Seq. ID 


OJ991206_18.0131 


.C7 


Gene No. 


367 92 




Strand 






Start 


153 




End 


601 




Name 


OJ991206 18.0131.C7.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


301 




End 


562 




GI 


none 




Score 


186 




Exons 


301. .561, 302. .562 










Seq. No. 


17512 




Seq. ID 


OJ991206_18.0131. 


,C8 


Gene No. 


36793 




Strand 


+ 




Start 


1 




End 


171 




Name 


OJ991206 18.0131.C8.ol, 


• gp 


Method 


AAT/GAP 




Start 


. 1 




End 


171 




GI 


uC-osflcyp033a04bl 




Score 


310 




Exons 


1. .171 










GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


17513 




Seq. ID 


OJ991206_18.0131. 


,C9 


Gene No. 


36794 




Strand 


+ 




Start 


54 




End 


1119 




Name 


OJ991206 18.0131.C9.ol. 


gs 


Method 


GENSCAN 




Start 


54 




End 


1119 




GI 


.pone 




Score 


.76 




Exons 


54.. 593, 937.. 1119 










Seq. No. 


17513 




Seq. ID 


OJ991206_18.0131. 


C9 


Gene No. 


36795 




Strand 


+ 




Start 


1688 




End 


1770 




Name 


OJ991206 18.0131.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


1688 




End 


1770 




GI 


LIB34 31-004-P1-K1-G12 




Score 


81 





17994 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



1688. .1770 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



17513 
36796 
1 

OJ991206_18.0131.C9.ol.np 
1 

4432839 
1..80, 165. .410 

(AC006283) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991206_18.0131.C9 
Strand 

End 539 

Method AAT/NAP 

End 410 

Score 393 



17513 
36796 
1 

OJ991206_18.0131.C9.ol.tc 

3 

none 



Seq. ID OJ991206_18.0131.C9 
Strand 

End 539 

Method TBLASTX : Cress 

End 411 

Score 88 



3. .77, 4. .81, 6. .68, 165. .410, 271. .411, 273. .410, 274. .408 



17513 
36796 
1 

OJ991206_18.0131.C9.ol . tm 
3 

none 



Seq. ID OJ991206_18.0131.C9 
Strand 

End 539 

Method TBLASTX: Maize 

End M 411 

Score 103 



3. .77, 4. .87, 9. .71, 165. .410, 252. .377, 271. .411, 273. .410, 
274. .408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17513 
36796 
1 

OJ991206_18.0131.C9.ol .ts 
6 

none Score 
6. .77, 7. .87, 165. .410, 271. .411 



Seq. ID OJ991206_18.0131.C9 
Strand 

End 539 

Method TBLASTX : Soybean 
End 411 
105 



17513 
36796 

1 End 
OJ991206_18 .0131.C9.ol . gp Method AAT/GAP 

214 End 539 

76027_1.R1084 Score 612 

214. .539 

M432839/gb|AAD20688| 1.0e-17 (AC006283) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991206_18.0131.C9 
Strand 

539 



17514 
36797 
2144 

OJ991206_18. 0131. CIO. ol.gp 

2144 

none 

2144 . .2253 



Seq. ID OJ991206_18. 0131. C10 

Strand + 

End 2253 

Method AAT/GAP 

End 2253 

Score 212 



Seq. No. 



17514 



Seq. ID OJ991206 18. 0131. C10 



17995 



# • 



Gene No. 


36798 




Strand 






Start 


1923 




End 


2163 




Name 


OJ991206 18. 0131. CIO. ol. 


as 


Method 


GEN SCAN 




Start 


1923 


End 


2163 




GI 


none 




Score 


. 76 




Exons 


1923. .2163 










Seq. No. " 


17515 




Seq. ID 


OJ991206 18 


. 0131 .Cll 


Gene No. 


36799 




Strand 


+ ~~ 




Start 


48 




End 


3669 




Name 


OJ991206 18.0131.Cll.ol. 


gs 


Method 


GEN SCAN 




Start 


48 




End 


3669 




GI 


none 




Score 


. 75 




Exons 


48. .115, 879. .1074, 1622. .1804, 2273., 


,2572, 2762. . 


2995, 




3097. .3669 










-Seq. No. 


17515 




Seq. ID 


OJ991206_18 


. 0131 .Cll 


Gene No. 


36799 




Strand 


+ 




Start 


48 




End 


3669 




Name 


OJ991206 18.0131.Cll.ol. 


np 


Method 


AAT/NAP 




Start 


1582 




End 


3593 




GI 


4220527 




Score 


759 




Exons 


1582. .1808, 2277. .2572, 


2762 


. .2999, 3197. .3593 




GI Descrip. 


(AL035356) putative protein 


[Arabidopsis thaliana] 


* - 


Seq. No. 


17515 




Seq. ID 


OJ991206_18 


. 0131 .Cll 


Gene No. 


36799 




Strand 


+ 




Start 


48 




End 


3669 




Name 


OJ991206 18.0131.Cll.ol. 


gp 


Method 


AAT/GAP 




Start 


1618 




End 


2330 




GI 


19884 1.R1084 




Score 


423 




Exons 


1618. .1804, 2273. .2330 










GI Descrip. 


! 4220527/emb|CAA23000| 7 


.Oe- 


69 (AL035356) putative 


protein 




[Arabidopsis thaliana] 1 










Seq. No. 


17515 




Seq. ID 


OJ991206_18 


. 0131 .Cll 


Gene No. 


36799 




Strand 


+ 


t 


Start 


48 




End 


3669 




Name 


OJ991206 18.0131.Cll.o2. 


gp 


Method 


AAT/GAP 




Start 


2273 




End 


2798 




GI 


19884 1.R1084 




Score 


624 




Exons 


2273. .2572, 2762. .2798 










GI Descrip. 


, 4220527/emb|CAA23000| 7 


.Oe- 


69 (AL035356) putative 


protein 




[Arabidopsis thaliana] ' 










Seq. No. 


17515 




Seq. ID 


OJ991206_18 


.0131. Cll 


Gene No. 


36800 




Strand 


+ 




Start 


7586 




End 


.9560 




Name 


OJ991206 18.0131.Cll.o2. 


np 


Method 


AAT/NAP 




Start 


7586 




End 


9560 




GI 


1619602 




Score 


467 




Exons 


7586. .7659, 8116. .8488, 


8995 


..9114, 9216. .9297, 9404. .9560 


GI Descrip. 


(Y08726) MtN3 [Medicago 


truncatula] 






Seq. No. 


17515 




Seq. ID 


OJ991206_18 


.0131. Cll 


Gene No. 


36801 




Strand 






Start 


3342 




End 


3919 





17996 



# 



Name OJ991206_18 . 0131 .Cll . o3 . gp Method AAT/GAP 

Start 3342 End 3919 

GI 49741_1.R1084 Score 1074 

Exons 3342.. 3919 

GI Descrip. 1 6006355/dbj | AP000559 . 1 | AP000559 4.0e-75 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 


17515 








Seq. ID 


OJ991206 


_18. 0131. Cll 


Gene No. 


36802 








Strand 






Start 


5821 








End 


6812 




Name 


OJ991206_18 


.0131 


.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


COOT 








End 


6812 




GI 


none 








Score 


.53 




Exons 


5821. .5841, 


6102 


. .6161, 


6735. 


. 6812 






Seq. No. 


17515 








Seq. ID 


OJ991206 


_18. 0131. Cll 


Gene No. 


36803 








Strand 






Start 


7859 








End 


9572 




Name 


OJ991206 18 


.0131 


.Cll.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1619 








End 


3426 




GI 


none 








Score 


269 




Exons 


1 ^ i n 1 on /i 
loiy . . loU4 , 


1622 


. . 1804 , 


2260 . 


.2568, 2273.. 2569, 


V\ Jin a r ^ a 

2417 . . 2569, 




2761. .2991, 


2761 


. .2991, 


2762. 


.2995, 2762. .2995, 


3094. .3426, 




3096. .3425 














Seq. No. 


17515 








Seq. ID 


OJ991206 


_18. 0131. Cll 


Gene No. 


36803 








Strand 






Start 


7859 








End 


9572 




Name 


OJ991206_18 


.0131 


.Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


0 4- -v „ 4- 

otart 


1 c o o 
IbZZ 








End 


3523 


GI 


none 








Score 


201 




Exons 


1622. .1813, 


1624 


. .1764, 


2293. 


.2391, 2297.. 2395, 


2396. .2569, 




2398. .2577, 


2757 


. .2852, 


2761. 


.2994, 2762. .2995, 


2915. .2998, 




3073. .3246, 


3078 


. .3236, 


3253. 


.3333, 3270.. 3332, 


3470. .3523 


Seq. No. 


17515 








Seq. ID 


OJ991206 


_18. 0131. Cll 


Gene No. 


- 36803 








Strand 






Start 


7859 








End 


9572 




Name 


ojyyizOo 18 


.0131 


. Cll . o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2260 








End 


2586 




GI 


none 








Score 


110 




Exons 


2260. .2367, 


2273 


. .2368, 


2274. 


.2372, 2398. .2586, 


2399. .2566 


Seq. No. 


17515 








Seq. ID 


OJ991206 


_18. 0131. Cll 


Gene No. 


36803 








Strand 






Start 


7859 








End 


9572 




Name 


OJ991206 18 


.0131 


.Cll.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2318 








End 


2877 




GI 


none 








Score 


111 




Exons 


2318. .2395, 


2320 


. .2394, 


2395. 


.2571, 2396.. 2569, 


2762. .2875, 




2764. .2877 














Seq. No. 


17515 








Seq. ID 


OJ991206 


_18. 0131. Cll 


Gene No. 


36803 








Strand 






Start 


7859 








End 


9572 




Name 


OJ991206 18 


.0131 


.Cll.o3 


tc 


Method 


TBLASTX: 


Cress 


Start 


2878 








End 


3222 





17997 



# • 



GI 


none 








Score 


147 


Exons 


2878.-2988, 


2879 


. .2995, 


2909. 


.2995, 3073. .3222, 3096.. 3221 


Seq. No. 


17515 








Seq. ID 


OJ991206_18.0131.C11 


Gene No. 


36803 








Strand 




Start 


7859 








End 


9572 


Name 


OJ991206 18 


.0131 


.Cll.ol 


. tw * 


Method 


TBLASTX: Wheat 


Start 


2941 








End 


3309 


GI 


none 








Score 


80 


Exons 


2941. .2991, 


2942 


. .2995, 


2942. 


.2998, 3073.. 3309, 3096.. 3308 


Seq. No. 


17515 








Seq. ID 


OJ991206_18.0131.C11 


Gene No. 


36803 








Strand 




Start 


7859 








End 


9572 


Name 


OJ991206 18 


.0131 


,Cll.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


7607 








End 


9287 


GI 


none 








Score 


60 


Exons 


7607. .7660, 


9000 


. .9101, 


9001. 


.9117, 9204. .9287 


Seq. No. 


17515 








Seq. ID 


OJ991206 18.0131.C11 


Gene No. 


36803 








Strand 




Start 


7859 








End 


9572 


Name 


OJ991206 18 


.0131 


.Cll.o3 


. gs 


Method 


GENSCAN 


Start 


7859 








End 


9572 


GI 


none * 








Score 


. 67 


Exons 


7859. .8517, 


8943 


. .9126, 


9225. 


.9572 




Seq. No. 


■ 17515 








Seq. ID 


OJ991206_18.0131.C11 


Gene No. 


36803 








Strand 




Start 


7859 








End 


9572 


Name 


OJ991206 18 


.0131 


.Cll.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


8113 








End 


8494 


GI 


none 








Score 


239 


Exons 


8113. .8328, 


8117 


. .8329, 


8417. 


.8494, 84 


122. .8487 


Seq. No. 


17515 








Seq. ID 


OJ991206_18.0131.C11 


Gene No. 


36803 








Strand 




Start 


7859 








End 


9572 


Name 


OJ991206 18 


.0131 


■Cll.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


8116 








End 


8488 


GI 


none 








Score 


269 


Exons 


8116. .8328, 


8117 


. .8326, 


8417. 


.8488 




Seq. No. 


17515 








Seq. ID 


OJ991206_18.0131.C11 


Gene No. 


36803 








Strand 




Start 


7859 








End 


9572 


Name 


OJ991206 18 


.0131 


.Cll.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


8116 








End 


9117 


GI 


none 








Score 


253 


Exons 


8116. .8268, 


8117 


. .8338, 


8417. 


.8488, 8994. .9116, 8998. .9117 


Seq. No. 


17515 








Seq. ID 


OJ991206_18.0131.C11 


Gene No. 


36803 








Strand 




Start 


7859 








End 


9572 


Name 


OJ991206 18 


.0131 


.Cll.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


8152 








End 


9098 • 


GI 


none 








Score 


106 



17998 



Exons 



8152.. 8229, 8155.. 8268, 8156. 
8997.. 9098, 8998.. 9096 



.8347, 8308. .8487, 8408. .8488, 



Seq. No. 17515 

Gene No. 36803 
Start. . 7859 

Name OJ991206_18 . 0131 . Cll . o3 . tm 

Start 8997 

GI none 

Exons 8997.. 9116, 8998.. 9117, 9216. 

Seq. No. 17516 

Gene No. 36804 

Start 1252 

Name OJ991206_18 . 0131 . C12 . ol . gs 

Start 1252 

GI none 

Exons 1252.. 1815 



Seq. ID OJ991206_18.0131.cn 
Strand 

End 9572 

Method TBLASTX: Maize 

End 9296 

Score 176 
.9296, 9216. .9296 

Seq. ID OJ991206_18.0131.C12 

Strand + 

End 1815 

Method GENSCAN 

End 1815 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



36805 Strand 
6571 End 
OJ991206_18.0131.C12.ol.np Method 
6571 End 
6069646 Score 
6571.. 7371, 7654.. 8633 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ991206 18.0131.C12 



+ 

8633 
AAT/NAP 
8633 
2329 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



17516 Seq. ID 

36806 Strand 

9712 End 
OJ991206_18.0131.C12.o2.gp Method 

9639 End 

596_1.R1084 Score 

9639.. 9714, 9888.. 9935, 10030 .. 10231, 



OJ991206_18.0131.C12 
+ 

11842 
AAT/GAP 
10832 
659 

10783. . 10832 



1 548774/sp|P35685|RL7A_ORYSA 1.0e-120 60S RIBOSOMAL PROTEIN L7A 

>gi_542158_pir S38360 ribosomal protein L7a - rice 

>gi_303855_dbj_BAA02156_ (D12631) ribosomal protein L7A [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17516 
36806 
9712 

OJ991206_18.0131.C12.o3.gp 
9655 

596_2.R1084 
9655. .9714, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10030. .10231, 
11066. .11194, 112 95. . 11387, 114 92. .1184 2 

'548774/ sp | P35685 | RL7A_ORYSA 1.0e-112 60S RIBOSOMAL PROTEIN L7A 

>gi_542158_pir S38360 ribosomal protein L7a - rice 

>gi_303855_dbj_BAA02156__ (D12631) ribosomal protein L7A [Oryza 
sativa] 1 



9888. .9935, 



OJ991206_18.0131.C12 
+ 

11842 
AAT/GAP 
11842 
1833 
10783. .10952, 



17999 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



17516 Seq. ID 

36806 Strand 

9712 End 11842 

OJ991206_18.0131.C12.o3.gs Method GENSCAN 

9712 End 11623 

none Score . 91 
9712. .9714, 10030.. 10231, 10783.. 10952, 11066.. 
11295. . 11387, 11492. .11623 



OJ991206_18.0131.C12 
+ 



11194, 



17516 Seq. ID 

36806 Strand 

9712 End 

OJ991206_18. 0131.C12.o2.np Method 

9885 End 

548774 Score 



OJ991206_18.0131.C12 
+ 

11842 
AAT/NAP 
11620 
1163 



9885.. 9935, 10030 .. 10231 , 10783 .. 10952 , 11066 .. 11194 , 
11295. . 11387, 11492. .11620 

60S RIBOSOMAL PROTEIN L7A gi | 542158 | pir || S38360 ribosomal 
protein L7a - rice gi I 303855 I dbj I BAA02156 | (D12631) ribosomal 
protein L7A [Oryza sativa] 



Seq. No. 17516 

Gene No. 36807 

Start 12645 

Name OJ991206_18 . 0131 . C12 . o4 . 

Start 12645 

GI none 

Exons 12645. .12805, 12877. .131 
15831. .16017, 16095. .162 



Seq. ID OJ991206_18.0131.C12 

Strand + 

End 16885 
gs Method GENSCAN 

End 16753 

Score .76 
05, 13423. .13729, 14002 .. 14210, 
02, 16620. . 16753 



Seq. ID OJ991206_18.0131.C12 
Strand + 
End 16885 
Method AAT/NAP 
End 16750 
Score 698 
16095. . 16202, 16620.. 16750 
(AC009176) putative coated vesicle membrane protein [Arabidopsis 
thaliana] gi | 664 8180 | gb IAAF21178 . 1 |AC013483_2 (AC0134 83) 
putative coated vesicle membrane protein [Arabidopsis thaliana] 



Seq. No. 17516 

Gene No. 36807 

Start 12645 

Name OJ991206__18 . 0131 . C12 . o4 . np 

Start 15376 

GI 6466951 

Exons 15376. . 15573, 
GI Descrip. 



15831. . 16017, 



Seq. No. 


17516 


Seq. ID 


OJ991206JL8.0131 


.C12 


Gene No. 


36807 


Strand 


+ 




Start 


12645 


End 


16885 




Name 


OJ991206 18.0131.C12.o5.gp 


Method 


AAT/GAP 




Start 


15910 


End 


16885 




GI 


4714238 


Score 


811 




Exons 


15910. .16017, 16095. . 16202, 


16620. .168 


85 




Seq. No. 


17516 


Seq. ID 


OJ991206_18.0131 


.C12 


Gene No. 


36808 


Strand 






Start 


11747 


End 


13669 




Name 


OJ991206 18.0131.C12.o6.tm 


Method 


TBLASTX: Maize 




Start 


5936 


End 


6373 




GI 


none 


Score 


84 




Exons 


5936. . 6055, 6056. . 6373 









18000 



